Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



End 

Method 
End 
Score 



1914 
AAT/NAP 
1914 
241 



OJ000250_8 6.0307.C108.ol.np 
1 

7489374 
1..622, 1865. .1914 

hypothetical protein - barley gi 1 1666236 1 gb | AAB18645 . 1 1 (U76261) 
unknown [Hordeum vulgare] 



43252 Seq. ID 

90618 Strand 

1 End 
OJ000250_8 6.0307. C108 . ol . gs Method 

376 End 

none Score 
376. .1298, 1383. .1583 



OJ000250_8 6.0307.C108 
+ 

1914 
GEN SCAN 
1583 
.71 



43253 
90619 
1905 

OJ000250_8 6.0307.C109.ol.gs 

1905 

none 

1905. .2009 



Seq. ID OJ000250_86.0307.C109 
Strand 

End 2009 

Method GEN SCAN 

End 2009 

Score .72 



43254 Seq. ID 

90620 Strand 

748 End 
OJ000250_8 6 . 0307 . C112 . ol . gs Method 

748 End 

none Score 
748. .1010 



OJ000250_8 6.0307 .C112 
+ 

1010 
GENSCAN 
1010 
.52 



OJ000250 86.0307.C112 



43254 Seq. ID 

90621 Strand 
87 End 193 

OJ000250_8 6 . 0307 . C112 . ol . np Method AAT/NAP 
87 End 193 

5922619 Score 104 

87. .193 

(AP0004 92). hypothetical protein [Oryza sativa] 

gi| 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



43255 
90622 
685 

OJ000250_8 6 . 0307 . C117 . ol . gs 

685 

none 

685. .1026 

43256 
90623 
1 

OJ000250_8 6.0307.C118.ol.np 
1 

5042463 



Seq. ID OJ000250_86.0307.C117 
Strand 

End 1026 

Method GENSCAN 

End 1026 

Score .91 



Seq. ID OJ000250_86.0307.C118 

Strand + 

End 1133 

Method AAT/NAP 

End 618 

Score 151 



44001 






Fvon s 


1 65, 262. .412, 459. .618 














GI DescriD. 


(AC007789) unknown protein 


[Oryza sativa] 










Seq. No. 


43256 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C118 




Gene No. 


90623 


Strand 


+ 










Start 


1 


End 


1133 










Name 


OJ000250 86. 0307 .CI 18 .ol .gs 


Method 


GENSCAN 










Start 


270 ~~ 


End 


1133 










GI 


none 


Score 


.55 










i_J *v 1 1 0 


270. . 538, 1071. .1133 














Seq. No. 


43256 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C118 




Gene No. 


90624 


Strand 


— 










. Start 


2099 


End 


3446 










Name 


OJ000250 86. 0307 .CI 18 .o2 .gs 


Method 


GENSCAN 










Start 


2099 _ 


End 


3174 










GI 


none 


Score 


.75 










F.xnn s 


2099. .2293, 2986. .3174 
















43256 


Seq. ID 


OJ000250_ 


86. 


0307 


.C118 




Gene No. 


90624 


Strand 


— 










Start 


2099 


End 


3446 










Name 


OJ000250 86.0307.C118.o2.np 


Method 


AAT/NAP 










Start 


2180 


End 


3446 








w 


GI 


6498436 


Score 


65 








en 


TT 'von S 


2180. .2293, 2603. .2867, 3367. .3446 










ftJ 


VJ± 1— / O W -i- * 


(AP000815) hypothetical protein [Oryza 


sat i va 1 










Seq. No. 


43257 


Seq. ID 


OJ000250 


_86. 


0307 


.C119 




Gene No. 


90626 


Strand 


+ 










Start 


1261 


End 


2043 










Name 


OJ000250 86.0307.C119.ol.gs 


Method 


GENSCAN 










Start 


1261 


End 


2043 








= 


GI 


none 


Score 


.77 








r ^ 
-_ = 


Exons 


1261.. 1470, 1899.. 2043 












; : 


Seq. No. 


43258 


Seq. ID 


OJ000250_ 


_86. 


0307 


■ C120 




Gene No. 


90627 


Strand 


+ 










Start 


11 


End 


692 








f ^ 


Name 


OJ000250 86.0307.C120.ol.gs 


Method 


GENSCAN 










Start 


11 


End 


692 










GI 


none 


Score 


.81 










Exons 


11. .178, 289. .456, 564. .692 














Seq. No. 


43259 


Seq. ID 


OJ000250_ 


86. 


0307 


.C121 




Gene No. 


90628 


Strand 


+ 










Start 


1194 


End 


1824 










Name 


OJ000250 86.0307.C121.ol.np 


Method 


AAT/NAP 










Start 


1194 


End 


1824 










(IT 


6739506 


Score 


377 










Exons 


1194. .1824 














GI Descrip. 


(AF122821) cytochrome P450 


[Capsicum annuum] 










Seq. No. 


43259 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C121 




Gene No. 


90628 


Strand 


+ 










Start 


1194 


End 


1824 










Name 


OJ000250 86.0307.C121.ol.gs 


Method 


GENSCAN 









44002 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1200 End 

none Score 
1200. .1808 

43260 Seq. ID 

90629 Strand 

913 End 
OJ000250_86 . 0307 . C122 . ol . gs Method 

913 End 

none Score 
913.. 958, 1029.. 1168 



1808 
.98 



OJ000250_86.0307.C122 
+ 

1168 
GENSCAN 
1168 
.92 



OJ000250 86.0307.C122 



43260 Seq. ID 

90630 Strand 
2487 End 6357 

OJ000250_8 6 . 0307 . C122 . ol . np Method AAT/NAP 
2487 End 6357 

7228446 Score 4617 

2487.. 3359, 3447.. 6357 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 





octj, 1NO • 






Seq. ID 


OJ000250_8 6.0307.C122 


Si 

- — 








Strand 






olall. 


71 ft 1 

/ X O X 




End 


8052 




Name 




.np 


Method 


AAT/NAP 


i Li 


O U CI -L U 


7181 ~ 




End 


8052 


13 


GI 


7484649 




Score 


312 


l : H 

~ 


Exons 


7181. .8052 








: *\ 


GI Descrip. 


reverse transcriptase - 


beet 


retrot ransposon ( fragment ) 


r 1 1 




gi | 2462134 | emb | CAA737 98 . 


1| (Y13368) reverse transcriptase [Beta 






vulgaris] 








IJ 


Seq. No. 


43261 




Seq. ID 


OJ000250_8 6.0307.C123 


'-4 


Gene No. 


90632 




Strand 


+ 




Start 


67 




End 


436 




Name 


OJ000250 86.0307.C123.ol 


.gs 


Method 


GENSCAN 




Start 


67 




End 


436 




GI 


none 




Score 


.6 


a. ,-i 


Exons 


67. .436 










Seq. No. 


43262 




Seq. ID 


OJ000250_86. 0307 .C125 




Gene No. 


90633 




Strand 






Start 


182 




End 


749 




Name 


OJ000250 86.0307.C125.ol 


. gs 


Method 


GENSCAN 




Start 


182 




End 


749 




GI 


none 




Score 


.42 




Exons 


182. .230, 674. .749 










Seq. No. 


43263 




Seq. ID 


OJ000250_86 . 0307 . C127 




Gene No. 


90634 




Strand 






Start 


429 




End 


1090 




Name 


OJ000250 86.0307.C127.ol 


. gs 


Method 


GENSCAN 




Start 


429 




End 


1090 




GI 


none 




Score 


.61 




Exons 


429. .598, 794. .902, 967. 


.1090 







44003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43264 
90635 
1 

OJ000250_86.0307.C128.ol.np 
1 

1531756 
1. .389 

(X82413) proline-rich-like protein [Asparagus officinalis] 



Seq. ID OJ000250_86.0307.C128 

Strand + 

End 1001 

Method AAT/NAP 

End 389 

Score 4 98 



43264 
90637 
1718 

OJ000250_8 6 . 0307 . C128 . o2 . gs 

1718 

none 



Seq. ID OJ000250_86.0307.C128 
Strand 

End 5011 

Method GENSCAN 

End 4801 

Score .73 



1718. .1834, 2756. .3091, 3182. .3216, 3360. .3459, 3881. .4006, 
4098. .4215, 4710. .4801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43264 
90637 
1718 

OJ000250_86 
2708 
3820620 
2708. .3091, 
3881. .4006, 



0307.C128.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_86.0307.C128 

5011 
AAT/NAP 
5011 
524 



3182.. 3222, 3360.. 3459, 3553.. 3630, 3705.. 3755, 
4098. .4166, 4710. .4767, 4842. .5011 
(AF099970) putative formamidopyrimidine-DNA glycosylase 1 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 86.0307.C132 



504 

AAT/NAP 

477 

79 



43265 
90638 
1 

OJ000250_86.0307.C132.ol.np 
1 

7485370 
1..81, 387. .477 

hypothetical protein F10N7.30 - Arabidopsis thaliana 
gi I 2827621 |emb|CAA1.6573.1| (AL021636) putative protein 
[Arabidopsis thaliana] gi | 7270120 | emb | CAB79934 . 1 1 (AL161580) 
putative protein [Arabidopsis thaliana] 

OJ000250_86.0307.C132 
504 

GENSCAN 
480 
.48 



OJ000250_8 6.0307.C135 
+ 

2106 
AAT/NAP 
1790 
1027 



Seq. No. 


43265 




Seq. ID 


Gene No. 


90638 




Strand 


Start 


1 




End 


Name 


OJ000250 86.0307.C132. 


ol.gs 


Method 


Start 


219 




End 


GI 


none 




Score 


Exons 


219. .311, 352. .480 






Seq. No. 


43266 




Seq. ID 


Gene No. 


90639 




Strand 


Start 


694 




End 


Name 


OJ000250 86.0307.C135. 


ol . np 


Method 


Start 


694" 




End 


GI 


7433539 




Score 


Exons 


694. .1086, 1180. .1281, 


1549. 


.1790 



44004 




GI Descrip. glycine hydroxymethyltransf erase (EC 2.1.2.1) - Arabidopsis 
thaliana gi | 224474 9 | emb | CAB10172 . 1 1 (Z97335) 
hydroxymethyltransf erase [Arabidopsis thaliana] 
gi | 7268097 | emb | CAB78435 . 1 1 (AL161537 ) hydroxymethyltransf erase 
[Arabidopsis thaliana] 



Seq. No. 43266 Seq. ID OJ000250_ 

Gene No. 90639 Strand + 

Start 694 End 2106 

Name OJ000250_86 . 0307 .C135 . ol . gs Method GEN SCAN 

Start 696 End 1793 

GI none Score . 94 

Exons 696.. 1086, 1180.. 1281, 1549.. 1793 



86.0307.C135 



Seq. No. 


43267 


Seq. ID 


OJ000250_86 


0307 


.C141 


Gene No. 


90640 


Strand 








Start 


659 


End 


1360 






Name 


OJ000250 86.0307.C141.ol.gs 


Method 


GENSCAN 






Start 


659 


End 


1360 






GI 


none 


Score 


.45 






Exons 


659. .1360 










Seq. No. 


43268 


Seq. ID 


OJ000250_86 


0307 


.C147 


Gene No. 


90641 


Strand 








Start 


1 


End 


1132 






Name 


OJ000250 86.0307.C147.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1132 






GI 


6041833 


Score 


101 






Exons 


1..45, 779. .1132 










GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis 


thaliana] 







gi| 6642634 | gb | AAF20215 . 1 | AC012395_2 (AC012395) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 43268 Seq. ID 

Gene No. 90641 Strand 

Start 1 End 

Name OJ000250_8 6 . 0307 . C14 7 . ol . tm Method 

Start 872 ' End 

GI none Score 
Exons 



OJ000250_86.0307.C147 
1132 

TBLASTX: Maize 
1066 

225. 



872. .1057, 874. .1056, 875. .1066 



Seq. No. 43269 Seq. ID OJ000250_8 6 . 0307 . C152 

Gene No. 90642 Strand 

Start 1 End 705 

Name OJ000250_86 . 0307 . C152 . ol . np Method AAT/NAP 

Start 1 End 705 

GI 6041833 Score 334 

Exons 1..308, 358.. 705 

GI Descrip. (AC009853) unknown protein [Arabidopsis thaliana] 

gi I 6642634 | gb | AAF20215.il AC012395_2 (AC012395) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 43269 Seq. ID 

Gene No. 90642 Strand 

Start 1 End 

Name OJ000250_8 6 . 0307 . C152 . ol . gs Method 

Start 27 End 



OJ000250_86.0307 .C152 
705 

GENSCAN 
427 



44005 




GI 


none 


Score 


.44 








Exons 


27 . .427 












Seq. No. 


43270 


Seq. ID 


OJ000250_ 


86. 


0307 


.C158 


Gene No. 


90643 


Strand 










Start 


743 


End 


1084 








Name 


OJ000250 86.0307.C158.ol.gs 


Method 


GENS CAN 








Start 


743 ~ 


End 


1084 








GI 


none 


Score 


.78 








Exons 


743. . 1084 












Sea No. 


43271 


Seq. ID 


OJ000250_ 


86. 


0307 


.C159 


Gene No. 


90644 


Strand 










Start 


1 


End 


2156 








Name 


OJ000250 86.0307.C159.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2150 








GI 


5524157 


Score 


480 








Exons 


1..180, 1295. .2150 












GI Descrio. 


(AF124816) cytochrome p450 isoform PM17 [Mentha 


x piperita] 


Seq. No. 


43271 


Seq. ID 


OJ000250_ 


86. 


0307 


.C159 


Gene No. 


90644 


Strand 


- 








Start 


1 


End 


2156 








Name 


OJ000250 86.0307.C159.ol.gs 


Method 


GEN SCAN 








Start 


1248 


End 


2156 








GI 


none 


Score 


. 66 








Exons 


1248. .2156 












Sea. No. 


43272 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C160 


Gene No. 


90645 


Strand 


+ 








Start 


280 


End 


2063 








Name 


OJ000250 86.0307.C160.ol.np 


Method 










Start 


280 


End 


2063 








GI 


7523517 


Score 


74 








Exons 


280. .666, 1983. .2063 












GI DescriD. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43272 


Seq. ID 


OJ000250_ 


86. 


0307 


.C160 


Gene No. 


90645 


■ Strand 


+ 








Start 


280 


End 


2063 








Name 


OJ000250 86.0307.C160.ol.gs 


Method 


GENS CAN 








Start 


415 


End 


638 








GI 


none 


Score 


.87 








Exons 


415. .638 












Seq. No. 


43273 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C161 


Gene No. 


90646 


Strand 










Start 


10 


End 


213 








Name 


OJ000250 86.0307.C161.ol.gs 


Method 


GENS CAN 








Start 


10 


End 


213 








GI 


none 


Score 


.99 








Exons 


10. .213 












Seq. No. 


43274 


Seq. ID 


OJ000250_ 


_86. 


0307 


.C163 


Gene No. 


90647' 


Strand 


+ 








Start 


479 


End 


1015 








Name 


OJ000250 86.0307.C163.ol.gs 


Method 


GENSCAN 









44006 



Start 
GI 

Exons 



479 
none 

479. .1015 



End 
Score 



1015 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43275 Seq. ID 

90649 Strand 

1 End 756 

OJ000250_86. 0307 .CI 68 . ol .np Method AAT/NAP 

1 End 756 

2980781 Score 280 
1..28, 378. .756 

(AL022198) putative protein [Arabidopsis thaliana] 



OJ000250 86.0307.C168 



43275 Seq. ID 

90649 Strand 

1 End 
OJ000250_86. 0307 . C168 . ol .gs Method 

373 End 

none Score 
373. .723 



OJ000250_86.0307.C168 
756 

GENSCAN 

723 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43276 Seq. ID 

90650 Strand 

1 End 1396 

OJ000250_8 6 . 0307 . CI 69 . ol . np Method AAT/NAP 

1 End 1305 

2980781 Score 166 
1..21, 942. .981, 1083. .1305 

(AL022198) putative protein [Arabidopsis thaliana] 



OJ000250 86.0307.C169 



43276 Seq. ID 

90650 Strand 

1 End 
OJ000250_86 . 0307 . C169 . ol . gs Method 

444 End 

none Score 

444. .498, 886. .981, 1083. .1348 



OJ000250_8 6.0307.C169 

1396 
GENSCAN 
1348 
.82 



43277 Seq. ID OJ000250_86 

90651 Strand + 

1 End 186 

OJ000250_86 . 0307 . C170 . ol . np Method AAT/NAP 

1 End 186 

4378663 Score 255 

1. .186 

(AF107765) cytochrome P450 [Prunus dulcis] 



0307. C170 



43277 Seq. ID 

90652 Strand 

109 End 
OJ000250_86 . 0307 . C170 . ol . gs Method 

109 End 

none Score 
109. .282 



OJ000250_86, 
+ 

285 

GENSCAN 

282 

.84 



0307. C170 



Seq. No. 
Gene No. 



43278 
90654 



Seq. ID 
Strand 



OJ000250 86.0307.C179 



44007 



Start 


1 




End 


683 


Name 


OJ000250 86.0307.C179.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


626 


GI 


5915835 




Score 


336 


Exons 


1. .626 








GI Descrip. 


CYTOCHROME P450 71D6 gi 11762142 (U48434 


) putative cytochrome 




P4S0 rSolanum chacoensel 








Seq. No. 


43278 




Seq. ID 


OJ000250_86.0307.C17 9 


Gene No. 


90654 




Strand 




Start 


1 




End 


683 


Name 


OJ000250 86.0307.C179.ol 


.gs 


Method 


GENSCAN 


Start 


16 




End 


683 


GI 


none 




Score 


.76 


Exons 


16. . 683 








Seq. No. 


43278 




Seq. ID 


OJ000250_8 6.0307.C17 9 


Gene No. 


90655 




Strand 




Start 


1046 




End 


1286 


Name 


OJ000250 86.0307.C179.o2 


.gs 


Method 


GENSCAN 


Start 


1046 




End 


1286 


GI 


none 




Score 


.58 


Exons 


1046 1183 1188 1286 








Seq. No. 


43279 




Seq. ID 


OJ000250_8 6.0307.C180 


Gene No. 


90656 




Strand 


+ 


Start 


505 




End 


966 


Name 


OJ000250 86.0307.C180.ol 


.gs 


Method 


GENSCAN 


Start 


505 




End 


966 


GI 


none 




Score 


.47 


Exons 


SOS 966 








Seq. No. 


43279 




Seq. ID 


OJ000250_86.0307.C180 


Gene No. 


90657 




Strand 




Start 


1671 




End 


2039 


Name 


OJ000250 86.0307.C180.o2 


. gs 


Method 


GENSCAN 


Start 


1671 




End 


2039 


GI 


none 




Score 


. 6 


Exons 


1671. .2039 








Seq. No. 


43280 




Seq. ID 


OJ000250_8 6.0307.C182 


Gene No. 


90658 




Strand 




Start 


721 




End 


3039 


Name 


OJ000250 86.0307.C182.ol 


.gs 


Method 


GENSCAN 


Start 


721 




End 


3039 


GI 


none 




Score 


.57 


Exons 


721. .747, 1069. .1136, 2618.. 


2779, 2938. 


.3039 


Seq. No. 


43281 




Seq. ID 


OJ000250_8 6.0307.C183 


Gene No. 


90659 




Strand 




Start 


344 




End 


1478 


Name 


OJ000250 86.0307.C183.ol 


.np 


Method 


AAT/NAP 


Start 


265 




End 


1478 


GI 


5915839 




Score 


541 


Exons 


265. .877, 1426. .1478 








GI Descrip. 


CYTOCHROME P450 71D10 gi 


12739000 |gb|AAB94588 | (AF022459) 



CYP71D10p [Glycine max] 



44008 





Seq. No. 


43281 










Seq. ID 




Gene No . 


.90659 










Strand 




Start 


344 










End 




Name 


OJ000250 86 


.0307 


.C183. 


ol 


. as 


Method 




Start 


344 










End 




GI 


none 










Score 




Exons 


344 . . 954 














Seq. No. 


43282 










Seq. ID 




Gene No. 


90660 










Strand 




Start 


400 










End 




Name 


OJ000250 86 


.0307 


.C185. 


ol 


. as 


Method 




Start 


400 










End 




GI 


none 










Score 




Exons 


400. .606 














Seq. No. 


43283 










Seq. ID 




Gene No . 


90661 










Strand 




Start 


2327 










End 




Name 


OJ000250 86 


.0307 


.C186. 


ol 


. as 


Method 




Start 


2327 ~~ 










End 




GI 


none 










Score 




Exons 

■LJ *\ w 1 1 


2327 . .2680 












— 


Seq. No. 


43284 










Seq. ID 




Gene No . 


90663 










Strand 


ji 


Start 


980 










End 


J 


Name 


OJ000250 86 


. 0307 


.C187 . 


ol 


. as 


Method 




Start 


980 ~~ 










End 




GI 


none 










Score 


i = 


Exons 


980 . . 1635, 


1820. 


.2045 










Seq. No. 


43284 










Seq. ID 




Gene No. 


90663 










Strand 


cs? 

3 


Start 


980 










End 




Name 


OJ000250 86 


.0307 


.C187. 


ol 


.np 


Method 




Start 


983 










End 


:~ ; 


GI 


5903092 










Score 


J 


Exons 


983. .1597 













OJ000250__86.0307.C183 

1478 
GENSCAN 
954 
.67 



OJ000250_86.0307.C185 
606 

GENSCAN 

606 

.46 



OJ000250_86.0307.C186 
+ 

2819 
GENSCAN 
2680 
.4 



OJ000250_8 6.0307.C187 

2045 
GENSCAN 
2045 
.77 



OJ000250_86 . 0307 .C187- 

2045 
AAT/NAP 
1597 
857 



GI Descrip. 



(AC008017) Highly similar to developmental protein DG1118 
[Arabidopsis thaliana] 

OJ000250 86.0307.C188 



342 

GENSCAN 

342 

.99 



OJ000250_86.0307.C189 
+ 

2706 
AAT/NAP 
2706 
183 



Seq. No. 


43285 












Seq. ID 


Gene No. 


90664 












Strand 


Start 


28 












End 


Name 


OJ000250 


86. 


,0307 


.C188 


.ol 


.gs 


Method 


Start 


28 












End 


GI 


none 












Score 


Exons 


28. .342 














Seq. No. 


43286 












Seq. ID 


Gene No. 


90665 












Strand 


Start 


2579 












End 


Name 


OJ000250 


86, 


,0307 


.C189 


.ol 


.np 


Method 


Start 


2579 












End 


GI 


5922620 












Score 



44009 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2579. .2706 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the" 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.lt (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000250_8 6.0307.C190 
+ 

741 

AAT/NAP 

741 

322 



43287 Seq. ID 

90666 Strand 
63 End 
OJ000250_86.0307.C190.ol.np Method 
63 End 
5922620 Score 
63. .239, 276. .360, 722. .741 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 {C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 43287 Seq. ID 

Gene No. 90666 Strand 

Start 63 End 

Name OJ000250_8 6 . 0307 . C190 . ol . gs Method 

Start 276 End* 

GI none Score 

Exons 276.. 416 



OJ000250_8 6.0307.C190 
+ 

741 

GENSCAN 

416 

.82 



Seq. No. 43288 Seq. ID 

Gene No. 90667 Strand 

Start 727 End 

Name OJ000250_8 6 . 0307 . C192 . o2 . gs Method 

Start 727 End 

GI none Score 

Exons 727.. 897, 998.. 1069 



OJ000250_86.0307.C192 
+ 

1069 
GENSCAN 
1069 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43288 
90668 
1 

OJ000250_86.0307.C192.ol.np 
1 

5042463 

1..66, 753. .1016, 1247. .1353 

(AC007789) unknown protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_86. 0307 . C192 

1353 
AAT/NAP 
1353 
207 



Seq. No. 43289 Seq. ID 

Gene No. 90669 Strand 

Start 1 End 

Name OJ000250_86 . 0307 . C198 . ol . np Method 

Start 1 End 

GI 5915836 Score 

Exons 1..51, 121.. 729 

GI Descrip. CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



OJ000250_86.0307.C198 
+ 

744 

AAT/NAP 

729 

574 



Seq. No. 
Gene No. 



43289 
90669 



Seq. ID OJ000250_86.0307.C198 
Strand + 



44010 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_86 . 0307 . C198 . ol . gs 

124 

none 

124. .744 



End 744 

Method GENSCAN 

End 744 

Score .89 



43290 Seq. ID 

90670 Strand 

473 End 971 

OJ000250_82 . 0320 . C7 . ol . np Method AAT/NAP 

473 End 971 

5295982 Score 75 
473. .586, 947. .971 

(AB003324) MADS box-like protein [Oryza sativa] 



OJ000250 82. 0320. C7 



Seq. No. 


43291 




Seq. ID 


OJ000250_82.0320.C8 


Gene No . 


90671 




Strand 


+ 


Start 


1189 




End 


1488 


Name 


OJ000250 82 


.0320.C8.ol.np 


Method 


AAT/NAP 


Start 


1189 




End 


1488 


GI 


6815099 




Score 


97 


Exons 


1189. . 1488 








GT DescriD. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 


Sea No . 


43291 




Seq. ID 


OJ000250_82.0320.C8 


Gene No . 


90672 




Strand 


+ 


Start 


2002 




End 


9715 


Name 


OJ000250 82 


.0320.C8 .ol.gs 


Method 


GENSCAN 


Start 


2002 




End 


9457 


GI 


none 




Score 


.51 


Exons 

1—1 V-/ HO 


2002 . .2176, 


2693. .2821, 3040. 


.3151, 3231.. 3345, 5869.-6366, 




6835. . 6984, 


7139. .7412, 7466. 


.9321, 9372.. 9457 


Sea. No. 


43291 




Seq. ID 


OJ000250_82.0320.C8 


Gene No . 


90672 




Strand 


+ 


Start 


2002 




End 


9715 


Name 


OJ000250 82 


.0320.C8.ol.gp 


Method 


AAT/GAP 


Start 


4143 




End 


4565 


GI 


none 




Score 


824 


Exons 


4143. .4565 








Seq. No. 


43291 




Seq. ID 


OJ000250_82.0320.C8 


Gene No. 


90672 




Strand 


+ 


Start 


2002 




End 


9715 


Name 


OJ000250 82 


.0320.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7600 




End 


7986 


GI 


none 




Score 


354 


Exons 


7600. .7986, 


7611. .7985 






Seq. No. 


43291 




Seq. ID 


OJ000250_82.0320.C8 


Gene No. 


90672 




Strand 


+ 


Start 


2002 




End 


9715 


Name 


OJ000250 82 


.0320.C8.o2.np 


Method 


AAT/NAP 


Start 


7606 




End 


9715 


GI 


6539553 




Score 


3686 


Exons 


7606. .9715 








GI Descrip. 


(AP000836) 


Similar to Oryza australiensis retrotransposon RIRE1 



44011 




(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


43291 








Seq. ID 


OJ000250_82.0320.C8 


Gene No . 


90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


.0320. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7735 








End 


8048 


GI 


none 








Score 


362 


Exons 


7735. .8046/ 


7743. 


.8048 








Sea No. 


43291 








Seq. ID 


OJ000250_82.0320.C8 


dpnp No . 


90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


.0320. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8547 








End 


8869 


GI 


none 








Score 


268 


Exons 


8547 . . 8801, 


8554. 


.8868, 


8574. 


.8867, 8702. .8869 


Sea No. 


43291 








Seq. ID 


OJ000250_82. 0320.C8 


f2pnp No 


90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


. 0320. 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8896 








End 


9282 


GI 


none 








Score 


88 


Exons 


8896. . 9051, 


9034. 


.9282 








Sea No 


43291 








Seq. ID 


OJ000250_82.0320.C8 


Gene No . 


90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


.0320. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9001 








End 


9297 


GI 


none 








Score 


244 


Exons 


9001. .9297, 


9133. 


.9291 








Seq. No. 


43291 








Seq. ID 


OJ000250_82.0320.C8 


Gene No . 


90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


.0320. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9070 








End 


9503 


GI 


none 








Score 


148 


Exons 


9070. .9297, 


9311. 


. 9478, 


9318. 


.9503 




Sea No 


43291 








Seq. ID 


OJ000250_82.0320.C8 




90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


.0320. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


9299 








End 


9689 


GI 


none 








Score 


191 


Exons 


9299. .9469, 


9300. 


.9515, 


9300. 


.9470, 9516.. 9689, 9524.. 9562 


Seq. No. 


43291 








Seq. ID 


OJ000250_82.0320.C8 


Gene No. 


90672 








Strand 


+ 


Start 


2002 








End 


9715 


Name 


OJ000250 82 


.0320. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9339 








End 


9715 



44012 




GI 


none 


Score 


513 


Exons 


9339.. '9713, 9347.. 9715, 9349. 


.9714 




Seq. No. 


43292 


Seq. ID 


OJ000250_82.0320.C25 


Gene No. 


90673 


Strand 


+ 


Start 


123 


End 


257 


Name 


OJ000250 82.0320.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


84 


End 


257 


GI 


none 


Score 


249 


Exons 


84. .257, 89. .253, 90. .254 






Seq. No. 


43292 


Seq. ID 


OJ000250_82.0320.C25 


Gene No. 


90673 


Strand 


+ 


Start 


123 


End 


257 


Name 


OJ000250 82.0320.C25.ol.gs 


Method 


GENSCAN 


Start 


123 


End 


250 


GI 


none 


Score 


.57 


Exons 


123. .250. 






Seq. No. 


43293 


Seq. ID 


OJ000250_82.0320.C27 


Gene No. 


90674 


Strand 


+ 


Start 


70 


End 


323 


Name 


OJ000250 82.0320.C27.ol.gs 


Method 


GENSCAN 


Start 


70 ~~ 


End 


323 


GI 


none 


Score 


.88 


Exons 


70. .323 






Seq. No. 


43293 


Seq. ID 


OJ000250_82.0320.C27 


Gene No. 


90675 


Strand 




Start 


204 


End 


718 


Name 


OJ000250 82.0320.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


53 


End 


236 


GI 


none 


Score 


267 


Exons 


53. .232, 54. .236, 57. .233 






Seq. No. 


43293 


Seq. ID 


OJ000250_82.0320.C27 


Gene No. 


90675 


Strand 




Start 


204 


End 


•718 


Name 


OJ000250 82.0320.C27.ol.gp 


Method 


AAT/GAP 


Start 


204 


End 


718 


GI 


702430 


Score 


117 


Exons 


204. .274, 696. .718 






GI Descrip. 


5734704/gb|AAD4 9969. 1|AC008075_2 4 . Oe- 


27 (AC008075) Contains 



similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 

Seq. No. 43294 

Gene No. 90676 

Start 725 

Name OJ000250_82 . 0320 . C28 . ol . gs 

Start 725 

GI none 

Exons 725.. 802, 909.. 1061 

Seq. No. 43295 
Gene No. 90677 



Seq. ID OJ000250_82.0320.C28 

Strand + 

End 1061 

Method GENSCAN 

End 1061 

Score .52 



Seq. ID 
Strand 



OJ000250 82.0320.C40 



44013 




Start " 


408 


End 


567 


Name 


OJ000250 82.0320.C40.ol.tw 


Method 


TBLASTX: Wheat 


Start 


408 ~~ 


End 


536 


GI 


none 


Score 


188 


Exons 


408. .536, 409. .516, 410. .532 






Seq. No. 


43295 


Seq. ID 


OJ000250_82.0320.C40 


Gene No. 


90677 


Strand 




Start 


408 


End 


567 


Naine 


OJ000250 82.0320.C40.ol.tm 


Method 


TBLASTX: Maize 


Start 


420 ~ 


End 


567 


GI 


none 


Score 


186 


Exons 


420. .545, 422..S62, 425. .544, 


427 . .567 




Seq. No. 


43296 


Seq. ID 


OJ000250_82.0320.C4 3 


Gene No. 


90678 


Strand 


+ 


Start 


1 


End 


2362 


Name 


OJ000250 82.0320.C43.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


804 


GI 


2388578 


Score 


478 


Exons 


1..258, 467. .804 






(IT Dp^priD 

\J J- _/ _) — » — » _✓ « 


(AC000098) Similar to Mycobacterium RlpF (gb|Z84395). ESTs 




gb|T75785,gb|R30580,gb|T04 698 


come from this gene. [Arabidoj 




thaliana] 






Sea No 


43296 


Seq. ID 


OJ000250_82 . 0320 . C43 


Gene No . 


90678 


Strand 


+ 


Start 


1 


End 


2362 


Name 


OJ000250 82.0320.C43.ol.gp 


Method 


AAT/GAP 


Start 


468 


End 


531 


GI 


64853 1.R1084 


Score 


102 


Exons 


468. .531 






GI Descrip. 


•4190974/dbj IBAA74448 | 0.0e+00 (AB018442) phytochrome C [Or; 




sativa] 1 






Seq. No. 


43296 


Seq. ID 


OJ000250_82 .032.0.C4 3 


Gene No. 


90678 


Strand 


+ 


Start 


1 


End 


2362 


Name 


OJ000250 82.0320.C43.ol.gs 


Method 


GENS CAN 


Start 


471 


End 


2362 


GI 


none 


Score 


.48 


Exons 


471. .803, 1107. .1478, 1483. .1664, 2208 


. .2362 


Seq. No. 


43296 


Seq. ID 


OJ000250_82.0320.C4 3 


Gene No. 


90679 


Strand 


+ 


Start 


5074 


End 


7821 


Name 


OJ000250 82.0320.C43.o3.gs 


Method 


GENS CAN 


Start 


5074 


End 


7821 


GI 


none 


Score 


.56 


J-J-*\ w 110 


5074.. 5108, 6337.. 6398, 6502. 


6553, 6977.. 7080, 7199.. 7821 


Seq. No. 


43296 


Seq. ID 


OJ000250_82.0320.C43 


Gene No. 


90679 


Strand 


+ 


Start 


5074 


End 


7821 


Name 


OJ000250 82.0320.C43.o3.gp 


Method 


AAT/GAP 


Start 


6557 


End 


7612 


GI 


29724 1.R1084 


Score 


1121 



44014 



Exons 6557.. 6684, 6996.. 7080, 7199.. 7612 

GI Descrip. '2388578 9.0e-12 (AC000098) Similar to Mycobacterium RlpF 

<gb_Z84395) . ESTs gb_T75785, gb_R30580, gb_T04 698 come from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 


43296 


Seq. ID 


OJ000250_82.0320.C43 


Gene No. 


90680 


Strand 




Start 


632 


End 


1067 


Name 


OJ000250 82.0320.C43.o2.gp 


Method 


AAT/GAP 


Start 


632 


End 


1067 


GI 


3766974 


Score 


838 


Exons 


632. .1067 






GI Descrip. 


2388578 9.0e-12 (AC000098) Similar to Mycobacterium RlpF 


(gb Z84395) . ESTs gb T75785, gb_R30580 , gb_T04 698 come from tr 




gene. [Arabidopsis thaliana] 






Seq. No. 


43296 


Seq. ID 


OJ000250_82 .0320.C43 


Gene No. 


90681 


Strand 


_ 


Start 


2869 


End 


3702 


Name 


OJ000250 82.0320.C43.o2.gs 


Method 


GENSCAN 


Start 


2869 


End 


3702 


GI 


none 


Score 


. 93 


Exons 


2869 3338, 3564.. 3702 






Seq. No. 


43296 


Seq. ID 


OJ000250_82. 0320.C4 3 


Gene No. 


90682 


Strand 




Start 


6227 


End 


7827 


Name 


OJ000250 82.0320.C43.ol.tc 


Method 


TBLASTX: Cress 


Start 


468 


End 


806 


GI 


none 


Score 


449 


Exons 


468 806, 469. . 771 






Seq. No. 


43296 


Seq. ID 


OJ000250_82.0320.C43 


Gene No. 


90682 


Strand 




Start 


6227 


End 


7827 


Name 


OJ000250 82.0320.C43.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4 68 


End 


824 


GI 


noneV- 


Score 


468 


Exons 


468.. 806, 469. .771, 500. .805, 


507. .824 


, 686. .823 


Seq. No. 


43296 


Seq. ID 


OJ000250_82.0320.C43 


Gene No. 


90682 


Strand 




Start 


6227 


End 


7827 


Name 


OJ000250 82.0320.C43.ol.tm 


Method 


TBLASTX: Maize 


Start 


541 


End 


820 


GI 


none 


Score 


366 


Exons 


541. .771, 541. .771, 543. .809, 


692. .820 




Seq. No. 


43296 


Seq. ID 


OJ000250_82 . 0320 . C43 


Gene No. 


90682 


Strand 




Start 


6227 


End 


7827 


Name 


OJ000250 82.0320.C43.o2.np 


Method 


AAT/NAP 


Start 


6227 


End 


7827 


GI 


7508913 


Score 


92 


Exons 


6227.. 6392, 7345.:7827 






GI Descrip. 


hypothetical protein W03G1.5 


- Caenorhabditis elegans 




gi|4262637|gb|AAD14753.1| (AF125964) contains similarity to 



44015 



collagens [Caenorhabditis elegans] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43297 Seq. ID 

90683 Strand 
77 End 
OJ000250_82 . 0320 . C44 . ol . gs Method 
77 End 
none Score 
77. .155, 1229. .1345, 1780. .1850 

43297 Seq. ID 

90684 Strand 
11562 End 
OJ000250_82 . 0320 . C44 . o3 . gs Method 
11562 End 
none Score 
11562. .11627, 12031. .12090, 12213 .. 12308 , 12899 .. 14750, 
14855. .15671, 16065 .. 16358 , 16917. .17154 



OJ000250_82.0320.C44 
+ 

1850 
GENSCAN 
1850 
.46 



OJ000250_82.0320.C44 
+ 

17421 
GENSCAN 
17154 
.55 



Seq. ID OJ000250_82.0320.C44 

Strand + 

End 17421 

Method AAT/GAP 

End 17421 

Score 7865 
16065. .16358, 16917.. 17421 



43297 
90684 
11562 

OJ000250_82.0320.C44.o2.gp 
12390 
4190973 

12390. .14750, 14855 .. 1567 1, 
4190974/dbj IBAA74448 I 0.0e+00 (AB018442) phytochromeC [Oryza 
sativa] 



Seq. No. 


43297 


Seq. ID 


OJ000250_ 


82.0320. 


C44 


Gene No. 


90684 


Strand 


+ 






Start 


11562 


End 


17421 






Name 


OJ000250 82.0320.C44.ol.np 


Method 


AAT/NAP 






Start 


12688 


End 


17151 






GI 


4190974 


Score 


5726 






Exons 


12688. .14750, 14855 .. 15671 , 


16065. .16358, 16917. 


.17151 




GI Descrip. 


(AB018442) phytochrome C [Oryza sativa] 








Seq. No. 


43297 


Seq. ID 


OJ000250_ 


82.0320. 


C44 


Gene No. 


90685 


Strand 








Start 


3681 


End 


4478 






Name 


OJ000250 82.0320.C44.ol.gp 


Method 


AAT/GAP 






Start 


3681 


End 


4478 






GI 


30421 1.R1084 


Score 


1319 






Exons 


3681.. 3965, 4053.. 4478 










GI Descrip. 


'5295982/dbj IBAA81882.il 4. 


0e-10 (AB003324) MADS 


box-like 




protein [Oryza sativa] 1 










Seq. No. 


43297 


Seq. ID 


OJ000250_ 


82.0320. 


C44 


Gene No. 


90686 


Strand 








Start 


12495 


End 


17164 






Name 


OJ000250 82.0320.C44.o3.tm 


Method 


TBLASTX: Maize 




Start 


12495 


End 


13093 






GI 


none 


Score 


38 






Exons 


12495. .12581, 12540 .. 12560, 


12633. .12674, 12677. 


.12724, 






12693. .12719, 12725 .. 12835, 


12774. .12836, 12836. 


.13093, 






12836. .13093 











44016 




Seq. No. 


43297 








Seq. ID 


OJ000250 


82.0320 


.C44 


Gene No. 


90686 








Strand 








Start 


12495 








End 


17164 






Name 


OJ000250 82.0320.C44 


. ol . tc 


Method 


TBLASTX : 


Cress 




Start 


12725 








End 


17106 






GI 


none 








Score 


64 






Exons 


12725. 


.12835, 


12780. 


.12836, 


12872. .13714, 13006 


. .13335, 






13383. 


.13562, 


13399. 


.13686, 


13758. .13949, 13762 


. .14148, 






13763. 


.14308, 


13775. 


.14281, 


14212. .14313, 14298 


. . 14447, 






14306. 


.14452, 


14314. 


.14445, 


14513. .14752, 14516 


. . 14734, 






14548. 


.14757,' 


14836. 


.15291, 


14853. .15287, 14860 


. .15309, 






14991. 


.15320, 


15297. 


.15665, 


15298. .15669, 16063 


. .16233, 






16066. 


.16284, 


16086. 


.16241, 


16094. .16255, 16294 


. .16359, 






16902. 


.16967, 


16915. 


.16971, 


16974. .17030, 16981 


. .17037, 






17037. 


.17102, 


17041. 


. 17106 










Seq. No. 


43297 








Seq. ID 


OJ000250 


_82.0320 


.C44 


Gene No. 


90686 








Strand 








Start 


12495 








End 


17164 






Name 


OJ000250 82.0320.C44 


.ol . ts 


Method 


TBLASTX : 


Soybean 




Start 


12780 








End 


17109 






GI 


none 








Score 


57 






Exons 


12780. 


.12836, 


12908. 


.12949, 


12950. .13714, 13018 


. . 13335, 






13253. 


.13591, 


13386. 


.13592, 


13399. .13686, 13732 


. .13860, 






13751. 


.13939, 


13759. 


.13860, 


13772. .13966, 13936 


. . 14148, 






13946. 


.14320, 


14079. 


.14204, 


14224. .14319, 14295 


. . 14429, 






14309. 


.14503, 


14309. 


.14428, 


14317. .14430, 14513 


. . 14752, 






14513. 


.14647, 


14542. 


.14757, 


14854. .15663, 14913 


. .15662, 






16066. 


.16269, 


16080. 


.16250, 


16918. .17109 






Seq. No. 


43297 








Seq. ID 


OJ000250 


_82.0320 


.C44 


Gene No. 


90686 








Strand 








Start 


12495 








End 


17164 






Name 


OJ000250 82.0320.C44 


. o2 . tm 


Method 


TBLASTX : 


teize 




Start 


13120 








End 


13714 






GI 


none 








Score 


741 






Exons 


13120. 


.13332, 


13121. 


.13714, 


13277. .13594, 13399 


. . 13686 




Seq. No. 


43297 








Seq. ID 


OJ000250 


_82. 0320 


.C44 


Gene No. 


90686 








Strand 








Start 


12495 








End 


17164 






Name 


OJ000250 82.0320.C44 


. o5 . tm 


Method 


TBLASTX: 


teize 




Start 


13716 








End 


13869 






GI 


none 








Score 


152 






Exons 


13716. 


.13862, 


13736. 


.13861, 


13738. .13869, 13751 


. . 13864 




Seq. No. 


43297 








Seq. ID 


OJ000250 


82.0320 


.C44 


Gene No. 


90686 








Strand 








Start 


12495 








End 


17164 






Name 


OJ000250 82.0320.C44 


. ol. tm 


Method 


TBLASTX: 


Maize 




Start 


13886 








End 


15539 






GI 


none 








Score 


936 






Exons 


13886. 


.14470, 


13886. 


.14461, 


14241. .14462, 14469 


. .14564, 






14471. 


.14752, 


14472. 


.14750, 


14480. .14752, 14820 


. .15539, 






14842. 


.15537, 


14913. 


.15539 











44017 



Seq. No. 43297 
Gene No. 90686 
Start 12495 

Name OJ000250_82 . 0320 . C4 4 . o4 . tm 

Start 15559 
GI none 

Exons 15559. .15669, 15560 .. 15670, 

16064. .16270, 16065 .. 16358 , 
16310. .16360, 16911. .17114, 
16916. .17164 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15561. .15671, 
16065. .16358, 



OJ000250 82.0320.C44 



17164 

TBLASTX: Maize 
17164 
166 

15563. .15673, 
16066. .16359, 



16915. .17154, 16915. .17154, 



Seq. No. 43298 Seq. ID 

Gene No. 90687 Strand 

Start 415 End 

Name OJ000250_82 . 0320 . C45 . ol . gs Method 

Start 415 End 

GI none Score 

Exons 415.. 570, 674.. 951, 1136.. 1212, 1312.. 
3175. .3280, 3911. .4054 



OJ000250_82.0320.C45 
+ 

4671 
GENSCAN 
4054 
.4 

1568, 1803. .1819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0320. C45 



43298 
90687 
415 

OJ000250_82.0320.C4 5.ol.np 
892 

7270975 

892. .1049, 1139. .1204, 1298, 
2266. .2302, 2778.. 2825,* 2918. .2976, 
3672. .3792, 3911.. 3974, 4336. .4462 

(AJ251989) putative topoisomerase VIA [Arabidopsis thaliana] 



OJ000250_82. 
+ 

4671 
AAT/NAP 
4462 
715 

,1400, 1495. .1579, 2103. .2178, 
3066.. 3097, 3175. .3280, 



43298 Seq. ID 

90687 Strand 
415 End 
OJ000250_82 . 0320 . C4 5 . ol . gp Method 
3639 End 
1674_1.R1084 Score 
3639.. 3792, 3911.. 3974, 4336.. 4671 

'5803242/dbj | AP000399 . 1 1 AP000399 2.0e-12 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ000250_82 . 0320 . C45 
+ 

4671 
AAT/GAP 
4671 
1013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43298 Seq. ID OJ000250_82 . 0320 . C45 

90688 Strand + 

5747 End 5838 

OJ000250_82 . 0320 . C4 5 . o2 . gp Method AAT/GAP 

5747 End 5838 

2801250 Score 136 

5747. .5838 

72 94 7 8 /sp | P4 134 4 | FENR_ORYSA 6.0e-44 FERREDOXIN — NADP REDUCTASE, 
LEAF ISOZYME PRECURSOR (FNR) >gi_442481_dbj_BAA04 616_ (D17790) 
ferredoxin-NADP+ reductase [Oryza sativa] 
>gi_606964 9_dbj_BAA85425.1_ (AP000616) ESTs 

AU078647 (E1557) , C72400 (E1557) correspond to a region of the 
predicted gene.; similar to f erredoxin-NADP+ reductase (D17790) 
[Oryza sativa] 



Seq. No. 



43298 



Seq. ID OJ000250_82.0320.C45 



44018 





90689 






Cf rand 






Start 


14165 






End 


16869 




Name 


OJ00.0250 82.0320.C45 


. o3.gp 




Method 


AAT/GAP 




C-|- -a 


14117 






FnH 


144 92 




lal 


4715129 






C /~\ Y~ O 


\J \J u 




Exons 


14117. .14492 












bi uescrip. 


2224810/emb|CAB09698| l.Oe- 


1 A 


\ CiZ> I \J f- } 


y >D LCX11C 


nrni"Pi n a op 




T LI v>/Jn<i m Trill /T ~\ 1 

[noraeum vuigarej 












Seq. No. 


*± z>£ y 0 






Seq. ID 


OJ000250_ 


_82.0320.C45 


Gene No. 








Strand 


+ 






1 A 1 fiR 






End 


16869 




Name 


OJ000250 82.0320.C45 


. o3.gs 




Method 


GENSCAN 




Of a 


14165 






End 


16869 




bl 


none 






Score 


.5 




T /"\ ^ 


14165. .14690, 14996. 


.15392, 


16007. .16051, 16398. 


. 16869 


Oct} • NO • 


43298 






Seq. ID 


OJ000250_ 


82 0320 C45 




90689 






Strand 


+ 






14165 






End 


16869 




Name 


OJ000250 82.0320.C45 


. o3 .np 




Method 


AAT/NAP 




Start 


14165 






End 


15579 




C T 
bl 


7435799 






Score 


1305 




Exons 


14165. .14630, 14996. 


.15579 










GI Descrip. 


cysteine proteinase 


(EC 3.4 


.22 


!.-) - barley 






gi 122248 10 I emb | CAB09698. 1 1 


(Z97022) cysteine proteinase [Hordeum 




vulgare] 












beq. no. 


43298 






Seq. ID 


OJ000250_ 


_82.0320.C45 




90689 






Strand 


+ 




Start 


14165 






End 


16869 




Name 


OJ000250 82.0320.C45 


. o4 . gp 




Method 


AAT/GAP 






14996 






End 


15227 






1631888 






Score 


388 




Exons 


14996. .15227 












bl uescrip. 


22248 10/emb|CAB09698 


I 3.0e- 


33 


(Z97022) 


cysteine 


proteinase 




[Hordeum vulgare] 












oeq. wo. 


43298 






Seq. ID 


OJ000250_ 


_82.0320.C45 


belle 1NO . 


90689 






Strand 


+ 




Start 


14165 






End 


16869 




Name 


OJ000250 82.0320.C45 


.oS.gp 




Method 


AAT/GAP 




OLalU 


15503 






End 


15970 






4715130 






Score 


840 




Exons 


15503. .15970 












GI Descrip. 


5803242/dbj IAP000399 


. 1IAP000399 2.0e-12 Oryza sativa genomic 




DNA, chromosome 6, clone: P0535G04 






Seq. No. 


43298 






Seq. ID 


OJ000250_ 


_82.0320.C45 


Gene No. 


90690 






Strand 


+ 




Start 


18689 






End 


21992 




Name 


OJ000250 82.0320.C45 


.o5.gs 




Method 


GENSCAN 




Start 


18689 




End 


21992 




GI 


none 






Score 


.98 




Exons 


18689. .20143, 20409. 


.20522, 


20669. .20800, 21855. 


.21992 


Seq. No. 


43298 






Seq. ID 


OJ000250_ 


_82.0320.C45 



44019 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



90690 Strand 

18689 End 

OJ000250_82 . 0320 . C4 5 . 06 . gp Method 

18737 End 

none Score 
18737. .18992 



+ 

21992 
AAT/GAP 
18992 
435 



OJ000250 82.0320.C45 



43298 Seq. ID 

90691 Strand 
5811 End 6930 

OJ000250_82 . 0320 . C45 . o2 . np Method AAT/NAP 
5811 End 6930 

7489262 Score 918 

5811.. 5958, 6045.. 6930 

probable outward rectifying potassium channel KCOl - potato 
gi|3378661|emb|CAA73483.1| (Y13048) putative outward rectifying 
potassium channel StKCOl [Solanum tuberosum] 



43298 
90692 
14986 

OJ000250_82 . 0320 . C4 5 . o5 . np 

14986 

6523547 

14986. .15147, 15286 15551, 
18521. .18599, 18 947 18974 , 



OJ000250 82.0320.C45 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16454. .16541, 
3227S..32664 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



38731 
AAT/NAP 
32664 
276 

16701. .16870, 



y Seq. No. 


43298 


Seq. ID 


OJ000250 


_82.0320 


.C45 


Gene No. 


90692 


Strand 








if Start 


14986 


End 


38731 






§ ^ Name 


OJ000250 82.0320.C45.o4.gs 


Method 


GENSCAN 






b Start 


17533 


End 


17710 






Q GI 


none 


Score 


.67 






v| Exons 


17533. .17554, 17574.. 17710 










r ~ Seq. No. 


43298 


Seq. ID 


OJ000250 


_82.0320 


.C45 


^ Gene No. 


90692 


Strand 








t3 Start 


14986 


End 


38731 






[3 Name 


OJ000250 82.0320.C45.o7.gp' 


Method 


AAT/GAP 






Start 


22434 


End 


32275 






GI 


1084 1.R1084 


Score 


2605 






Exons 


22434. .22918, 23408 .. 23526, 


23632. .23673, 23884 


. .23925, 






24060. .24159, 24248 .. 24312 , 


26472. .26550, 31804 


. .32275 




GI Descrip. 


•4204232 6.0e-83 (AF035378) 


MADS-box protein 1 


[Lolium 






temulentum] 1 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43298 
90692 
14986 

OJ000250_82 . 0320 . C4 5 . 06 . gs 
22810 



OJ000250 82.0320.C45 



none 
22810, 
24645. 
35954. 



Seq. ID _ 
Strand 

End 38731 
Method GENSCAN 
End 38731 
Score . 4 

22918, 23408. .23526, 23884 ... 23925, 24060 .. 24159, 
24706, 26472. .26550, 31804 .. 31914 , 32198 .. 32520, 
36019, 36038. .36195, 37924 .. 38002 , 38666.. 38731 



44020 



Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320. 


C45 


Gene No. 


90692 






Strand 






Start 


14986 






End 


38731 




Name 


OJ000250 82. 


0320. 


C4 5.o4.np 


Method 


AAT/NAP 




Start 


22813 






End 


31988 




GI 


6606070 






Score 


1025 




Exons 


22813. .22918 


, 23408. .23526, 23632.-23673, 23884 .. 23925, 






24060. .24159, 24248 24312,. 26472 .. 26550, 31804. .31988 




GI Descrip. 


(AF058697) MADS 14 


protein [Oryza sativa] 




Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320 


C45 


Gene No. 


90693 






Strand 






Start 


39358 






End 


40537 




Name 


OJ000250 82. 


0320. 


C45.o3.tm 


Method 


TBLASTX: Maize 




Start 


792 






End 


1562 




GI 


none 






Score 


122 




Exons 


792. .848, 945. .1058, 946. .1026, 1136.. 


1222, 1137. .1214, 






1297 . . 1407, 


1299. 


.1391, 1493. 


.1561, 1494. .1562, 1494. .1562 


Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320 


.C45 


Gene No. 


90693 






Strand 






Start 


39358 






End 


40537 




Name 


OJ000250 82. 


0320. 


C45 . ol . tm 


Method 


TBLASTX: Maize 




Start 


57 95 ~~ 






End 


6646 




GI 


none 






Score 


125 




Exons 


5795 5959, 


5796. 


.5960, 5796. 


.5957, 58 


43. .5959, 6044. .6607, 




6045 6605, 


6593. 


.6646, 6611. 


.6646 






Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320 


.C45 


Gene No. 


90693 






Strand 






Start 


39358 






End 


40537 




Name 


OJ000250 82. 


0320. 


C45.ol.tc 


Method 


TBLASTX: Cress 




Start 


5814 






End 


6769 




GI 


none 






Score 


99 




Exons 


5814. .5975, 


5844. 


.5975, 6044. 


.6769, 6045.. 6680 




Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320 


.C45 


Gene No. 


90693 






Strand 






Start 


39358 






End 


40537 




Name 


OJ000250 82. 


0320. 


C45.o2.ts 


Method 


TBLASTX: Soybean 




Start 


5841 






End 


6217 




GI 


none 






Score 


80 




Exons 


5841. .5957, 


5850. 


.5972, 5999. 


.6217 






Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320 


.C45 


Gene No. 


90693 






Strand 






Start 


39358 






End 


40537 




Name 


OJ000250 82. 


0320. 


C45.o5.tm 


Method 


TBLASTX: Maize 




Start 


6667 






End 


6958 




GI 


none 






Score 


81 




Exons 


6667. .6783, 


6671. 


.6781, 6741. 


.6953, 6743.. 6952, 6829.. 6954, 




6836. .6958 












Seq. No. 


43298 






Seq. ID 


OJ000250_82.0320 


.C45 


Gene No. 


90693 






Strand 






Start 


39358 






End 


40537 





44021 



Name 

Start 

GI 

Exons 



OJ000250 82.0320.C45.ol.ts Method TBLASTX : Soybean 



14284 
none 



• End 
Score 



15579 
145 



14284. .14406, 14285 .. 14410, 14432 .. 14500, 14567 14 623, 
14995. .15096, 15100 .. 15201, 15262 .. 154 95, 15270 154 94 , 
15547. .15579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



43298 
90693 
39358 

OJ000250_82.0320.C45.o2.tc 
14285 
none 
14285. 
14986. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14398, 14417. .14497, 14534 
15099, 15097. .15201, 15135 



OJ000250 82.0320.C45 



40537 

TBLASTX: Cress 
15576 
92 

14632, 14985. .15047, 
15197, 15262. .15387, 



15267. .15389, 15393 .. 15494 ,. 15394 .. 15495, 15547. .15576 



43298 
90693 
39358 

OJ000250_82.0320.C45.o2.tw 

14399 

none 

14399. .14479, 14552 .. 14 626, 
15112. .15201, 15271. .15336, 

43298 
90693 
39358 

OJ000250_82 . 0320 . C45 . o2 . tm 

14539 

none 



Seq. ID OJ000250_82.0320.C45 
Strand 

End 40537 

Method TBLASTX : Wheat 

End 15495 

Score 54 
14554. .14622, 15001 .. 15099, 
15394. .15438, 15442. .15495 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000250_82 . 0320 . C45 
40537 

TBLASTX: Maize 

15576 

87 



14539. .14631, 14540 14 632, 14985 15053, 14986 .. 15201, 
15135. .15197, 15262. .15495, 15264 154 94 , 15543 15575, 
15544. .15576 



2 Seq. No. 
~ Gene No. 

3 Start 
3 Name 
3 Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 



43298 
90693 
39358 

OJ000250_82.0320.C45.o3.tw 

20662 

none 

20662. .20793, 20666 .. 20827, 
21852. .21980, 21853 .. 21960, 

43298 
90693 
39358 

OJ000250_82 . 0320 . C45 . 06 . tm 

20662 

none 

20662. .20802, 20666 .. 20803, 
21866. .22006, 21869 .. 21988 , 

43298 " 

90693 

39358 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_82 .0320 . C45 
40537 

TBLASTX: Wheat 

21980 

128 



20667, 
21854, 



,20801, 
,21976 



20698. .20802, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20709. .20801, 
21871. .22011 



OJ000250 82.0320.C45 



40537 

TBLASTX: Maize 
22011 
99 

21864. .21989, 



Seq. ID 

Strand 

End 



OJ000250 82.0320.C45 



40537 



44022 



Name 


OJ000250 82.0320.C45 


. o4. tm 


■ Method 


TBLASTX: Maize 




Start 


22783 




End 


31974 






GI 


none 




Score 


71 






Exons 


22783. .22875, 22817. 


.22891, 


22861. .22920, 23408 


. .23467, 






23408. .23527, 23481. 


.23528, 


23629.-23676, 23630 


. .23674, 






24061. .24159, 24061. 


.24162, 


24137. .24169, 24247 


. .24312, 






24248. .24313, 24248. 


.24313, 


26472. .26552, 26472 


. .26549, 






31792. .31974, 31804. 


.31950, 


31806. .31973 






Seq. No. 


43298 




Seq. ID 


OJ000250_ 


_82.0320 


.C45 


Gene No . 


90693 




Strand 








Start 


39358 




End 


40537 






Name 


OJ000250 82.0320.C45 


. ol. tw 


Method 


TBLASTX : 1 


Wheat 




Start 


23894 




End 


31974 






GI 


none 




Score 


36 






Exons 


23894. .23926, 24036. 


.24077, 


24046. .24162, 24061 


. .24162, 






24062. .24169, 24229. 


.24315, 


24247. .24312, 24251 


. .24322, 






26471. .26548, 26472. 


.26552, 


31806. .31973, 31807 


. .31974 




Seq. No. 


43298 




Seq. ID 


OJ000250 


_82 . 0320 


.C45 


Gene No. 


90693 




Strand 








Start 


39358 




End 


40537 






Name 


OJ000250 82.0320.C45 


.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


26472 




End 


31974 






GI 


none 




Score 


195 






Exons 


26472. .26549, 31804. 


.31974, 


31806. .31973 






Seq. No. 


43298 




Seq. ID 


OJ000250 


82 . 0320 


.C45 


Gene No. 


90693 




Strand 








Start 


39358 




End 


40537 






Name 


OJ000250 82.0320.C45 


.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


26484 




End 


31974 






GI 


none 




Score 


183 






Exons 


26484. .26549, 31792. 


.31974, 


31806. .31973 






Seq. No. 


43298 




Seq. ID 


OJ000250 


_82 . 0320 


.C45 


Gene No. 


90693 




Strand 








Start 


39358 




End 


40537 






Name 


OJ000250 82.0320.C45 


.o7 .gs 


Method 


GENSCAN 






Start 


.39358 




End 


40419 






GI 


none 




Score 


.92 






Exons 


39358. .39430, 39675. 


.39808, 


40209. .40250, 40378 


. .40419 




Seq. No. 


43298 




Seq. ID 


OJ000250 


_82.0320 


.C45 


Gene No. 


90693 




Strand 








Start 


39358 




End 


40537 






Name 


OJ000250 82.0320.C45 


.06. np 


Method 


AAT/NAP 






Start 


39361 




End 


40537 






GI 


5295982 




Score 


417 






Exons 


39361. .39430, 39675. 


.39808, 


40209. .40250, 40378 


. .40419, 






40502. .40537 












GI Descrip. 


(AB003324) MADS box- 


like protein [Oryza sativa] 






Seq. No. 


43299 




Seq. ID 


OJ000250 


_82.0320 


.C46 


Gene No. 


90694 




Strand 








Start 


416 




End 


1551 






Name 


OJ000250 82.0320.C46 


.ol.gs 


Method 


GENSCAN 







44023 



Start 416 End 720 

GI none Score . 68 

Exons 416.. 515, 659.. 720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43299 
90694 
416 

OJ000250_82.0320.C4 6.ol.np 
416 

5295982 

416. .515, 659. .720, 1492. .1551 

(AB003324) MADS box-like protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_82.0320.C46 

1551 . 
AAT/NAP 
1551 
173 





O C \J . IM\J * 


43300 


Seq. ID 


OJ000250_82.0320.C47 




f2pnp Mo 


90695 


Strand 






Start 


428 


End 


529 




Name 


OJ000250 82 . 0320 .C47 ,ol .gs 


Method 


GENSCAN 




Start 


428 ~~ 


End 


529 




GI 


none 


- Score 


.67 




F.xon s 


428 . .529 








Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320.C49 




Gene No. 


90696 


Strand 


+ 


Start 


14539 


End 


18152 


vs. 


Name 


OJ000250 82.0320.C49.o3..gs 


Method 


GENSCAN 


1z 

ill 


OLdl L 


14539 


End 


18152 




GI 


none 


Score 


.42 


Z ST 

f T 


P, von 


14539. .14667, 14819 .. 14899, 


15644. .15750, 17996. .18152 




Cpn Mo 


43301 


Seq. ID 


OJ000250_82.0320.C49 


"5 


Gene No. 


90697 


Strand 


+ 




Start 


42291 


End 


44684 




Name 


OJ000250 82.0320.C49.o8.np 


Method 


AAT/NAP 


2 


Start 


42291 


End 


44684 




GI 


1351270 


Score 


93 


% . § 


Exons 


42291. .42352, 44127 .. 44220, 


44312. .44377, 4 44 67 .. 44 54 8 , 


h = 




44640. .44684 








GI Descrip. 


TRIOSEPHOSPHATE ISOMERASE, 


CYTOSOLIC 


(TIM) gi | 478410 | pir | UQ2255 


\ -i 




triose-phosphate isomerase 


(EC 5.3.1. 


1) - rice 






gi|169821|gb|AAA18541.1| (M87064) triosephosphate isomerase 






[Oryza sativa] 








Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320.C49 




Gene No. 


90697 


Strand 


+ 




Start 


42291 


End 


44684 




Name 


OJ000250 82.0320.C49.o7.np 


Method 


AAT/NAP 




Start 


42326 


End 


43620 




GI 


2246378 


Score 


68 




Exons 


42326. .42367, 43441.. 43620 








GI Descrip. 


(Z86094) plastid protein [Arabidopsis 


thaliana] 



Seq. No. 43301 Seq. ID 

Gene No. 90698 Strand 

Start 227 End 

Name OJ000250_82 . 0320 . C4 9 . ol . np Method 

Start 227 End 

GI 5295982 Score 



OJ000250_82.0320.C4 9 

2202 
AAT/NAP 
1943 
269 



44024 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



227. .246, 589.-646, 1759. .1943 

(AB003324) MADS box-like protein [Oryza sativa] 



43301 
90698 
227 

OJ000250_82.0320.C4 9.ol.gs 

1755 

none 

1755. .1943 



Seq. ID OJ000250_82.0320.C49 
Strand 

End 2202 

Method GENSCAN 

End 1943 

Score .75 



Seq. ID OJ000250_82.0320.C49 
Strand 

2202 
AAT/GAP 
2202 
714 



43301 
90698 ~- 
227 

OJ000250_82.0320.C4 9.ol.gp 
1842 
3061059 
1842. .2202 

5295982/dbj IBAA81882.il 4.0e-10 (AB003324) MADS box-like protein 
[Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID OJ000250_82.0320.C49 
Strand 

End 13026 

Method GENSCAN 

End 13026 

none Score .44 

2803.. 2962, 2971.. 3019, 5983. .6146, 6628.. 6956, 7156.. 7233, 
8451.. 8756, 11557.. 13026 



43301 
90699 
2803 

0 JO 002 5 0_8 2.0320.C49.o2.gs 
2803 



Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320 


.C4 9 


Gene No. 


90700 


Strand 






Start 


14233 


End 


14685 




Name 


OJ000250 82.0320.C49.o2 


.np Method 


AAT/NAP 




Start 


14233 


End 


14685 




GI 


6539570 


Score 


165 




Exons 


14233. .14299, 14479.. 14685 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320 


.C4 9 


Gene No. 


90701 


Strand 






Start 


16800 


End 


44904 




Name 


OJ000250 82.0320.C49.ol 


. tw Method 


TBLASTX: Wheat 




Start 


1752 


End 


1954 




GI 


none 


Score 


143 




Exons 


1752. .1943, 1771. .1929, 


1842. .1943, 1889. .1954 




Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320 


.C49 


Gene No. 


90701 


Strand 






Start 


16800 


End 


44904 




Name 


OJ000250 82.0320.C49.o2 


.tm Method 


TBLASTX: Maize 




Start 


1759 


End 


1943 




GI 


none 


Score 


244 




Exons 


1759. .1929, 1761. .1943, 


1842. .1943 






Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320 


.C49 


Gene No. 


90701 


Strand 







44025 




Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.o2.tc 


Method 


TBLASTX: Cress 




Start 


1761 


End 


194 6. 






GI 


none 


Score 


146 






Exons 


1761. .1946, 1762. .1929 










Seq. No. 


43301 


Seq. ID 


OJ000250_ 


82.0320. 


C4 9 


Gene No. 


90701 


Strand 








Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1767 


End 


1946 






GI 


none 


Score 


134 






Exons 


1767.. 1943, 1789.. 1929, 1845 


. .1946 








Sea. No. 


43301 


Seq. ID 


OJ000250_ 


_82.0320. 


C49 


Gene No . 


90701 


Strand 








Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.o3.np 


Method 


AAT/NAP 






Start 


16800 


End 


20122 






GI 


6721512 


" Score 


40 






Exons 


16800. .16843, 18191 .. 18215, 


18258. .18388, 18416 


. . 18507, 






20102. .20122 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Qfarr No 

W • V_/ . 


43301 


Seq. ID 


OJ000250_ 


_82.0320. 


C49 




90701 


Strand 








Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.o4 .gs 


Method 


GENSCAN 






Start 


19919 


End 


42749 






GI 


none 


Score 


.43 






Exons 


19919. .19978, 25096 25148, 


25482. .26936, 26979 


. .27139, 






27436. .27554, 28136. .28251, 


28294 . .28538, 32995 


. .33107, 






33142. .33344, 33684 .. 33968 , 


34020. .34059, 34339 


. .34586, 






35509. .35567, 35931 .. 36145, 


37704 . .37862, 38005 


. .38192, 






38478. .38980, 40508 40689, 


40831. .41014, 41037 


. .41255, 






41819. .41983, 42070 .. 42250, 


42737. .42749 






Seq. No. 


43301 


Seq. ID 


OJ000250 


_82.0320. 


C49 


Gene No. 


90701 


Strand 








Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.o2.gp 


Method 


AAT/GAP 






Start 


24885 


End 


26252 






GI 


none 


Score 


1834 






Exons 


24885. .25148, 25482.. 26252 










Seq. No. 


43301 


Seq. ID 


OJ000250 


_82.0320, 


C49 


Gene No. 


90701 


Strand 








Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.o3.gp 


Method 


AAT/GAP 






Start 


26575 


End 


27033 






GI 


none 


Score 


840 






Exons 


26575.. 27033 










Seq. No. 


43301 


Seq.. ID 


OJ000250 


_82.0320 


C49 


Gene No. 


90701 


Strand 








Start 


16800 


End 


44904 






Name 


OJ000250 82.0320.C49.o4.gp 


Method 


AAT/GAP 







44026 




O L. O.X. K, 




End 


33506 
»j «j +j \j \t 




none 


Score 


1011 


DAUl 1 0 


32978 33506 






Qprr No 

tj C \J • ll V-/ • 


43301 


Seq. ID 


OJ000250 82 0320. C49 


Gene No. 


90701 


Strand 




Start 


16800 


End 


44904 


Name 


OJ000250 82.0320.C49.o4.np 


Method 


AAT/NAP 


Start 


35257 


End 


35628 


GI 


5922628 


Score 


138 




35257. .35628 








(AP0004 92) hypothetical protein [Oryza 


<3 -f- i \rs 1 
OaLX V d J 




gil 6016861 | db j | BAA85204.il 


(AP000570) 


hi \mn.1~ h <=*t" "i 1 nrnfp'i n 




rnr\77a oaf t Tra 1 
L UI y octLJ-Vcij 






Seq. No. 


4 jjUI 


c orT t n 

JC^t ± Lf 


OJ000250_82.0320.C49 


Gene No. 


Qn701 


OLI CHILI 




Start 


lOOUU 




44904 


Name 




Ma +■ V» ^ <H 


TBLASTX • frps^ 


O L. CI J. L. 




I_i HQ 


38763 




none 


Score 


231 




38473. .38763, 38474. .38728 






Seq. No. 


43301 


Seq. ID 


OJ000250_82.0320.C49 


Gene No. 


90701 


Strand 




Start 


16800 


End 


4 4904 


IN dlllvl. 


OJ000250 82.0320.C49.ol.tm 


Method 


TRT.ASTX-Mai 7P 
i. i_)-Ljx^o x *x . no J- 


O LQi t_ 


38474 


End 


38784 


GI 


none 


Score 


310 




38474. .38728, 38479.-38784 






Qp»rr Kin 


43301 


Seq. ID 


OJ000250 82 0320 C49 


Gene No. 


90701 


Strand 




Start 


16800 


End 


44904 


Name 


OJ000250 82.0320.C49.o5.np 


Method 


AAT/NAP 


Start 


38478 


End 


39467 


GI 


7484804 


Score 


322 


Exons 


38478. .38764, 39286. .39467 






GI Descrip. 


amidotransf erase (EC 2.4.2. 


-) / cyclase - Arabidopsis thaliana 



gi|4455213|emb|CAB36536.1| (AL035440) glutamine 
amidotransf erase/cyclase [Arabidopsis thaliana] 
gi 1 7269543 | emb | CAB79545.il (AL161566) glutamine 
amidotransf erase/cyclase [Arabidopsis thaliana] 



Seq. No. 


43301 




Seq. ID 


OJ000250_82.0320. 


C49 


Gene No. 


90701 




Strand 






Start 


16800 




End 


44904 




Name 


OJ000250 82.0320.C49. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


38584 




End 


38763 




GI 


none 




Score 


105 




Exons 


38584. .38763, 38591.. 


38731 








Seq. No. 


43301 




Seq. ID 


OJ000250_82.0320. 


C49 


Gene No. 


90701 




Strand 






Start 


16800 




End 


44904 




Name 


OJ000250 82.0320.C49. 


06 . np 


Method 


AAT/NAP 




Start 


40748 




End 


44639 





44027 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6539570 Score 75 

40748. .40817, 41286 .. 4 1719, 44610.. 44639 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 82.0320.C49 



43301 
90701 
16800 

OJ000250_82.0320.C49.o5.gp 
44447 

LIB3431-009-P1-N1-E2 
44447. .44904 

'5734704/gb|AAD49969.1|AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 1 



44904 
AAT/GAP 
44904 
845 



43302 Seq. ID 

90702 Strand 

895 End 

OJ000250_70 . 0303 . C2 . ol . gs Method 

895 End 

none Score 

895.-936, 1125. .1168, 1708. .1758 



OJ000250 
+ 

1758 
GENSCAN 
1758 
.48 



70. 0303. C2 



43302 Seq. ID 

90703 Strand 
2362 End 
0 J000250_70 . 0303 . C2 . o2 . gs Method 
2362 End 
none Score 
2362.. 2551, 2708.. 2878 

43303 Seq. ID 

90704 Strand 
1 End 
OJ000250_70 . 0303 . C3 . ol . np Method 
1 End 
2982283 Score 
1..27, 960. .1183, 1365. .1556 

(AF051226) PREG-like protein [Picea mariana] 



OJ000250_70.0303.C2 

2878 
GENSCAN 
2878 
.47 



OJ000250_70.0303.C3 
+ 

5892 
AAT/NAP 
1556 
94 



43303 Seq. ID 

90704 Strand 

1 End 

OJ000250_70 . 0303 . C3 . ol . gs Method 

1082 End 

none Score 



OJ000250_70.0303.C3 
+ 

5892 
GENSCAN 
5432 
.54 



1082. .1334, 1381. .1447, 2721. .2886, 2974. .3000, 3916. .4149, 
4238.-4285, 4389. .4445, 4528.-4629, 4961. .5026, 5145. .5246, 
5319.. 5432 



Seq. No. 43303 Seq. ID 

Gene No. 90704 Strand 

Start 1 End 

Name 0 J000250_70 . 0303 . C3 . ol . gp Method 

Start 4 950 End 

GI 13803 1.R1084 Score 



OJ000250_70.0303.C3 
+ 

5892 
AAT/GAP 
5892 
953 



44028 




Exons 


4950.. 5026, 5145.. 5246, 5319 


.'.5441, 5641. .5892 


GI Descrip. 


'3935138 9.0e-30 (AC005106) 


T25N20.2 


[Arabidopsis thaliana] 


Seq. No. 


43303 


Seq. ID 


OJ000250 70. 0303. C3 


Gene No. 


90705 


Strand 


+ 


Start 


19116 


End 


19499 


Name 


OJ000250 70.0303.C3.o4 .gs 


Method 


GEN SCAN 


Start 


19116 


End 


19499 


GI 


none 


Score 


.99 


Exons 


19116. .19499 






Seq. No. 


43303 


Seq. ID 


OJ000250_70.0303.C3 


Gene No. 


90706 


Strand 


+ 


Start 


26652 


End 


35139 


Name 


OJ000250 70.0303.C3.o6.gs 


Method 


GENSCAN 


Start 


26652 


End 


35139 


GI 


none 


Score 


.75 


Exons 


26652. .26736, 26817 .. 26942 , 


27259. .27418, 27635 .. 27666, 




28979. .29115, 29256 .. 29505, 


30350. .34510, 34940.. 35139 


Seq. No. 


43303 


Seq. ID 


OJ000250_70.0303.C3 


Gene No. 


90706 


Strand 


+ 


Start 


26652 


End 


35139 


Name 


OJ000250 70.0303.C3.o3.np 


Method 


AAT/NAP 


Start 


30358 


End 


34527 


GI 


7489738 


Score 


4439 



Exons 30358. .30518, 30561.. 34527 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [Zea 
mays] 



Seq. No. 


43303 






Seq. ID 


OJ000250_ 


70.0303 


.C3 


Gene No. 


90707 






Strand 


+ 






Start 


43896 






End 


45970 






Name 


OJ000250 70. 0303. C3. 


08 . gs 


Method 


GENSCAN 






Start 


43896 






End 


45970 






GI 


none 






Score 


.63 






Exons 


43896. . 


43971, 44391. 


.44648, 


45383. .45543, 45644. 


.45970 




Seq. No. 


43303 






Seq. ID 


OJ000250_ 


70.0303 


.C3 


Gene No. 


90708 






Strand 


+ 






Start 


46843 






End 


51701 






Name 


OJ000250 70. 0303. C3. 


o9.gs 


Method 


GENSCAN 






Start 


46843 






End 


50923 






GI 


none 






Score 


.75 






Exons 


46843. . 


47253, 47385. 


.47561, 


47690. .47814, 47882. 


.48014, 






48119. . 


48268, 48358. 


.48411, 


49979. .50080, 50132. 


.50923 




Seq. No. 


43303 






Seq. ID 


OJ000250_ 


70.0303 


.C3 


Gene No. 


90708 






Strand 


+ 






Start 


46843 






End 


51701 






Name 


OJ000250 70. 0303. C3. 


o5.np 


Method 


AAT/NAP 






Start 


46855 






End 


51572 






GI 


4850399 




Score 


1597 






Exons 


46855. . 


47253, 47385. 


.47561, 


47690. .47E 


314, 47882. 


.48014, 






48119. . 


48268, 48358. 


.48411, 


48681. .48785, 49119. 


.49178, 






49274. . 


49348, 49432. 


.49485, 


49979. .50104, 50159. 


.50363, 





44029 




50433. .50845, 50942 .. 50980, 51014 51073, 51172 51279, 
51426. .51572 

GI Descrip. (AC007357) F3F19.18 [Arabidopsis thaliana] 





Seq. No. 


43303 


Seq. ID 


OJ000250J70.0303.C3 




Gene No. 


90708 


Strand 


+ 




Start 


46843 


End 


51701 




Name 


OJ000250 70.0303.C3.o8.gp 


Method 


AAT/GAP 




Start 


49991 


End 


50427 




GI 


427365 


Score 


681 




Exons 


49991. .50080, 50159.. 50427 








GI Descrip. 


4850399/gb|AAD31069.1|AC007357 18 l.Oe- 


-13 (AC007357) F3F19 






f Ar*ab i don^ i *=? thalianal 








Seq. No. 


43303 


Seq. ID 


OJ000250J70.0303.C3 




Gene No. 


90708 


Strand 


+ 




Start 


46843 


End 


51701 




Name 


OJ000250 70 0303 C3 o9 od 


Method 


AAT/GAP 




Start 


51239 ~~ 


End 


51701 




GI 


2442924 


Score 


560 




Exons 


51239 51279 51426 51701 








GI Descrip. 


5262763/emb 1 CAB45911 11 9 Oe 


-09 (AL080283) putative protei 






r Arshi Hon*? i 6 ? thalisn/il 

L nX Q Xw/ _X» \ui \_/ k>f ij X J L.UOX.1.U11U J 






la 


Seq. No. 


43303 


Seq. ID 


OJ000250J70.0303.C3 


aft 


Gene No . 


90709 


Strand 


+ 


z. . 


Start 


52406 


End 


55156 




Name 


OJ000250 70 0303 C3 olO era 


Method 


AAT/GAP 


13 


Start 


52406 ~~ 


End 


52862 


L Li 


GI 


17023 1 R1084 


Score 


422 




Exons 


524067.52540, 52704. .52862 






rl i 


GI Descrip. 


' 4508073/ab I AAD21417 11 1 Oe 


-15 (AC005882) 43220 [Arabidop 


7 




1 i 1 1 

i~ 1 1 d -i l ci i i a j 








Seq. No. 


43303 


Seq. ID 


OJ000250_70.0303.C3 




Gene No. 


90709 


Strand 


+ 




Start 


52406 


End 


55156 


. ==: 


Name 


OJ000250 70 0303 C3 06 nr> 


Method 


AAT/NAP 




Start 


52423 


End 


54865 


i J 


GI 


5852933 


Score 


343 


L J 


Exons 


52423. .52540, 52704 .. 52870, 


S3579..53757, 54045.-54233, 






54344. .54594, 54685. .54865 








GI Descrip. 


(AF167556) dihydrof lavonol-4 


-reductase 


DFR1 [Glycine max] 




Seq. No. 


43303 


Seq. ID 


OJ000250J70.0303.C3 




qqj^q no . 


90709 . 


Strand 


+ 




Start 


52406 


End 


55156 




Name 


OJ000250 70.0303.C3.oll.gs 


Method 


GENS CAN 




Start 


52709 


End 


55156 




GI 


none 


Score 


.6 




Exons 


52709. .52870, 53579.-53788, 


54092. .54201, 54336 .. 54480, 






54518. .54570, 54661 .. 54782, 


55071. .55156 




Seq. No. 


43303 


Seq. ID 


OJ000250__70.0303.C3 




Gene No. 


90710 


Strand 






Start 


6146 


End 


10576 




Name 


OJ000250 70.0303.C3.o2.gs 


Method 


GEN SCAN 



44030 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6146 End 10576 

none Score .79 

6146. .6198, 6212. .6287, 6397. .6486, 6544. .6620, 6724. .6929, 

7930. .8060, 8427. .8458, 8622.-8734, 8986. .9290, 9393. .9478, 

9595.. 9670, 10247.. 10576 



43303 Seq. ID 

90710 Strand 

6146 End 

OJ000250J70 . 0303 . C3 . o2 . gp Method 

8020 End 

none Score 



OJ000250_70.0303.C3 

10576 
AAT/GAP 
9177 
651 



8020. .8060, 8427. .8458, 8622.-8734, 8986. .9177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



43303 
90711 
11618 

OJ000250_70.0303.C3.o3.gs 
11618 
none 
11618, 
14607. 
17240. 



12398, 13456. .13484, 
,14828, 15299. .15429, 
17311, 17398. .17573, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13541 

15982 



OJ000250 70. 0303. C3 



18479 
GEN SCAN 
18479 
.8 

13750, 13840. 
16990, 17075. 



17739. .17891, 17984, 



, 14346, 
, 17149, 
, 18479 



43303 
90711 
11618 

OJ000250_70.0303.C3.o2.np 

13488 

2443887 

13488. .13750, 13840 .. 14355, 
15982. .16673, 16800 .. 16990, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14646. .14828, 
17075. .17149, 



OJ000250 70. 0303. C3 



18479 
AAT/NAP 
17316 
1459 

15299. 
17240. 



15429, 
17316 



(AC002294) Similar to transcription factor gb | Z4 6606 | 1658307 and 
others [Arabidopsis thaliana] 



43303 
90712 
20924 

OJ000250_7 0.0303.C3.o5.gs 

20924 

none 

20924. .21443, 2234 9 .. 224 64 , 
23931. .24158, 25706.. 25936 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_70.0303.C3 

25936 
GEN SCAN 
25936 
. 61 



43303 
90712 
20924 

OJ000250_70.0303.C3.o3.gp 
22594 

21070JL.R1084 

22594. .23023, 23392 .. 23514 , 



22862. .23023, 23392 .. 23514, 



OJ000250 70. 0303. C3 



Seq. ID _ 
Strand 

End 25936 
Method AAT/GAP 
End 24162 
Score 1452 
23931. .24162 

, 4928460/gb|AAD33596.1|AF133127_l 6.0e-28 (AF133127) thioredoxin 
h [Hevea brasiliensis] ' 



43303 
90712 
20924 



Seq. ID 

Strand 

End 



OJ000250 70. 0303. C3 



25936 



44031 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250J70 . 0303 . C3 . o4 . gp 

25159 

none 

25159. .25625 



Method AAT/GAP 
End 25625 
Score 875 



43303 
90713 
36897 

OJ000250_70 . 0303 . C3 . o7 . gs 
36897 
none 
36897. 
38138. 
39517. 
40476. 
41519. 



OJ000250 70. 0303. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37982, 
39407, 

.39658, 39797. .39943, 40026 40100, 40176 .. 4 0385, 
.40679, 40767. .40886, 40996 .. 41105, 4 128 6 4 14 30, 
.41719 



41761 
GENSCAN 
41719 
.96 

,37040, 37498. .37599, 37692 .. 37796, 37878. 
.38219, 38507. .38709, 38787 38945, 39298. 



43303 
90713 
36897 

OJ000250_70.0303.C3 
37101 

25545_1.R1084 
37101. .37599, 37692 



Seq. ID 
Strand 
End 

Method 
• End 

Score 
37878, 



OJ000250 70. 0303. C3 



41761 

oS.gp Method AAT/GAP 

37920 
1247 

.37796, 37878.. 37920 
•1170619/sp|Q07970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA1754 6.1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] 1 



43303 
90713 
36897 

OJ000250_70.0303.C3.o4.np 

37423 

7267279 

37423..37S99, 37692 .. 37796, 
38507. .38709, 38787 38945, 
39797. .39943, 40026 .. 40100, 
40767. .40886, 40996 .. 4 1105, 



Seq. ID OJ000250_70.0303.C3 
Strand 

End 41761 

Method AAT/NAP 

End 417 61 

Score 1582 
37878. .37982, 38138 38219, * 
39298. .39407, 39517 39658, 
40176. .40385, 40476 40679, 
41286. .41430, 41525. .41761 



GI Descrip. (AL161503) kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43303 Seq. ID 

90713 Strand 

36897 End 

OJ000250_70.0303.C3.o6.gp Method 

40848 End 

uC-osflM202097d05bl Score 



OJ000250_70.0303.C3 

41761 
AAT/GAP 
41713 
874 



40848. .40886, 40996 .. 41105, 41286. . 41430, 41519. .41713 
! 1170620/sp|P4 6864 |KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_1438842_dbj_BAA04 673_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 



43303 



Seq. ID OJ000250_70.0303.C3 



44032 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



p Seq. No. 

^ Gene No. 

It Start 

i;! Name 

Start 

C3 GI 

\-.\ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90714 
41839 

OJ000250_70.0303.C3.o7.gp 
41839 

63359_1.R1084 
41839. .42201 

, 5262763/emb|CAB45911.1| 9, 
[Arabidopsis thaliana] ' 



43303 
90715 
51412 

OJ000250_70, 
2797 



Strand 
End 

Method 

End 

Score 



42201 
AAT/GAP 
42201 
645 



Oe-09 (AL080283) putative protein 



0303.C3.o5.tm 



none 

2797. 

4080. 

4240. 

4515. 

4960. 

5313. 

5722. 



,2898, 
.4148, 
.4284, 
.4586, 
.5019, 
.5432, 
.5748, 



2797. 
4096. 
4391. 
4523. 
4963. 
5318. 
5723. 



,2886, 2801. 

,4158, 4098. 

,4441, 4392. 

,4621, 4524. 

.5043, 4964. 

.5431, 5320. 

.5746, 5805. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2935, 3914 
.4148, 4108 
.4445, 4392 
.4616, 4525 
.5029, 5136 
.5442, 5659 
.5837 



OJ000250 70. 0303. C3 



53689 

TBLASTX: Maize 
5837 
146 

4099, 3914.. 4093, 

4152, 4232.. 4303, 

4445, 4393.-4446, 

4626, 4958. .5026, 

5246, 5144. .5245, 

5739, 5660.. 5740, 



43303 
90715 
51412 

OJ000250_70.0303.C3.o6.ts 
4078 



none 

4078. 

4241. 

4527. 

5309. 



,4143, 4080. .4145, 4108. 

.4303, 4388. .4441, 4389. 

,4586, 4570. .4635, 4958. 

,5413, 5313. .5420, 5318. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4146, 4232 
.4487, 4404 



OJ000250 70. 0303. C3 



53689 

TBLASTX : Soybean 
5420 
42 

4288, 4240.. 4293, 
4445, 4525. .4626, 



.5032, 5129. 
.5413 



,5245, 5136. .5246, 



43303 
90715 
51412 

OJ000250_70.0303.C3.o4 .tc 

4241 

none 

4241. .4303, 4243.-4287, 4388. 
4525.-4626, 4536.-4634, 4538. 
5133.. 5246, 5136. .5246, 5313. 

43303 
90715 
51412 

OJ000250_70.0303-C3.o6.tm 

6180 

none 

6180.. 6287, 6189.. 6290, 6394. 
6544. .6630, 6544. .6621, 6720. 
6849.-6926, 6860.. 6925, 7060. 
7225. .7317, 7242. .7289, 7434. 
7927. .7992, 7927 .. 7992, 7 929 . 
8005. .8061, 8017. .8061 



Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 
Method TBLASTX: Cress 
End 5420 
Score 65 

.4444, 4389.-4487, 4522.-4626, 
.4627, 4958. .5029, 5129. .5230, 
.5420, 5318. .5413, 5319. .5414 

Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 
Method TBLASTX : Mai ze 
End 8061 
Score 105 

.6456, 6398.. 6454, 6539.-6628, 
.6794, 6722.. 6796, 6722. .6796, 
.7110, 7063. .7119, 7064. .7141, 
.7583, 7494. .7580, 7495.-7584, 
.8006, 7932. .8012, 8004. .8060, 



44033 



Seq. No. 43303 
Gene No. 90715 
Start 51412 

Name 0 J000250J70 . 0303 . C3 . o3 . tw 

Start 6827 
GI none 

Exons 6827.. 6952, 6831.. 6941, 6847. 

7006. .7134, 7055. .7138, 7056. 
7230.. 7292, 7231. .7296 



OJ000250 70. 0303. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6942, 

.7139, 7068. .7142, 7229, 



53689 

TBLASTX: Wheat 
7296 
117 

6968.. 7024, 6971. 



.7024, 
.7294, 



Seq. No. 43303 

Gene No. 90715 

Start 51412 

Name OJ000250_70 . 0303 ,C3. o9 . tm 

Start 9094 

GI none 

Exons 9094.. 9291, 9115.. 9291, 9165. 

9392.. 9481, 9580.. 9672, 9593. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 70. 0303. C3 



53689 

TBLASTX: Maize 
10347 
227 

9299, 9389.. 9481, 9390.. 9479, 
9673, 10240. .10347, 10247.. 10321 



Sea. No. 


43303 






Seq. ID 


OJ000250 


_70.0303 


.C3 


Gene No . 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


ol2.ts 


Method 


TBLASTX: 


Soybean 




Start 


11777 






End 


12127 






GI 


none 






Score 


57 






Exons 


11777. 


.11842, 11933. 


.12127 










Seq. No. 


43303 






Seq. ID 


OJ000250 


_70.0303 


.C3 




90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


13021 






End 


15431 






GI 


none 






Score 


125 






Exons 


13021. 


.131.40, 13022. 


.13183, 


13539. .13751, 13541 


. .13753, 






13609. 


.13752, 13789. 


.14082, 


13837. .14085, 13838 


. .14098, 






13838. 


.14089, 13839. 


.14090, 


14143. .14346, 14171 


. .14347, 






14172. 


.14363, 14245. 


.14364, 


14606. .14689, 14607 


. .14825, 






14619. 


.14822, 15293. 


.15430, 


15294. .15431, 15299 


. .15430 




Seq. No. 


43303 






Seq. ID 


OJ000250 


_70.0303 


.C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


o3.tc 


Method 


TBLASTX: 


Cress 




Start 


13021 






End 


13753 






GI 


none 






Score 


110 






Exons 


13021. 


.13140, 13031. 


.13141, 


13538. .13717, 13541 


. .13753,. 






13545. 


.13751 












Seq. No. 


43303 






Seq. ID 


OJ000250 


J70.0303 


.C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


olO.ts 


Method 


TBLASTX: 


Soybean 




Start 


13637 






End 


14354 






GI 


none 






Score 


68 






Exons 


13637. 


.13765, 13640. 


.13714, 


13644. .13751, 13660 


. .13755, 






13837. 


.13989, 13838. 


.13987, 


14173. .14349, 14207 


. .14350, 






14265. 


.14354, 14300. 


.14350 











44034 



Seq. No. 


43303 




Gene No . 


90715 




Start 


51412 




IN diuc 


OJ000250 70. 0303. C3. 


oll.ts 




14607 " 




GI 


none 




Cj AVI 10 


14607 . . 14831, 14667 . 


.14831, 


Seq. No. 


43303 




Gene No. 


90715 




Start 


51412 




LNcULLG 


OJ000250 70. 0303. C3. 


o5 . ts 




15288 ~ 




GI 


none 




Exons 


15288 .15446, 15293. 


.15427, 


Seq. No. 


43303 




Gene No . 


90715 




Start 


51412 




VI -a mo 


OJ000250 70. 0303. C3. 


o7 . tm 


O Lai L. 


16079 _ 




GI 


none 






16079 16438, 16089. 


.16289, 


Seq. No. 


43303 




Gene No. 


90715 




Start 


51412 




Name 


OJ000250 70. 0303. C3 


o2.tc 


Cf art 


16088 ~~ 






none 




Exons 


16088. .16306, 16089 


. .16304, 




16412 16519, 16434 


. . 16517 


C c» <^r Mo 

oeq • inu * 


43303 




Gene No. 


90715 




Start 


51412 




Name 


OJ000250 70. 0303. C3 


,ol7 . tm 


Start 


16530 




ui 


none 






16530. . 16730, 16532 


. .16705, 




16890. .16991, 16892 


. .16993, 




17076 17156 




Seq. No. 


43303 




Gene No. 


90715 




Start 


51412 






OJ000250 70. 0303. C3 


. 0I8 . tm 


Of- r -|- 
0 Lai L 


22786 ~~ 




VJ J- 


none 




Exons 


22786. .22812, 22790 


. .22819, 




23149. .23181, 23928 


. .24044, 


Seq. No. 


43303 




Gene No. 


90715 




Start 


51412 




Name 


OJ000250 70. 0303. C3 


. 0I6. tm 



Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 

Method TBLASTX : Soybean 

End 14845 

Score 105 
14741. .14845 

Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 

Method TBLASTX : Soybean 

End 16202 

Score 99 
15972. .16202, 15974. .16201 

Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 

Method TBLASTX : Mai ze 

End 16498 

Score 183 
16430. .164 98, 16434. .164 96 

Seq.. ID OJ000250_70.0303.C3 
Strand 

End 53689 

Method TBLASTX : Cress 

End 16519 

Score 250 
16090. .16305, 16367. .16426, 



Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 

Method TBLASTX: Maize 

End 17156 

Score 172 
16868. .16993, 168 68 .. 16888 , 
16896. .16994, 17075. .17152, 



Seq. ID OJ000250_70.0303.C3 
Strand 

End 53689 

Method TBLASTX: Maize 

End 24051 

Score 40 
22890. .23024, 22895 .. 23029, 
23929. .24051 

Seq. ID OJ000250J70.0303.C3 
Strand 

End 53689 

Method TBLASTX : Maize 



44035 




Start 


23388 




End 


23526 




GI 


none 




Score 


151 




Pyrin ^ 


23388. .23522, 23389. 


.23526, 


23389. .23514, 23409.. 23522 




Qpn No 


43303 




Seq. ID 


OJ000250_70.0303 


,C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


30450 




End 


31461 




GI 


none 




Score 


588 




F* von *? 


30450. .31028/ 30451. 


.31059, 


31069. .31200, 31140. .31181, 






31305. .31355, 31396. 


.31461 








Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


31381 ~ 




End 


31818 






none 




Score 


110 




R vnn ^ 


31381. .31578, 31648. 


.31818 








Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


31675 ~ 




End 


32061 






none 




Score 


344 




F von ^ 


31675. .32061, 31686. 


. 31892 








taj ^ \-J a i'l \_/ • 


43303 




Seq. ID 


OJ000250J70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


31837 ~~ 




End 


32499 




GI 


none 




Score 


252 






31837 32076. 31851. 


. 32075, 


32116. .32421, 32139 .. 32399, 






32400.. 32 474, 32401. 


.32499 








Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70 0303. C3. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


31852 ~ 




End 


32310 




GI 


none 




Score 


128 






31852. .32076, 32125. 


.32310, 


32127. .322 


38 




Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70 0303 C3. 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


32116 ~~ 




End 


32496 




GI 


none 




Score 


127 




Exons 


32116. .32316, 32329. 


.32496 








Seq. No. 


43303 




Seq. ID 


OJ000250J70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 





44036 



Name 


" 'OJ000250 70. 0303. C3. 


o7 . ts 


Method 


- TBLASTX: Soybean 




Start 


32116 




End 


32502 




GI 


none 




Score. 


190 




Exons 


32116. .32325, 32118. 


.32297, 


32329. .32502 




Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






otart 






End 


53689 




Name 


OJ000250 70. 0303. C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start . 


33013 




End 


33450 




GI 


5509260 




Score 


365 




Exons 


33013. .33450, 33102. 


.33374, 


33417. .33449 




GI Descrip. 


- 










Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


06. tc 


Method 


TBLASTX: Cress 




Start 


33100 




End 


33360 




GI 


none 




Score 


249 




Exons 


33100. .33360, 33102. 


.33338 








Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


33141 




End 


33921 




GI 


none 




Score 


364 




Exons 


33141. .33488, 33142. 


.33486, 


33142. .33495, 33471 .. 33917 , 






33472. .33921 










Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


ol2.tm 


Method 


TBLASTX: Maize 




Start 


33142 




End 


33585 




GI 


none 




Score 


275 




Exons 


33142. .33450, 33159. 


.33449, 


33484.. 33585 




Seq. No. 


43303 




Seq. ID 


OJ000250J70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


oil . tin 


Method 


TBLASTX: Maize 




Start 


33586 




End 


34017 




GI 


none 




Score 


81 




Exons 


33586. .33747, 33721. 


.34017, 


33861.. 34016 




Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 






Start 


51412 




End 


53689 




Name 


OJ000250 70. 0303. C3. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


33907 




End 


34473 




GI 


none 




Score 


131 




Exons 


33907. .34089, 34102. 


.34293, 


34282. .34473 




Seq. No. 


43303 




Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 




Strand 







44037 




Start 


51412" 






End 


53689 






OJ000250 70. 0303. C3. 


o20 . tm 


Method 


TBLASTX: Maize 




Cfarf 
O Lai L. 


34030 






End 


34488 




V3 J. 


none 






Score 


55 




TT von c 


34030. 


.34089, 34072. 


. 34248, 


34297. .34488 




Seq. No. 


43303 






Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 






Strand 


— 




Cf art" 


51412 






End 


53689 




Mama 


OJ000250 70. 0303. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




O I. CtX. L. 


34077 






End 


34476 






none 






Score 


278 




C von c 


34077. 


.34310, 34081. 


. 34476 








Oqrt Mo 


43303 






Seq. ID 


OJ000250_70.0303 


,C3 


Cono Mo 

bene inu . 


90715 






Strand 






OLalt 


51412 






End 


53689 




Name 


OJ000250 70. 0303. C3. 


ol . tc 


Method 


TBLASTX: Cress 






37414 






End 


41433 






none 






Score 


173 




Exons 


37414. 


.37623, 37460. 


.37609, 


37692. .37799, 37 699.-377 97, 






37878. 


.37985, 37882. 


.37989, 


38138. .38224, 38139 .. 38225 , 






38506. 


.38634, 38635. 


. 38715, 


38666. .38713, 38778.-38888, 






38785. 


.38877, 38883. 


. 38948, 


39280. .39417, 39290 .. 39433, 






39515. 


.39613, 39602. 


39658. 

. *J *S \J «J \J f 


39795. .39941, 39797 .. 3994 6, 






40027. 


.40101, 40176. 


. 40379, 


40473. .40670, 40537 .. 40665, 






41296. 


.41433 












43303 






Seq. ID 


OJ000250_70.0303 


.C3 


Gene No. 


90715 






Strand 






Start 


51412 






End 


53689 




IN ax LLC 


OJ000250 70. 0303. C3. 


ol . ts 


Method 


TBLASTX : Soybean 




OLQI L 


37417 






End 


37913 




ul 


none 






Score 


175 




TT von o 


37417. 


.37623, 37448. 


. 37609, 


37692. .37796, 37699 .. 37797 , 






37881. 


.37913, 37882. 


. 37911 








Qa« Mo 
JC(ji IN • 


43303 






Seq. ID 


OJ000250_70.0303 


,C3 




90715 






Strand 






Start 


51412 






End 


53689 




Name 


OJ000250 70. 0303. C3. 


olO.tm 


Method 


TBLASTX: Maize 






37550 






End 


37985 




ul 


none 






Score 


68 




F von <2 


37550. 


.37609, 37552. 


. 37623, 


37686.-37793, 37 692 .. 377 96, 






37699. 


.37797, 37702. 


. 37800, 


37876. .37938, 3788 1 .. 37985, 






37882. 


.37971 










Cqh Mo 
Ocv-J • INO . 


43303 






Seq. ID 


OJ000250_70.0303 


.C3 


(*^ono Mo 


90715 






Strand 






Start 


51412 






End 


53689 




Name 


OJ000250 70. 0303. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


38500 






End 


39604 




GI 


none 






Score 


104 




Exons 


38500. 


.38625, 38504. 


.38623, 


38662. .38715, 38669 .. 38713, 






38778. 


.38888, 38785. 


.38871, 


38868. .38948, 38889. .38966, 






39274. 


.39393, 39280. 


.39408, 


39290. .39397, 39297. .39401, 





39512. .39604 



44038 




Seq. No- 


43303 






Seq. ID 


OJ000250 


_70.0303 


.C3 


Gene No . 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


o8.tm 


Method 


TBLASTX : 


Maize 




Start 


38639 






End 


38974 






GI 


none 






Score 


122 






Exons 


38639. 


.38713. 38640. 


.38714, 


38640. .38714, 38778 


. .38948, 






38787. 


.38948, 38789. 


.38974 










Seq. No. 


43303 






Seq. ID 


OJ000250 


_70.0303 


.C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250- 70. 0303. C3. 


o3. tm 


Method 


TBLASTX : 


Maize 




Start 


39288 






End 


41656 






GI 


none 






Score 


49 






Exons 


39288. 


.39338, 39336. 


.39353, 


39373. .39417, 39374 


. .39409, 






39510. 


.39563, 39515. 


.39658, 


39600. .39659, 39794 


. .39850, 






39797. 


.39841, 39842. 


.39949, 


39843. .39944, 39844 


39948, 






39997. 


.40101, 40039. 


.40101, 


40043. .40105, 40070 


. .40111, 






40122. 


.40379, 40174. 


.40380, 


40176. .40406, 40205 


. .40423, 






40470. 


.40679, 40474. 


.40680, 


40479. .40685, 40758 


. .40886, 






40765. 


.40833, 40769. 


.40888, 


40993. .41106, 41011 


. .41106, 






41285. 


.41431, 41287. 


.41433, 


41306. .41431, 41519 


. .41656, 






41526. 


.41648 












Sea No 


43303 






Seq. ID 


OJ000250 


70 0303 


.C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


ol3.ts 


Method 


TBLASTX: 


Soybean 




Start 


40263 






End 


40644 




GI 


none 






Score 


70 






Exons 


40263. 


.40379, 40470. 


.40643, 


40534. .40644 






Sea No 


43303 






Seq. ID 


OJ000250 


70 0303 


.C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


ol9.tm 


Method 


TBLASTX: 


Maize 




Start 


46836 






End 


47001 






GI 


none 






Score 


199 






Exons 


46836. 


.46949, 46837. 


.47001 










Seq. No. 


43303 






Seq. ID 


OJ000250 


70 0303 


. C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


o5. tc 


Method 


TBLASTX : 


Cress 




Start 


46912 






End 


47244 






GI 


none 






Score 


114 






Exons 


46912. 


.47043, 47074. 


.47244 










Seq. No. 


43303 






Seq. ID 


OJ000250 


J70.0303 


.C3 


Gene No. 


90715 






Strand 








Start 


51412 






End 


53689 






Name 


OJ000250 70. 0303. C3. 


08 . ts 


Method 


TBLASTX : 


Soybean 




Start 


47444 






End 


* 47824 • 






GI 


none 






Score 


161 






Exons 


47444. 


.47545, 47445. 


.47561, 


47675. .47824, 47692 


. .47814 





44039 




Seq. No. 


43303 








Seq. ID 


OJ000250_ 


70.0303. 


C3 


Gene No. 


.90715 








Strand 








Start 


51412 








End 


53689 






Name 


OJ000250 70. 0303. C3. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


47687 








End 


47978 








none 








Score 


216 






F.xons 


47687. 


.47845, 


47687. 


.47815, 


47688. .47816, 47692 


. .47841, 






47879. 


.47917, 


47880. 


.47924, 


47883.-47978, 47884 


. .47970 






43303 








Seq. ID 


OJ000250_ 


_70.0303. 


,C3 


florid Nr» 


90715 








Strand 








O (_ Cl JL L 


51412 








End 


53689 








OJ000250 70. 0303. C3. 


o4 . tm 


Method 


TBLASTX: Maize 




91- art 


48197 








End 


51219 






VJ J. 


none 








Score 


103 






Exons 


48197. 


.48268, 


48199. 


.48261, 


48355. .48414, 48356 


. .48412, 






48357. 


.48413, 


48461. 


.48511, 


48687. .48785, 48688 


. .48792, 






48689. 


.48784, 


49113. 


.49181, 


49113. .49178, 49253 


. .49351, 






49274. 


.49348, 


49429. 


.49488, 


49431. .494! 


34, 49431 


. .49520, 






49977. 


.50057, 


49980. 


.50036, 


49981. .50091, 49981 


. .50082, 






49982. 


.50092, 


50156. 


.50362, 


50157. .50360, 50159 


. .50371, 






50361. 


.50465, 


50366. 


.50449, 


50478. .50546, 50616 


. .50846, 






50616. 


.50849, 


50916. 


.51074, 


50965. .51072, 50972 


. .51079, 






51172. 


.51219 














Seq. No. 


43303 








Seq. ID 


OJ000250 


70.0303, 


,C3 


Gene No. 


90715 








Strand 








Start 


51412 








End 


53689 






Name 


OJ000250 70. 0303. C3. 


ol4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


49146 








End 


50083 






(IT 


none 








Score 


57 






Exons 


49146. 


.49181, 


49253. 


.49351, 


49274.-49348, 49429 


. .49485, 






49432. 


.49482, 


49978. 


.50082, 


49982. .50083 






Seq. No. 


43303 








Seq. ID 


OJ000250 


70.0303 


. Co 


Gene No . 


90715 








Strand 








Start 


51412 








End 


53689 






Name 


OJ000250 70. 0303. C3. 


olO . gs 


Method 


GENS CAN 






Start 


51412 








End 


52587 






GI 


none 








Score 


.56 








51412. 


.51477, 


52171. 


.52309, 


52415. .52587 






Seq. No. 


43303 








Seq. ID 


OJ000250 


_70.0303 


.C3 


Gene No. 


90715 








Strand 








Start 


51412 








End 


53689 






Ma-mo 


OJ000250 70. 0303. C3. 


ol4 . tm 


Method 


TBLASTX: 


Maize 






52380 








End 


53656 






fir 


none 








Score 


114 






Exons 


52380. 


.52547, 


52434. 


, . 52538 , 


52438. .52548, 52702 


. .52866, 






52703. 


.52870, 


52706. 


, .52873, 


53570. .53656, 53576 


. .53656 




Seq. No. 


43303 








Seq. ID 


OJ000250 


_70.0303 


.C3 


Gene No. 


90715 








Strand 








Start 


51412 








End 


53689 






Name 


OJ000250 70. 0303. C3. 


. o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


52452 








End 


53689 







44040 




GI 


none 


Score 


117 






Exons 


52452. .52544, 52453 .. 52545, 


52706. .52852, 52707. 


.52814, 






52711. .52866, 52712 52870, 


53576.-53689, 53605. 


.53688 




Seq. No. 


43304 


Seq. ID 


OJ000250_ 


70. 0303. C4 


Gene No. 


90716 


Strand 








Start 


714 


End 


QIC 

815 






Name 


OJ000250 70.0303.C4 .ol.gs 


Method 


T? XT O r* 7\ M 

GENSCAN 






Start 


714 


End 


O 1 c 

815 






GI 


none 


Score 


. 9o 






Exons 


714. .815 










Seq. No. 


43305 


Seq. ID 


OJ UUU^OU 


70.0303 


.C7 


Gene No. 


90717 


Strand 


+ 






Start 


227 


End 


3729 






Name 


OJ000250 70.0303.C7.ol.np 


Method 


T\ TV fTl / "V 1 TV T*\ 

AAT/NAP 






Start 


227 


End 


3726 






GI 


5803259 


Score 


4 DID 






Exons 


227. .377, 619. .1729, 1827.. 


3726 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43305 


Seq. ID 


OJ000250_ 


70.0303 


.C7 


Gene No. 


90717 


Strand 


+ 






Start 


227 


End 


3729 






Name 


OJ000250 70.0303.C7.ol.gs 


Method 


GEN SCAN 






Start 


693 


End 


3729 






GI 


none 


Score 


.83 






Exons 


693.. 1729, 1827.. 3729 










Seq. No. 


43305 


Seq. ID 


OJ000250_ 


70.0303 


.01 


Gene No. 


90718 


Strand 








Start 


4369 


End 


11481 






Name 


OJ000250 70.0303.C7.o2.gs 


Method 


GENSCAN 






Start 


4369 


End 


11119 






GI 


none 


Score 


.61 






Exons 


4369. .4815, 4825. .7896, 7915. .8097, 8176. .10542, 


10599. 


.10703, 



11063. .11119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43305 Seq. ID 

90718 Strand 

4369 End 

OJ000250_70 . 0303 . C7 . o2 . np Method 

4372 End 

7228457 Score 



OJ000250_70.0303.C7 

11481 
AAT/NAP 
10524 
9383 



4372. .5922, 5989. .7140, 7263. .8097, 8161. .10096, 10158. .10524 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



43305 Seq. ID 

90718 Strand 

4369 End 

OJ000250_70.0303.C7.o6.tw Method 

4381 End 

none Score 



OJ000250_70.0303.C7 
11481 

TBLASTX: Wheat 

4983 

74 



4381. .4506, 4385. .4507, 4681. .4983, 4700. .4978 



44041 




Seq. No. 


43305 








Seq. ID 


OJ000250_70.0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 








End 


11481 


Name 


OJ000250 70. 


.0303. 


C7 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4984 








End 


9613 


GI 


none 








Score 


169 


Exons 


4984 . .5364, 


5015. 


.5263, 


5023. 


.5364, 5309.. 5365, 9533. .'9613 


Seq. No. 


43305 








Seq. ID 


OJ000250J70. 0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 ' 








End 


11481 


Name 


OJ000250 70. 


,0303. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5140 








End 


5502 


GI 


none 








Score 


192 


Exons 


5140. .5187, 


5179. 


.5502, 


5192. 


.5473 




Seq. No. 


43305 








Seq. ID 


OJ000250_70.0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 








End 


11481 


Name 


OJ000250 70. 


.0303. 


C7 .08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5695 








End 


6007 


GI 


none 








Score 


60 


Exons 


5695. . 5955, 


5909. 


. 6007 








Sea No . 


43305 








Seq. ID 


OJ000250_70.0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 








End 


11481 


Name 


OJ000250 70. 


.0303. 


C7 ,o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6010 








End 


6572 


GI 


none 








Score 


88 


Exons 


6010. . 6159, 


6011. 


. 6148, 


6013. 


.6150, 6194.. 6379, 6220.. 6429 




6220. . 6444, 


6552. 


. 6572 








Seq. No. 


43305 








Seq. ID 


OJ000250_70.0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 








End 


11481 


Name 


OJ000250 70. 


. 0303. 


C7 .ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


7069 








End 


7440 


GI 


none 








Score 


89 


Exons 


7069. .7440, 


7280. 


.7423 








Seq. No. 


43305 








Seq. ID 


OJ000250_70.0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 








End 


11481 


Name 


OJ000250 70. 


.0303. 


C7 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7099 ~ 








End 


7519 


GI 


none 








Score 


310 


Exons 


7099. . 7518, 


7106. 


.7519 








Seq. No. 


43305 








Seq. ID 


OJ000250_70.0303.C7 


Gene No. 


90718 








Strand 




Start 


4369 








End 


11481 


Name 


OJ000250 70. 


.0303. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7192 








End 


7576 


GI 


none 








Score . 


226 


Exons 


7192. .7575, 


7211. 


.7576 









44042 



Seq. No. 43305 Seq. ID 

Gene No. 90718 Strand 

Start 4369 End 

Name OJ000250_70 . 0303 .C7 . ol . tm Method 

Start 7603 End 

GI none Score 

Exons 7603.. 7908, 7603.. 7959, 7613.. 7924 

Seq. No. 43305 

Gene No. 90718 Strand 

Start 4369 End 

Name OJ000250_70 . 0303 . C7 . ol . tw Method 

Start 7 627 End 

GI none Score 

Exons 7627.. 8088, 7633.. 8088, 7634.. 8089, 7647.. 8090 



OJ000250_70.0303.C7 
11481 

TBLASTX: Maize 
7959 
133 



Seq. ID OJ000250_70.0303.C7 



11481 

TBLASTX: Wheat 
8090 
219 



Seq. No. 43305 

Gene No. 90718 

Start 4369 

Name OJ000250_70 . 0303 . C7 . o2 . ts 

Start 7684 

GI none 

Exons 7684.. 7818, 7825.. 8049 

Seq. No. -43305 

Gene No. 90718 

Start 4369 

Name OJ000250J70. 0303.C7 .o3. tw 

Start 8281 

GI none 

Exons 8281.. 8739, 8285.-8545, 8603. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8740 



OJ000250_70.0303.C7 
11481 

TBLASTX : Soybean 

8049 

111 



OJ000250_70.0303.C7 
11481 

TBLASTX: Wheat 

8740 

175 



Seq. No. 43305 Seq. ID 

Gene No. 90718 Strand 

Start 4369 End 

Name OJ000250_70 . 0303 . C7 . o4 . tm Method 

Start 9580 End 

GI none Score 

Exons 9580.. 9828, 9581.. 9865 



OJ000250_70.0303.C7 
11481 

TBLASTX: Maize 

9865 

108 



Seq. No. 


43305 


Seq. ID 


OJ000250 


_70.0303.C7 


Gene No. 


90718 


Strand 






Start 


4369 


End 


11481 




Name 


OJ000250 70.0303.C7.o7.tw 


Method 


TBLASTX: 


Wheat 


Start 


9614 


End 


9870 




GI 


none 


Score 


77 




Exons 


9614.. 9751, 9616. .9735, 9718. 


.9816, 9719.. 9811, 


9823. .9870 


Seq. No. 


43305 


Seq. ID 


OJ000250 


_70.0303_C7 


Gene No. 


90718 


Strand 






Start 


4369 


End 


11481 




Name 


OJ000250 70.0303.C7.o3.np 


Method 


AAT/NAP 




Start 


10756 


End 


11481 




GI 


5042454 


Score 


172 




Exons 


10756. .10809, 11063. .11235, 1 


1422. .11481 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 





44043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43306 
90719 
1 

OJ000250_70.0303.C8.ol.np 
1 

7523512 
1..158 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_70.0303.C8 
Strand + 

158 

AAT/NAP 
158 
129 



End 

Method 

End 

Score 



43306 
90720 
453 

OJ000250_70 . 0303 . C8 . ol . gs 

453 

none 



Seq. ID OJ000250_70.0303.C8 
Strand 

End 9964 

Method GEN SCAN 

End 9964 

Score .86 



453.-587, 1163. .1184, 1364. .1477, 1592. .1805, 1962. .2121, 
2250. .2453, 2630. .2796, 3238. .3423, 5391. .5515, 6197. .6310, 
6407. .6644, 6946. .7105, 7652. .7852, 7966. .8132, 8499.-8638, 
9873.-9964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43306 Seq. ID 

90720 Strand 

453 End 

OJ000250_7 0 . 0303 . C8 . ol . gp Method 

1341 End 

2797550 Score 

1341. .1477, 1592. .1699 



OJ000250_70.0303.C8 

9964 
AAT/GAP 
1699 *' 
444 



Seq. No. 


43306 




Seq. ID 


OJ000250_70.0303.C8 


Gene No. 


90720 




Strand 




Start 


453 




End 


9964 


Name 


OJ000250 70.0303.C8.o2. 


np 


Method 


AAT/NAP 


Start 


6157 




End 


8631 


GI 


6689826 




Score 


643 


Exons 


6157. .6310, 6410. .6644, 


6946 


..7105, 7652. .7852, 7966. .8132, 




8499. .8631 








GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 


Seq. No. 


43306 




Seq. ID 


OJ000250_70.0303.C8 


Gene No. 


90720 




■Strand 




Start 


453 




End 


9964 


Name 


OJ000250 70.0303.C8.o2. 


gp 


Method 


AAT/GAP 


Start 


7751 




End 


8744 


GI 


17023 1.R1084 




Score 


861 


Exons 


7751.. 7852, 7966.. 8132, 


8499 


. . 8744 




GI Descrip. 


»4508073/gb|AAD21417.1 | 


l.Oe 


-15 (AC005882) 43220 [Arabidopsis 




thaliana] 1 








Seq. No. 


43306 




Seq. ID 


OJ000250_70.0303.C8 


Gene No. 


90721 




Strand 




Start 


10346 




End 


10862 


Name 


OJ000250 70.0303.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1399 




End 


6612 


GI 


none 




Score 


54 


Exons 


1399. .1476, 1400. .1474, 


1591 


..1764, 1595. .1762, 6232. .6309, 




6409. .6498, 6547.. 6612 









44044 






Sea No 


43306 


Seq. ID 


OJ000250_70.0303.C8 




Gene No. 


90721 


Strand 






Start 


10346 


End 


10862 




Name 


OJ000250 70 0303 C8 ol tc 


Method 


TBLASTX: Cress 




Qf art 
Lai l. 


2325 ~" 


End 


8628 




GI 


none 


Score 


84 




DAUllO 


2325 2456. 2630 2797. 3239. 


.3313, 3302.. 3358, 7724.. 7855 






7966.. 8121. 8500 8628 








Qpo No. 


43306 


Seq. ID 


OJ000250_70.0303.C8 




Gene No. 


90721 


Strand 






Start 


10346 


End 


10862 




Name 


OJ000250 70.0303.C8 .ol. tm 


Method 


TBLASTX: Maize 




Start 


2328 ~~ 


End 


8091 




GI 


none 


Score 


156 






2328 2456, 2332 2454. 2630. 

fa J fa \j % * fa ^ i-/ w [ fa *^ fa * • fa ~ ~ j fa \J \f ■ 


.2752, 2630. .2755, 7715. .7855 






7734 7853, 7966 8091. 7966. 


.8091 








43306 


Seq. ID 


OJ000250_70.0303.C8 






90721 


Strand 






O Lai. L 


1034 6 


End 


10862 




Name 


OJ000250 70.0303.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2338 


End 


8587 


H 


GI 


none 


Score 


109 






2338 2445. 2343 2456. 2343. 


.2456, 2449.-2487, 2633. .2797 


=j: s 




2648 2797, 3233 3325. 3234. 


.3326, 7740. .7835, 7742. .7855 






7958 8140. 7974 8132. 7984. 


.8163, 7990.. 8133, 8495.. 8581 


1 he 
I -J 




8500 8586. 8501 8587 








Seq. No. 


43306 


Seq. ID 


OJ000250_70.0303.C8 


w 


Gene No. 


90721 


Strand 






Start 


10346 


End 


10862 




Mam *=» 


OJ000250 70 0303 C8 o2 as 


Method 


GEN SCAN 


~ 




10346 ~~ 


End 


10850 




GI 


none 


Score 


.59 




ill V"^ UllO 


10346 10812 10830 10850 








Spct No 


43306 


Seq. ID 


OJ000250_70.0303.C8 




Gene No . 


90721 


Strand 






Start 


10346 


End 


10862 




Name 


OJ000250 70.0303.C8.o3.np 


Method 


AAT/NAP 




Start 


10346 


End 


10862 




GI 


7487480 


Score 


152 




Pyr\n e 


10346. .10862 










hypothetical protein T27E13.3 


- Arabidopsis thaliana 






gi|2347189|gb|AAC16928.1| (AC002338) hypothetical protein 






[Arabidopsis thaliana] 








Seq. No. 


43306 


Seq. ID 


OJ000250_70.0303.C8 




Gene No. 


90721 


Strand 






Start 


10346 


End 


10862 




Name 


OJ000250 70.0303.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


10577 


End 


10783 




GI 


none 


Score 


80 




Exons 


10577. .10687, 10590 .. 10664 , 10622 .. 10672 , 10688 .. 10783, 



10689. .10775, 10700. .10783 



44045 



Seq. No. 


43307 




Seq. ID 


OJ000250_70.0303.C9 


Gene No. 


90722 




Strand 


+ 


Start 


7246 




End 


7775 


Name 


OJ000250 70.0303.C9.o3 


qs 


Method 


GENSCAN 


Start 


7246 




End 


7775 


GI 


none 




Score 


.93 


Exons 


7246. .7633, 7756. .7775 








Seq. No. 


43307 




Seq. ID 


OJ000250_70.0303.C9 


Gene No. 


90723 




Strand 


+ 


Start 


15463 




End 


15627 


Name 


OJ000250 70.0303.C9.o5 


.gp 


Method 


AAT/GAP 


Start 


15463 




End 


15627 


GI 


7406 1.R1084 




Score 


225 


Exons 


15463. .15627 








GI Descrip. 


• 1122315/emb | CAA63901 | 


7.0e- 


10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43307 Seq. ID 

90724 Strand 
22435 End 
OJ000250_70.0303.C9.o8.gp Method 
22435 End 
uC-osflM202097dl0bl Score 
22435. .22506 

1 4062935/dbj | AB0034 95 . 1 1 AB0034 95 3.0e-14 Oryza sativa DNA for 

dihydrof lavonol 4-reductase, complete cds 1 



OJ000250_70.0303.C9 
+ 

22506 
AAT/GAP 
22506 
101 



43307 
90725 
15 

OJ000250_70.0303.C9.ol.gs 
15 

none 



OJ000250 70. 0303. C9 



Seq. ID 
Strand 

End 4700 
Method GENSCAN 
End 4 631 

Score .86 

15. .146, 1655. .1776, 1877. .2114, 2524. .2683, 3548.-3748, 
4002.. 4139, 4509.. 4631 



43307 
90725 
15 

OJ000250J70. 
1760 
3894172 
1760. .2064, 



0303.C9.ol.np 



2498.. 2683, 3557, 



Seq. ID OJ000250_70.0303.C9 
Strand 

End 4700 

Method AAT/NAP 

End 4622 

Score 226 

.3748, 4002. .4157, 4504. .4622 



(AC005312) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



43307 Seq. ID 

90725 Strand 

15 End 

OJ000250_70 . 0303 . C9 . o2 . np Method 

2138 End 

1706368 Score 

2138. .2220, 2597. .2683, 3548. .3748, 



OJ000250 70. 0303. C9 



4700 
AAT/NAP 
4628 
288 
4002. .4163, 



4504. .4628 



DIHYDROFLAVONOL- 4 -REDUCTASE (DFR) ( DI HYDRO KAEMPFEROL 
4-REDUCTASE) gi | 320557 |pir | UQ1688 dihydrokaempf erol 4-reductase 
(EC 1.1.1.219) - Arabidopsis thaliana gi 1166686 (M86359) 



44046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



dihydroflavonol 4-reductase [Arabidopsis thaliana] 
gi| 6045053 | dbj | BAA85261.il (AB033294) dihydroflavonol 
4-reductase [Arabidopsis thaliana] 



43307 
90725 
15 

OJ000250_70.0303.C9.o3.np 
2570 
7431410 

2570. .2680, 3548. .3744, 4010. .4165, 4509. .4700 

cinnamoyl CoA reductase - maize gi | 2239260 | emb | CAA74071 . 1 1 

(Y13734) cinnamoyl CoA reductase [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 70. 0303. C9 



4700 
AAT/NAP 
4700 
244 



43307 . Seq. ID 

90726 Strand 

5864 End 

OJ000250_70 . 0303 . C9 . o2 . gs Method 

5864 End 

none Score 

5864.. 6081, 6108.. 6339 



OJ000250_70.0303.C9 

6339 
GENSCAN 
6339 
.48 



OJ000250 70. 0303. C9 



43307 Seq. ID 

90727 Strand 

7201 End 7709 

OJ000250_70.0303.C9.ol.gp Method AAT/GAP 

7201 End 7709 

LIB3432-015-P1-K1-B3 Score 807 
7201.. 7302, 7333.. 7709 

, 5262763/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] f 



43307 Seq. ID 

90727 Strand 

7201 End 
OJ000250_70.0303.C9.o4.np Method 

7257 End 

3894187 Score 
7257. .7447 

(AC005662) hypothetical protein [Arabidopsis thaliana] 



OJ000250_70.0303.C9 

7709 
AAT/NAP 
7447 
98 



43307 
90728 
7733 

OJ000250_70.0303.C9.o5.np 
7733 
7228438 
7733. .7771, 



OJ000250 70. 0303. C9 



Seq. ID _ 
Strand 

End 23739 
Method AAT/NAP 
End 14 937 

Score 5526 
9499.. 9708, 9866.. 10048, 1014 1 .. 10399, 
10868. .11278, 11363. .11461, 12975.. 14937 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



10479. .10777, 



43307 Seq. ID 

90728 Strand 

7733 End 

OJ000250 70.0303.C9.o2.gp Method 



OJ000250_70.0303.C9 

23739 
AAT/GAP 



44047 



Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8514 End 8967 

LIB3431-045-P1-N1-A10 Score 836 

8514. .8967 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



43307 
90728 
7733 

OJ000250_70.0303.C9.o4.gs 

8792 

none 



Seq. ID OJ000250_70.0303.C9 
Strand 

End 23739 
Method GENSCAN 
End 14742 
Score . .49 



8792. .8952, 9103. .9305, 9310. .9357, 9421. .9552, 9799. .9896, 
9923. .10048, 10141 .. 10347, 10526 .. 10777 , 108 68 11278 , 
11453. ;11699, 11805 .. 11955, 12402 .. 12691, 12892 14043, 
14102. .14742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



43307 Seq. ID OJ000250_70 . 0303 . C9 

90728 Strand 

7733 End 23739 

OJ000250J70 . 0303 . C9 . o3 . gp Method AAT/GAP 

10149 End 10651 

LIB3475-007-P1-K1-G8 Score 794 

10149. .10399, 10479.. 10651 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



43307 Seq. ID 

90728 Strand 
7733 End 
OJ000250_70 . 0303 . C9 . o4 . gp Method 
13535 End 
5701669 Score 
13535. .13966 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000250_70.0303.C9 

23739 
AAT/GAP 
13966 
833 



43307 Seq. ID 

90728 Strand 
7733 End 
OJ000250_70.0303.C9.o6.np Method 
14663 End 
1706368 Score 

14663. .14735, 17670 .. 17813, 17892 

18487. .18690, 23019 .. 23185, 23455 
DIHYDROFLAVONOL-4 -REDUCTASE 



OJ000250 70. 0303. C9 



23739 
AAT/NAP 
23572 
403 

18081, 18215. .18383, 
23572 



( DFR) ( DIHYDROKAEMPFEROL 
4-REDUCTASE) gi | 320557 | pir | UQ1688 di hydro kaempf erol 4-reductase 
(EC 1.1.1.219) - Arabidopsis thaliana gi 1166686 (M86359) 
dihydrof lavonol 4-reductase [Arabidopsis thaliana] 
gi|6045053|dbj | BAA85261.il (AB033294) dihydrof lavonol 
4-reductase [Arabidopsis thaliana] 



43307 
90728 
7733 



Seq. ID OJ000250_70.0303.C9 
Strand 

End 23739 



44048 



Name 

Start 

GI 

Exons 



OJ000250J70.0303.C9.o5.-gs 



Method GENSCAN 



16512 End 19263 

none Score .83 

16512. .16676, 16678 .. 16868, 17501 .. 17559, 17 681 17815, 

17891. .18110, 18224. .18383, 18481 .. 18690, 18774 .. 18949, 

19140.. 19263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43307 Seq. ID OJ000250_70 . 0303 . C9 

90728 Strand 

7733 End 23739 

OJ000250J70.0303.C9.o6.gp Method AAT/GAP 

17484 End 18132 

33857_1.R1084 Score 901 

17484. .17815, 17891.. 18132 

, 4508073/gb|AAD21417.1| 5.0e-22 (AC005882) 43220 [Arabidopsis 
thaliana] 1 

43307 Seq. ID OJ000250_70 . 0303 . C9 

90728 Strand 

7733 End 23739 

OJ000250_70 . 0303 . C9 . o7 . gp Method AAT/GAP 

18825 End 19372 

uC-osflcyp017f04bl Score 612 

18825. .18949, 19140.. 19372 

, 4508073/gb|AAD21417.1| 2.0e-17 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



43307 
90728 
7733 

OJ000250_70.0303.C9.o6.gs 

20952 

none 

20952. .21105, 21188 21407, 
23019. .23185, 23455 .. 23605, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_70.0303.C9 

23739 
GENSCAN 
23739 
.97 



21801. .21960, 22053. .22271, 
23644. .23739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43307 
90729 
24 970 

OJ000250_70.0303.C9.ol.ts 

1650 

none 



OJ000250 70. 0303. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1650. .1775, 1879. .1968, 2017. .2082, 17734 17799, 17902 18057 , 
17906. .18058, 21024 .. 21089, 21199 .. 21291 , 21289. .21366 



25804 

TBLASTX : Soybean 

21366 

97 



OJ000250_70.0303.C9 
25804 

TBLASTX: Maize 
21933 
50 

1922. .2020, 1924. .1968, 2014. .2112, 2015. .2119, 2017. .2157, 
2496. .2654, 2519. .2656, 17938 .. 18057 , 17 939 1804 6, 
17959. .18072, 17969. . 18115, 18061 18114 , 18216 .. 18356, 
18217. .18354, 21236. . 21280, 21255 .. 2128 1, 21295 .. 21387, 
21299. .21385, 21796. . 21933, 21797.. 21901 



43307 
90729 
24970 

OJ000250_70.0303.C9.o3.tm 

1922 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43307 
90729 
24970 

OJ000250_70 . 0303 . C9 . o2 . ts 
2513 
none 



Seq. ID OJ000250_70.0303.C9 
Strand 

End 25804 

Method TBLASTX : Soybean 

End 23591 

Score 80 



2513. .2683, 3548. .3610, 3623.-3742, 4002. .4130, 4513. .4554, 
4560.. 4604, 18216 ... 18383, 184 90 .. 1854 9, 18580 .. 18693, 
18807. .18899, 19147 .. 19236, 19148 .. 19240, 21775 .. 21960, 
22062. .22121, 2214 6 .. 22274 , 2301 9 .. 23135, 23459 .. 23548 , 
23463.. 23591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43307 
90729 
24970 

OJ000250_70.0303.C9.o2.tm 
3611 
none 
3611. , 
18577. 
18808. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_70.0303.C9 
25804 

TBLASTX: Maize 

23156 

112 



3751, 3630. .3749, 4002. .4127, 4003.. 4122, 18570 18692 , 
18693, 18607. .18693, 18771 .. 18 908 , 18807 .. 18908, 
18921, 18903. .18932, 18904 .. 18 933, 22131 .. 22274, 



22132. .22272, 22134 .. 22301, 23013 .. 23141 , 23019. .23156 



43307 
90729 
24970 

OJ000250_70.0303.C9.ol.tc 

3620 

none 



Seq. ID OJ000250_70.0303.C9 
Strand 

End 25804 

Method TBLASTX : Cress 

End 23584 

Score 91 



3620. .3751, 4002. .4157, 4003. .4158, 18580 18 693, 18795, 
19141. .19248, 22143. .22274, 23013 .. 23237 , 23019 .. 2318 9, 
23456. .23584 



18950, 



43307 
90729 
24970 

OJ000250J70 . 0303 . C9 . o2 . tw 
3635 
none 

3635.. 3751, 3636.. 3791, 3638 
4504. .4557, 4505. .4558, 4557 
18577. .18693, 18607 
19135. .19227, 19136 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3751, 3994. 
4598, 4558. 
18693, 18807. .18950, 
19228, 22161. .22274, 



OJ000250 70. 0303. C9 



23022. .23189, 23037 .. 23186, 23450 .. 23542 , 



25804 

TBLASTX: Wheat 
23543 
74 

4176, 
4599, 
18807 
22162 
23451 



4026. .4169, 
18575. .18664, 
. 18950, 
.22248, 
.23543 



43307 Seq. ID 

90729 Strand 

24970 End 

OJ000250J70 . 0303 . C9 . ol . tw Method 

13335 End 

none Score 

13335. .13511, 13365. .13511, 
13521. .13715 

43307 * Seq. ID 

90729 Strand 

24970 End 



OJ000250_70.0303.C9 
25804 

TBLASTX: Wheat 
13715 
79 

13396. .13515, 13509 .. 13706, 



OJ000250 70. 0303. C9 



25804 



44050 



Name 

Start 

GI 

Exons 



OJ000250_70 . 0303 . C9 ;ol . tm Method TBLASTX : Maize 

13413 End 14009 

none Score 14 5 

13413. .13484, 13548 .. 13847 , 13609 13830 , 13881 14009, 

13903. .14001 



Seq. ID OJ000250_70.0303.C9 



Seq. No. 43307 

Gene No. 90729 Strand 

Start 24970 End 25804 

Name OJ000250_70.0303.C9.o7.gs Method GEN SCAN 

Start 24970 End 25804 

GI none Score .54 

Exons 24970. .25158, 25205 .. 25328, 25656.. 25804 



Seq. No. 43308 

Gene No. 90730 

Start 5206 

Name OJ000350_70.0328.C3.o3.gp 

Start 5153 

GI 15939_1.R1084 

Exons 5153.. 5478, 6116.. 6217 

GI Descrip. 1 4263818/gb | AAD154 61 I 1.0e-16 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

8173 
AAT/GAP 
6217 
7 95 



70. 0328. C3 



(AC006067) unknown protein 



Seq. No. 


43308 




Seq. ID 


OJ000350_70.0328 


.C3 


Gene No. 


90730 




Strand 


+ 




Start 


5206 




End 


8173 




Name 


OJ000350 70 


.0328.C3.o2. 


gs Method 


GENSCAN 




Start 


5206 




End 


8173 




GI 


none 




Score 


.69 




Exons 


5206. .5478, 


5763. .5891, 


6116. .6346, 7979. .8173 




Seq. No. 


43308 




Seq. ID 


OJ000350_70.0328 


.C3 


Gene No. 


90730 




Strand 


+ 




Start 


5206 




End 


8173 




Name 


OJ000350 70 


.0328.C3.o2. 


np Method 


AAT/NAP 




Start 


5269 




End 


6576 




GI 


6671930 




Score 


371 




Exons 


5269. .5478, 


6221. .6346, 


6436. .6576 






GI Descrip. 


(AC016795) 


hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 43308 Seq. ID 

Gene No. 90731 Strand 

Start 9080 End 

Name OJ000350_70 . 0328 . C3 . o3 . gs Method 

Start 9080 End 

GI none Score 

Exons 9080.. 9155, 10476.. 11047 



OJ000350_70.0328.C3 
+ 

11047 
GENSCAN 
11047 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43308 
90732 
1 

OJ000350_70.0328.C3.ol.np 
1 

7106512 



Seq. ID OJ000350_70.0328.C3 



Strand 
End 

Method 

End 

Score 



2314 
AAT/NAP 
2314 
1013 



1..167, 812. .1490, 1648. .1826, 2021. .2181, 2255. .2314 



GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 



44051 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 70. 0328. C3 



2577 
AAT/GAP 
2574 
402 



43308 
90733 
2269 

OJ000350_70.0328.C3.ol.gp 
2269 

72524_1.R1084 
2269. .2574 

'5091496/dbj I AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

43308 Seq. ID OJ000350_70 . 0328 . C3 

90733 Strand 

2269 End 2577 

OJ000350J70 . 0328 . C3 . o2 . gp Method AAT/GAP 

2466 End 2577 

5816518 Score 138 

2466. .2577 

4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA f 
similar sequence to Pib gene 



43308 
90734 
12823 

OJ000350_70 . 0328 . C3 . o2 . ts 

5257 

none 

5257.. 5481, 5274.. 5480 

43308 
90734 
12823 

OJ000350_70.0328.C3.ol.tm 

5266 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_70 . 0328 . C3 
17279 

TBLASTX: Soybean 

5481 

217 



OJ000350_70.0328.C3 
17279 

TBLASTX: Maize 

6219 

279 



5266.. 5487, 5268.. 5486, 6113.. 6214, 6113.. 6175, 6118.. 6213, 
6124.. 6219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43308 
90734 
12823 

OJ000350_70.0328.C3.ol.tc 

5271 

none 



Seq. ID OJ000350_70.0328.C3 
Strand 

End 17279 

Method TBLASTX : Cress 

End 8146 

Score 186 



5271.. 5396, 5272.. 5487, 6113.. 6214, 6115.. 6237, 6194, 
6217. .6342, 6433. .6564, 6447. .6554, 8030. .8146 



6349, 



43308 Seq. ID 

90734 Strand 

12823 End 

OJ000350_70 . 0328 . C3 . ol . ts Method 

6113 End 

none Score 



OJ000350J70.0328.C3 
17279 

TBLASTX : Soybean 

8110 

98 



6113.. 6211, 6115.. 6237, 6194.. 6349, 6229.-6342, 6433.. 6591, 
6447.. 6572, 8027.. 8110 



44052 




Seq. No. 


43308 Seq. ID 


OJ000350_70.0328 


.C3 


Gene No. 


90734 Strand 








12823 End 


17279 




Name 


OJ000350 70.0328.C3.o2.tm Method 


TBLASTX: Maize 






6221 End 


8101 




(IT 
\J X 


none Score 


122 






6221. .6349, 6235.. 6342, 6422. .6526, 6433.-6567, 8024.. 8101 


Seq. No. 


43308 Seq. ID 


OJ000350_70.0328 


.C3 


Gene No. 


90734 Strand 






Start 


12823 End 


17279 




in axuc? 


OJ000350 70.0328.C3.o4.gs Method 


GENSCAN 




O LC11 L 


12823 End 


17279 




ox 


none Score 


.44 




Rxons 


12823. .12859, 14224 14431, 15360 15529, 17153. .17279 




Seq. No. 


43309 Seq. ID 


OJ000350_70.0328 


.C4 


Gene No. 


90735 Strand 


+ 




Start 


64 7 End 


1928 




in cmic: 


OJ000350 70.0328.C4.ol.gs Method 


GENSCAN 






647 End 


1802 




ox 


none Score 


.76 






647. .794, 1078. .1150, 1239. .1553, 1664 


. .1802 






43309 Seq. ID 


OJ000350_70.0328 


.C4 


Gene No. 


90735 Strand 


+ 




Start 


647 End 


1928 




Name 


OJ000350 70.0328.C4.o2.np Method 


AAT/NAP 




O L. ClX L. 


1417 End 


1928 




(it 

OX 


2347198 Score 


262 






1417. .1553, 1664. .1928 






OX UCOvl -L ^ • 


(AC002338) hypothetical protein [Arabidopsis thaliana] 




^^rr No 


43309 Seq. ID 


OJ000350J70.0328 


.C4 


Gene No. 


90736 Strand 






Start 


710 End 


992 




Name 


OJ000350 70.0328.C4.ol.np Method 


AAT/NAP 




O Lai L. 


710 End 


992 




(IT 


6721512 Score 


100 






710. .847, 875. .992 






ox ucooiip • 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43309 Seq. ID 


OJ000350_70.0328 


.C4 


Gene No. 


90737 Strand 






Start 


1492 End 


1802 ' 




Name 


OJ000350 70.0328.C4.ol.tm Method 


TBLASTX: Maize 




OLai L 


1492 End 


1802 




ox 


none Score 


109 




P von q 


1492. .1563, 1516. .1551, 1665. .1802, 1667. .1798 




Sea. No. 


43309 Seq. ID 


OJ000350_70.0328 


.C4 


Gene No. 


90737 Strand 






Start 


14 92 End 


1802 




Name 


OJ000350 70-0328. C4.ol,ts Method 


TBLASTX : Soybean 




Start 


14 92 End 


"1790 




GI 


none Score 


89 




Exons 


1492. .1563, 1664. .1789, 1665. .1790 







44053 



Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328.C5 


Gene No. 


90738 


Strand 


+ 




1 


End 


1075 


Name 


OJ000350 70.0328.C5.ol.np 


Method 


AAT/NAP 




1 


End 


1072 




2347198 


Score 


117 


U 1 v r> Tl Q 


1..111, 359.-828, 966. .1072 








(AC002338) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328.C5 




90738 


Strand 


+ 


oual L 


1 


End 


1075 


Gallic 


OJ000350 70.0328.C5.ol.gs 


Method 


GENSCAN 


Of -a >-f 


70 


End 


1075 




none 


Score 


.97 


IT V O Ti Q 


70. .155, 271. .1075 






Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328,C5 




90739 


Strand 


+ 


jLal L 


2045 


End 


3977 




OJ000350 70.0328.C5.o2.gs 


Method 


GENSCAN 


Cf a vf 
u Lai L 


2045 


End 


3977 


GI 


none 


Score 


.79 


Exons 


2045.. 2283, 2402.. 2674, 3041 


..3328, 3427. .3621, 3827. .3977 


Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328.C5 




90740 


Strand 


+ 


Of a yf 


5877 


End 


10877 




OJ000350 70.0328.C5.o3.gs 


Method 


GENSCAN 


C-f- -a v-f 


5877 


End 


10860 


(ZJ 


none 


Score 


.45 


F von 


5877. .5925, 7155. .8468, 9012 


..9386, 9573. .9636, 10040. .108< 


Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328.C5 




90740 


Strand 


+ 


Start 


5877 


End 


10877 


Name 


OJ000350 70.0328.C5.o2.np 


Method 


AAT/NAP 


9,1- art 


9570 


End 


10877 


CJ 

\dX 


7489803 


Score 


859 


P von c 


9570. .10877 








pol protein homolog - maize 


retrotransposon Opie-2 


gi|3645899|gb|AAC49502.1| (U68408) 5' 


end not determined 




experimentally [Zea mays] 






Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328.C5 


f^anp NJo 
uCUC LN W • 


90741 


Strand 




Cf ayf 


1974 


End 


2264 


Name 


OJ000350 70.0328.C5.ol.gp 


Method 


AAT/GAP 


Start 


1974 


End 


2264 


GI 


3760584 


Score 


535 


Exons 


1974. .2264 






Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328.C5 


Gene No. 


90742 


Strand 




Start 


4318 


End 


4720 


Name 


OJ000350 70.0328.C5.o2.gp 


Method 


AAT/GAP 



44054 





Start 


4318 


End 


4720 






GI 


none 


Score 


773 






Exons 


4318. .4720 










Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328 


.C5 




Gene No . 


90743 


Strand 








Start 


9996 


End 


10856 






Name 


OJ000350 70.0328.C5.ol.tw 


Method 


TBLASTX: Wheat 






Start 


9996 


End 


10553 






GI 


none 


Score 


118 






Exons 


9996.. 10226, 10266 .. 10553, 


10374. .10544, 10379.. 10552 






Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328 


.C5 




Gene No. 


90743 


Strand 








Start 


9996 


End 


10856 






Name 


OJ000350 70.0328.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


10221 


End 


10856 






GI 


none 


Score 


87 






Exons 


10221. .10286, 10226. .10288, 


10287. .10709, 10326. .10592, 








10373. .10708, 10704.. 10856 










Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328 


.C5 




Gene No . 


90743 


Strand 








Start 


9996 


End 


10856 




%J 


Name 


OJ000350 70.0328.C5.ol.ts 


Method 


TBLASTX: Soybean 




fn 


Start 


10395 


End 


10856 




jpji 


GI 


none 


Score 


250 






Exons 


10395. .10706, 10413. .10604, 


10415. .10699, 10728. .10856 




H 


Seq. No. 


43310 


Seq. ID 


OJ000350_70.0328 


.C5 




Gene No . 


90743 


Strand 








Start 


9996 


End 


10856 






Name 


OJ000350 70.0328.C5.ol.tc 


Method 


TBLASTX: Cress 




. _ 


Start 


10413 


End 


10855 






GI 


none 


Score 


127 




~4 


Exons 


10413. .10607, 10629. .10703, 


10718. .10855, 10719.. 10850 




=. 

a J 


Seq. No. 


43311 


Seq. ID 


OJ000350_70.0328 


.C6 




Gene No. 


90744 


Strand 


+ 






Start 


1 


End 


9385 






Name 


OJ000350 70.0328.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


914 






GI 


4416302 


Score 


845 






Exons 


1. .914 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






Seq. No. 


43311 


Seq. ID 


OJ000350_70.0328 


.C6 




Gene No. 


90744 


Strand 


+ 






Start 


1 


End 


9385 






Name 


OJ000350 70.0328.C6.o3.np 


Method 


AAT/NAP 






Start 


1 


End 


9385 






GI 


4680207 


Score 


932 






Exons 


1..23, 3026. .3092, 3546. .4429, 7492. .8264, 8304.. 9385 






GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghuir 






bicolor] 










Seq. No. 


43311 


Seq. ID 


OJ000350_70.0328 


.C6 



44055 




Gene No. 


90744 Strand 


+ 


Start 


1 End 


9385 


Name 


OJ0003S0 70 032R Tfi o? no Method 


AAT/NAP 


Start 


2531 _ End 


3254 


(IT 


/ *J £~ ~J ~J \J £- C 


200 


pyrin Q 


2531 2624 2937 3254 




VJJ J. L>G l-> J. -1- ^ • 




^ ,a +* i vfl 1 
o o. l. J- v a j 




43311 Seq. ID 


OJ000350_70.0328.C6 


UC11C LHKJ ■ 


90745 Strand 


+ 


Qf art 


13419 End 


15465 


Name 


OJ000350 70.0328.C6.o2.gp Method 


AAT/GAP 


Start 


13419 End 


15465 


GI 


1211 1.R1084 Score 


1361 


Exons 


13419. .13489, 13582 13640, 14 4 85 14770, 15032 .. 15097 , 




15190. .15465 




GI Descrip. 


'5106775/gb|AAD39838.1 |AF067732_1 3.0e- 


-64 (AF067732) ribosomal 




protein S12 [Hordeum vulgare] ' 





Cqj-t Mo 


4 331 1 




Seq. ID 


OJ000350_70.0328 


. C6 








Strand 


+ 




Start 


13419 




End 


15465 




Name 


OJ000350 70. 0328. C6. 


o4 .np 


Method 


AAT/NAP 




Start 


14462 




End 


15246 






S10677 5 




Score 


573 






144 6? 14770 1 S0^9 


.15097, 


15190. .15246 






/AF'0fi77^?l r -i hn^nma 1 


protein 


S12 [Hordeum vulgare] 




OC\ji LNvJ • 


4 ^*31 1 




Seq. ID 


OJ000350_70.0328 


-C6 




Q074 




Strand 


+ 




Start 


16336 




End 


23762 




Name 


OJ000350 70. 0328. C6. 


o3.gs 


Method 


GENSCAN 




Start 


16336 




End 


23762 




GI 


none 




Score 


.87 




Exons 


16336. .16799, 16930. 


.17035, 


17125. .17326, 17873 .. 18009, 






18049. .18252, 18338. 


.18487, 


20028. .20312, 20396 .. 20695, 






22821. .23762 










Seq. No. 


43311 




Seq. ID 


OJ000350 70.0328 


.C6 


Gene No. 


90746 




Strand 


+ 




Start 


16336 




End 


23762 




Name 


OJ000350 70. 0328. C6. 


o5 . np 


Method 


AAT/NAP 




Start 


16554 




End 


18558 




GI 


4895223 




Score 


1181 




Exons 


16554. .16799, 16906. 


.17035, 


17125. .17326, 17555 .. 17617, 






17873. .18012, 18103. 


.18252, 


18338. .18558 




GI Descrip. 


(AC007660) glycerol- 


3-phosphate dehydrogenase [Arabidopsis 




thaliana] 










Seq. No. 


43311 




Seq. ID 


OJ000350_70.0328 


.C6 


Gene No. 


90746 




Strand 


+ 




Start 


16336 




End 


23762 




Name 


OJ000350 70. 0328. C6. 


o3.gp 


Method 


AAT/GAP 




Start 


18421 




End 


19476 




GI 


3768331 




Score 


729 




Exons 


18421. .18487, 19101. 


.19476 









44056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43311 Seq. ID 

90746 Strand 

16336 End 

OJ000350_70.0328.C6.o6.np Method 

20516 End 

3786016 Score 
20516. .20695, 22821. .23759 
(AC005499) putative elongation factor 



OJ000350_70.0328.C6 

+ 

23762. 
AAT/NAP 
23759 
743 

[Arabidopsis thaliana] 



43311 Seq. ID 

90746 Strand 

16336 End 

OJ000350_70 . 0328 . C6 . o7 . np Method 

22804 End 

3786016 Score 
22804.. 23759 

(AC005499) putative elongation factor [Arabidopsis thaliana] 



OJ000350_70.0328.C6 
+ 

23762 
AAT/NAP 
23759 
643 



Qo« Mo 


43311 




Seq. ID 


OJ000350_70.0328. 


C6 


uene wo . 


90747 




Strand 












End 


11445 




Name 




ol . gp 


Method 


AAT/GAP 




OtaiL 


10932 _ 

X \J Zf «J *- 




End 


11445 










Score 


542 




Exons 


10932.-11020, 11129. 


.11169, 


11270. .11445 




Con Mo 


43311 




Seq. ID 


OJ000350_70.0328. 


C6 


vaene no . 






Strand 






0 tar l 






End 


23777 




Name 




o4 . tw 


Method 


TBLASTX: Wheat 




0 tai (- 


102 ~~ 




End 


491 






none 




Score 


77 




P* von 


102. .209, 234. .491 










Seq. No. 


43311 




Seq. ID 


OJ000350_70.0328 


.C6 


Gene No. 


90748 




Strand 






Start 


22876 




End 


23777 




Name 


OJ000350 70. 0328. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


237 




End 


899 




GI 


none 




Score 


727 




Exons 


237. .899, 245. .883 










Seq. No. 


43311 




Seq. ID 


OJ000350J70.0328 


.C6 


Gene No. 


90748 




Strand 






Start 


22876 




End 


23777 




Name 


OJ000350 70. 0328. C6 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


255 




End 


923 




GI 


none 




Score 


290 




Exons 


255. .641, 359. .601, 


663.. 923, 677.. 847 






Seq. No. 


43311 




Seq. ID 


OJ000350_70.0328 


.C6 


Gene No. 


90748 




Strand 






Start 


22876 




End 


23777 




Name 


OJ000350 70. 0328. C6 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


528 




End 


893 




GI 


none 




Score 


88 




Exons 


528. .659, 648. .893 











44057 






Seq. No. 


43311 








Seq. ID 


OJ000350 70. 0328. C6 




Gene No. 


90748 








Strand 






Start 


22876 








End 


23777 




Name 


OJ000350 70 


.0328 


,C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


528 








End 


848 




GI 


none 








Score 


90 




Exons 


528.. 653, 672.. 848, 735 


. .848 








Seq.. No. 










Seq. ID 


OJ000350 70. 0328. Co 




Gene No. 


90748 








Strand 






Start 


22876 








End 


23777 




Name 


OJ000350 70 


.0328 


.C6.o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


3547 








End 


3845 




GI 


none 








Score 


143 




F.xnns 

J_J *\ V-/ 


3547. .3720, 


3602 


. .3721, 


3732. 


.3845 






Seq. No. 


4 ^^1 1 








Seq. ID 


OJ000350_70 . 0328 .C6 




Gene No. 


90748 








Strand 






Start 


22876 








End 


23777 




Naiue 


OJ000350 70 


.0328 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


3595 








End 


3875 




GI 


none 








Score 


93 


z z 


Rxons 


3595. .3720, 


3608 


. .3721, 


3726. 


.3776, 3783.-3872, 3789.. 3875 


in 


Seq. No. 


43311 








Seq. ID 


OJ000350_70.0328.C6 




Gene No . 


Q07 4 ft 








Strand 




i y 


Start 


22876 








End 


23777 




Name 


OJ000350 70 


.0328 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 


I : s 


Start 


7407 








End 


8136 


. ^ 


GI 


none 








Score 


46 






7407. .7439, 


7448 


. .7762, 


7789. 


.7941, 8053.. 8136 


_ _ 


Seq. No. 


43311 








Seq. ID 


OJ000350_70.0328.C6 




Gene No. 


90748 








Strand 




\ , I 


Start 


99ft 1 f% 








End 


.23777 




Name 


OJ000350 70 


.0328 


.C6.o2 . 


tw 


Method 


TBLASTX: Wheat 


" sc. 


Start 


7640 








End 


7934 


^~ 


GI 


none 








Score 


103 




Exons 


7640. .7723, 


7642 


. .7722, 


7736. 


.7774, 77-68.. 7923, 7797.. 7934, 


o 




7798.-7932 














Seq. No.. 


43311 








Seq. ID 


OJ000350_70.0328.C6 




Gene No. 


90748 








Strand 






Start 


22876 








End 


23777 




Name 


OJ000350 70 


.0328 


.C6. o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


7642 








End 


8136 




GI 


none 








Score 


86 






7642. .7722, 


7643 


. .7723, 


7791. 


.7937, 7795. .7941, 7956. .8060, 






7966. .8034, 


8050 


. .8136 










Seq. No. 


43311 








Seq. ID 


OJ000350_70.0328.C6 




Gene No. 


90748 








Strand 






Start 


22876 








End 


23777 




Name 


OJ000350 70 


.0328 


.C6.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


14508 








End 


14773 




GI 


none 








Score 


77 



44058 



Exons 



14508. .14576, 14508 .. 14765, 14509 .. 147 69, 14521 .. 14772, 
14522. .14773 



OJ000350 70. 0328. C6 



Seq. No. 43311 Seq. ID 

Gene No. 90748 Strand 

Start 22876 End 

Name OJ000350_70 . 0328 . C6 . ol . tw Method 

Start 14510 End 

GI none Score 

Exons 14510. .14770, 14511 14579, 14515 147 66, 14 521 .. 14772, 
14522. .14773 



23777 

TBLASTX: Wheat 

14773 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
[3 Start 
L j Name 
~li Start 

= 11 GI 
; ^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43311 
90748 
22876 

OJ000350_70.0328.C6.ol.tc 

14526 

none 

14526. .14765, 14527 .. 14769, 
15163. .15252 

43311 
90748 
22876 

OJ000350_70.0328.C6.o2.ts 

14539 

none 

14539. .14772, 
15149. .15250, 
15281. .15382, 



14540. .14773, 
15162. .15254, 
15299. .15397, 



43311 
90748 
22876 

OJ000350_70.0328.C6.o3.tm 

17856 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_70.0328.C6 
23777 

TBLASTX: Cress 

15252 

311 



14528. .14773, 15032 15064 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_70.0328.C6 
23777 

TBLASTX : Soybean 

15397 

393 



15032. .15064, 15032. .15103, 
15162. .15254, 15163 15255, 
15303. .15386 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_70.0328.C6 
23777 

TBLASTX: Maize 

18370 

14 0 



17856. .18008, 17860 .. 18012, 17865 .. 18008, 18097 .. 18255, 
18099. .18254, 18100 .. 18255, 18337 18369, 18337 .. 18369, 
18338. .18370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43311 
90748 
22876 

OJ000350_70 . 0328 . C6 . ol . tm 

20627 

none 



Seq. ID OJ000350_70.0328.C6 
Strand 

End 23777 

Method TBLASTX : Maize 

End 23777 

Score 80 



20627. .20716, 20627 .. 20701, 22775.-22933, 22821 .. 22931 , 
22826. .22933, 22922 .. 23008 , 23010 .. 23120, 23147 .. 23683, 
23168. .23656, 23190 .. 23777 , 23196.. 23759 



43311 Seq. ID 

90748 Strand 

22876 End 

OJ000350_7 0 . 0328 . C6 . o4 . gp Method 

22876 End 

286929 Score 



OJ000350_70.0328.C6 

23777 
AAT/GAP 
23491 
657 



44059 



Exons 22876.-22992, 23267.. 23491 

GI Descrip. 3786016 2.0e-ll (AC005499) putative elongation factor 
[Arabidopais thaliana] 





43311 


Seq. ID 


OJ000350_70.0328 


.C6 




90748 


Strand 








22876 


End 


23777 




Name 


OJ000350 70.0328.C6.o3.ts 


Method 


TBLASTX : Soybean 




Start 


23168 


End 


23588 




GI 


none 


Score 


94 




Exons 


23168. .23269, 23193 .. 23321, 


23348. .23491, 23363 .. 23509, 






23364. .23588 










43312 


Seq. ID 


OJ000350 70.0328 


.C7 


Hpnf 1 No . 


90749 


Strand 


+ 




O l_ CI -L V- 


3470 


End 


12229 




Name 


OJ000350 70.0328.C7.o2.np 


Method 


AAT /NAP 




Start 


3470 


End 


12229 




GI 


7340905 


Score 


92 




Exons 


3470. .3579, 12114.. 12229 








fiT Df^sprio 

\JJ .L 1-/ W V* -1- -1- . 


(AP001550) hypothetical protein [Oryza 


sativa] 




Cprr Nn 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 




90749 


Strand 


+ 




O LCli. U 


3470 


End 


i2229 




Name 


OJ000350 70.0328.C7.o2.gs 


Method 


GEN SCAN 




Start 


9826 


End 


11169 




GI 


none 


Score 


.72 




Exons 


9826.-9863, 11016.. 11169 








Seq. No. 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 


Gene No. 


90750 


Strand 


+ 




Start 


13693 


End 


32420 




Name 


OJ000350 70.0328 i .C7.o3.np 


Method 


AAT /NAP 




Start 


13659 


End 


13857 




GI 


6979337 


Score 


74 




Exons 


13659. .13857 








GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43312 
90750 
13693 

OJ000350_70.0328.C7.o4 ,gs 

13693 

none 

13693. .14631, 16009 .. 16299, 
21212. .22599, 23185 .. 23361, 
27773. .27817, 32196.. 32420 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16929. .17050, 
23985. .24203, 



OJ000350_70.0328.C7 
+ 

32420 
GEN SCAN 
32420 
.44 

17188. .17189, 
25592. .25843, 



43312 Seq. ID 

90750 Strand 
13693 End 
OJ000350_70 . 0328 . C7 . o4 . np Method 
20408 End 
4835781 - Score 

20408. .20453, 21359 .. 21585, 23518 . .23563 
(AC007296) F25C20.9 [Arabidopsis thaliana] 



OJ000350_70.0328.C7 
+ 

32420 
AAT /NAP 
23563 
115 



44060 




Seq. No. 


43312 


Seq. ID 


OJ000350J70.0328 


.C7 


Gene No. 


90750 


Strand 


+ 




Start 


13693 


End 


32420 




Name 


OJ000350 70 0328 C7 o5.nD 


Method 


AAT/NAP 




u Lai L 


21606 _ 


End 


21818 




GI 


7413567 


Score 


70 






21606 21818 










(AL162973) outative orotein 


[ Arabidops 


is thaliana] 




Seq. No. 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 


UC11C lw ■ 


90750 


Strand 


+ 




JLfli U 


13693 


End 


32420 




Mama 
IN CI 111 C 


OJ000350 70 0328 C7 o2 ao 


Method 


AAT/GAP 




Start 


23190 ~ 


End 


24264 




A. 


none 


Score 


835 






23190 23361. 23985 24264 








Seq. No. 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 


Gene No. 


90750 


Strand 


+ 




Start 


13693 


End 


32420 






OJ000350 70 0328 C7 06 nD 


Method 


AAT/NAP 




OLdl L 


24211 ~~ 


End 


27774 






7510076 


Score 


112 




F 1 vnn q 


24211 24255 27404 27525. 


27559. .27774 








i - Caenorhabditis elegans 




Seq. No. 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 


Gene No. 


90751 


Strand 


+ 




Start 


35602 


End 


36133 




Name 


OJ000350 70.0328.C7.o8.np 


Method 


AAT/NAP 




OLai L 


35602 


End 


36133 




GI 


7523517 


Score 


117 






35602. .35899, 36044.. 36133 










(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. .No. 


43312 


Seq. ID 


OJ000350_70^?8' 


;^7- 


Gene No. 


90752 


Strand 


+ *"■ 




Start 


36207 


End 


36453 




Name 


OJ000350 70.0328.C7.o9.np 


Method 


AAT/NAP 




Start 


36207 


End 


36453 




GI 


6017113 


Score 


74 




F vnn <5 


36207. .36453 








OX UCdLIl^i 


(AC009895) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 


Gene No. 


90753 


Strand 








289 


End 


8526 






OJ000350 70.0328.C7.ol.gs 


Method 


GENSCAN 




Cfarf 


289 


End 


8526 




GI 


none 


Score 


.8 




Exons 


289. .340, 452. .574, 1725. .2397, 3645.. 


3676, 4427.. 4560, 






4932.. 5002, 5352.. 5532, 7696 


..7806, 7822. .8373, 8425.-8526 


Seq. No. 


43312 


Seq. ID 


OJ000350_70.0328 


.C7 


Gene No. 


90753 


Strand 






Start 


289 


End 


8526 





44061 



Name 
Start 
.GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_70.0328.C7.ol.np Method AAT/NAP 

324 End 2080 

7228450 Score 196 

324. .440, 544. .663, 796. .881, 1725. .1746, 2044. 
(AP001366) hypothetical protein [Oryza sativa] 



.2080 



OJ000350 70. 0328. C7 



43312 
90753 
289 

OJ000350_70.0328.C7.ol.gp 
337 

LIB34 32-058-P1-K1-E12 
337. .662 

'5257255/dbj | AP000364 . 1 | AP000364 8.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8526 
AAT/GAP 
662 
356 



Seq. No. 43312 

Gene No. 90754 

Start 27819 

Name OJ000350_70 . 0328 . C7 . o7 . np 

Start 27819 

GI 7510076 

Exons 27819. .28147, 28314.. 28346 

GI Descrip. hypothetical protein Y50E8A.i - Caenorhabditis elegans 



Seq. ID OJ000350_70.0328.C7 
Strand 

28346 
AAT/NAP 
28346 
122 



End 

Method 

End 

Score 



Seq. No. 


43313 




Seq. ID 


OJ000350_ 


_70 


.0328 


.C8 


Gene No. 


90755 




Strand 


+ 








Start 


188 




End 


510 








Name 


OJ000350 70.0328.C8.ol 


. gs 


Method 


GEN SCAN 








Start 


188 




End 


510 








GI 


none 




Score 


.7 








Exons 


188. .435, 482. .510 














Seq. No. 


43313 




Seq. ID 


OJ000350 


_70 


.0328 


.C8 


Gene No. 


90756 




Strand 


+ 








Start 


4899 




End 


6306 








Name 


OJ000350 .70..0328.G8..-O2 




Method 


GENS CAN - 








Start 


4899'' ■ • , • 


End 


6306 " : 








GI 


none 




Score 


.91 








Exons 


4899. .4915, 6087. .6306 















Seq. No. 43314 

Gene No. 90757 

Start 150 

Name OJ000350_70 . 0328 . C9 . ol . gs 

Start 150 

GI none 
Exons 



Seq. ID OJ000350_70.0328.C9 

Strand + 

End 6568 

Method GENS CAN 

End 6568 

Score .75 



150. .251, 550. .595, 4289.-4493, 4549. .4723, 5285. .5338, 
5366. .5441, 5533.-5588, 6536. .6568 



Seq. No. 43314 

Gene No. 90757 

Start 150 

Name OJ000350_70. 0328 .C9.ol .gp 

Start 5962 

GI none 

Exons 5962.. 6519 



Seq. ID OJ000350_70.0328.C9 

Strand + 

End 6568 

Method AAT/GAP 

End 6519 

Score 1083 



44062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43314 
90758 
7774 

OJ000350_70.0328.C9.o2.gs 

7774 

none 



Seq. ID OJ000350_70.0328.C9 

Strand + 

End 22424 

Method GENSCAN 

End 22315 

Score .46 



7774.. 8616, 10278 .. 10367 , 11515 11579, 11801 12215, 
13138. .13308, 13403. .13453, 14 130 .. 14455, 14719 .. 14827 , 
16841. .16967, 17334 .. 17584 , 18714 .. 18827, 19253 .. 19306, 
19488. .19643, 20582 20847, 20962 21059, 2124 6 .. 21424 , 
21843. .21953, 22136.. 22315 



OJ000350_70.0328.C9 
+ 



43314 Seq. ID 

90758 Strand 
7774 End 
OJ000350_70 . 0328 . C9 . ol . np Method 
17379 End 
7476445 Score 
17379. .17671, 18788 .. 18827 , 19219 
20585. .20847, 20962 .. 21059, 21246 
hypothetical protein Rv0647c - Mycobacterium tuberculosis 
(strain H37RV) gi | 3261724 | emb | CAB07127 . 1 | (Z92772) hypothetical 
protein Rv0647c [Mycobacterium tuberculosis] 



22424 
AAT/NAP 
22330 
325 

19434, 19518. .19643, 
21478, 22143.. 22330 



43314 Seq. ID 

90758 Strand 

7774 End 

OJ000350_70 . 0328 . C9 . o2 . gp Method 

17546 End 

25175_1.R1084 Score 
17546. .17584, 17720.. 17855 

, 6015437/dbj | AB008112.il AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



OJ000350_70.0328.C9 
+ 

22424 
AAT/GAP 
17855 
290 



43314 
. 90758- 
'7774 ' 

OJ000350J70 . 0328 . C9 . o3 . tm 
17776 
none 
17776. 
18263. 
18712. 
19218. 



,17871, 17777. 

,18406, 18264. 

,18927, 19216. 
,19454 



,17854, 
,18407, 
,19449, 



Seq. ID OJ000350_70.0328.C9 

Strand*" + - . . 

■ End ' 22424 ^ '.• .'" 

Method TBLASTX : Mai ze 

End 19454 

Score 103 
18262. .18333, 18262 .. 18405, 
18702. .18827, 18711 .. 18836, 
19216. .19302, 19217. .19405, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43314 
90758 
7774 

OJ000350_70.0328.C9.ol.ts 
18262 
none 

18262. .18402, 18263 .. 18403, 
18715. .18864, 18716. . 18832, 
19211. .19411, 19212. .19409, 
19479. .19646, 19487 .. 19645, 
20582. .20851, 20585 20854 , 20961 .. 21053, 20961 21062, 



Seq. ID OJ000350_70.0328.C9 
Strand + 
End 22424 
Method TBLASTX : Soybean 
End 21428 
Score 165 
18264. .18407, 18702 18827 , 
18741. .18836, 19181 .. 19372, 
19216. .19434, 19218 .. 19448, 
19555. .19656, 20569 20844 , 



44063 



20962. .21063, 20963 .. 21091, 21244 21420, 21245 .. 21424 , 
21246.. 21428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43314 
90758 
7774 

OJ000350_70.0328.C9.ol.tw 
18262 
none 
18262. 
18711. 
19216. 



Seq. ID OJ000350_70.0328.C9 

Strand + 

End 22424 

Method TBLASTX : Wheat 

End 19363 

Score 228 



.18402, 18263. .18406, 18264 .. 184 07 18702 . 
.18827, 18712. .18858, 18713. .18832, 19215. 
.19362, 19216. .19299, 19217 .. 19363, 19218. 



. .18827, 
. .19361, 
. .19358 

70. 0328. C9 



43314 Seq. ID OJ000350_ 

90758 Strand + 

7774 End 22424 

OJ000350_7 0 . 0328 . C9 . o3 . gp Method AAT/GAP 

18263 End 18407 

25175_1.R1084 Score 230 
18263. .18407 

'6015437/dbj | AB008112 . 1 | AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



Seq. ID OJ000350_70.0328.C9 
Strand + 
End 22424 
Method TBLASTX : Cress 
End 19400 
Score 169 
18277. .18399, 18278 .. 18412, 
18785. .18823, 1878 9. .18827, 
19216. .19302, 19218. .19400 

Seq. ID OJ000350_70.0328.C9 
Strand + 
End 22424 
Method TBLASTX : Mai ze 
'•End '21039 
Score 209 



43314 
90758 
7774 

OJ000350_70.0328.C9.o2.tc 
18276 
none 

18276. .18416, 18276 18398, 
18719. .18802, 18733. .18777, 
19181. .19372, 19216. .19398, 

43314 
90758 
7774 

OJ000350_70.0328.C9.ol.tm . 
19511 ' 
none 

19511. .19645, 19512. .19646, 19512 .. 1964 6, 19555 .. 19656, 
20572. .20847, 20574 .. 20771, 20575 .. 20850, 20582 .. 208 63, 
20582. .20848, 20958 .. 21035, 20962. .21039, 20963.. 21037 



43314 
90758 
7774 

OJ000350_70.0328.C9.ol.tc 

20668 

none 

20668. .20844, 20669 .. 20851, 
20962. .21063, 20963.. 21064 

43314 
90758 
7774 

OJ000350_70.0328.C9.o2.tm 
21244 



Seq. ID OJ000350_70.0328.C9 

Strand + 

End 22424 

Method TBLASTX : Cress 

End 21064 

Score 230 
20961. .21059, 20962 .. 21063, 



Seq. ID OJ000350_70.0328.C9 

Strand + 

End 22424 

Method TBLASTX : Maize 

End 22424 



44064 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



none 



Score 



285 



21244. .21426, 21245 .. 21445, 21839 .. 21958, 21840 .. 21956, 
22135. .22299, 22135 22329, 22136 22333, 22377 .. 22424 , 
22378. .22416 



43314 Seq. ID 

90758 Strand 

7774 End 

OJ000350_70.0328.C9.o2.ts Method 

21842 End 

none Score 



OJ000350_70.0328.C9 
+ 

22424 

TBLASTX : Soybean 

22294 

111 



21842. .21955, 21843 21956, 22120 .. 22278 , 22136 .. 222 94 , 
22136. .22279 



43314 Seq. ID 

90758 Strand 

7774 End 

OJ000350_70 . 0328 . C9 . o3 . tc Method 

21915 End 

none Score 

21915. .21956, 22135 .. 22257 , 22136 .. 22288 , 22136 .. 22285, 
22303. .22362 



OJ000350_70.0328.C9 
+ 

22424 

TBLASTX: Cress 
22362 
65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_70. 0328. C10 
437 

GEN SCAN 
437 
.62 



43315 
90759 
270 

OJ000350_70. 0328. C10. ol.gs 
270 
none 
270. .437 

43316 
90760 
1 

OJ000350_70.0328.Cll.ol.np 
1 

.7452413 

1..59, 528.. 989/ 1131.. 1375, 
2644. .2724 

hypothetical protein dl3025c - Arabidopsis thaliana 
gi|2244753|emb|CAB10176.1| (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268101 1 emb | CAB78439 . 1 1 (AL161537) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_70.0328.C11 

8195 
AAT/NAP 
2724 
1467 



1463. .1698,. 1754. .2266, 2311. .2436, 



43316 
90760 
1 

OJ000350J70 . 0328 . Cll . ol . gs 

171 

none 



Seq. ID OJ000350_70. 0328. Cll 



Strand 
End 

Method 

End 

Score 



8195 
GENSCAN 
8195 
.52 



171. .898, 1463. .1662, 1754. .2405, 2649. .2780, 3540. .3693, 
3742. .3785, 5636.-5778, 7112. .7264, 7691. .7745, 8128. .8195 



43316 Seq. ID 

90760 Strand 

1 End 

OJ000350 70.0328-Cll.ol.ts Method 



OJ000350_70 . 0328 . Cll 
8195 

TBLASTX : Soybean 



44065 



Start'- 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



481 
none 

481. .663, 48S..658, 667. 

43316 
90760 
1 

OJ000350_70.0328.Cll.ol. 

529 

none 

529. .975, 530. .970 

43316 
90760 
1 

OJ000350_70.0328.Cll.o2. 

1144 

none 

1144. .1383, 1145. .1378, 

43316 
90760 
1 

OJ000350_70.0328.Cll.o2. 

1327 

none 

1327.. 1377, 1328.. 1378, 
1754. .1870, 1755. .1871, 

43316 
90760 
1 

OJ000350_70 . 0328 . Cll . o2 . 

2159 

none 

2159.. 2368, 2160.. 2369 

43316 
90760 
1 

OJ000350_70. 0328. Cll. ol. 

2369 

none 

2369.. 2404, 2646.. 2921, 

43317 
90761 
146 

OJ000350_70.0328.C12.ol. 

146 

none 

146. .577 

43317 
90762 
3033 

OJ000350 70.0328.C12.ol, 



End 94 6 

Score 84 
.945, 677.. 946 

Seq. ID OJ000350_70. 0328. Cll 
Strand 

End 8195 

tm ^Method TBLASTX: Maize 

End 975 

Score 477 



Seq. ID OJ000350_70. 0328. Cll 
Strand 

End 8195 

ts Method TBLASTX: Soybean 

End 1672 

Score 102 
1462. .1668, 1478. .1672 

Seq. ID OJ000350_70. 0328. Cll 
Strand 

End 8195 

tm Method TBLASTX: Maize 

End 1872 

Score 72 
14 62. .1668, 14 63. .1663, 1699. .1869, 
1756. .1872 

Seq. ID OJ000350_70. 0328. Cll 
Strand 

End 8195 

tc Method TBLASTX: Cress 

End 2369 

Score 113 



Seq. ID OJ000350_70. 0328. Cll 
Strand 

End 8195 

tc Method TBLASTX: Cress 

End 2923 

Score 215 
2646. .2921, 2648.-2923 



Seq. ID OJ000350_70.0328.C12 

Strand + 

End 577 

Method GEN SCAN 

End 577 

Score . 63 



gs 



gp 



Seq. ID OJ000350_70.0328.C12 
Strand 

End 9080 

Method AAT/GAP 



44066 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2755 End 3208 

LIB3431-045-P1-N1-A10 Score 876 

2755.. 3208 

'5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



43317 
90762 
3033 

OJ000350_70.0328.C12.o3.gs 
3033 
none 
3033. 
3987. 
5926. 



.3193, 3344.. 3546, 3551- 
,4169, 4262.. 4520, 4597. 
,6076, 6452.. 9080 



Seq. ID OJ000350_70.0328.C12 
Strand 

End 9080 
Method GENSCAN 
End 9080 
Score . 52 

.3598, 3662.-3793, 3884. .3921, 
.4895, 4989. .5399, 5484. .5820, 



OJ000350 70.0328.C12 



43317 Seq. ID 

90762 Strand 
3033 End 9080 

OJ000350_70 . 0328 . C12 . ol . np Method AAT/NAP 
3879 End 8993 

7228438 Score 5496 

3879. .3949, 3987. .4169, 4262. .4520, 4597. .4895, 4989.-5399, 
5484.. 5582, 7032. .8993 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



43317 Seq. ID 

90762 Strand 
3033 End 
OJ000350_70 . 0328 . C12 . o2 . gp Method 
4270 End 
LIB3475-007-P1-K1-G8 Score 
4270.. 4520, 4597.. 4769 

, 5441880/dbj | BAA82378.lt 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000350_70.0328.C12 

9080 
AAT/GAP 
4769 
785 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 70.0328.C12 



9080 
AAT/GAP 
8023 
841 



43317 
90762 
3033 

OJ000350_70 . 0328 . C12 . o3 . gp 
7592 
5701669 
7592. .8023 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

OJ000350 70.0328.C12 



43317 Seq. ID 

90763 Strand 

9532 End 
OJ000350_70 . 0328 . C12 . ol . tw Method 

7392 End 

none Score 

7392.. 7568, 7422.. 7568, 7453.-7572, 7566.. 7763, 7578.-7772 



9599 

TBLASTX: Wheat 

7772 

79 



44067 




Seq. No. 


43317 




Seq. ID 


OJ000350_70.0328.C12 


Gene No. 


90763 




Strand . 




Start 


9532 




End 


9599 


Name 


OJ000350 70.0328.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7470 




End 


8066 


GI 


none 




Score 


151 


Exons * 


7470. .7541, 7605. .7904, 


7666 


..7887, 7938. .8066, 7960. .8058 


Seq. No. . 


43317 




Seq. ID 


OJ000350 70 . 0328 .C12 


Gene No. 


90763 




Strand 




Start 


9532 




End 


9599 


Name 


OJ000350 70.0328.C12.o4 


. gp 


Method 


AAT/GAP 


Start 


9532 




End 


9599 


GI 


7406 1.R1084 




Score 


109 


Exons 


9532. .9599 








GI Descrip. 


• 1122315/emb | CAA63901 I 


7.0e- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 








Seq. No. 


43318 




Seq. ID 


OJ000350_70.0328.C13 


Gene No. 


90764 




Strand 




Start 


3048 




End 


3160 


Name 


OJ000350 70.0328.C13.ol 


.gs 


Method 


GENSCAN 


Start 


3048 




End 


3160 


GI 


none 




Score 


.98 


Exons 


3048. .3160 









Seq. No. 43319 Seq. ID 

Gene No. 90765 Strand 

Start 13796 End 24625 

Name OJ000350_71 . 0328 .C2 .o3 . gs Method GENSCAN 

Start 13796 End 24625 

GI none Score . 57 

Exons 13796. .13819, 144 69 .. 14553, 16031 .. 16170, 20501 

20631. .20761, 21881 .. 22069, 22336.-22539, 23933 

24140.. 24625 



OJ000350_71.0328.C2 
+ 



,20572, 
,24095, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43319 — Seq. ID 

90766 Strand 
26476 End 
OJ000350_71 . 0328 . C2 . o3 . np Method 
26476 End 
6069646 Score 
264.76. .26526, 30263.. 31054 
(AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 

43319 Seq. ID 

90766 Strand 
26476 End 
OJ000350J71 . 0328 . C2 . 06 . gs Method 
30482 End 
none Score 



OJ000350 
+ 

37605 
AAT/NAP 
31054 
713 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



71. 0328. C2 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ000350_71 . 0328 . C2 
+ 

37605 
GENSCAN 
37242 
.5 



30482. .30547, 30806 .. 30885, 31619 .. 31769, 32031 .. 35381, 



44068 



35754. .35871, 37118.. 37242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350J71.0328.C2 
Strand + 
End 37605 
Method AAT/NAP 
End 37605 
Score 141 

32006. .32032, 34083 .. 34434 , 35014 .. 35083, 35150 .. 35421, 
37582.. 37605 

(AL138652) disease resistance protein homlog [Arabidopsis 
thaliana] 



43319 
90766 
26476 

OJ000350_71.0328.C2.o6.np 

32006 

6967115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43319 Seq. ID 

90766 Strand 

26476 End 

OJ000350_71 . 0328 .C2 . o4 . np Method 

32721 End 

4519258 Score 



OJ000350_71.0328.C2 
+ 

37605 
AAT/NAP 
36682 
946 



32721. .33220, 33281 34081 , 34220 354 4 6, 36631, 
(AB017914) L-zip+NBS+LRR [Oryza sativa] 



,36682 



43319 Seq. ID 

90766 Strand 

26476 End 

OJ000350_71 . 0328 . C2 . o7 . np Method 

35975 End 

4680186 Score 
35975. .36132, 36623.. 36784 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000350_71.0328.C2 
+ 

37605 
AAT/NAP 
36784 
190 



43319 Seq. ID 

90767 Strand 

47677 End 

OJ000350_71 . 0328 .C2 .ol0 . np Method 

47677 End 

5042463 Score 



OJ000350_71.0328.C2 
+ 

50708 
AAT/NAP 
50708 
147 



47.677. .47879; 48573 48726, 50672.. 50708 
(ATO07789) unknown protein [Oryza sativa] 



Seq. No. 43319 Seq. ID 

Gene No. 907 68 Strand 

Start 1 End 

Name OJ000350J71 . 0328 . C2 . ol . np Method 

Start 1 End 

GI 4519936 Score 

Exons 1..1689, 1760.. 2575, 2672.. 2774 
GI Descrip. (AB019186) RPR1 [Oryza sativa] 



OJ000350_71.0328.C2 

8248 
AAT/NAP 
2774 
857 



Seq. No. 43319 

Gene No. 90768 

Start 1 

Name OJ000350_71 . 0328 .C2 . ol . gs 

Start 370 

GI none 

Exons 370.. 2799, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3899. .4067, 5425. .5470 



OJ000350_71.0328.C2 

8248 
GENS CAN 
5470 
.81 



44069 



Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328.C2 


Gene No. 


90768 


Strand 




Start 


1 


End 


8248 


Name 


OJ000350 71.0328.C2.o2.np 


Method 


AAT/NAP 


Start 


5148 


End 


8248 


GI 


6721157 


Score 


79 


Exons 


5148. .5172, 6877. .7016, 8143. .8248 




GI Descrip. 


(AC016829) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 




thaliana] 






Seq. No. 


43319- 


Seq. ID 


OJ000350_71.0328.C2 




_7U / DO 






Start 


1 


End 


8248 


Name 


OJ000350 71.0328.C2.o2.gs 


Method 


GENSCAN 


Start 


6576 


End 


7073 


GI 


none 


Score 


1 


Exons 


6576.. 7073 






Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328.C2 






Strand 




Start 


26354 


End 


28300 


Name 


OJ000350 71.0328.C2.o4.gs 


Method 


GENSCAN 


Start 


26354 


End 


28300 


GI 


none 


Score 


.98 


Exons 


26354. .28300 






Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328.C2 


ucllc LNU • 


90770 


Strand 




Start 


28708 


End 


30114 


Name 


OJ000350 71.0328.C2.o5.gs 


Method 


GENSCAN 


Start 


28708 


End 


30114 


GI 


none 


Score 


.46 


Exons 


28708. .29164, 29433 .. 29620, 


29626..2973S, 29853.. 30114 


Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328.C2 


Gene No. 


90771 


Strand 




Start ' ' 


43682 


End 


45877 


Name 


. OJ000350 71-.0328.C2.o8.np 


Method 


AAT/NAP 


Start 


43670 


End 


44588 


GI 


7487139 


Score 


241 


Exons 


43670. .44177, 44310. .44588 






GI Descrip. 


hypothetical protein T18B16 


.50 - Arabidopsis thaliana (fragment) 




gi 1 2832636 |emb ICAA16765.il 


(AL021711) 


hypothetical protein 




[Arabidopsis thaliana] gi | 7268703 | emb | CAB78910 . 1 1 (AL161550) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328.C2 


bene lno . 


90771 


Strand 




Start 


43682 


End 


45877 


Name 


OJ000350 71.0328.C2.o8.gs 


Method 


GENSCAN 


Start 


43682 


End 


45877 


GI 


none 


Score 


1 


Exons 


43682. .45877 






Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328.C2 


Gene No. 


90772 


Strand 




Start 


47321 


End 


47880 



44070 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350J71 . 0328 . C2 . o9-. gs Method 

47321 End 

none Score 
47321. .47504, 47732. .47880 



GEN SCAN 

47880 

.79 



OJ000350 71. 0328. C2 



43319 Seq. ID 

90773 Strand 

49243 End 

OJ000350_7 1 . 0328 . C2 . o2 . ts Method 

513 End 

none Score 

513. .623, 685. .846, 687. .845, 1107. .1277, 1251. .1598, 
33441. .33566 



50708 

TBLASTX : Soybean 
33566 
75 



OJ000350 71. 0328. C2 



Seq. No. 43319 Seq. ID 

Gene No. 90773 Strand 

Start 49243 End 

Name OJ000350_7 1 . 0328 . C2 . o3 . tm Method 

Start 1048 End 

GI none Score 

Exons 1048. .1221, 1050. .1376, 1053. .1379, 1070. .1378, 27 659.-277 66, 
33465. .33554 



50708 

TBLASTX: Maize 

33554 

66 



Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328 


.C2 


Gene No . 


90773 


Strand 






Start 


49243 


End 


50708 




Name 


OJ000350 71.0328.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1299 


End 


33545 




GI 


none 


Score 


80 




Exons 


1299.. 1601, 1339.. 1443, 33285.-33347, 


33426. .33545 




Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328 


.C2 


Gene No. 


90773 


Strand 






Start 


49243 


End 


50708 




Name 


OJ000350 71.0328.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20799 


End 


21035 




GI 


none 


Score 


196 




Exons 


20799. .21035 - . 








Seq. No." 


43319 


Seq. ID 


OJ000350_71.0328 


,C2 


Gene No. 


90773 


Strand 






Start 


49243 


End 


50708 




Name 


OJ000350 71.0328.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


20874 


End 


30957 




GI 


none 


Score 


57 




Exons 


20874. .20999, 21009 .. 21059, 


30449. .30562, 30548 .. 30790, 






30566. .30817, 30832.. 30957 








Seq. No. 


43319 


Seq. ID 


OJ000350J71.0328 


.C2 


Gene No. 


90773 


Strand 






Start 


49243 


End 


50708 




Name 


OJ000350 71.0328.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


21114 


End 


21407 




GI 


none 


Score 


154 




Exons 


21114. .21311, 21122. .21310, 


21306.. 21407 




Seq. No. 


43319 


Seq. ID 


OJ000350_71.0328 


.C2 



44071 




Gene No. 


90773 




Strand 




Start 


49243 




End 


50708 


Name 


' OJ000350 71. 0328. C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


26810 ~ 




End 


27256 


GI 


none 




Score 


70 


Exons 


26810. .27256, 26831. 


.27028, 


27000. .27251 


Seq. No. 


43319 




Seq. ID 


OJ000350J71 . 0328 . C2 


Gene No. 


90773 




Strand 




Start 


49243 




End 


50708 


Name 


OJ000350 71. 0328. C2. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


43694 ~ 




End 


43924 


GI 


none 




Score 


115 


Exons 


43694 . .43924, 43695. 


.43865 






Seq. No. 


43319 




Seq. ID 


OJ000350_71 . 0328 . C2 


Gene No. 


90773 




Strand 




Start 


49243 




End 


50708 


Name 


OJ000350 71. 0328. C2. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


45359 ~ 




End 


45652 


GI 


none 




Score 


176 


Exons 


45359. . 45472, 45482. 


.45652 






Seq. No. 


43319 




Seq. ID 


OJ000350_71.0328.C2 


Gene No. 


90773 




Strand 




Start 


49243 




End 


50708 


Name 


OJ000350 71. 0328. C2 . 


ol.gp 


Method 


AAT/GAP 


Start 


49131 




End 


49439 


GI 


4519257 




Score 


557 


Exons 


49131. .49439 








QT DescriD. 


4519258/dbj | BAA75541 


.11 0.0e+00 (AB017914) L-zip+NBS+LRR [Oryza 




sativa] 








Seq. No. 


43319 




Seq. ID 


OJ000350_71.0328.C2 


Gene No. 


90773 




Strand 




Start 


49243 




End 


50708 


Name 


OJ000350 71. 0328. C2. 


olO.gs 


Method 


GENS CAN 


Start 


49243 "~ 




End 


49439 


GI 


none 




Score 


.74 


Exons 


49243. .49439 








Seq. No. 


43319 




Seq. ID 


OJ000350J71.0328.C2 


Gene No. 


90773 




Strand 




Start 


49243 




End 


50708 


Name 


OJ000350 71. 0328. C2 . 


oil .np 


Method 


AAT/NAP 


Start 


49246 




End 


50708 


GI 


4519258 




Score 


259 


Exons 


49246. .49423, 50618. 


.50708 






GI Descrip. 


(AB017914) L-zip+NBS+LRR [Oryza sativa] 




Seq. No. 


43320 




Seq. ID 


OJ000350J71.0328.C3 


Gene No. 


90774 




Strand 


+ 


Start 


17318 




End 


19180 


Name 


OJ000350 71. 0328. C3. 


o3. gs 


Method 


GENSCAN 


Start 


17318 




End 


19180 


GI 


none 




Score 


1 


Exons 


17318. .19180 









44072 



Seq. No. 


43320 




Seq. ID 


OJ000350 


Gene No . 


90775 




Strand 


+ 


Start 


20388 




End 


20873 


Name 


OJ000350 71. 0328 .C3. 


o4 . gs 


Method 


GENSCAN 


Start 


20388 ~~ 




End 


20873 


GI 


none 




Score 


. 52 


Exons 


20388 . .20873 








Seq. No. 


43320 




Seq. ID 


OJ000350 


Gene No. 


90776 




Strand 


+ 


Start 


30894 




End 


34130 


Name 


OJ000350 71. 0328. C3. 


o6.np 


Method 


AAT /NAP 


Start 


30894 




End 


34127 


GI 


6907089 




Score 


4109 


Exons 


30894. .32155, 32249. 


.34127 






GI DescriD. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43320 




Seq. ID 


OJ000350 


Gene No . 


90776 




Strand 


+ 


Start 


30894 




End 


34130 


Name 


OJ000350 71. 0328. C3. 


o7 .gs 


Method 


GENSCAN 


Start 


30894 




End 


34130 


GI 


none 




Score 


. 95 


Exon 


30894. .34130 








Sea No 


43320 




Seq. ID 


OJ000350 


Gene No. 


90777 




Strand 


+ 


Start 


40996 




End 


42711 


Name 


OJ000350 71. 0328. C3. 


oil .np 


Method 


AAT /NAP 


Start 


40996 




End 


42711 


GI 


5922623 




Score 


159 


Exons 


40996. .41197, 41598. 


.41631, 


41800. .41875, 42287 




42621. .42711 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 



71. 0328. C3 



gil 6016856 | dbj | BAA85199.il 
[Oryza sativa] 



,42405, 



(AP000570) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43320 
90777 
40996 

OJ000350_7 
40996 
5922623 
40996. .411 
(AP000492) 
gi| 6016856 
[Oryza sat 



OJ000350_71.0328.C3 
+ 



1.0328.C3.o8.np 



Seq'. ID 
Strand 

End 42711 
Method AAT /NAP 
End 42514 
Score 163 
97, 41598. .41631, 4 1800 .. 4 1875, 42483.. 42514 
hypothetical protein [Oryza sativa] 
dbj IBAA85199.il (AP000570) hypothetical protein 
iva] 



43320 Seq. ID 

90777 Strand 

40996 End 

OJ000350_71 . 0328 . C3 . ol2 . np Method 

41918 End 

7523512 ^ Score 
41918. .42062 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000350_71.0328.C3 
+ 

42711 
AAT /NAP 
42062 
102 



44073 



Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328.C3 


Gene No. 


90778 


Strand 




Start 


311 


End 


5087 


Name 


OJ000350 71.0328.C3.ol.np 


Method 


AAT/NAP 


Start 


311 


End 


4255 


GI 


4519258 


Score 


5378 


F. von «; 


311. .373, 713. .821, 1124.. 


4255 




GT Dpscrin 


(AB017914) L-zip+NBS+LRR [Oryza sativa] 


Seq. No. 


43320 


Seq, ID 


OJ000350_71.0328.C3 


Gene No. 


90778 


Strand 




Start 


311 


End 


5087 


Name 


OJ000350 71.0328.C3.ol.gp 


Method 


AAT/GAP 


Start 


1108 


End 


4311 


GI 


4519257 


Score 


6355 


Pynn q 


1108. .4311 






frT Dp^prio 

VJ X L/C «J V^X X v** • 


4519258/dbj IBAA75541.il 0. 


0e+00 (AB017914) L-zip+NBS+LRR [Oryza 




sativa] 






Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328.C3 


Gene No. 


90778 


Strand 




Start 


311 


End 


5087 


Name 


OJ000350 71.0328.C3.o2.np 


Method 


AAT/NAP 


Start 


1283 


End 


5087 


GI 


6721547 


Score 


91 


F von 


1283.. 1303, 5003.. 5087 








(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328.C3 


Gene No . 


90779 


Strand 




Start 


15829 


End 


16833 


Name 


OJ000350 71.0328.C3.o3.np 


Method 


AAT/NAP 


Start 


15829 


End 


16833 


GI 


7489553 


Score 


285 


Rvnnq 


15829. .15924, 16525.. 16833 






GI Dpscrio 


probable reverse transcriptase - rice 


(fragment) 




- /gi | 24 62640 | emb | CAA73800 . 1 1 


(Y13370).. reverse transcriptase [Oryza 




'Sativa] 






Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328.C3 


Gpnp No 


90780 


Strand 




Start 


23128 


End 


23414 


Name 


OJ000350 71.0328.C3.o5.gs 


Method 


GEN SCAN 


Start 


23128 


End 


23414 


GI 


none 


Score 


.55 


F von 


23128. .23264, 23393.. 23414 






Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328.C3 


Gene No. 


90781 


Strand 




Start 


27239 


End 


29777 


Name 


OJ000350 71.0328.C3.o6.gs 


Method 


GENSCAN 


Start 


27239 


End 


29777 


GI 


none 


Score 


.44 


Exons 


27239. .27747, 28312.. 28370 


, 28849. .28895, 29631.. 29777 


Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328.C3 



44074 




Gene No. 


90782 


Strand 






Start 


34764 


End 


44966 




Name 


OJ000350 71.0328.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


18370 


End 


18808 




GI 


none 


Score 


356 




Exons 


18370. .18663, 18371. .18808 








Seq. No. 


43320 


Seq. ID 


OJ000350J71.0328 


.C3 


Gene No. 


90782 


Strand 






Start 


34764 


End . 


44966 




Name 


OJ000350 71. 0328 .C3.o5. tm 


Method 


TBLASTX: Maize 




Start 


34734 


End 


34904 




GI 


none 


Score 


125 




Exons 


34734 . .34 904, 34735. .34899 








Seq. No. 


43320 


Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 


Strand 






Start 


34764 


End 


44966 




Name 


OJ000350 71.0328.C3.o7.np 


Method 


AAT/NAP 




Start 


3.47 64 


End 


40919 




GI 


7228457 


Score 


9179 




Exons 


34764. .36314, 36381 37532, 


37655. .38489, 38553 40488 , 






40553. .40919 








GI Descrip. 


(AP0Q1366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


34773 




End 


35375 




GI 


none 




Score 


83 




Exons 


34773. .34898, 34777. 


.34899, 


35091. .35375, 35092.. 35370 




Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


- 34764 




End 


4 4 966. ' .. 4. 




Name 


OJ000350 71. 0328. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


35376 




End 


35757 




GI 


none 




Score 


161 




Exons 


35376. .35756, 35407. 


.35655, 


35701. .35757 




Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


-C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


35571 




End 


35894 




GI 


none 




Score 


177 




Exons 


35571. .35894, 35584. 


.35865 








Seq. No. 


43320 




Seq. ID 


OJ000350J71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


36087 




End 


36399 




GI 


none 




Score 


62 





44075 



Exons 36087. .36347, 36198 36386, 36223.. 36399 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43320 Seq. ID 

90782 Strand 

34764 End 

OJ000350_7 1 . 0328 . C3 . o2 . ts Method 

36147 End 

5666795 Score 



OJ000350_71.0328.C3 
44966 

TBLASTX : Soybean 

36713 

68 



36147. .36347, 36402 .. 36539, 36615.. 36713 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



43320 
90782 
34764 

OJ000350_71.0328.C3.o5.tw 

36402 

none 



Seq. ID OJ000350_71.0328.C3 
Strand 
End 

Method 
End 
Score 



44966 

TBLASTX: Wheat 

36860 

87 



36402. .36551, 36403 .. 36540, 36405 .. 36542 , 36598 .. 36771 , 
36612. .36860, 36612.. 36836 



Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


37461 




End 


37832 




GI 


none 




Score 


90 




Exons 


37461. .37832, 37672. 


.37815 








Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


37486 




End 


37910 




GI 


none 




Score 


329 




Exons 


37486. .37905, 37491. 


.37910 








Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


^■90782 




Strand 






Start 


34764 




End 


4 4 966 




Name 


OJ000350 71. 0328. C3. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


37584 




End 


37968 




GI 


none 




Score 


207 




Exons 


37584. .37967, 37603. 


.37968 









Seq. No. 


43320 






Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 






Strand 






Start 


34764 






End 


44966 




Name 


OJ000350 71. 


0328. C3. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


37995 






End 


38351 




GI 


none 






Score 


105 




Exons 


37995. .38264 


, 37995. 


.38351, 


38005. .38316 




Seq. No. 


43320 






Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 






Strand 






Start 


34764 






End 


44966 - 




Name 


OJ000350 71. 


0328. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


38019 






End 


38481 





44076 




GI 


none 




Score 


401 




Exons 


38019. . 38480, 38020. 


.38481 








Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


38076 ~ 




End 


38441 




GI 


none 




Score 


117 




Exons 


38076. .38210, 38217. 


.38441 








Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


38646 




End 


39132 




GI 


none 




Score 


165 




Exons 


38646. .39131, 38650. 


.38937, 


38959. .39132 




Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o6.tw 


Method 


TBLASTX: Wheat 




Start 


39870 




End 


40262 




GI 


none 




Score 


89 




Exons 


39870. .40127, 39904. 


.40143, 


40110. .40208, 40111. .40191, 






40215. .40262 










Seq. No. 


43320 




Seq. ID 


OJ000350J71.0328 


.C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


39972 ~~ 




End 


40257 




GI 


none 




Score 


103 




Exons 


39972. .40220, 39973. 


.40257 








Seq. No. 


43320 




Seq. ID 


OJ000.350_71.0328 


,C3 


Gene No . . 


* 90782 ; 




Strand 






Start 


34764 




End 


44966 - 




Name 


OJ000350 71. 0328. C3. 


olO.np 


Method 


AAT/NAP 




Start 


40385 




End 


41602 




GI 


5042454 




Score 


1138 




Exons 


40385. .40937, 40993. 


.41103, 


41439. .41602 




GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


43320 




Seq. ID 


OJ000350_71.0328 


,C3 


Gene No. 


90782 




Strand 






Start 


34764 




End 


44966 




Name 


OJ000350 71. 0328. C3. 


o9.np 


Method 


AAT/NAP 




Start 


41156 ~~ 




End 


44966 




GI 


5042454 




Score 


161 




Exons 


41156. .41209, 41439. 


.41631, 


44879. .44966 




GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


43321 




Seq. ID 


OJ000350J71.0328 


.C4 


Gene No. 


90783 




Strand 


+ 




Start 


1 




End 


8292 





44077 



Name OJ000350_71 . 0328 .C4". o2 .np Method AAT/NAP 

Start 1 End 8192 

GI 7485070 Score 920 

Exons 1..54, 4029. .4273, 4589.-4995, 5672. .5857, 6220. .6336, 

7902. .8192 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi I 2244904 | emb | CAB10325.il (Z97339) hypothetical protein 
[Arabidopsis thaliana] gi I 7268294 | emb | CAB78589 . 1 1 (AL161541) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 43321 Seq. ID 

Gene No. 90783 Strand 

Start 1 End 

Name OJ000350_71 . 0328 . C4 . ol . gs Method 

Start 1227 End 

GI none _ Score 

Exons 1227.. 1342 



OJ000350_71.0328.C4 
+ 

8292 
GENSCAN 
1342 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43321 Seq. ID 

90783 Strand 

1 End 

OJ000350_71 . 0328 . C4 . o2 . gs Method 

3128 End 

none Score . 



OJ000350_71.0328.C4 
+ 

8292 
GENSCAN 
8292 
.89 



3128. 
8284. 



.3442, 4589. 
.8292 



,4995, 5672.. 5857, 7070.. 7220, 7899.. 8132, 



Seq. No. 43321 Seq. ID 

Gene No. 90784 Strand 

Start 8924 End 

Name OJ000350_71 . 0328 . C4 . o3 . gs Method 

Start 8924 End 

GI none Score 

Exons 8924.. 9634 



OJ000350_71.0328.C4 
+ 

9634 
GENSCAN 
9634 
.81 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



43321 Seq. ID 

90785 Strand 

12854 End V 

OJ000350_71 . 0328 . C4 . o3 . np Method 

12854 End 

7106528 Score 
12854. .12982 

(AP001278) EST D40774 (S2920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000350_71.0328.C4 
+ 

12982 
AAT/NAP 
12982 
99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43321 Seq. ID 

90786 Strand 

1254 End 

OJ000350_71 . 0328 . C4 . ol . np Method 

1254 End 

7339719 Score 
1254. .1348, 3263. .3313 

(AP001539) hypothetical protein [Oryza sativa] 



OJ000350_71.0328.C4 

3313 
AAT/NAP 
3313 
77 



Seq. No. 
Gene No. 
Start 



43321 
90787 
12817 



Seq. ID 

Strand 

End 



OJ000350 71. 0328. C4 



12959 



44078 





Name 


OJ00035Q 71 . 0328 . C4 . Ol . gp 


Method 


AAT/GAP 




Start 


12817 


End 


12959 




GI 


21474 1.R1084 


. Score 


253 




Exons 


12817. .12959 








GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 






thaliana] 1 








Seq- No. 


43321 


Seq. ID 


OJ000350_71.0328.C4 




Gene No. 


90788 


Strand 






Start 


1 C f\ A A 

15044 


End 


18759 




Name 


OJ000350 71.0328.C4.o5.gs 


Method 


GENSCAN 




Start 


15044 


End 


17988 




GI 


none 


Score 


.91 




Exons 


15044. .15229, 15309 .. 15407 , 


15502. .15574, 15659 .. 15769, 






15866. .16039, 16149 .. 17248 , 


17323. .17988 




Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328.C4 




Gene No. 


90788 


Strand 






Start 


15044 


End 


18759 




Name 


OJ000350 71.0328.C4.o4.np 


Method 


AAT/NAP 




Start 


15062 


End 


18759 




GI 


4680204 


Score 


1057 




Exons 


15062. .15199, 15550. .15769, 


15866. .16039, 16149 .. 17248 , 


f 1 




17323. .18759 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328.C4 




Gene No. 


90788 


Strand 






btart 


15044 


End 


18759 




Name 


OJ000350 71.0328.C4.o6.np 


Method 


AAT/NAP 




Start 


17257 


End 


18759 


■ ™ 

H LJ 


GI 


4680204 


Score 


735 




Exons 


17257. .18759 






s 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328.C4 


? — 


Gene No. 


90789 


Strand 






Start 


.20673 


End. 


21224 




Name 


OJ000350 71.0328.C4.o2.ts 


Method 


TBLASTX: Soybean 


r "i 


Start 


4071 


End 


7220 




GI 


none 


Score 


35 




Exons 


4071. .4091, 4136. .4273, 4136 


I..4273, 4139. .4270, 5673. .5855, 



5676. .5855, 5676. .5855, 5706. .5879, 5781. .5867, 6218. .6373, 
6223. .6411, 6224. .6397, 6224. .6415, 6224. .6400, 6224. .6301, 
7059.. 7220, 7061.. 7213 



Seq. No. 43321 

Gene No. 90789 

Start 20673 

Name OJ000350_71 . 0328 -C4.ol.tm 

Start 4115 

GI none 

Exons 4115. 



Seq. ID OJ000350_71.0328.C4 
Strand 

End 21224 

Method TBLASTX : Mai ze 

End 8099 

Score 80 



,4270, 4133. .4270, 4583. .4714, 4718. .4819, 4871. .4996, 

4873. .4995, 4881. .4997, 5657. .5857, 5670. .5858, 5670. .5843, 

5671. .5865, 5673. .5882, 5686. .5865, 6218. .6397, 6223. .6294, 

6224. .6391, 6224. .6292, 6233. .6397, 7113. .7211, 7878. .8099 



44079 






Seq. No. 


43321 


Seq; ID 


OJ000350_71.0328-. 


C4 




Gene No. 


90789 


Strand 








Start 


20673 


End 


21224 






Name 


OJ000350 71.0328.C4.ol.tc 


Method 


TBLASTX: Cress 






Start 


4130 


End 


8195 






GI 


none 


Score 


87 






Exons 


4130.. 4264, 5730.. 5864, 7968 


..8195, 8016. .8093, 8069. .8185 




Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328. 


C4 




Gene No. 


90789 


Strand 








Start 


20673 


End 


21224 






Name 


OJ000350 71.0328.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


4598 


End 


8015 






GI 


none 


Score 


268 






Exons 


4598.-4882, 4598.. 4849, 4633 


..4869, 6615. .6689, 7902. .8015 




Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328. 


C4 




Gene No. 


90789 


Strand 








Start 


20673 


End 


21224 






Name 


OJ000350 71.0328.C4.o3.ts 


Method 


TBLASTX : Soybean 






Start 


8016 


End 


8195 






GI 


none 


Score 


191 




iJ 


Exons 


8016. .8195, ,8024. . 8173 










Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328. 


C4 


S. : i 


Gene No. 


90789 


Strand 








Start 


20673 


End 


21224 




f ^ 


Name 


OJ000350 71.0328.C4.o2.tw 


Method 


TBLASTX: Wheat 






Start 


15700 


End 


16222 






GI 


none 


Score 


68 




r : E 


Exons 


15700. .15771, 15871. .16053, 


15878. .16003, 16142.. 16222 




1" 


Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328. 


C4 




Gene No. 


90789 


Strand 








Start 


20673 


End 


21224 




" '4 


Name 


OJ000350 71.0328.C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


17713 


End 


18116 






GI 


none 


Score 


84 




n 


Exons 


17713. .17883, 1784 6. .18013, 


17878. .18114, 17965. .18114, 




IS 




17976. .18116, 18006. .18116 










Seq. No. 


43321 


Seq. ID 


OJ000350_71.0328. 


C4 




Gene No. 


90789 


Strand 








•Start 


20673 


End 


21224 






Name 


OJ000350 71.0328.C4.o3.gp 


Method 


AAT/GAP 






Start 


20673 


End 


21224 






GI 


342 1.R1084 


Score 


929 






Exons 


20673. .21224 










GI Descrip. 


M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oi 






sativa] 1 










Seq. No. 


43322 


Seq. ID 


OJ000350_71.0328. 


C5 




Gene No. 


90790 


Strand 


+ 






Start 


1 


End 


254 






Name 


OJ000350 71.0328.C5.ol.gp 


Method 


AAT/GAP 






Start 


1 


" End "■• 


254 






GI 


LIB3431-028-P1-N1-A10 


Score 


504 





44080 




Exons 1..254 

GI Descrip. 1 4680203/gb | AAD27566. 1 | AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. No. 


43322 




Seq. ID 


OJ000350_71 


.0328 


.C5 


Gene No. 


90791 




Strand 


+ 






Start 


10634 




End 


12686 






Name 


OJ000350 71. 0328. C5. 


o3.gs 


Method 


GEN SCAN 






Start 


10634 




End 


12686 






GI 


none 




Score 


.97 






Exons 


10634. .11135, 11274 . 


. 12389, 


12532. .12686 






Seq. No. 


43322 




Seq. ID 


OJ000350 71 


.0328 


.C5 


Gene No. 


90791 




Strand 








Start 


10634 




End 


12686 






Name 


OJ000350 71. 0328. C5. 


o3.np 


Method 


AAT/NAP 






Start 


10652 




End 


12659 






GI 


6478936 




Score 


1173 






Exons 


10652. . 11135, 11274 . 


. 12389, 


12532. .12659 






GI Descrip. 


(AC011436) putative 


laccase 


[Arabidopsis thaliana] 






Seq. No. 


43322 




Seq. ID 


OJ000350J71 


.0328 


.C5 


Gene No. 


90792 




Strand 


+ 






Start 


17120 




End 


18048 






Name 


OJ000350 71. 0328. C5. 


o5 . gs 


Method 


GENSCAN 






Start 


17120 




End 


18048 






GI 


none 




Score 


.56 






Exons 


17120. .17170, 17287. 


.18048 










Seq. No. 


43322 




Seq. ID 


OJ000350_71 


.0328 


.C5 


Gene No. 


90793 




Strand 


+ 






Start 


19346 




End 


21361 






Name 


OJ000350 71. 0328. C5. 


o7 . gp 


Method 


AAT/GAP 






Start 


19282 




End 


19643 






GI 


700579 




Score 


709 






Exons 


19282. .19643 












GI Descrip. 


1621465/gb|AAB17193. 


11 2.0e- 


-14 (U73105) 


laccase [Liriodendron 




tulipif era] 












Seq. No. 


43322 




Seq. ID 


OJ000350J71 


.0328 


.C5 


Gene No . 


90793 




Strand 


+ 






Start 


19346 




End 


21361 






Name 


OJ000350 71. 0328. C5. 


o4 . np 


Method 


AAT/NAP 






Start 


19346 




End 


21349 






GI 


6478936 




Score 


1147 






Exons 


19346. .19832, 19966. 


.21081, 


21222.. 21349 






GI Descrip. 


(AC011436) putative 


laccase 


[Arabidopsis thaliana] 






Seq. No. 


43322 




Seq. ID 


OJ000350_71 


.0328 


.C5 


Gene No. 


90793 




Strand 


+ 






Start 


19346 




End 


21361 






Name 


OJ000350 71. 0328. C5 . 


o6.gs 


Method 


GENSCAN 






Start 


19346 




End 


21361 






GI 


none 




Score 


1 






Exons 


19346. .19832, 19966. 


.21081, 


21222. .21361 






Seq. No. 


43322 




Seq. ID 


OJ000350_71 


.0328 


.C5 



44081 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



90794. Strand 

1 End 

OJ000350J7 1 . 0328 .C5.ol.np Method 

1 End 

4680203 Score 



3650 
AAT/NAP 
3200 
3128 



1..871, 1146. .1376, 1530. .3200 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 3650 

Method AAT/GAP 

End 3192 

Score 5474 



43322 
90794 
1 

OJ000350_71 . 0328 . C5 . o4 . gp 
1 

342_1.R1084 
1..3192 

■4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


43322 


Seq. ID 


OJ000350_ 


_71. 


0328. C5 


Gene No. 


90794 


Strand 








Start 


1 


End 


3650 






Name 


OJ000350 71.0328.C5.ol.gs 


Method 


GENSCAN 






Start 


27 


End 


2963 






GI 


none 


Score 


.59 






Exons 


27. .913, 1050. .2087, 2389. .2561, 2741. 


.2963 






Seq. No. 


43322 


Seq. ID 


OJ000350_ 


_71. 


0328. C5 


Gene No . 


90794 


Strand 








Start 


1 


End 


3650 






Name 


OJ000350 71.0328.C5.o6.gp 


Method 


AAT/GAP 






Start 


2124 


End 


3650 






GI 


2310235 


Score 


299 






Exons 


2124.. 2186, 3061.. 3200, 3613 


. .3650 








GI Descrip. 


5852182/emb ICAB55420.il 9.0e 


-13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 










Seq. No. 


43322 


Seq. ID 


OJ000350_ 


71. 


0328. C5 


Gene No. 


90795 


Strand 








Start 


3761 


End 


5948 






Name 


OJ000350 71.0328.C5.o2.np 


Method 


AAT/NAP 






Start 


3761 


End 


5948 






GI 


7523502 


Score 


171 






Exons 


3761.. 3785, 5450.. 5543, 5856 


. .5948 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43322 


Seq. ID 


OJ000350_ 


_71. 


0328. C5 


Gene No. 


90796 


Strand 








Start 


13247 


End 


16164 






Name 


OJ000350 71.0328.C5.o4.gs 


Method 


GENSCAN 






Start 


13247 


End 


16164 






GI 


none 


Score 


.57 






Exons 


13247. .13768, 13774 .. 14372 , 


14727. .148 


18, 14965. 


. .15113, 




15231. .15391, 15864. .16164 










Seq. No. 


43322 


Seq. ID 


OJ000350_ 


71. 


0328. C5 


Gene No. 


90797 


Strand 








Start 


24151 


End 


24686 







44082 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350J7 1 . 0328 . C5 . ol . tw Method TBLASTX : Wheat 

5 End 1263 

none Score 131 

5. .40, 29. .109, 122. .262, 123. .263, 210. .305, 242. .301, 

308. .352, 313. .348, 347. .922, 363. .881, 776. .895, 881. .1036, 

883. .1038, 886. .1041, 1030. .1263, 1038. .1262 



43322 
90797 
24151 

OJ000350_71 . 0328 . C5 . o2 . tc 
530 
none 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 24686 

Method TBLASTX : Cress 

End 976 

Score 92 



530. .679, 530. .922, 534. .881, 776. .952, 881. .976, 883. .972, 
887. .976 



43322 
90797 
24151 

OJ000350_71.0328.C5.o4.tm 

907 

none 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 24686 

Method TBLASTX : Maize 

End 1220 

Score 83 



907.. 1032, 935.. 1060, 1035.. 1220, 1048.. 1209 



43322 
90797 
24151 

OJ000350_71.0328.C5.o3.tw 
1264 
none 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 24 686 

Method TBLASTX : Wheat 

End 1674 

Score 81 



1264. .1350, 1266. .1349, 1382. .1594, 1383. .1601, 1423. .1605, 
1611. .1673, 1624. .1674 



43322 
90797 
24151 

OJ000350_71.0328.C5.o4.ts 

1707 

none 

1707. .1949 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 24 686 

Method TBLASTX : Soybean 

End 1949 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43322 
90797 
24151 

OJ000350_71 . 0328 . C5 . o2 . tm 
1779 
none 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 24686 

Method TBLASTX : Mai ze 

End 2175 

Score 77 



1779. .1973, 1983. .2174, 1983. .2174, 1984. .2175 



43322 
90797 
24151 

OJ000350_71.0328.C5.o2.tw 
1813 
none 



Seq. ID OJ000350_71.0328.C5 
Strand 

End 24686 

Method TBLASTX : Wheat 

End 2282 

Score 158 



1813.. 2019, 1813.. 2022, 1818.. 2042, 2022.. 2120, 2023.. 2115, 
2124. .2174, 2128. .2175, 2134. .2184, 2166. .2216, 2177. .2227, 



44083 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2228.. 2281, 2229.-2282 

43322 
90797 
24151 

OJ000350_71.0328.C5.o3.ts 
2437 
none 

2437. .2502, 2509. .2721, 2513. .2719 



Seq. ID OJ000350_71.0328.C5 



Strand 
End 

Method 
End 
Score 



24686 

TBLASTX: Soybean 

2721 

91 



43322 Seq. ID 

90797 Strand 
24151 End 
OJ000350_71 . 0328 . C5 . o4 . tw Method 
2494 End 
none Score 

2494.. 2730, 2505.. 2744, 2507.. 2743, 

2733.-2759, 2742.-2849 



OJ000350_71.0328.C5 
24686 

TBLASTX: Wheat 
2849 
151 

2509. .2745, 2510. .2758, 



Seq. No. 43322 Seq. ID 

Gene No. 90797 Strand 

Start 24151 End 

Name OJ000350_7 1 . 0328 . C5 . ol . ts Method 

Start 10726 End 

GI none Score 

Exons 10726. .11088, 10727 .. 11092, 10793. 

19423. .19785, 19424 .. 19789, 19790. 



OJ000350J71.0328.C5 
24686 

TBLASTX : Soybean 

19834 

368 



.11092, 
.19834 



11093. .11167, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43322 Seq. ID 

90797 Strand 

24151 End 

OJ000350_7 1 . 0328 . C5 . ol . tc Method 

10730 End 

none Score 



OJ000350_71.0328.C5 
24686 

TBLASTX: Cress 

19773 

313 



10730. .11074, 10814. .11074, 10885 .. 11076, 19427 .. 19771, 
19438. .19512, 19535 .. 19720, 19582 .. 19773, 19582.119773 



Seq. No. . 43322 

Gene No. 90797 

Start 24151 

Name OJ000350_71 . 0328 . C5 . o3 . tm 

Start 10817 

GI none 

Exons 10817. .11074, 
19514. .19786, 



10859. .11089, 
19514. .19720, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_71.0328.C5 
24686 

TBLASTX: Maize 

19831 

282 



10879. 
19576. 



11088, 
19785, 



11093. 
19790. 



,11134, 
,19831 



Seq. No. 43322 

Gene No. 907 97 

Start -24151 

Name OJ000350_7 1 . 0328 . C5 . o5 . tw 

Start 10895 

GI none 

Exons 10895. .11089, 10895 .. 11086, 

.. 11095. .11136, 19592. .19786, 

. '-Mj32\ .19833 ^' ' V 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_71.0328.C5 
24686 

TBLASTX: Wheat 

19864 

223 



10897. .11088, 
195.94 .-,.19785, 



11093. .11167, 
197-90. .19864, 



Seq. No. 



43322 



Seq. ID OJ000350 71. 0328. C5 



44084 



Gene No. 90797 

Start 24151 

Name OJ000350_71.0328.C5.o2.ts 

Start 11834 

GI none 

Exons 11834 . 

12133. 



Strand 
End 

Method 
End 
Score 

11917, 11836. .11910, 11927. .12079, 12013 .. 12078, 
12387, 12140. .12388, 12155 .. 12403, 2052 6 .. 20609, 



24686 

TBLASTX : Soybean 

21080 

69 



20640. .20771, 20825 .. 21079, 20832.. 21080 



Seq. No. 43322 
Gene No. 90797 
Start 24151 

Name OJ000350_71 . 0328 .C5.ol.tm 

Start 11984 
GI none 
Exons 11984. 

12128. 

20820, 



,12079, 11984. .12073, 
,12391, 12531. .12608, 
,21083, 21221.. 21298 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 71. 0328. C5 



24686 

TBLASTX: Maize 
21298 
87 

12118. .12384, 12118. .12390, 
20676. .20780, 20819 21082, 



UCU • IN \J . 


43322 


Seq. ID 


OJ000350 


Con o Mo 


90797 


Strand 




Start 


24151 


End 


24686 


Name 


OJ000350 71.0328.C5.o8.gp 


Method 


AAT/GAP 


Start 


24151 


End 


24686 


(IT 


52217 1.R1084 


Score 


416 


LjAUIID 


24151. .24198, 24445. .24686 








, 3688528/emb ICAA06243.il l.Oe 


-14 (AJ004958) pre 




protein [Pisum sativum] 1 






Seq. No. 


43323 


Seq. ID 


OJ000350 


Gene No. 


90798 


Strand 




Start 


3055 


End 


6304 


Name 


OJ000350 71.0328.C6.ol.np 


Method 


AAT/NAP 


Start 


3055 


End 


5864 


GI 


7340860 


Score 


87 


Exons 


3055.. 3109, 4483.. 4579, 5764. 


.5864 




GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a r> 




predicted gene. ; hypothetical protein 


[Oryza sa 


Seq. No. 


43323 


Seq. ID 


OJ000350 


Gene No. 


90798 


Strand 




Start 


3055 


End 


6304 


Name 


OJ000350 71.0328.C6.o2.np 


Method 


AAT/NAP 


Start 


5584 


End 


6304 


GI 


6069654 


Score 


526 


Exons 


5584.. 6080, 6235.. 6304 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43324 


Seq. ID 


OJ000350 


Gene No. 


90799 


Strand 


+ 


Start 


79 


End 


2883 


Name 


OJ000350 71.0328.C7.ol.gs 


Method 


GENSCAN 


Start 


79 


End 


2773 


Gi 


none 


Score 


,46 


Exons 


79. .232, '453. .788, 1574. .1625 


,v J-824. .1978, 2639 


"Seq. No. 


43324 


Seq. ID 


OJ000350 



71. 0328. C5 



44085 



Gene No. 907 99 Strand + 

Start 79 End 2883 

Name OJ000350J71 . 0328 . C7 . ol . gp Method AAT/GAP 

Start 2457 End 2883 

GI 4878407 Score 680 

Exons 2457.. 2883 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 


43324 


Seq. ID 


OJ000350_71.0328 


.C7 


Gene No. 


90800 


Strand 






Start 


1 


End 


1242 




Name 


OJ000350 71 


. 0328 . C7 . ol . np Method 


AAT/NAP 




Start 


1 


End 


1242 




GI 


6069653 


Score 


1850 




Exons 


1. .1001, 1036. .1242 






GI Descrip. 


(AP000616) 


hypothetical protein [Oryza 


sativa ] 




Seq. No. 


43324 


Seq. ID 


OJ000350_71.0328 


.C7 


Gene No. 


90801 


Strand 






Start 


1622 


End 


3182 




Name 


OJ000350 71 


. 0328 . C7 . o2 . np Method 


AAT/NAP 




Start 


1622 


End 


3182 




GI 


4680186 


Score 


195 




Exons 


1622 . . 1679, 


2308.. 2383, 2963. .3182 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


43324 


Seq. ID 


OJ000350_71.0328 


-C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71 


. 0328 . C7 . o3 . np Method 


AAT/NAP 




Start 


6207 


End 


11217 




GI 


4680179 


Score 


5672 




Exons 


6207. .9587, 


9615.. 10625, 11172.. 11217 






GI Descrip. 


(AF111709) 


polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


43324 


Seq. ID 


OJ000350J71.0328 


.C7 


Gene No. 


90802 


Strand 






Start. 


6207 


End 


11687' ' 




Name 


OJ000350 71 


.0328.C7.o6.tw Method 


TBLASTX: Wheat 




Start 


6252 


End 


6585 




GI 


none 


Score 


123 




Exons 


6252. .6584, 


6304. .6585 






Seq. No. 


43324 


Seq. ID 


OJ000350J71.0328 


.C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71 


. 0328 . C7 . ol . tm Method 


TBLASTX: Maize 




Start 


6447 


End 


7032 




GI 


none 


Score 


100 




Exons 


6447. .6872, 


6448.. 6645, 6709.. 6873, 6870.. 7031, 6877.. 7032 



Seq. No. 43324 Seq. ID 

Gene No. 90802 , . Strand 

Start ~62.07 / ' End * 

Name OJ000350_71 . 0328 . C7 . ol . tw Method 

Start 6585 End 



OJ000350_71.0328.C7 

1.1687 ... : : 

TBLASTX: Wheat 
7211 



44086 




GI 


none 








Score 


46 


Exons 


6585. .7211, 


6586 


. . 6648, 


6627. 


.7148, 6706.. 7152, 7176.. 7208 


Seq. No. 


43324 








Seq. ID 


OJ000350_71.0328.C7 


Gene No. 


90802 








Strand 




Start 


6207 








End 


11687 


Name 


OJ000350 71 


. 0328 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7080 








End 


7372 


GI 


none 








Score 


81 


Exons 


7080. .7370, 


7083 


. .7238, 


7084 . 


.7371, 7271.. 7372 


Seq. No. 


43324 








Seq. ID 


OJ000350_71 . 0328 .C7 


Gene No. 


90802 








Strand 




Start 


6207 








End 


11687 


Naine 


OJ000350 71 


.0328 


.C7 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


7170 








End 


7430 


GI 


none 








Score 


109 


Exons 


7170. .7418, 


7170 


. .7430, 


7171. 


.7419 




Seq. No. 


43324 








Seq. ID 


OJ000350__71 . 0328 . C7 


Gene No. 


90802 








Strand 


~* 


Start 


6207 








End 


11687 


Name 


OJ000350 71 


.0328 


.C7.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


7194 ~ 








End 


7520 


GI 


none 








Score 


87 


Exons 


7194 . .7337, 


7195 


. .7335, 


7338 . 


.7520 




Seq. No. 


43324 








Seq. ID 


OJ000350_71 . 0328 . C7 


Gene No. 


90802 








Strand 


— 


Start 


6207 








End 


11687 


Name 


OJ000350 71 


.0328 


. C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7218 ~~ 








End 


7757 


GI 


none 








Score 


299 


Exons 


7218. .7757, 


7222 


. .7575 








Seq. No. 


43324 








Seq. ID 


OJ000350_71 . 0328 . C7 


Gene No. 


90802 








Strand 


— 


Start 


6207 








End 


11687 


Name 


OJ000350 71 


.0328 


. C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7785 ~~ 








End 


8138 


GI 


none 








Score 


200 


Exons 


7785. .8138, 


7792 


. .8133 








Seq. No. 


43324 








Seq. ID 


OJ000350_71.0328.C7 


Gene No. 


90802 








Strand 




Start 


6207 








End 


11687 


Name 


OJ000350 71 


. 0328 


. C7 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7785 ~ 








End 


8210 


GI 


none 








Score 


288 


Exons 


7785. .8210, 


7792 


. .8133 








Seq. No. 


43324 








Seq. ID 


OJ000350_71.0328.C7 


Gene No. 


90802 








Strand 




Start 


6207 








End 


11687 • 


Name 


• OJ000350 71 


.0328 


.C7.o3. 


ts 


" Method 


TBLASTX : Soybean 


Start 


7956 








End 


8204 


GI 


none 








Score 


213 



44087 



Exons 



7956. .8204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43324 
90802 
6207 

OJ000350_71. 

8145 

none 

8145. .8477, 

43324 
90802 
6207 

OJ000350_71. 

8211 

none 

8211. .8474, 

43324 
90802 
6207 

OJ000350_71. 

8226 

none 

8226. .8477, 
8589. .8621, 

43324 
90802 
6207 

OJ000350_71. 

8532 

none 

8532. .8975, 

43324 
90802 
6207 

OJ000350_71. 

8562 

none 

8562. .9044, 

43324 
90802 
6207 

OJ000350_71. 

8694 

none 

8694. .9008 



0328.C7.o5.tm 
8149. .8424 

0328.C7.o5.tw 
8212. .8472 

0328.C7.ol.ts 



8236..8469, 8256. 
8590. .8619 



0328.C7.o4.tm 



8737. .8979 



0328.C7.o4.tw/ 



8605. .9045 



0328.C7.o4.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_71.0328.C7 
11687 

TBLASTX : Maize 

8477 

146 



OJ000350_71.0328.C7 
11687 

TBLASTX: Wheat 

8474 

250 



OJ000350_71.0328.C7 
11687 

TBLASTX : Soybean 

8621 

189 



.8567, 8532. .8585, 8542. .8583, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_71.0328.C7 
11687 

TBLASTX: Maize 

8979 

71 



OJ000350_71.0328.C7 
11687 

TBLASTX: Wheat 

9045 

297 



OJ000350_71.0328.C7 
11687 

TBLASTX: Soybean 

9008 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43324 
90802 
6207 

OJ000350J71, 

8982 

none 



0328.C7.o7.tm 



Seq. ID 

Strand 

End 

Method' 

End 

Score 



OJ000350_71.0328.C7 
11687 

TBLASTX: Maize 

9173 

105 



44088 




Exons 


8982. .9173, 9028. .9135 








Seq. No. 


43324 


Seq, ID 


OJ000350_71.0328 


.C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71.0328.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9177 ~~ 


End 


9530 




GI 


none 


Score 


56 




Exons 


9177. .9530, 9252.. 9440 








Seq. No. 


43324 


Seq. ID 


OJ000350_71.0328 


.C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71.0328.C7.o7.tw 


Method 


TBLASTX : Wheat 




Start 


9864 ~ 


End 


10214 




GI 


none 


Score 


63 




Exons 


9864. .10214, 9867. .10124 








Seq. No. 


43324 


Seq. ID 


OJ000350_71.0328 


.C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71.0328.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


9909 ™" 


End 


10214 




GI 


none 


Score 


44 




Rvnn *? 

<*». \-/ A. L ±J 


9909. . 10214, 10058 .. 10135, 


10108.. 10188 




Seq. No. 


43324 


Seq. ID 


OJ000350J71.0328 


.C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71.0328.C7.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10266 ~ 


End 


10464 




GI 


none 


Score 


55 




Exons 


10266. .10460, 10266. .10463, 


10267. .10464 




Sea. No. 


43324 


Seq. ID 


OJ000350J71.0328 


.C7 


Gene No. 


90802 


Strand 






Start 


6207 


End 


11687 




Name 


OJ000350 71.0328.C7.o4.np 


Method 


AAT/NAP 




Start 


10896 


End- 


11687 




GI 


6983858 


Score 


1294 ■■ 




R von S 


10896. .11687 








\J A, **** O ^ «J« * 


(AP001168) Similar to gypsy 


-type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) 


[Oryza sativa] 




Seq. No. 


43325 


Seq. ID 


OJ000350_71.0328 


.C8 


Gene No. 


90803 


Strand 






Start 


852 


End 


2379 




Name 


OJ000350 71.0328.C8.ol.gs 


Method 


GEN SCAN 




Start 


852 ~~ 


End 


2379 




GI 


none 


Score 


.73 




Exons 


852. .1298, 1366. .2379 








Seq. No. 


43325 


Seq. ID 


OJ000350J71.0328 


.C8 


Gene No. 


90803 


Strand 






Start 


852 


End 


2379 ' : ' 




Name 


OJ000350 71.0328.C8.ol.np 


Method 


AAT/NAP 




Start 


2221 r 


End 


2379 





44089 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6979338 Score 77 

2221.. 2379 

(AF172282) hypothetical protein [Oryza sativa] 



43326 Seq. ID 

90804 Strand 
221 End 
OJ000350_71.0328.C9.ol.gs Method 
221 End 
none Score 
221. .358, 462. .998, 1070. .1660 

43326 Seq. ID 

90805 Strand 
2745 End 
OJ000350_71.0328.C9.ol.np Method 
2165 End 
6069646 Score 
2165. .2615, 6776. .6795 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



OJ000350_71.0328.C9 

1660 
GENSCAN 
1660 
.6 



OJ000350_71.0328.C9 

6795 
AAT/NAP 
6795 
322 



(AC005315) 
Similar to 



Qc>ri Mo 


43326 


Seq. ID 


OJ000350_71.0328 




Gene No. 


90805 


Strand 






Start 


2745 


End 


6795 




Name 


OJ000350 71.0328 


.C9.o2.gs Method 


GENSCAN 




Start 


2745 


End 


4061 




GI 


none 


Score 


.81 




Exons 


2745. .4061 








Seq. No. 


43326 


Seq. ID 


OJ000350_71.0328 


.C9 


Gene No. 


90805 


Strand 






Start 


2745 


End 


6795 




Name 


OJ000350 71.0328 


.C9.o3.gs .Method 


GENSCAN 




Start 


4749 


End 


6375 




GI ■ 


none 


Score 


.47 




Exons 


4749.. 4762, 5690 


..5826, 6320.. 6375 






Seq. No. 


43326 


Seq. ID 


OJ000350J71.0328 


.C9 


Gene No. 


90806 


Strand 






Start 


8586 


End 


11578 




Name 


OJ000350 71.0328 


.C9.o2.np Method 


AAT/NAP 




Start 


8586 


End 


11578 




GI 


6907106 


Score 


430 




Exons 


8586.. 8732, 8795 


..9298, 11363.. 11578 






GI Descrip. 


(AP001129) EST AU06829KC12960) corresponds to a region 


of 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 




Seq. No. 


43326 


Seq. ID 


OJ000350J71.0328 


.C9 


Gene No. 


90807 


Strand 






Start 


13023 


End 


14798 




Name 


. OJ000350 71.0328 


.C9.o2.tm Method 


TBLASTX: Maize 




Start 


3858 


End 


4061 




GI 


none 


Score 


173 





44090 




Exons 


^fisft 4nfii 

JO JO . > lUvif 


JOuJ 


. i TV JO 










Seq. No. 


43326 








Seq. ID 


OJ000350_ 


_71.0328.C9 


Gene No. 


90807 








Strand 






Of a >-+- 


1 3023 








End 


14798 




Name 


OJ000350 71 


0328 


. C9 . ol . 


tm 


Method 


TBLASTX: Maize 


Of arf 

O Lai. L 


8685 ~" 








End 


9016 




C1T 










Score 


70 






8685 . . 8732, 


8736 


. .8804, 


8740. 


.8805, 8821.. 9003, 


8825. . 9016 


Seq. No. 


43326 








Seq. ID 


OJ000350_ 


_71.0328.C9 


Gene No. 


90807 








Strand 


- 




Cf ayf 


13023 








End 


14798 




No. me 


OJ000350 71. 


0328 






Method 


GENSCAN 




Qt- a rf 

O Lai L. 


13023 








End 


14798 




ox 


none 








Score 


1 






13023. .14798 












Seq. No. 


43327 








Seq. ID 


OJ000250_ 


67. 0303. CI 


Gene No. 


90808 








Strand 


- 




Of 3 r>+- 


301 








End 


904 




Name 


OJ000250 67. 


0303 


.Cl.ol. 


gs 


Method 


GENSCAN 




Of a yf 


301 








End 


904 






none 








Score 


.44 




Exons 


301. .466, 828. .904 










Seq. No. 


43328 








Seq. ID 


OJ000250 


67. 0303. C2 


Gene No. 


90809 








Strand 


+ 




Qf a r-f- 
O Lai L 


175 








End 


383 




Name 


OJ000250 67. 


0303 


.C2.ol. 




Method 


GENSCAN 




Of -a 

OLaXt 


175 








End 


383 






none 








Score 


.69 






175. .383 
















43328 








Seq. ID 


OJ000250_ 


67. 0303. C2 


Gene No. 


90810 








Strand 


+ 




Start 


3890 








End 


6334 






OJ000250 67. 


0303 


.C2.03;; 


-CIS 


Method 


GENSCAN 




Cf ar f 


3890 








End 


6334 






none 








Score 


.5 




P v o n o 


3890. .3943, 


4379 


. .4576, 


4659 

*1 \J J .7 . 


.4780, 5031. .5237, 


5471. . 5589, 




6084. . 6334 














Seq. No. 


43328 








Seq. ID 


OJ000250_ 


67. 0303. C2 


Gene No. 


90811 








Strand 


+ 




Of- a r f 
u Lai L 


9511 








End 


9750 




Name 


OJ000250 67. 


0303 


,C2.ol. 


9P 


Method 


AAT/GAP 




Cf r f 

OLai L 


9511 








End 


9750 






none 








Score 


467 




Exons 


9511. .9750 














Seq. No. 


43328 








Seq. ID 


OJ000250_ 


_67.0303.C2 


Gene No. 


90812 








Strand 






Start 


902 








End 


2256 




Name 


OJ000250 67. 


0303 


,C2.o2. 


gs 


Method 


GENSCAN 




Start 


902 








End 


2256 - 




GI 


none 








Score 


.83 





44091 




IT von q ' 


902 1273. 1447 1553. 2202.. 


2256 






OCVJ • in w • 


43328 


Seq. ID 


OJ000250 


67 . 0303. C2 


Gene No . 


90813 


Strand 






Start 


4291 


End 


5804 




Name 


OJ000250 67.0303.C2.ol.np- 


Method 


AAT/NAP 




Start 


4291 


End 


5804 




CJ 


5091497 


Score 


74 




Rvon *? 


4291. .4459, 4604. .5371, 5458. 


.5804 








(AB0234 82) Similar to Arabidopsis thaliana mRNA 


for DREB1B, 




complete cds. (AB007788) [Oryza sativa] 






Seq. No. 


43328 


Seq. ID 


OJ000250 


67. 0303. C2 


Gene No. 


90814 


Strand 






Start 


8002 


End 


9691 




IM CLltLC 


OJ000250 67.0303.C2.o4.gs 


Method 


GEN SCAN 






8002 


End 


9691 




VJl 


none 


Score 


. 47 






8002.. 8028, 9388.. 9402, 9590. 


.9691 






Seq. No. 


43329 : - 


Seq. ID 


OJ000250_ 


67. 0303. C3 


Gene No. 


90815 


Strand 


+ 




Start 


665 


End 


1729 




IN diuc 


OJ000250 67.0303.C3.ol.gs 


Method 


GEN SCAN 




O I- CI i. L. 


665 


End 


1729 




\J -L 


none 


Score 


.94 




Ej AU11D 


665. .794, 1212. .1729 








Sact No 

tj C . Iw i 


43329 


Seq. ID 


OJ000250_ 


67. 0303. C3 


Gene No. 


90816 


Strand 






Start 


1509 


End 


1980 




Name 


OJ000250 67.0303.C3.ol.gp 


Method 


AAT/GAP 




Start 


1509 


End 


1980 




GI 


42057 1.R1084 


Score 


854 




Exons 


1509. .1980 








GI Descrip. 


1 606964 3/dbj | AP000616 . 1 | AP000616 1 . Oe- 


152 Oryza 


sativa genomic 



DNA, chromosome 6, clone: P0514G12 1 



Seq. No. 


.43329 








Seq. ID 


OJ000250_67.0303.C3 


Gene No. 


90817 








Strand 




Start 


4768 








End 


6197 


Name 


OJ000250 67 


.0303. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1232 








End 


1477 


GI 


none 








Score 


203 


Exons 


1232. .1411, 


1234. 


.1413, 


1405. 


.1476, 1406. .1477, 1406. .1477 


Seq. No. 


43329 








Seq. ID 


OJ000250_67.0303.C3 


Gene No. 


90817 








Strand 




Start 


4768 








End 


6197 


Name 


OJ000250 67 


.0303. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


4768 






End 


6197 


GI 


none 








Score 


.49 


Exons 


4768. .4799, 


6083. 


. 6197 








Seq. No. 


43330 ■ 








Seq. ID 


OJ000250_67.0303.G5 


Gene No. 


90818 








Strand 




Start 


555 








End 


608 



44092 



Name 

Start 

G.I 

Exons 



OJ000250_67 . 0303 . C5 . ol . gs Method GENSCAN 

555 End 608 

none Score . 7 6 
555. .608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_67 .0303.C6 
Strand 

End 3149 

Method AAT/GAP 

End 861 

Score 1437 



43331 
90819 
1 

OJ000250_67.0303.C6.ol.gp 
1 

2388_1.R1084 
1. .541, 655. .861 

'6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



43331 
90819 
1 

OJ000250_67.0303.C6.ol.np 
234 

4587556 



Seq. ID OJ000250_67.0303.C6 
Strand 

End 3149 

Method AAT/NAP 

End 3149 

Score 1763 



234. .541, 655. .1006, 1077. .1235, 1334. .1794, 2425. .2610, 
2738..2899, 2930.. 3149 

(AC006577) Similar to gi 11653162 (p)ppGpp 3-pyrophosphohydrolase 
from Synechocystis sp genome gb|D90911. EST gb|W43807 comes 
from this gene. [Arabidopsis thaliana] 





Seq. No. 


43331 


Seq. ID 


OJ000250_67.0303.C6 




Gene No. 


90819 


Strand 






Start 


1 


End 


3149 




Name 


OJ000250 67.0303.C6.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


3106 




GI 


none 


Score 


.71 




Exons 


248. .541, 655. .1012, 1077. 


.1235, 1334. 


.1794, 2425.. 2580, 






2738. .3106 








Seq. No. 


43331 


Seq. ID 


OJ000250_67.0303.C6 




Gene No. 


90819 


Strand 






Start 


1 


End^ . ~ - 


-314 9 




Name 


OJ000250 67.0303.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


269 


End 


553 




GI 


none 


Score 


330 




Exons 


269. .553, 269. .541 








Seq. No. 


43331 


Seq. ID 


OJ000250_67.0303.C6 




Gene No. 


90819 


Strand 






Start 


1 


End 


3149 




Name 


OJ000250 67.0303.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


290 


End 


1171 




GI 


none 


Score 


201 




Exons 


290. .541, 291. .542, 652. .759, 659. .760 


, 787. .867, 796. .867, 






865. .1005, 866. .1006, 867. 


.1007, 868.. 


1053, 1073.. 1171, 






1074. .1169 








Seq. No." 


43331 


Seq'. ID 


OJ000250_67 . 03.03 . C6 




Gene No. 


90819 


Strand 






Start 


1 


End 


3149 



44093 



Name 


OJ000250 67.0303.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


314 




End 


2574 


GI 


none 




Score 


48 


Exons 


314. .457, 482. .544, 511 


. .543, 


652. .789, 659. .805, 787. .867, 




788. .868, 857. .1006, 865. .1005, 1073.. 


1237, 1074.. 1235, 




1325.. 1381, 1330.. 1773, 


1333. 


.1794, 1463. .1795, 2422. .2574, 




2423. .2572 








Seq. No. 


43331 




Seq. ID 


OJ000250_67.0303.C6 


Gene No. 


90819 




Strand 




Start 


1 




End 


3149 


Name 


OJ000250 67.0303.C6.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


652 




End 


754 


GI 


none 




Score 


148 


Exons 


652. .753, 653. .754 








Seq. No. 


43331 




Seq. ID 


OJ000250_67 . 0303 . C6 


Gene No. 


90819 




Strand 




Start 


1 




End 


3149 


Name 


OJ000250 67.0303.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


793 




End 


1236 


GI 


none 




Score 


348 


Exons 


793. .1005, 794. .1006, 796. .1074, 1072. 


.1197, 1073. .1234, 




1073 1234, 1075 .1236 








Seq. No. 


43331 




Seq. ID 


OJ000250_67.0303.C6 


Gene No. 


90819 




Strand 




Start 


1 




End 


3149 


Name 


OJ000250 67.0303.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1456 




End 


2761 


GI 


none 




Score 


293 


Exons 


1456.. 1794, 1463.. 1795, 


2422. 


.2613, 2423. .2611, 2729. .2761 


Seq. No. 


43331 




Seq. ID 


OJ000250_67.0303.C6 


Gene No. 


90819 




Strand 




Start 


1 




End 


3149 


Name 


OJ000250 67.0303.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1478 




End 


1795 


GI 


none 




Score 


320 


Exons 


1478. .1795, 1480. .1794 








Seq. No. 


43331 




Seq. ID 


OJ000250_67.0303.C6 


Gene No. 


90819 




Strand 




Start 


1 




End 


3149 


Name 


OJ000250 67.0303.C6.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2557 




End 


2985 


GI 


none 




Score 


84 


Exons 


2557.. 2613, 2558.. 2611, 


2560. 


.2619, 2729.. 2890, 2739.. 2858 




2941. .2985 








Sea No 


43332 




Seq. ID 


OJ000250_67.0303.C7 


Gene No. 


90820 




Strand 


+ 


Start 


1010 




End 


1357 


Name 


OJ000250 67.0303.C7.ol. 


gs 


Method 


GENS CAN 


Start 


ioio - ; . 


End 


1357 • 


GI 


none 




Score 


.54 


Exons 


1010. .1357 









44094 




Seq. No. 


43332 




Seq. ID 


OJ000250_67.0303.C7 


Gene No. 


90821 




Strand 


+ 


Start 


1638 




End 


6475 


Name 


OJ000250 67.0303.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1638 




End 


4471 


GI . 


'5006853 




Score 


86 


Exons 


1638. .1689, 2064. .2111, 


2894. . 


,3045, 4414. .4471 


GI Descrip. 


(AF145728) homeodomain 


leucine zipper protein [Oryza sativa] 


Seq. No. 


43332 




Seq. ID 


OJ000250_67.0303.C7 


Gene No. 


90821 




Strand 


+ 


Start 


1638 




End 


6475 


Name 


OJ000250 67.0303.C7.o2. 


gs 


Method 


GENS CAN 


Start 


2668 




End 


6475 


GI 


none 




Score 


.6 


Exons 


2668.. 2886, 2932. .3045, 


3772 . . 


.3887, 4389.. 4543, 5193.. 5270, 




6371.. 6475 








Seq. No. 


43333 




Seq. ID 


OJ000250_67.0303.C8 


Gene No. 


90822 




Strand 


+ 


Start 


128 




End 


1611 


Name 


OJ000250 67.0303.C8.ol. 


gs 


Method 


GENS CAN 


Start 


128 




End- 


1611 


GI 


none 




Score 


.75 


Exons 


128. .285, 1517. .1611 








Seq. No. 


43333 




Seq. ID 


OJ000250_67.0303.C8 


Gene No. 


90823 




Strand ' 




Start 


3679 




End 


5969 


Name 


OJ000250 67.0303.C8.o2. 


gs 


Method 


GENSCAN 


Start 


3679 




End 


5969 


GI 


none 




Score 


.41 


Exons 


3679.. 3852, 4723.. 4800, 


5805. , 


,5969 




Seq. No. 


43334 




Seq. ID 


OJ000250_67.0303.C11 


Gene No. 


90824 




Strand 


+ 


Start 


160 




End 


1509 


Name 


OJ000250 67.0303.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


160 




End 


1509 


GI 


553073 




Score 


514 


Exons 


160. .683, 1390. .1509 








GI Descrip. 


(M94481) reverse transcriptase [Zea mays] 


Seq. No. 


43334 




Seq. ID 


OJ000250_67. 0303.C11 


Gene No. 


90824 




Strand 


+ 


Start 


160 




End 


1509 


Name 


OJ000250 67.0303.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


166 




End 


621 


GI 


none 




Score 


75 


Exons 


166. .267, 240. .614, 250 


. .621, 


268. .606, 


312. .620 


Seq. No. 


43334 




Seq. ID 


OJ000250_67.0303.C11 


Gene No. 


90824 




Strand 


+ 


Start 


160 




End 


1509 


Name 


OJ000250 67.0303.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


226 




End 


630 



44095 




GI 


none 








Score 


266 




Exons 


226. .630, 


327. .545 












Seq. No. 


43334 








Seq. ID 


OJ000250_67.0303. 


Cll 


Gene No. 


90824 








Strand 


+ 




Start 


160 








End 


1509 




Name 


OJ000250 


67.0303.C11 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


232 








End 


660 




GI 


none 








Score 


267 




Exons 


232. .660, 


453. .659 












Seq. No. 


43334 








Seq. ID 


OJ000250_67.0303. 


Cll 


Gene No. 


90824 








Strand 


+ 




Start 


160 








End 


1509 




Name 


OJ000250 


67.0303.C11 


.01 


.tw 


Method 


TBLASTX: Wheat 




Start - 


292 








End 


639 




GI 


none 








Score 


305 




Exons 


292. .639, 


327. .638 













Seq. No. 43334 Seq. ID OJ000250 

Gene No. 90824 Strand + 

Start 160 End 1509 

Name OJ000250_67 . 0303 . Cll . ol . gs Method GENS CAN 

Start 319 . End 1382 

GI none Score . 4 

Exons 319.. 473, 669.. 846, 1331.. 1382 



67. 0303. Cll 



Seq. No. 


43334 


Seq. ID 


OJ000250_67. 


0303. Cll 


Gene No. 


90824 


Strand 


+ 




Start 


160 


End 


1509 




Name 


OJ000250 67.0303.Cll.o2.np 


Method 


AAT/NAP 




Start 


805 


End 


1509 




GI 


544262 


Score 


80 




Exons 


805. .846, 1161. .1509 








GI Descrip. 


PISTIL-SPECIFIC EXTENS IN-LIKE 


PROTEIN 


PRECURSOR (PELP) 




gi|322761|pir| IJQ1696 pistil 


extensin- 


like protein 


precursor 




(clone pMG15) - common tobacco gi | 19929 | emb | CAA7 8397 | (Z14019) 




pistil extensin like protein 


[Nicotiana tabacum] 




Seq. No. 


43335 


Seq. ID 


OJ000250_67. 


0303. C12 


Gene No. 


90825 


Strand 


+ 




Start 


567 


End 


5385 




Name 


OJ000250 67.0303.C12.ol.gs 


Method 


GEN SCAN 




Start 


691 


End 


3567 




GI 


none 


Score 


.77 




Exons 


691. .735, 1705. .1819, 1962. .2154, 3273 


. .3567 




Seq. No. 


43335 


Seq. ID 


OJ000250_67. 


0303. C12 


Gene No. 


90825 


Strand 


+ 




Start 


567 


End 


5385 




Name 


OJ000250 67.0303.C12.o2.np 


Method 


AAT/NAP 




Start 


1643 


End 


3881 




GI 


553073 


Score 


259 




Exons 


1643. .2209, 3860. .3881 








GI Descrip. 


(M94481) reverse transcriptase [Zea mays}*-' 




Seq. No. 


43335 


Seq. ID 


OJ000250_67. 


0303. C12 



44096 



Gene No. 


90825 


Strand 


+ 




Start 


567 


End 


5385 




Name 


UJUUUZ jU D / • U JU J . .Ofl » rip 


Method 


AAT/NAP 




b rare 


(CO JO 


End 


5385 








Score 


163 




Exons 


op-j^r 9Q4o "5^q*5 *^4^n annfi 


..4058, 4631. .4731, 


d 0 ft y . .0000 


bi uescrip. 




sativa] 








ft j J J j 


Seq. ID 


OJ000250_ 




Rpnp No 


90825 


Strand 


+ 




Start 


567 


End 


5385 




Name 


OJ000250 67.0303.C12.o2.gp 


Method 


AAT/GAP 




Start 


3524 


End 


4260 




GI 


- 101153 1.R1084 


Score 


377 




Exons 


3524. .3563, 4011. .4260 








GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza 


sativa 



indica(GLA4) genomic DNA, . chromosome 4, BAC clone : tl7804 ' 



Seq. No. 43335 Seq. ID 

Gene No. 90825 Strand 

Start 567 End 

Name OJ000250_67 . 0303 . C12 . o3 . gp Method 

Start 5242 End 

GI 61605_1.R1084 Score 

Exons 5242.. 5385 

GI Descrip. ' 5852170/emb I AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000250_67.0303.C12 
+ 

5385 
AAT/GAP 
5385 
239 



Seq. No. 


43335 


Seq. ID 


OJ000250 


Gene No. 


90826 


Strand 




Start 


500 


End 


5385 


Name 


OJ000250 67.0303.C12.ol.np 


Method 


AAT/NAP 


Start 


500 


End 


5385 


GI 


4680186 


Score 


393 


Exons 


500.. 700, 1542.. 1595, 5329. 


.5385 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


43335 


Seq. ID 


OJ000250 


Gene No. 


90826 


Strand 




Start 


500 


End 


5385 


Name 


OJ000250 67.0303.C12.ol.tm 


Method 


TBLASTX : 


Start 


2008 


End 


2208 


GI 


none 


Score 


203 


Exons 


2008.. 2208, 2009.. 2191 






Seq. No. 


43335 


Seq. ID 


OJ000250 


Gene No. 


90826 


Strand 




Start 


500 


End 


5385 


Name 


OJ000250 67.0303.C12.o3.np 


Method 


AAT/NAP 


Start 


3240 


End 


4621 


GI 


5852179 


Score 


246 


Exons 


3240. .3611, 4601. .4621 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




Seq. No.- 


43336 


Seq. ID 


OJ000250 


Gene No. 


90827 


Strand 


+ 


Start 


1 


End 


2635 



67.0303.C12 



44097 






Name 


OJ000250 67.0303.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2165 






GI 


4512618 


Score 


1148 






Exons 


1..1316, 2003. .2165 










GI Descrip. 


(AC004793) Strong similarity to gi 13600044 T12H20.12 protea 






homolog from Arabidopsis thaliana BAC 


gb|AF080119 and is 


a 






member of the reverse transcriptase family PF | 00078. 






Seq. No. 


43336 


Seq. ID 


OJ000250 67.0303. 


C13 




Gene No. 


90827 


Strand 


+ 






Start 


1 


End 


2635 






Name 


OJ000250 67.0303.C13.ol.gs 


Method 


GEN SCAN 






Start 


155 


End 


2635 






GI 


none 


Score 


.69 






Exons 


155. .507, 519. .1345, 1518. .1631, 1875. 


.2635 






Seq. No. 


43336 


Seq. ID 


.OJ000250_67.0303. 


C13 




Gene No. 


90828 


Strand 


+ 






Start 


4119 


End 


6001 






Name 


OJ000250 67.0303.C13.o2.gs 


Method 


GENSCAN 






Start 


4119 


End 


6001 






GI 


none 


Score 


.71 






Exons 


4119. .4192, 4703. .4754, 4828. 


.5039, 5881.. 6001 




n ■ 


Seq. No. 


43336 


Seq. ID 


OJ000250_67.0303. 


C13 


r n 


Gene No. 


90829 


Strand 


+ 






Start 


8981 


End 


9437 




I y 


Name 


OJ000250 67.0303.C13.o2.np 


Method 


AAT/NAP 




[1 


Start 


8981 


End 


9437 






GI 


7340909 


Score 


151 






Exons 


8981. .9437 








: =r 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43336 


Seq. ID 


OJ000250_67.0303. 


C13 


i. -J 


Gene No. 


90830 


Strand 






'""4 


Start 


7150 


End 


9280 






Name 


OJ000250 67.0303.C13.o3.gs 


Method 


GENSCAN 




_ 


Start 


7150 


End 


9280 






* GI 


none 


Score 


.57 






Exons 


7150. .7436, 7596.-7968, 9191. 


.9280 








Seq. No. 


43337 


Seq. ID 


OJ000250_67.0303. 


C14 




Gene No. 


90831 


Strand 








Start 


197 


End 


1860 






Name 


OJ000250 67.0303.C14.ol.gs 


Method 


GENSCAN 






Start 


197 


End 


1860 






GI 


none 


Score 


.8 






Exons 


197. .599, 620. .805, 1559. .1694, 1817.. 


1860 






Seq. No. 


43337 


Seq. ID 


OJ000250_67.0303. 


C14 




Gene No. 


90831 


Strand 








Start 


197 


End 


1860 






Name 


OJ000250 67.0303.C14.ol.np 


Method 


AAT/NAP 






Start 


1348 


End 


1829 






GI ■ 


6721543 


Score 


73 






Exons 


1348. .1458, 1703. .1829 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 





44098 



Seq. No. 43338 Seq. ID 

Gene No. 90832 Strand 

Start 2485 End 

Name OJ000250_67 . 0303 .C15.ol.gs Method 

Start 2485 End 

GI none Score 

Exons 2485.. 4047 



OJ000250_67.0303.C15 
+ 

4047 
GENSCAN 
4047 
.98 



Seq. No. . 43338 Seq. ID 

Gene No. 90832 Strand 

Start 2485 ' End 

Name OJ000250_67 . 0303 . C15 . ol . np Method 

Start 2485 End 

GI 7430636 Score 

Exons 2485.. 4044 

GI Descrip. probable cytochrome P450, hypersensitivity-related - common 
tobacco gi| 1171579 |emb| CAA64635.il (X95342) cytochrome P450 
[Nicotiana tabacum] 



OJ000250_67.0303.C15 
+ 

4047 
AAT/NAP 
4044 
1603 



OJ000250_67.0303.C15 
+ 

5736, 
AAT/NAP 
5736 
471 



Seq. No. 43338 Seq. ID 

Gene No. 90833 Strand 

Start 4721 End 

Name OJ000250_67 . 0303 . C15 . o2 . np Method 

Start 4721 End 

GI 6069646 Score 

Exons 4721.. 5736 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


43338 








Seq. ID OJ000250 67.0303.C15 


Gene No. 


90834 








Strand + 


Start 


6255 








End 7563 


Name 


OJ000250 67 


.0303. 


C15.o3 


.np 


Method ' AAT/NAP 


Start 


6255 








End 7563 


GI 


5777617 








Score 85 


Exons 


6255. .6297, 


7466. 


.7563 






GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


43338 








Seq. ID OJ000250 67.0303.C15 


Gene No. 


90835 








Strand 


Start 


4528 








End 6116 


Name 


OJ000250 67 


.0303. 


C15.o2 


.tm 


Method TBLASTX : Maize 


Start 


2564 








End 2949 


GI 


none 








Score 70 


Exons 


2564. .2620, 


2565. 


.2621, 


2566. . 


2949, 2598.. 2930, 2887.. 2949 


Seq. No. 


43338 








Seq. ID OJ000250_67.0303.C15 


Gene No. 


90835 








Strand 


Start 


4528 








End 6116 


Name 


OJ000250 67 


.0303. 


CIS.ol 


.ts 


Method TBLASTX : Soybean 


Start 


2569 








End 4047 


GI 


none 








Score 441 


Exons 


2569. .3063, 


2601. 


.2930, 


3007. . 


3108, 3090.. 3275, 3091.. 3303, 



44099 






3298. .4047, 


3366 


. . 3620, 


3684 . 


.3926, 3967.. 4038 


Seq. No. 


43338 








Seq. ID 


OJ000250_67.0303.C15 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


.0303 


.C15.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2578 








End 


3933 


GI 


none 








Score 


86 


Exons 


2578. .2700, 


2607 


. .2765, 


2764. 


.2967, 3022.. 3102, 3220.. 3285, 




3393. .3620, 


3400 


. .3777, 


3811. 


.3933 




Seq. No. 


43338 








Seq. ID 


OJ000250_67. 0303. CIS 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


.0303 


.C15.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2584 








End 


2901 


GI 


none 








Score 


190 


Exons 


.2584. .2901, 


2601 


. .2807 








Seq. No. 


43338 








Seq. ID 


OJ000250_67.0303.C15 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


.0303 


.C15 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2992 ~~ 








End 


3258 


GI 


none 








Score 


88 


Exons 


2992. . 3075, 


2994 


. .3065, 


3016. 


.3069, 3081.. 3257, 3091.. 3258 


Seq. No. 


43338 








Seq. ID 


OJ000250_67. 0303.C15 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


.0303 


.C15.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


3262 ~ 








End 


4041 


GI 


none 








Score 


835 


Exons 


3262. .4041, 


3372 


. . 3926 








Seq. No. 


43338 








Seq. ID 


OJ000250_67. 0303.C15 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


.0303 


,C15.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3373 








End 


3726 


GI 


none 








Score 


264 


Exons 


3373. .3726, 


3402 


. . 3491, 


3579. 


.3725 




Seq. No. 


43338 








Seq. ID 


OJ000250_67 . 0303. C15 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


. 0303 


.C15 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


3751 ~~ 








End 


4029 


GI 


none 








Score 


229 


Exons 


3751. .3912, 


3754 


. . 4029 








Seq. No. 


43338 








Seq. ID 


OJ000250_67 . 0303. C15 


Gene No. 


90835 








Strand 




Start 


4528 








End 


6116 


Name 


OJ000250 67 


.0303 


.C15.o2 


. gs 


Method 


GEN SCAN 


Start 


4528 








End 


6116 


GI 


none 








Score 


.89 



44100 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. : , No.'. ■ • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4528. .4688, 4878. .5067, 6051. .6116 

43339 Seq. ID OJ000250_67 . 0303 . C16 

90836 Strand + 

1 End 155 

OJ000250_67 . 0303 . C16 . ol . np Method AAT/NAP 

1 End 155 

5441881 Score 147 

1. .155 

(AP000367) Similar to putative receptor kinase. (AC002332) 
[Oryza sativa] 



43339 , Seq. ID 

90837 Strand 

1 End 

OJ000250_67 . 0303 . C16 . ol . gp Method 

1 End 

5816568 Score 
1..310, 374. .395 

5441881/dbj IBAA82379.il 4.0e-10 (AP000367) Similar to putative 

receptor kinase. (AC002332) [Oryza sativa] 



OJ000250_67.0303.C16 
395 

AAT/GAP 

395 

520 



43339 Seq. ID 

90837 Strand 
1 End 
OJ000250_67 . 0303 . CI 6 . ol . gs Method 
8 End 
none Score 
8. .169 

43339 Seq. ID 

90838 Strand 
1843 End 
OJ000250_67 . 0303 . C16 . o2 . gs Method 
1843 End 
none Score 
1843.. 2373 



OJ000250_67.0303.C16 
395 

GEN SCAN 

169 

.44 



OJ000250_67.0303.C16 

2466 
GENS CAN 
2373 
.77 



Seq . ' . I D ■'. O JO 0 02 5 0_6 7 . 0 3 03 -. C 1 6 
Strand 

2466 
AAT/NAP 
2466 
131 



-43339:;. . *• . . ' : ■ 

90838^ 
1843 

OJ000250_67.0303.C16.o2.np 
1849 
7484878 
1849. .2043, 2191. .2466 

copper transport protein homolog T6H20.70 - Arabidopsis thaliana 
gi|5541669|emb|CAB51175.1| (AL096859) copper transporter protein 
homolog [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43340 Seq. ID 

90839 Strand 

719 End 
OJ000250_67 . 0303 . C22 . ol . np Method 

719 End 

6630699 Score 
719. .978, 1601. .1680 

(AP000969) hypothetical protein [Oryza sativa] 



OJ000250_67.0303.C22 
+ 

1680 
AAT/NAP 
1680 
211 



44101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000250_67 .0303. C22 
Strand 

End 2399 

Method TBLASTX: Maize 

1 End 359 

none Score 61 

1..51, 6. .152, 9. .149, 201. .269, 201. .266, 285. .359 



43340 
90840 
1 

OJ000250^6jf . 030.3 . C22 . ol . tm 



43340 
90840 
1 

OJ000250_67.0303.C22.o2.np 



7485592 
1..48, 1289. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1710, 1789.. 2071, 2360 



OJ000250_67.0303.C22 

2399 
AAT/NAP 
2399 
328 
2399 



hypothetical protein F17A8.10 - Arabidopsis thaliana 
gi| 4538896 | emb | CAB39633.il (AL049482) putative protein 
[Arabidopsis thaliana] gi | 7267661 1 emb I CAB78089 . 1 1 (AL161515) 
putative protein [Arabidopsis thaliana] 



beq. jno . 


43340 


Seq. ID 


OJ000250_ 


Gene No . 


90840 


Strand 




Start 


1 


End 


2399 


Name 


OJ000250 67.0303.C22.ol 


. gs Method 


GENSCAN 


Start 


192 


End 


1695 


GI 


none 


Score 


.73 


Exons 


192. .443, 500. .772, 866 


..1000, 1613. .1695 


Seq. No. 


43341 


Seq. ID 


OJ000250 


Gene No. 


90841 


Strand 


+ 


Start 


601 


End 


666 


Name 


OJ000250 67.0303.C23.ol 


. gs Method 


GENSCAN 


Start 


601 


End 


666 


GI 


none 


Score 


.47 


Exons 


601.. 666 






Seq. No. 


43341 


Seq. ID" 


OJ000250 


Gene No. 


90842 


Strand 




Start 


87 


End 


752 


Name 


OJ000250 67.0303.C23.ol 


.np Method 


AAT/NAP 


Start 


87 


End 


752 


GI 


6069654 


Score 


397 


Exons 


87. .752 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43342 


Seq. ID 


OJ000250 


Gene No. 


90843 


Strand 


+ 


Start 


2737 


End 


3171 


Name 


OJ000250 67.0303.C24.o2 


. gs Method 


GENSCAN 


Start 


2737 


End 


3171 


GI 


none 


Score 


.7 


Ex6'ns. 


2737.. 3171 






Seq. No. 


43342 


Seq. ID 


OJ000250 



44102 




Gene No. 


90844 




Strand 


+ 








Cf -j y-f 


^477 
Of* / / 




CiliO. 










Name 


n"rooo9Rn £7 


0*30"3 r*94 n<s 


Mof hnH* 










Of a r-f- 


R477 














VjX 


none 




S core 










Exons 


^477 S4Qfi 


S701 SQ?n 












Seq. No. 


43342 




Seq. ID 


OJ000250_ 


_67 


.0303 


.C24 


Gene No. 


90845 




Strand 


+ 








Of y-f 


774 Q 




EjI lvj. 


ft 07 0 








Name 


n.T0009 c io 67 


0*30*} P94 r\A rrci 


Mo f Vi f\ 


O Cj LN O v^rtlN 








O Lair t 


774Q 






ft 079 










none 




Score 










Exons 


774Q ft079 

/ / 4 i7 . .OU 16 














Seq. No. 


43342 




Seq. ID 


OJ000250_ 


_67 


.0303 


.C24 


Gene No. 


90846 




Strand 










O Lai L 


122 




Hi 1 LkJ. 


"3*1 04 








Name 


OJ000250 67 


.0303.C24.ol.gs 


Mo f H r^i/H 










Of a yf 


122 




Hina 


90*3 Q 










none 




Score 


ft ^ 








Exons 


122.. 210, 1002.. 1120, 1533.. 


17 9 4 1 Qft 1 
X / Z 4 , X :70 X 


90*3Q 








OcCJ . 1NO . 


43342 




Seq. ID 


D.T0009 ^0 


67 

D / 


0*30*3 


CO 4 


Gene No. 


90846 




Strand 










Start 


122 




End 


3104 








Name 


OJ000250 67 


.0303.C24.ol.np 


Method 


a AT /MAP 
nni / Writ 








Qfa r f 


155 




End 


*31 04 








VjX 


4680186 




Score 


1 Q4 

J. -7 4 








Exons 


155. .210, 872. .1000, 1551. .1743, 2941. 


*31 04 

• O X U 4 










(AF111709) 


unknown [Oryza sativa subsp 


• UlUXoaJ 








Seq. No. 


43343 




Seq. ID 


OJ000250_ 


_67 


.0303 


.C25 


Gene No. 


90847 




Strand 


+ 










1035 




End 


1 49R 

X 4 C, D 








Name 


OJ000250 67 


.0303.C25.ol.gs 


Method 










Cf a r f 


1035 




End 


X 4 Z 3 








PT 
ul 


none 




. Score 


ft *3 








Exons 


1035. .1113, 


1190.^264, 1310 


..1425 ■ 










Seq. No. 


43343 




Seq. ID 


OJ000250_ 


_67 


.0303 


.C25 


Gene No. 


90848 




Strand 


+ 










3445 




End 


*3ft Q4 








Name 


OJ000250 67 


.0303.C25.o2.gs 


Method 


LjCilNoUrilN 








Of 3 r f 

o tax T_ 


3445 


End 


*3ft Q4 
JO Z7 4t 










none 




Score 










Exons 


3445. .3894 














Seq. No. 


43343 




Seq. ID 


OJ000250_ 


67 


.0303 


.C25 


Gene No. 


90849 




Strand 


+ 








Start 


4713 




End 


5978 








Name 


OJ000250 67 


.0303.C25.o3.gs 


Method 


GENSCAN 








Start 


4713 




End 


5978 








GI 


none 




Score 


.7 








Exons 


4713. .5146, 


5565.. 5749, 5875 


. .5978 










Seq. No. 


43343 




Seq. ID 


OJ000250_ 


67 


.0303 


.C25 



44103 





f^ta-no No 


90850 


Strand 


+ 






Start 


15703 


End 


16130 






Name 


OJ000250 67.0303.C25.ol.gp 


Method 


AAT/GAP 






O Ldl L. 


15703 


End 


16130 






V7 J. 


4878407 


Score 


665 






Hi A.^Ji 1 0 


15703. .16130 










(~1 T Piocot*io 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 










43343 


Seq. ID 


OJ000250 


67 . 0303. C25 




Gene No. 


90851 


Strand 








Start 


6392 


End 


11382 






Name 


OJ000250 67.0303.C25.ol.np 


Method 


AAT/NAP 








6358 


End 


8687 






ot 


4006829 


Score 


1011 








6358.. 6547, 6584.. 7117, 7687 


..7823, 8047. .8182, 


8284 . .8687 






(AC005970) putative protein kinase [Arabidopsis 


thaliana ] 






43343 


Seq. ID 


OJ000250 


67 .0303.C25 




Gene No. 


90851 


Strand 








Start 


6392 


End 


11382 






IN dillt: 


OJ000250 67.0303.C25.o4.gs 


Method 


GEN SCAN 






CH- a r*t- 
o Ldl L 


6392 


End 


11382 







rT 
Vj J. 


none 


Score 


.5 




t: ™ 


Exons 


6392.. 7117, 7687.. 7823, 8047 


..8182, 8284. .8836, 


10109. . 10268, 


f n 




11025.. 11382 








fli 




43343 


Seq. ID 


OJ000250 


67 .0303.C25 


[3 


Gene No. 


90852 


Strand 






ui 


Start 


12431 


End 


14617 








OJ000250 67.0303.C25.o2.np 


Method 


AAT/NAP 




^ J 




12431 


End 


14617 








6069654 


Score 


1482 






TT von c 


12431. .12775, 12828 .. 13190, 


13247. .13391, 13608 


. .14617 






(AP000616) hypothetical protein [Oryza 


sativa] 






Qort Mrs 


43343 


Seq. ID 


OJ000250 


_67.0303.C25 






90853 


Strand 








o Lai u 


15547 


End 


178 : i?9^ H 




r ~e 


Name 


OJ000250 67.0303.C25.ol.ts 


Method" 


TBLASTX' -Soybean 


r ^ 


Start 


6651 


End 


8529 






VJJ. 


none 


Score 


67 






T* 1 von q 


6651.. 6671, 6680.. 6829, 6680 


..6832, 6699. .6830, 


6830. .7117, 






6851. .7102, 6870. .7112, 6939 


..7118, 7685.. 7807, 


7687. .7812, 






8048. .8179, 8061. .8180, 8284 


..8310, 8285.. 8311, 


8314. .8529, 






8315. .8464 










Seq, No. 


43343 


Seq. ID 


OJ000250 


_67.0303.C25 




Gene No. 


90853 


Strand 








Of- a r1- 


15547 


End 


17819 






Name 


OJ000250 67.0303.C25.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6674 


End 


7109 






GI 


none 


Score 


181 






Exons 


6674.. 6832, 6674.. 6832, 6830 


. .7108, 683.4. .7109 






Seq. No. 


43343 


Seq. ID 


OJ000250 


_67.0303.C25 




Gene No. 


90853 


Strand 







44104 



Start 
Name 
Start 
GI 

Exons 



15547 - End 
OJ000250_67 . 0303 . C25 . ol . tc Method 

6695 End 

none Score 

6695.. 6832, 6830.. 7117, 6855.. 6896, 6930. 

7687. .7809, 7688. .7804, 8048. .8182, 8061. 
8371. .8496 



17819 

TBLASTX: Cress 
8496 
42 



,7112, 6941. .7117, 
,8144, 8284. .8310, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

'■Staft\> *■- 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.* 

Gene No. 

Start 

Name 

Start 

GI 



43343 
90853 
15547 

OJ000250_67.0303.C25.ol.tw 

6722 

none 

6722.. 6832, 6726.. 6833, 6830. 

43343 
90853 
15547 

OJ000250_67 . 0303 . C25 . o2 . tm 

7685 

none 

7685.. 7807, 7687.. 7815, 7687. 
8283. .8303, 8284. .8310, 8314. 

43343 
90853 
15547 

OJ000250_67 . 0303 . C25 . o2 . tw 

7714 

none 



OJ000250_67 . 0303 .C25 
17819 

TBLASTX: Wheat 

7124 

109 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7123, 6834. .7124, 6834. .7124 

Seq. ID OJ000250_67.0303.C25 
Strand 

End 17819 
Method TBLASTX : Mai ze 
End 84 37 

Score 135 

.7812, 8048. .8182, 8048. .8182, 
.8346, 8353.-8436, 8387.. 8437 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_67 .0303.C25 
17819 

TBLASTX: Wheat 

14286 

112 



7714. .7812, 7715. .7822, 8033. .8170, 8034. .8138, 8045. .8191, 
8284. .8310, 8314. .8424, 14218. .14286 



43343 Seq. ID 

90853 Strand 
15547 End 
.OJ000250_67 . 0303 . C25 . o3 . np Method 

f5547" , \ • J "; ' End- 
4680186 Score 



OJ000250 67.0303.C25 



17819 
AAT/NAP 
17819 * 
184 



15547. .15687, 16270 16433, 17710. .17819 
(AF111709) unknown [Oryza sativa subsp. indica] 



43344 Seq. ID 

90854 Strand 
1582 End 
OJ000350_65 . 0327 . C3 . ol . gs Method 
1582 End 
none Score 
1582.. 1671, 2199.. 2339, 2670.. 2898 

43344 Seq. ID 

90855 Strand 
7562 End 
OJ000350_65 . 0327 . C3 . ol . tm Method 
4783 End 
none Score 



OJ000350_65.0327.C3 
+ 

2898 
GENSCAN 
2898 
.4 



OJ000350_65.0327.C3 
12393 

TBLASTX: Maize 

5031 

206 



44105 




Exons 




47RR ^097 47fiQ 


JUjJ. 




Seq. No. 


43344 




Seq. ID 


OJ000350_65.0327.C3 


Gene No. 


90855 




Strand 




Of a r f 


7 Sfi? 




FnH 




Name 


\JU \J \J \J *J *J \J DJ 




Mot" Vi o/S 


1 lj unu J. A. • O^jyUGcill 


O L.C1J. L. 


4ftnn ~ 

*i O \J \J 




FnH 


S091 




I ItJl ic 








Exons 


480.0 S091 


4R1 ^ R01 








4^4 4 








Gene No. 


90855 




Strand 




Start 


7562 




End 


12393 


Name 


OJ000350 65 


.0327.C3.ol.np 


Method 


AAT/NAP 


Start 


7562 




End 


12393 


GI 


6069646 




Score 


478 


Exons 


7562. .8550, 


8833.. 9015, 12369. 


.12393 




GI Descrip. 


(AP000616) 


similar to putative 


reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



oeq. jno . 


43344 








Seq. ID 


OJ000350_65.0327 




Gene No . 


90855 








Strand 






Start - 


7562 








End 


12393 




Name 


OJ000350 65. 


0327 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7580 








End 


7981 




GI 


none 








Score 


119 




Exons 


7580. .7753, 


7832 


. .7981 










Seq. No. 


43344 








Seq. ID 


OJ000350_65.0327 


.C3 


Gene No. 


90855 








Strand 






Start 


7562 








End 


12393 




Name 


OJ000350 65. 


0327 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7772 








End 


8049 




GI' 


none 








Score 


127 




Exons 


7772. .8044, 


7851 


. .8048, 


7924. 


.8049 






Seq. No. 


43344' 








Seq. ID 


OJ000350_65.0327 


.C3 


Gene No. 


90855 








Strand 






Start 


7562 








End 


12393 




Name 


OJ000350 65. 


0327 


.C3.o3. 


gs 


Method 


GENS CAN 




Start 


7787 








End 


12326 




GI 


none 








Score 


.68 




Exons 


7787. .8668, 


8876 


. .8989, 


9403. 


.9425, 9886.. 10029, 10556. 


.10758, 




12235. .12326 












Seq. No. 


43344 








Seq. ID 


OJ000350_65.0327 


.C3 


Gene No. 


90855 








Strand 






Start 


7562 








End 


12393 




Name 


OJ000350 65. 


0327 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7988 








End 


8377 




GI 


none 








Score 


72 




Exons 


7988. .8149, 


8007 


. .8150, 


8198. 


.8377 






Seq. No. 


43344 








Seq. ID 


OJ000350_65.0327 


.C3 



44106 




Gene No. 


90855 




Strand 






Start 


7562 




End 


12393 




Name 


OJ000350 65.0327.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8459 




End 


8998 




GI 


none 




Score 


51 




Exons 


8459. .8587, 8481. .8588, 


8618. 


.8641, 8648.-8998, 8700. .8819 


Seq. No. 


43344 




Seq. ID 


OJ000350 65.0327 


. C J 


Gene No. 


90855 




Strand 






Start 


7562 




End 


12393 




Name 


OJ000350 65.0327.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8462 




End 


8854 




GI 


none 




Score 


279 




Exons 


8462. .8854 










Seq. No. 


43344 




Seq. ID 


OJ000350 65.0327 


. C3 


Gene No. 


90855 




Strand 






Start 


7562 




End 


12393 




Name 


OJ000350 65.0327.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8537 




End 


8977 




GI 


none 




Score 


87 




Exons 


8537. .8695, 8675. .8977, 


8685. 


.8975 






Seq. No. 


43345 




Seq. ID 


OJ000350_65 . 0327 


.C4 


Gene No. 


90856 




Strand 


+ 




Start 


24 6 




End 


767 




Name 


OJ000350 65.0327.C4.ol. 


OS 


Method 


GENSCAN 




Start 


246 




End 


767 




GI 


none 




Score 


.57 




Exons 


246. .548, 588. .767 










Seq. No. 


43345 




Seq. ID 


OJ000350_65.0327 


.C4 


Gene No. 


90857 




Strand 


+ 




Start 


1222 




End 


5001 




Name 


OJ000350 65.0327.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1213 




End 


5001 




GI 


7444451 




Score 


2252 




Exons 


1213. .3616, 3657. .3746, 


4635. 


.5001 






GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 





retrotransposon retrofit gi | 2586082 I gb| AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 


43345 










Seq. ID 


OJ000350_65.0327 


.C4 


Gene No. 


90857 










Strand 


+ 




Start 


1222 










End 


5001 




Name 


OJ000350 65 


.0327. 


.C4 


-o2. 


.gs 


Method 


GENSCAN 




Start 


1222 










End 


2277 




GI 


none 










Score 


.95 




Exons 


1222. .2277 
















Seq. No. 


43345 










Seq. ID 


OJ000350_65.0327 


-C4 


Gene No. 


90857 










Strand 


+ 




Start 


1222 










End 


5001 




Name 


OJ000350 65 


.0327. 


.C4 


.o2. 


.tc 


Method 


TBLASTX: Cress 




Start 


1285 










End 


1785 




GI 


none 










Score 


211 




Exons 


1285. .1785 

















44107 




Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No . 


90857 








Strand 


+ 


Start 


1222 








End 


5001 


Name 


OJ000350 65. 


0327 . 


C4 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1302 ~ 








End 


1731 


GI 


none 








Score 


90 


Exons 


1302. . 1382, 


1303. 


. 1416, 


1402. 


.1731, 1446. .1724 


Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No . 


90857 








Strand 


+ 


Start 


1222 








End 


5001 


Name 


OJ000350 65. 


0327. 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1546 ~~ 








End 


1860 


GI 


none 








Score 


230 


Exons 


1546. . 1860, 


1632. 


. 1787 








Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No. 


90857 








Strand 


+ 


Start 


1222 








End 


5001 


Name 


OJ000350 65 


0327 . 


C4 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


1732 _ 








End 


2328 


GI 


none 








Score 


84 


Exons 


1732 .1851, 


1961 . 


.2002, 


2055. 


.2126, 2062.. 2136, 2179.. 2301, 




2179 2328 












Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No . 


90857 








Strand 


+ 


Start 


1222 








End 


5001 


Name 


OJ000350 65 


0327 . 


C4 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2125 ~ 








End 


2507 


GI 


none 








Score 


215 


Exons 


2125 2346. 


2179. 


. 2343, 


2344 . 


.2505, 2355.. 2507 


Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No . 


90857 








Strand 


+ 


Start 


1222 








End 


5001 


Name 


OJ000350 65 


0327 . 


C4 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2569 ~ * 








End 


2982 " 


GI 


none 








Score 


71 


Exons 


2569 2664 


2668 . 


. 2784 , 


2803 . 


.2982 




Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No . 


90857 








Strand 


+ 


Start 


1222 








End 


' 5001 


Name 


OJ000350 65 


0327 . 




tm 


Method 


TBLASTX: Maize 


Start 


2992 _ 








End 


3411 


GI 


none 








Score 


57 


Exons 


2992 3078 


2994 


3077 


3093 . 


.3266, 3100. .3411, 3247. .3411 


Seq. No. 


43345 








Seq. ID 


OJ000350_65.0327.C4 


Gene No. 


90857 








Strand 


+ 


Start 


1222 








End 


5001 


Name 


OJ000350 65. 


0327. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2995..* 








End 


3444 


GI 


none 








Score 


325 


Exons 


2995. .3444 













44108 



Seq. No. 


43345 










Seq. ID 


OJ000350_65.0327 


.C4 




90857 










Strand 


+ 






1 999 










End 


5001 




Name 




\j j / 


T4 




t" <5 
. L. O 


Mpfhod 


TBLASTX * Sovbean 
















End 


3426 






none 










Score 


267 




Exons 


JvU » ■ t J 4 ^. U 
















Seq. No. 


43345 










Seq. ID 


OJ000350_65.0327 


.C4 


Gene No. 


90857 










Strand 


+ 




Start 


1222 










End 


5001 




Name 


OJ000350 65. 


0327 


.C4 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3100 










End 


3444 




GI 


none 










Score 


276 




Exons 


3100. .3444 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43345 Seq. ID OJ000350_65 . 0327 . C4 

90857 Strand + 

1222 End 5001 

OJ000350_65 . 0327 . C4 . o3 . np Method AAT/NAP 

3232 End 5001 

73648 Score 42 

3232. .3254, 4681. .5001 

immediate-early protein IE180 - suid herpesvirus 1 (strain 
Indiana-Funkhauser ) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43345 Seq. ID 

90857 Strand 
1222 End 
OJ000350_65 . 0327 . C4 . o2 . np Method 
3573 End 
5922623 Score 
3573. .3676, 4232. .4365, 4553. .4629, 4929. .5001 
(AP000492) hypothetical protein [Oryza sativa] 
gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000350_65.0327.C4 
+ 

5001 
AAT/NAP 
5001 
137 



Seq v ; No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43346 Seq. ID 

90858 Strand 

286 End 

OJ000350_65 . 0327 . C5 . ol . gs Method 

286 End 

none Score 
286. .744 



OJ000350_65.0327.C5 
+ 

6516 
GENSCAN 
744 
.6 



43346 Seq. ID 

90858 Strand 

286 End 

OJ000350_65 . 0327 . C5 . ol . np Method 

286 End 

6907089 Score 

286. .696, 3684.-4534, 4638. .6513 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ000350_65.0327.C5 
+ 

6516 
AAT/NAP 
6513 
4261 



Seq. No. 
Gene No. 



43346 
90858 



Seq. ID OJ000350_65.0327 ,C5 
Strand + 



44109 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



286 End 

OJ000350_65 . 0327 . C5 . o2 . gs Method 

2667 End 

none Score 



6516 
GENSCAN 
6516 
.8 



2667. .2729, 3120. .3203, 3669. .4534, 4638. .4866, 4921. .6035, 
6076. .6361, 6370. .6516 



43346 Seq. ID OJ000350 

90859 Strand + 

10976 End 11499 

OJ000350_65 . 0327 . C5 . o5 . gp Method AAT/GAP 

10976 End 11499 

uC-osflM202048cl2bl Score 830 

10976. .11499 

'5257255/dbj | AP000364 . 1 | AP000364 2 
DNA, chromosome 8, clone : P0026F07 1 



65. 0327. C5 



, 0e-16 Oryza sativa genomic 



Seq. No. 43346 Seq. ID 

Gene No. 90860 Strand 

Start 11640 End 

Name 0 J000350_65 . 0327 . C5 . 06 . gp Method 

Start 11640 End 

GI uC-osroM202024h08al Score 

Exons 11640.. 11706 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000350_65.0327.C5 
+ 

11706 
AAT/GAP 
11706 
91 



Seq. No. 


43346 


Seq. ID 


OJ000350 65. 0327. C5 


Gene No. 


90861 


Strand 


+ 


Start 


12074 


End 


12589 


Name 


OJ000350 65.0327.C5.o4.gs 


Method 


GENSCAN 


Start 


12074 


End 


12589 


GI 


none 


Score 


.96 


Exons 


12074. .12288, 12517.. 12589 




Seq. No. 


43346 


Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90862 


Strand 




Start 


697 


End 


970 


Name' 


OJ0 003-50 65.0327.C5.ol.gp 


■Method 


AAT/GAP 


Start 


697 


End 


970 


GI 


61605 1.R1084 


Score 


462 


Exons 


697. .970 






GI Descrip. 


' 5852170/emb IAL117265. 1| OST17804 l.Oe- 


137 Oryza sativa 




indica(GLA4) genomic DNA, 


chromosome 4 


, BAC clone :tl7804' 


Seq. No. 


43346 


Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90863 


Strand 




Start 


1960 


End 


2693 


Name 


OJ000350 65.0327.C5.o3.gp 


Method 


AAT/GAP 


Start 


1960 


End 


2693 


GI 


101153 1.R1084 


Score 


407 


Exons 


1960. .2187, 2646. .2693 






GI Descrip. 


' 5852170/emb | AL117265. HOST17804 l.Oe- 


115 Oryza sativa 




indica(GLA4) 'genomic DNA, 


chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. 


43346 


Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 


Strand 





44110 




Start 


7139 






End 


20143 


Name 


OJ000350_65 .0327 


. Co . oo . 


tw 


Method 


TBLASTX : Wheat 


Start 


6288 






End 


1 O f\ ft 1 

18091 


GI 


none 






Score 


OO 


Exons 


£OOQ CJOQ QQAQ 

ozoo. . Djoy/ yyuy 


. . 1U^1< 


, y y ii 


. . iUz 1 O , 


i /o^y. . louyi 


Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 






Strand 




Start 


7139 






Ena 


£\) 14 O 


Name 


OJ000350 65.0327 


.C5.o3. 


gs 


Method 


bENSCAN 


Start 


7139 






End 


i n o c ^ 
lUo O / 


GI 


none 






Score 


c o 
. OO 


Exons 


7139.. 10230, 10864.. 10867 






Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 






Strand 




Start 


7139 






End 


ZU14 o 


Name 


OJ000350 65.0327 


.C5.o6. 


tm 


Method 


lbliAo i a : Maize 


Start 


7139 






T->_ _J 

End 


^ o o o 
/2oo 


GI 


none 






Score 


12o 


Exons 


7139. .7282, 7143 


. .7283 








Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 






Strand 




Start 


7139 






End 


20143 


Name 


OJ000350 65.0327 


.C5.o2. 


np 


Method 


AAT/NAP 


Start 


7142 






End 


20143 


GI 


7228457 






Score 


4682 


Exons 


7142. .8692, 8759 


. .9568, 


9617. 


.9955, 10078. .10216, 18086 .. 18760, 




20086. .20143 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon 


RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 






Strand 




Start 


7139 






End 


20143 


Name 


OJ000350 65.0327 


.C5.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


7151 






End 


16682 


GI 


none 






Score 


77 


Exons 


7151. .7276, 7155 


. .7277, 


7307. 


.7381, 7457. .7753, 7470. .7748, 




16614. .16682 










Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 






Strand 




Start 


7139 






End 


20143 


Name 


OJ000350 65.0327 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7754 






End 


8135 


GI 


none 






Score 


224 


Exons 


7754. .8134, 7785 


. .8135 








Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327.C5 


Gene No. 


90864 






Strand 




Start 


7139 






End 


20143 


Name 


OJ000350 65.0327 


.C5.o4". 


tm 


Method 


TBLASTX : Maize- 


Start 


7929 






End 


8272 


GI 


none 






Score 


221 



44111 



Exon s 


7929.. 8078, 7949.-8272, 7962.. 8243 








Seq. No. 


43346 


Seq. ID 


OJ000350 


_65.0327 


.C5 


Gene No. 


90864 


Strand 








Start 


7139 


End 


20143 






Name 


OJ000350 65.0327.C5.ol0. tw 


Method 


TBLASTX : 


Wheat 




Start 


8465 


End 


8777 






GI 


none 


Score 


67 






Exons 


8465. .8716, 8601. .8777 










Seq. No. 


43346 


Seq. ID 


OJ000350 


_65.0327 


.C5 


Gene No. 


90864 


Strand 








Start 


7139 


End 


20143 






Naine 


OJ000350 65.0327.C5.o6.tw 


Method 


TBLASTX: 


Wheat 




Start 


8780 


End 


9238 






GI 


none 


Score 


148 






Exons 


8780. .8929, 8963. .9214, 8964. .9149, 8984. .9238 






Seq. No. 


43346 


Seq. ID 


OJ000350 


_65.0327 


.C5 


Gene No. 


90864 


Strand 








Start 


7139 


End 


20143 






Name 


OJ000350 65.0327.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


9875 


End 


17965 






GI 


none 


Score 


242 






Exon s 

i_J JWJll o 


9875. .10102, 17525. .17566, 


17558. .17965, 17589. 


. 17912 






43346 


Seq. ID 


OJ000350 


65. 0327 


.C5 


fipnp No 


90864 


Strand 








Start 


7139 


End 


20143 






Name 


OJ000350 65.0327.C5.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


9992 


End 


18257 






GI 


none 


Score 


170 






Exons 


9992.. 10189, 17861. .18112, 


17871. .18104, 17891. 


. 18202, 






18057. .18212, 18167. .18220, 


18177. .18218, 18224 


. . 18256, 






18225. .18254, 18225.. 18257 










Seq. No. 


43346 


Seq. ID 


OJ000350 


_65.0327 


.C5 


Gene No. 


90864 


Strand 








Start 


7139 


End 


20143 ■ 






Name 


OJ000350 65.0327.C5.o5.gs 


Method 


GENSCAN 






Start 


13688 


End 


14792 






GI 


none 


Score 


.74 






Exons 


13688. .13769, 14065 .. 14252, 


14306. .14509, 14547 


. . 14792 




Seq. No. 


43346 


Seq. ID 


OJ000350 


_65.0327 


.C5 


Gene No. 


90864 


Strand 








Start 


7139 


End 


20143 






Name 


OJ000350 65.0327.C5.o7.gp 


Method 


AAT/GAP 






Start 


16220 


End 


16602 






GI 


uC-osflcyp033a04bl 


Score 


720 







Exons 16220. .16602 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 

Seq. No. 43346 Seq. ID OJ000350_65 . 0327 .C5 

Gene No. 90864 Strand 

Start 7139 End 20143 



44112 




Name 


OJ000350 65. 0327. C5. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


16686 




End 


16847 




GI 


none 




Score 


151 




Exons 


16686. .16847, 16693. 


.16842 








Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


90864 




Strand 






Start 


7139 




' End 


20143 




Name 


OJ000350 65. 0327. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


16716 




End 


17007 




GI 


none 




Score 


84 




Exons 


16716. .17006, 16719. 


.16874, 


16720. .17007 




Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


90864 




Strand 






Start 


7139 




End 


20143 




Name 


OJ000350 65. 0327. C5 . 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16806 




End 


17066 




GI 


none 




Score 


122 




Exons 


16806. .17054, 16806. 


.17066, 


16807. .17055 




Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


90864 




Strand 






Start 


7139 




End 


20143 




Name 


OJ000350 65. 0327. C5 . 


ol.tc 


Method 


TBLASTX: Cress 




Start 


16830 




End 


17156 




GI 


none 




Score 


85 




Exons 


16830. .16973, 16831. 


.16971, 


16974. .17156 




Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


90864 




Strand 






Start 


7139 




End 


20143 




Name 


OJ000350 65. 0327. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16854 




End 


17393 




GI 


none 




Score 


309 




Exons 


16854. .17393, 16858. 


.17211 








Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


- 90864 




1 Strand 






Start 


7139 ' 




End 


20143 




Name 


OJ000350 65. 0327. C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


17421 




End 


17845 




GI 


none 




Score 


53 




Exons 


17421. .17480, 17428. 


.17478, 


17483. .17728, 17483 .. 17845, 






17484. .17843 










Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


90864 




Strand 






Start 


7139 




End 


20143 




Name 


OJ000350 65. 0327. C5. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


17591 




End 


17839 




GI 


none 




Score 


38 




Exons 


17591. .17839, 17610. 


.17654, 


17709. .17813 




Seq. No. 


43346 




Seq. ID 


OJ000350_65.0327 


.C5 


Gene No. 


90864 




Strand 






Start 


7139 




End 


20143 





44113 




Name 


OJ000350 65. 0327. C5. 


o3. tm 




Method 


TBLASTX: Maize 




Start 


18167 






End 


18614 




GI 


none 






Score 


65 




Exons 


18167. .18610, 18372. 


.18614 










Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327. 


C5 


Gene No. 


n o c a 






Strand 






Start 


7139 






End 


20143 




Name 


OJ000350 65. 0327. C5. 


o3. tw 




Method 


TBLASTX: Wheat 




Start 


18197 






End 


18680 




GI 


none 






Score 


288 




Exons 


18197. .18679, 18240. 


.18680 










Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327. 


C5 


bene no. 


yuo d4 












Start 


7139 






End 


20143 




Name 


OJ000350 65. 0327. C5. 


o4 . ts 




Method 


TBLASTX: Soybean 




Start 


18326 






End 


18643 




GI 


none 






Score 


198 




Exons 


18326. .18643 












Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327. 


C5 


Gene No. 


90864 






Strand 






Start 


7139 






End 


20143 




Name 


OJ000350 65. 0327. C5. 


oS.tm 




Method 


TBLASTX: Maize 




Start 


18617 






End 


18808 




GI 


none 






Score 


105 




Exons 


18617. .18808, 18663. 


.18770 










Seq. No. 


43346 






Seq. ID 


OJ000350_65.0327. 


C5 


Gene No . 








Strand 






Start 


7139 






End 


20143 




Name 


OJ000350 65. 0327. C5. 


o8.tw 




Method 


TBLASTX: Wheat 




Start 


18812 






End 


19165 




GI 


none 






Score 


255 




Exons 


18812. .19165 












Seq. N,o. . 


,43346 






Seq. ID 


OJ000350 65.0327. 


C5 


Gene No. 


' 90864 






Strand- 


- 




Start 


7139 






End 


20143 




Name 


OJ000350 65. 0327. C5. 


o3.np 




Method 


AAT/NAP 




otart 


18944 




End 


19194 




GI 


7489758 






Score 


58 




Exons 


18944. .19194 












GI Descrip. 


hypothetical protein 


- maize 


( fragment) 








gi 12065470 |emb ICAA73301.il 


(Y12762) hypothetical protein [ 




mays] 












Seq. No. 


43347 






Seq. ID 


OJ000350_65.0327. 


C6 


Gene No. 


90865 






Strand 


+ 




Start 


607 






End 


1923 




Name 


OJ000350 65. 0327. C6. 


ol .np 




Method 


AAT/NAP 




Start 


607 






End 


1923 




GI 


5852180 






Score 


531 




Exons 


607. .724, 776. .1187, 


1886. . 


1923 






GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 







44114 



Seq. No. 


43347 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90866 


Strand 






Start 


286 


End 


1305 




Name 


OJ000350 65.0327.C6.ol.gs 


Method 


GENSCAN 




Start 


286 


End 


1305 




GI 


none 


Score 


.61 




Exons 


286. .371, 666. .768, 931. .1305 








Seq. No. 


43348 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90867 


Strand 


+ 




Start 


70 


End 


182 




Name 


OJ000350 65.0327.C8.ol.gs 


Method 


GENSCAN 




Start 


70 


End 


182 




GI 


none 


Score 


.87 




Exons 


70. .182 








Seq. No. 


43349 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90868 


Strand 


+ 




Start 


533 


End 


4755 




Name 


OJ000350 65.0327.C13.ol.gs 


Method 


GENSCAN 




Start 


533 


End 


4433 




GI 


none 


Score 


.57 




Exons 


533.. 661, 1738.. 1802, 1956.. 1968, 2060 


..2172, 2201. 


.228 




2581.. 2785, 2935.. 3078, 4022. 


.4076, 4378.-4433 




Seq. No. 


43349 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90868 


Strand 


+ 




Start 


533 


End 


4755 




Name 


OJ000350 65.0327.C13.o2.np 


Method 


AAT/NAP 




Start 


1002 


End 


4755 




GI 


5042454 


Score 


300 




Exons 


1002. .1123, 2171.. 2250, 2813. 


.3189, 4718.. 4755 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


43349 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90869 


Strand 






Start 


1 


End 


59 




Name 


OJ000350 65.0327.C13.ol.gp 


Method 


AAT/GAP 




Start 


1 ' 


End 


59 




GI 


2312838 


Score 


85 




Exons 


1. .59 








GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


43349 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90870 


Strand 






Start 


1002 


End 


2521 




Name 


OJ000350 65.0327.C13.ol.np 


Method 


AAT/NAP 




Start 


1002 


End 


2521 




GI 


5852093 


Score 


77 




Exons 


1002. .1147, 2441. .2521 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


43350 


Seq. ID 


OJ000350_65. 


0327 


Gene No. 


90871 


Strand 


+ 




Start 


1295 


End 


1317 




Name 


OJ000350 65.0327.C14.ol.gs 


Method 


GENSCAN 





44115 




Start 


1295 


End 


1317 


GI 


none 


Score 


.51 


Exons 


1295. .1317 






Seq. No. 


43350 


Seq. ID 


OJ000350_65.0327.C14 


Gene No. 


90872 


Strand 


+ 


Start 


3300 


End 


3626 


Name 


OJ000350 65.0327.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


3201 


End 


3527 


GI 


none 


Score 


38 


Exons 


3201. .3332, 3270. .3290, .3277. .3333, 3280. .3333, 3333. .3527, 




3334.. 3525 






Seq. No. 


43350 


Seq. ID 


OJ000350_65.0327.C14 


Gene No. 


90872 


Strand 


+ 


Start 


3300 


End 


3626 


Name 


OJ000350 65.0327.C14.ol.gp 


Method 


AAT/GAP 


Start 


3300 


End 


3542 


GI 


uC-osflM202047h08bl • 


Score 


422 


Exons 


3300. .3542 






GI Descrip. 


1 1420932/gbl U61383 | ORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 


Seq. No. 


43350 


Seq. ID 


OJ000350_65.0327.C14 


Gene No. 


90872 


Strand 


+ 


Start 


3300 


End 


3626 


Name 


OJ000350 65.0327.C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3399 


End 


3534 


GI 


none 


Score 


213 


Exons 


3399.. 3530, 3415.. 3534 






Seq. No. 


43350 


Seq. ID 


OJ000350_65.0327.C14 


Gene No. 


90872 


Strand 


+ 


Start 


3300 


End 


3626 


Name 


OJ000350 65.0327.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


3414 


End 


3534 


GI 


none 


Score 


206 


Exons 

' 


3414.. 3530, 3415.. 3534 






Seq. No. 


43350 


Seq. ID 


OJ000350_65.0327.C14 


Gene No. 


90872 


Strand 


+ 


Start 


3300 


End 


3626 


Name 


OJ000350 65.0327.C14.ol.np 


. Method 


AAT/NAP 


Start 


3418 


End- 


3626 


GI 


2347100 


Score 


178 


Exons 


3418. .3626 






GI Descrip. 


(U76846) ubiquitin-specif ic protease [Arabidopsis thaliana] 




gi|4567196|gb|AAD23612.1|AC007168 3 (AC007168) putative 




ubiquitin carboxyl terminal 


hydrolase 


[Arabidopsis thaliana 


Seq. No. 


43351 


Seq. ID 


OJ000350_65.0327.C15 


Gene No. 


90873 


Strand 


+ 


Start 


227 


End 


2685 


Name 


OJ000350 65.0327.C15.ol.np 


Method 


AAT/NAP 


Start 


227 


End 


2685 


GI 


7488412 


Score 


235 


Exons 


227. .460, 2601. .2685 







44116 




GI Descrip. ubiquitin-specif ic proteinase (EC 3.4.-.-) UBP3 - Arabidopsis 
thaliana gi | 2347098 I gb | AAB67966. 1 1 (U76845) ubiquitin-specif ic 
protease [Arabidopsis thaliana] gi I 4490742 | emb | CAB38904 . 1 1 
(AL035708) ubiquitin-specif ic protease (AtUBP3) [Arabidopsis 
thaliana] gi I 7271046 | emb | CAB80654 . 1 1 (AL161596) 
ubiquitin-specific protease (AtUBP3) [Arabidopsis thaliana] 



Seq. No. 


43351 


Seq. ID 


OJ000350_65.0327. 


C15 


Gene No. 


90873 


Strand 


+ 




Start 


227 


End 


2685 




Name 


OJ000350 65.0327.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


334 


End 


2684 




GI 


none 


Score 


185 




Exons 


334. .477, 335. .481, 2597. .2683, 2598.. 


2684 




Seq. No. 


43351 


Seq. ID 


OJ000350_65.0327. 


C15 


Gene No. 


90873 


Strand 


+ 




Start 


227 


End 


2685 




Name 


OJ000350 65.0327.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


334 


End 


2645 




GI 


none 


Score 


193 




Exons 


334. .486, 335. .481, 2598. .2645 






Seq. No. 


43351 


Seq. ID 


OJ000350_65.0327. 


C15 


Gene No. 


90873 


Strand 


+ 




Start 


227 


End 


2685 




Name 


OJ000350 65.0327.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


334 


End 


2684 




GI 


none 


Score 


193 




Exons 


334. .450, 335. .481, 335. .460, 


2598. .2684, 2612. .2683 




Seq. No. 


43351 


Seq. ID 


OJ000350_65.0327. 


C15 


Gene No . 


90873 


Strand 


+ 




Start 


227 


End 


2685 




Name 


OJ000350 65.0327.C15.ol.gp 


Method 


AAT/GAP 




Start 


335 


End 


2685 




GI 


uC-osflM202047h08bl 


Score 


345 




Exons 


335.. 460, 2601.. 2685 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence* 




Seq. No. 


43352 


Seq. ID 


OJ000350_65.0327. 


C17 


Gene No . 


90874 


Strand 


+ 




Start 


358 


End 


456 




Name 


OJ000350 65.0327.C17.ol.gs 


Method 


GENSCAN 




Start 


358 


End 


456 




GI 


none 


Score 


.99 




Exons 


358. .456 








Seq. No. 


43353 


Seq. ID 


OJ000350_65.0327. 


C18 


Gene No. 


90875 


Strand 


+ 




Start 


1516 


End 


3261 




Name 


OJ000350 65.0327.C18.ol.np 


Method 


AAT/NAP 




Start 


1516 


End 


3261 




GI 


347855 


• Score 


1128 




Exons 


1516.. 1654, 1758.. 2713, 2804. 


.3261 






GI Descrip. 


(L21753) glucose transporter 


[Saccharum hybrid cultivar 





44117 



H65-7052] 



Seq. No. 


43353 








Seq. ID 


OJ000350_65.0327.C18 


Gene No. 


90875 








Strand 


+ 


Start 


1516 








End 


3261 


Name 


OJ000350_65 


.0327 


.C18.o2 


.gs 


Method 


GENSCAN 


Start 


1516 






End 


3247 


GI 


none 








Score 


.97 


Exons 


1516. . 1654, 


1674 


. .2713, 


2780. 


.3247 




Seq. No. 


43353 








Seq. ID 


OJ000350_65.0327.C18 


Gene No. 


90875 








Strand 


+ 


Start 


1516 








End 


3261 


Name 


OJ000350 65, 


.0327 


.C18.o2 


.tm 


Method 


TBLASTX : Maize 


Start 


1528 








End 


2080 


GI 


none 








Score 


67 


Exons 


1528 . .1626, 


1529 


. .1654, 


1558. 


.1656, 1578. .1655, 1736. .2080, 




1756. .2079 












Seq. No. 


43353 








Seq. ID 


OJ000350_65 . 0327 . C18 


Gene No. 


90875 








Strand 


+ 


Start 


1516 








End 


3261 


Name 


OJ000350 65. 


.0327 


,C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1555 








End 


3211 


GI 


none 








Score 


103 


Exons 


1555. . 1656, 


1578 


. .1655, 


1726. 


.1836, 1751.. 1831, 1841. .1951, 




1939.. 2196, 


2015 


. .2236, 


2210. 


.2323, 2251.. 2313, 2401.. 2667, 




2402. .2716, 


2858 


. .3169, 


2923. 


.3069, 3176.. 3211 


Seq. No. 


43353 








Seq. ID 


OJ000350 65.0327.C18 


Gene No. 


90875 








Strand 


+ 


Start 


1516 








End 


3261 


Name 


OJ000350 65. 


0327 


.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1564 








End 


3211 


GI 


none 








Score 


106 


Exons 


1564 . . 1656, 


1578 


. .1655, 


1726. 


.1878, 1736.. 1951, 1930.. 2199, 




2015. .2206, 


2213 


. .2314, 


2251. 


.2313, 2402.. 2719, 2470.. 2583, 




2795. .3211 












Seq. No. 


43353 








Seq. ID 


OJ000350_65 . 0327 . C18 


Gene No. 


90875 








Strand 


+ 


Start 


1516 








End 


3261 


Name 


OJ000350 65. 


0327 


-C18.o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


2080 








End 


2392 


GI 


none 








Score 


128 


Exons 


2080. .2202, 


2081 


. .2209, 


2210. 


.2392 




Seq. No. 


43353 








Seq. ID 


OJ000350_65 . 0327 .C18 


Gene No. 


90875 








Strand 


+ 


Start 


1516 








End 


3261 


Name 


OJ000350 65. 


0327 


.CI8.0I. 


.tm 


Method 


TBLASTX: Maize 


Start 


2444 








End 


3211 


GI 


none 








Score 


180 


Exons 


2444. .2728, 


2458, 


. .2712, 


2792. 


.3211, 2827.. 3069, 3059.. 3181 


Seq. No. 


43353 








Seq. ID 


OJ000350 65.0327. C18 


Gene No. 


90875 








Strand 


+ 



44118 




Start 


1516 


End 


3261 




Name 


OJ000350 65.0327.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2444 


End 


2743 




GI 


none 


Score 


231 




Exons 


2444. .2743, 2444. .2716, 2455. 


.2742 






Seq. No. 


43353 


Seq. ID 


OJ000350_65.0327 


.C18 


Gene No. 


90875 


Strand 


+ 




Start 


1516 


End 


3261 




Name 


OJ000350 65.0327.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2872 


End 


3202 




GI 


none 


Score 


330 




Exons 


2872.. 3198, 2873.. 3202 








Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327 


.C19 


Gene No. 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Name 


OJ000350 65.0327.C19.ol.gp 


Method 


AAT/GAP 




Start 


488 


End 


1025 




GI 


32509 1.R1084 


Score 


892 




Exons 


488. .721, 804. .1025 








GI Descrip. 


'1353516 1.0e-31 (U38651) sugar transporter [Medicago 






truncatula] 1 








Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327 


.C19 


Gene No. 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Name 


OJ000350 65.0327.C19.ol.gs 


Method 


GEN SCAN 




Start 


580 


End 


1174 




GI 


none 


Score 


.92 




Exons 


580. .721, 804. .1174 








Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327 


.C19 


Gene No. 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Name 


OJ000350 65.0327.C19.ol.np 


Method 


AAT/NAP 




Start 


580 


End 


3037 




GI 


100347 


Score 


1221 . 




Exons ' 


580. .721, 804. .1126, 1848. .2480, 2550. 


.3037 




GI Descrip. 


monosaccharide transport protein MST1 


- common tobacco 






gi 1 19885 | emb | CAA47324 | (X66856) monosaccharid transporter 




[Nicotiana tabacum] 








Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327 


.C19 


Gene No. 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Name 


OJ000350 65.0327.C19.o2.gp 


Method 


AAT/GAP 




Start 


1415 


End 


1629 




GI 


6025069 


Score 


364 




Exons 


1415. .1629 








Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327 


-C19 


Gene No. 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Name 


OJ000350 65.0327.C19.o2.gs . 


Method 


GENSCAN 




Start 


1872 


End 


12173 




GI 


none 


Score 


.49 





44119 




Exons 1872.. 2480, 2550.. 2998, 3317. '.3489, 4054.. 4087, 4502.. 4676, 

5044.. 5131, 5903.. 6178, 6186.. 6317, 6738.. 6999, 8068.. 8114, 

8120. .8169, 8551. .8775, 9033. . 9068, . 10627 .. 10748, 10762 .. 10894 , 
12123. .12173 





Spa No 


43354 


Seq. ID 


OJ000350_65.0327.C19 




fipnp No 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Nam© 


OJ000350 65.0327.C19.o3.np 


Method 


AAT/NAP 




Start 


5613 


End 


16893 




GI 


6907086 


Score 


1195 




F.xons 


5613.. 6365, 6426.-6587, 6816. 


.6932, 6988. .7125, 16673. .16893 




GI DescriD. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Sea No. 


43354 


Seq. ID 


OJ000350_65.0327.C19 




(^pne No 


90876 


Strand 


+ 




Start 


488 


End 


16893 




Name 


OJ000350 65.0327.C19.o3.gs 


Method 


GENS CAN 




Start 


13969. 


End 


14604 




GI 


none 


Score 


. 85 




Exons 


13969. .14089, 14588. .14604 








O \3 . iiv i 


43354 


Seq. ID 


OJ000350_65.0327.C19 


f 




90877 


Strand 






9-t-art 


3389 


End 


3488 

«J *i G Q 


% ST 


Name 


OJ000350 65.0327.C19.o2.np 


Method 


AAT /NAP 


tin 


Start 


3389 


End 


3488 


ry 




5922634 


Score 


122 






3389. .3488 






L Li 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


oa L i v a j 






gi | 6016867 | dbj | BAA85210 . 1 | (AP000570) 


1 1 y L. 1 IvU l L a. _L pi U LCJ.il 


fil 




[Oryza sativa] 








Sea No 


43354 


Seq. ID 


OJ000350_65 . 0327 .C19 




Gpnp No 


90878 


Strand 






Start 


14870 


End 


16632 




Naiue 


OJ000350 65.0327.C19.o2.tm 


Method 


TBLASTX: Maize 


I 


Start 


577 


End 


14147 




GI 


none 


Score 


161 


o 


Exons 


577. .723, 579. .722, 802. .876, 


803. .874 


, 886. .1125, 890. .1126 






13996. .14100, 14034. .14147 








Qpn Mn 

JCV^i liu • 


43354 


Seq. ID 


OJ000350_65.0327.C19 




V3C11C llU • 


90878 


Strand 






Start 


14870 


End 


16632 




in dill" 


OJ000350 65.0327.C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


616 


End 


8046 




GI 


none 


Score 


56 




Exons 


616. .681, 2148. .2225, 2159. .2215, 2190 


..2357, 2211. .2483, 






222S..2488, 7918.. 7971, 7939. 


.7971, 7972. .8046, 7977. .8045 




Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327.C19 




Gene No. 


90878 


Strand 






Start 


14870 


End 


16632 




Name 


OJ000350 65.0327.C19.o2.ts 


Method 


TBLASTX : Soybean 




Start 


627 . 


End 


14103 




GI 


none 


Score 


112 



44120 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



627.. 722, 628.. 723, 802.. 1122, 803.. 1126, 1845.. 2015, 
1980.. 2087, 8609. .8677, 8659.. 8733, 13996.. 14103 



43354 Seq. ID 

90878 Strand 

14870 End 

OJ000350_65 . 0327 . C19 . ol . tc Method 

640 End 

none Score 



OJ000350_65.0327.C19 
16632 

TBLASTX: Cress 
■ 14103 
98 



640. .723, 642. .722, 802. .864, 803. .874, 883. .1122, 884. .1126, 
1845.. 1976, 1853.. 1963, 1982.. 2071, 1983.. 2090, 2232.. 2483, 
2261. .2458, 2547. .2966, 2564. .2806, 2882.-2992, 8606. .8677, 
13996. .14103 



Seq. No. 43354 

Gene No. 90878 

Start 14870 

Name OJ000350_65 . 0327 . C19 . o3 . tm 

Start 1844 

GI none 

Exons 1844.. 1993, 1845.. 1979, 1979. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



43354 
90878 
14870 

OJ000350_65.0327.C19.ol.tm 

2210 

none 

2210.. 2479, 2211.. 2486, 2538. 
8605. .8676, 8609. .8677, 8686. 

43354 
90878 
14870 

OJ000350_65.0327.C19.ol.ts 

2237 

none 

2237.. 2479, 2238 .-;24 83, 2541. 
2768. .2944 



Seq. ID OJ000350_65.0327.C19 
Strand 

End 16632 

Method TBLASTX : Mai ze 

End 2162 

Score 147 
.2074, 1980.. 2162 

Seq. ID OJ000350_65.0327.C19 
Strand 

End . 16632 

Method TBLASTX: Maize 

End 8733 

Score 218 

.2990, 2582. .2821, 2694.. 2945, 
.8733 

Seq. ID OJ000350_65.0327.C19 
Strand 

End 16632 

Method TBLASTX : Soybean 

End 2951 

Score 225 

.2741, 2639.. 2740, 2745.. 2951,. 



Seq. No. 43354 

Gene No. 90878 

Start 14870 

Name OJ000350_65 . 0327 .C19 . ol . tw 

Start 2619 

GI none 

Exons 2619.. 2969, 2624.. 2815, 2700. 
16065. .16205 



Seq. ID OJ000350_65.0327.C19 
Strand 

End 16632 

Method TBLASTX : Wheat 

End 16205 

Score 374 

.2969, 8611. .8676, 8653. .8733, 



Seq. No. 43354 

Gene No. 90878 

Start 14870 

Name OJ000350_65 . 0327 . CI 9 . o3 . tw 

Start 9054 

GI none 

Exons 9054.. 9257 



Seq. ID OJ000350_65.0327.C19 
Strand 

End 16632 

Method TBLASTX : Wheat 

End 9257 

Score 190 



44121 



Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327.C19 


Gene No. 


90878 


Strand 




Start 


14870 


End 


16632 


Name 


OJ000350 65.0327.C19.o4.tm 


Method 


TBLASTX: Maize 


Start 


9382 


End 


9654 


GI 


none 


Score 


141 


Exons 


9382.. 9552, 9399.. 9476, 9556.. 9654 




Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327.C19 


Gene No. 


90878 


Strand 




Start 


14870 


End 


16632 


Name 


OJ000350 65.0327.C19.o4.gp 


Method 


AAT/GAP 


Start 


14870 


End 


15381 


GI 


38782 1.R1084 


Score 


805 


Exons 


14870. .15381 






GI Descrip. 


' 6069643/dbj | AP000616.il AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


43354 


Seq. ID 


OJ000350_65.0327.C19 


Gene No. 


90878 


Strand 




Start 


14870 


End 


16632 


Name 


OJ000350 65.0327.C19.o4.gs 


Method 


GENSCAN 


Start 


15176 


End 


16632 


GI 


none 


Score 


.68 


Exons 


15176. .15249, 15626 .. 15673, 


15714 . . 15E 


J55, 16534.. 16632 


Seq. No. 


43355 


Seq. ID 


OJ000350_65 . 0327 . C20 


Gene No. 


90879 


Strand 


+ 


Start 


1 


End 


1160 


Name 


OJ000350 65.0327.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1142 


GI 


5734775 


Score 


716 


Exons 


1..340, 471. .1142 






GI Descrip. 


(AC007980) 38745 [Arabidopsis thaliana] 


Seq. No. 


43355 


Seq. ID 


OJ000350_65.0327.C20 


Gene No. 


90879 


■ Strand 


+ 


Start 


1 


End 


1160 


Name - 


'OJ000350 65.0327.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


17 


End 


1106 


GI 


none 


Score 


253 


Exons 


17. .289, 19. .285, 453. .605, 


476. .604, 


608. .751, 609. .758, 




870. .1106, 873. .1037, 884. . 


1099 




Seq. No. 


43355 


Seq. ID 


OJ000350_65.0327.C20 


Gene No. 


90879 


Strand 


+ 


Start 


1 


End 


1160 


Name 


OJ000350 65.0327.C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


17 


End 


1160 


GI 


none 


Score 


62 



Exons 



17. .76, 19. .102, 103. .273, 104. .289, 453. .605, 458. .604, 
602. .751, 603. .758, 830. .964, 870. .1160, 1004. .1108 



Seq. No. 43355 

Gene No. 90879 

Start 1 

Name OJ000350 65 . 0327 . C20 . o2 . tm 



Seq. ID OJ000350_65.0327.C20 

Strand + 

End " 1160 

Method TBLASTX : Mai ze 



44122 



O L.CLJ- U 


17 


End 


232 




(IT 


none 


Score 


246 




Pyrin c 


17 232. 19 231 








Seq. No. 


43355 


Seq. ID 


OJ000350_65.0327 


.C20 


Gene No. 


90879 


Strand 


+ 




Start 


1 


End 


1160 






OJ000350 65 0327.C20.ol.as 


Method 


GEN SCAN 




Start 


35 ~~ 


End 


1103 






none 


Score 


. 9 






35 340. 471 . .1103 








Seq. No. 


43355 


Seq. ID 


OJ000350_65.0327 


.C20 


Gene No. 


90879 


Strand 


+ 




Start 


1 


End 


1160 




Name 


OJ000350 65.0327.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


232 


End 


788 






none 


Score 


80 






232. .345, 233. .346, 453. .788, 465. .629 


, 467 . . 787 






43355 


Seq. ID 


OJ000350 65.0327 


.C20 


f^pinfa Ma 


90879 


Strand 


+ ~~ 




Start 


1 


End 


1160 




Name 


OJ000350 65.0327.C20.ol.gp 


Method 


AAT/GAP 




Start 


427 


End 


800 




GI 


LIB3475-004-P1-K2-C1 


Score 


748 






427. .800 










'99758/pir| IS25009 1.0e-27 


monosaccharid transport protein STP4 




- Arabidopsis thaliana >gi 


16524_emb_CAA47325_ (X66857) 


sugar 




transport protein [Arabidopsis thaliana] ' 




Seq. No. 


43355 


Seq. ID 


OJ000350_65.0327 


.C20 


Gene No. 


90879 


Strand 


+ 




Start 


1 


End 


1160 






OJ000350 65.0327.C20.ol.tw 


Method 


TBLASTX: Wheat 






774 


End 


1106 






none 


Score 


259 






774. .1106, 776. .1105 








Seq. No. 


43355 


Seq. ID 


OJ000350_65.0327 


.C20 


Gene No. 


90879 


Strand 


4- 




Start 


1 


End 


1160 




Name 


OJ000350 65.0327.C20.o3.tm 


Method 


TBLASTX: Maize 




Start 


869 


End 


1109 




GI 


none 


Score 


215 




pvnn q 

u AUllO 


869. .958, 870. .1109, 873.. 


L046, 1001.. 


1108 






43356 


Seq. ID 


OJ000350_65.0327 


.C21 


Gene No. 


90880 


Strand 


+ 




Start 


1 


End 


953 




Name 


OJ000350 65.0327.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


456 




GI 


102514 1.R1084 


Score 


866 




Exons 


1. .456 









GI Descrip. ' 1723182/sp | Q10710 | STA_RICC0 2.0e-ll SUGAR CARRIER PROTEIN A 
>gi_169736 (L08197) sugar carrier protein [Ricinus communis] 1 



44123 



Seq. No. .43356 Seq. ID 

Gene No. 90880 Strand 

Start 1 End 

Name OJ000350_65 . 0327 . C21 . ol . np Method 

Start 1 End 

GI 7340860 Score 

Exons 1..43, 851.. 953 

GI Descrip. (AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000350_65.0327.C21 
+ 

953 

AAT/NAP 
953 
104 



Seq. No. 


43356 


Seq. ID 


OJ000350_65.0327.C21 


Gene No. 


90881 


Strand 


+ 


Start 


2868 


End 


3300 


Name 


OJ000350 65.0327.C21.ol.gs 


Method 


GENSCAN 


Start 


2868 


End 


3006 


GI 


none 


Score 


.92 


Exons 


2868. .3006 






Seq. No. 


43356 


Seq. ID 


OJ000350_65.0327.C21 


Gene No. 


90881 


Strand 


+ 


Start 


2868 


End 


3300 


Name 


OJ000350 65.0327.C21.o2.np 


Method 


AAT/NAP 


Start 


2868 


End 


3300 


GI 


5734440 


Score 


84 


Exons 


2868. .3044, 3270. .3300 






GI Descrip. 


(AJ132224) hexose transporter 


[Lycopersicon esculentum] 


Seq. No. 


43357 


Seq. ID 


OJ000350_65.0327.C22 


Gene No. 


90882 


Strand 


+ 


Start 


2206 


End 


5069 


Name 


OJ000350 65.0327.C22.ol.gs 


Method 


GENSCAN 


Start 


2206 


End 


5044 


GI 


none 


Score 


.92 


Exons 


2206.. 2278, 3312.. 3631, 3950. 


.5044 




Seq. No. 


43357 


Seq. ID 


OJ000350_65 . 0327 . C22 


Gene No. 


90882 


Strand 


+ 


Start 


2206 


End 


5069 


Name 


OJ000350 65.0327.C22.ol.np 


Method 


AAT/NAP 


Start 


2251 


End 


5069 


GI 


100347 


Score 


1041 


Exons 


2251.. 2324, 3261.. 3631, 3950. 


.5069 




GI Descrip. 


monosaccharide transport protein MST1 


- common tobacco 


gi| 19885 | emb | CAA4 7324 | (X66856) monosaccharid transporter 




[Nicotiana tabacum] 






Seq. No. 


43357 


Seq. ID 


OJ000350_65.0327.C22 


Gene No. 


90882 


Strand 


+ 


Start 


2206 


End 


5069 


Name 


OJ000350 65.0327.C22.ol.gp 


Method 


AAT/GAP 


Start 


4189 


End 


4477 


GI 


uC-osflM202096hl2bl 


Score 


452 


Exons 


4189. .4477 






GI Descrip. 


'100347/pirl IS25015 3.0e-09 monosaccharide transport protein 


MST1 - common tobacco >gi_19885_emb_CAA47 324_ (X66856) 



monosaccharid transporter [Nicotiana tabacum] ■ ■ 



44124 




Seq. No. 


43357 








Seq. ID 


OJ000350 


_65.0327.C22 


Gene No. 


90883 








Strand 


+ 




Start 


8901 








End 


9360 




Name 


OJ000350 65. 


0327. 


C22.o3. 


gs 


Method 


GENSCAN 




Start 


8901 








End 


9360 




GI 


none 








Score 


.69 




Exons 


8901. .9031, 


9033. 


.9360 










Seq. No. 


43357 








Seq. ID 


OJ000350 


_65.0327.C22 


Gene No. 


90884 








Strand 


+ 




Start 


11344 








End 


11766 




Name 


OJ000350 65. 


0327. 


C22.o5. 


gs 


Method 


GENSCAN 




Start 


11344 








End 


11766 




GI 


none 








Score 


.86 




Exons 


11344. .11353, 11642. .11766 








Seq. No. 


43357 








Seq. ID 


OJ000350 


_65.0327.C22 


Gene No. 


90885 








Strand 






Start 


4087 








End 


10161 




Name 


OJ000350_65. 


0327 . 


C22.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3275 








End 


10028 




GI 


none 








Score 


348 




Exons 


3275. .3379, 


3305. 


.3631, 


3310. 


.3543, 6426.. 6587, 


6428. . 6757, 




6428. .6757, 


9941. 


.10027, 


9948 


. .10028 






Seq. No. 


43357 








Seq. ID 


OJ000350 


_65.0327.C22 


Gene No. 


90885 








Strand 






Start 


4087 








End 


10161 




Name 


OJ000350_65. 


0327. 


C22.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3304 








End 


10027 




GI 


none 








Score 


304 




Exons 


3304. .3546, 


3305. 


.3631, 


3947. 


.4084, 4088.. 4231, 


4310. .4996, 




4363. .4986, 


5301. 


.5660, 


5311. 


.5610, 5794.. 6069, 


5797. . 6060, 




6098. .6292, 


6148. 


.6291, 


6301. 


.6441, 6311.. 6769, 


6526. . 6753, 




9941 . . 10027, 


9948 


. .10025 








Seq. No. 


43357 








Seq. ID 


OJ000350 


_65.0327.C22 


Gene No. 


90885 








Strand 






Start 


4087 








End 


10161 




Name 


OJ000350 65. 


0327. 


C22.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3305 








End 


10015 




GI 


none 








Score 


69 




Exons 


3305.. 3367, 


3310. 


.3360, 


3394. 


.3543, 3395.. 3631, 


3947 . . 4084, 




3955. .4083, 


4066. 


.4173, 


4082. 


.4231, 4310.. 4624, 


4372. .4563, 




4637. .4948, 


4651. 


.4947, 


4940. 


.4996, 5301.. 5357, 


5349. .5672, 




5350. .5655, 


5794. 


.6069, 


5794. 


.6069, 6125.. 6295, 


6148. . 6294, 




6292. .6570, 


6301. 


.6441, 


6311. 


.6664, 6453.. 6491, 


6526. . 6666, 




6688. .6753, 


6707. 


.6754, 


9941. 


.10015, 9948.-9998 




Seq. No. 


43357 








Seq. ID 


OJ000350 


_65.0327.C22 


Gene No. 


90885 








Strand 






Start 


4087 








End 


10161 




Name 


OJ000350 65. 


0327. 


C22.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3937 








End 


6424 




GI \ 


■ ■ ,none 








Score . 


,382 




Exons 


3937. .4173, 


3947. 


.4261, 


4160. 


.4261, 6119. .6.424, 


6124. .6423 



44125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43357 Seq. ID 

90885 Strand 

4087 End 

OJ000350_65 . 0327 . C22 . o2 . np Method 

4087 End 

347855 Score 



OJ000350_65.0327.C22 

10161 
AAT/NAP 
10081 
1129 



4087. .4149, 5310. .5708, 5797. .6749, 9949. .10081 
(L21753) glucose transporter [Saccharum hybrid cultivar 
H65-7052] 



Seq. No. 43357 

Gene No. 90885 

Start 4087 

Name OJ000350_65 . 0327 . C22 , ol . tw 

Start 4253 

GI none 

Exons 4253.. 4615, 4294.. 4590, 4628, 
5662. .5709, 5777.. 5839, 5794. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4681, 5619 
.6087, 5794 



OJ000350 65.0327.C22 



10161 

TBLASTX: Wheat 
6126 
269 

5693, 5620.. 5712, 
6126 



Seq. No. 43357 
Gene No. 90885 
Start 4087 

Name OJ000350_65 . 0327 . C22 . ol . tm 

Start 4262 
GI none 

Exons ~ 4262.. 4510, 4294.. 4473, 4352. 

4627. .4767, 4628. .4813, 5481. 
5789. .5866, 5794. .5868, 5794. 
5861. .6118 



Seq. ID OJ000350_65.0327.C22 
Strand 

End 10161 
Method TBLASTX : Mai ze 
End 6118 
Score 185 

.4474, 4493. .4696, 4513. .4617, 
.5693, 5482.. 5712, 5557.. 5715, 
.5859, 5860. .6090, 5860. .6117, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43357 
90885 
4087 

OJ000350_65, 

4684 

none 

4684. .4767, 
5356. .5595, 



0327.C22.o2.tw 



4691. .4996, 
6430. .6519 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_65 .0327 . C22 
10161 

TBLASTX: Wheat 

6519 

74 



4736. .4933, 5301. .5588, 5319. .5381, 



Seq. No. 43357 

Gene No. 90885 

Start 4087 

Name OJ000350_65 . 0327 . C22 . o4 , 

Start 4814 

GI none 

Exons 4814.. 4936, 4816.. 4995, 
5295. .5480, 5299.. 5478 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_65.0327.C22 
10161 

TBLASTX: Maize 

5480 

229 



4817. .4996, 5275. .5301, 5295. .5426, 



Seq. No. 43357 Seq. ID 

Gene No. 90885 Strand 

Start 4087 End 

Name OJ000350_65 . 0327 . C22 . o2 . gs Method 

Start 5274 End 

GI none- Score 

Exons - 5274.. 5708, 5797.. 6735 . . . ■ ■ 



OJ000350_65.0327 .C22 

10161 
GENSCAN 
6735 
.91 



Seq. No. 



43357 



Seq. ID OJ000350_65.0327.C22 



44126 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90885 Strand 

4087 End 10161 

OJ000350_65 . 0327 . C22 . o2 . gp Method AAT/GAP 

6503 End 10161 

43982_1.R1084 Score 861 
6503.. 6749, 9949.. 10161 

, 3915039/sp|Q41144 |STC_RICC0 1.0e-25 SUGAR CARRIER PROTEIN C 
>gi_169718 (L08196) sugar carrier protein [Ricinus communis] 1 



43357 Seq. ID 

90885 Strand 

4087 End 
OJ000350_65.0327.C22.o4 .gs Method 

9507 End 

none Score 

9507.. 9526, 9949.. 10099 



OJ000350_65.0327.C22 

10161 
GENSCAN 
10099 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43358 Seq. ID 

90886 Strand 

1 End 

OJ000350_67 . 0328 . C2 . ol . gs Method 

1 End 

none Score 



OJ000350_67.0328.C2 

4882 
GENSCAN 
4882 
.81 



1..192, 315. .425, 630. .797, 992. .1593, 1688. .1790, 2603. .2708, 
2907. .3011, 3053. .3356, 4876.-4882 



Seq. No. 43358 Seq. ID 

Gene No. 90886 Strand 

Start 1 End 

Name OJ000350_67 . 0328 . C2 . o2 . tm Method 

Start 1 End 

GI none Score 
Exons 



OJ000350_67.0328.C2 
4882 

TBLASTX: Maize 

193 

37 



1..72, 1..72, 93. .173, 94. .192, 95. .193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43358 Seq. ID 

90886 Strand 

1 End 

0 J000350_67 . 0328 . C2 . ol . np Method 

1 End 

6562303 Score 



OJ000350_67.0328.C2 

4882 
AAT/NAP 
1910 
395 



1..29, 630. .976, 1070. .1593, 1688. .1910 

(AL133421) putative protein [Arabidopsis thaliana] 



43358 Seq. ID 

90886 Strand 
1 End 
OJ000350_67 . 0328 : C2 . ol . tm Method 
983 End 
none Score 
983. .1108, 991. .1128, 991. .1128, 1133. 

43359 Seq. ID 

90887 Strand 
1 End 
OJ000350_67.0328.C3.ol.;.np Method 
1 ' • End 
6498457 Score 



OJ000350_67.0328.C2 
4882 

TBLASTX: Maize 

1339 

109 

.1336, 1142.. 1339 

OJ000350_67.0328.C3 
+ 

433 

AAT/NAP 

'433 

81 



44127 



Exons 1..55, 295:. 433 

GI Descrip. (AP000816) EST AU032536 (S10696) corresponds to a region of the 





predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


43359 


Seq. ID 


OJ000350_67.0328 


.C3 


Gene -No . 


90888 


Strand 


_ 




Start 


318 


End 


1052 




Name 


OJ000350 67.0328.C3.ol.gs 


Method 


GENSCAN 




Start 


318 


End ' 


1052 




GI 


none 


Score 


.72 




Exons 


318. .463, 921. .1052 








Seq. No. 


43359 


Seq. ID 


OJ000350_67.0328 


.C3 


Gene No. 


90889 


Strand 


- 




Start 


1622 


End 


1775 




Name 


OJ000350 67.0328.C3.o2.np 


Method 


AAT/NAP 




Start 


1622 


End 


1775 




GI 


6016874 


Score 


186 




Exons 


1622. .1775 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D2507 6 ( 


R3116) correspond 


to 


region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


43360 


Seq.. ID 


OJ000350_67.0328 


.C4 


Gene No . 


90890 


Strand 


+ 




Start 


1225 


End 


2496 




Name 


OJ000350 67.0328.C4.ol.gs 


Method 


GENSCAN 




Start 


1225 


End 


2496 




GI 


none 


Score 


.73 




Exons 


1225. .2496 








Seq. No. 


43360 


Seq. ID 


OJ000350_67 . 0328 


.C4 


Gene No . 


90891 


Strand 






Start 


20 


End 


184 




Name 


OJ000350 67.0328.C4.ol.np 


Method 


AAT/NAP 




Start 


20 


End 


184 




GI 


6907084 


Score 


243 




Exons 


20. .184 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43360 


Seq. ID 


OJ000350_67.0328 


.C4 


Gene No. 


90892 


Strand 






Start 


1222 


End 


1938 




Name 


OJ000350 67.0328.C4.o2.np 


Method 


AAT/NAP 




Start 


1222 


End 


1938 




GI 


2129478 


Score 


120 





Exons 1222.. 1298, 1430.. 1938 

GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi | 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi I 829258 | emb | CAA56946 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 43361 

Gene No. 90893 

Start 3128 

Name OJ000350_67 . 0328 .CI . o2 . gs 

Start 3128 

GI none 



Seq. ID OJ000350_67.0328.C7 

Strand + 

End 6913 

Method GENSCAN 

End 6913 

Score .55 



44128 




Exons 


3128.. 4389, 4485.. 6373, 6833 


. .6913 






Seq. No. 


43361 


Seq. ID 


OJ000350_67..0328 


.C7 


Gene No. 


90893 


Strand 


+ 




Start 


3128 


End 


6913 




Name 


OJ000350 67.0328.C7.o2.np 


Method 


AAT/NAP 




Start 


3128 


End 


6384 




GI 


5803259 


Score 


4881 




Exons 


3128.. 4389, 4485. .6384 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43361 


Seq. ID 


OJ000350_67.0328 


.C7 


Gene No. 


90894 


Strand 






Start 


1 


End 


2769 




Name 


OJ000350 67.0328.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


494 




GI 


3789948 


Score 


198 




Exons 


1..189, 369. .494 








GI Descrip. 


(AF094773) translation initiation factor 5A [Oryza sativa] 


Seq. No. 


43361 


Seq. ID 


OJ000350_67.0328 


.C7 


Gene No. 


90894 


Strand 


— 




Start 


1 


End 


2769 




Name 


OJ000350 67.0328.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


330 


End 


483 




GI 


none 


Score 


98 




Exons 


330. .482, 366. .482, 367. .483 








Seq. No. 


43361 


Seq. ID 


OJ000350_67.0328 


.C7 


Gene No. 


90894 


Strand 






Start 


1 


End 


2769 




Name 


OJ000350 67.0328.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


366 


End 


507 




GI 


none 


Score 


204 




Exons 


366. .503, 367. .507, 367. .507 








Seq. No. 


43361 


Seq. ID 


OJ000350_67.0328 


.C7 


Gene 'No. 


90894 


Strand 






Start 


' 1 


End 


2769 




Name 


OJ000350 67.0328.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


366 


End 


505 




GI 


none 


Score 


164 




Exons 


366. .503, 367. .504, 446. .505 








Seq. No. 


43361 


Seq. ID 


OJ000350_67.0328 


,C7 


Gene No. 


90894 


Strand 






Start 


1 


End 


2769 




Name 


OJ000350 67.0328.C7.ol.gp 


Method 


AAT/GAP 




Start 


367 


End 


771 




GI 


625 1.R1084 


Score 


411 




Exons 


367. .512, 657. .771 








GI Descrip. 


'4176420/dbj |BAA37167| 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


43361 


Seq.. ID 


OJ000350_67.0328 


• C7 


Gene No. 


90894 


Strand 






Start 


1 


End 


2769 





44129 



Name 

Start 

GI 

Exons 



OJ000350_67 . 0328 . C7 . ol . gs Method GENSCAN 

'369 End 2769 

none Score .66 

369. .512, 804. .940, 1890. .1983, 2686. .2769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43362 Seq. ID 

90895 Strand 

5370 End 

OJ000350_67 . 0328 . C15 . o2 . np Method 

5370 End 

2462744 Score 



OJ000350_67.0328.C15 
+ 

7700 
AAT/NAP 
7700 
586 



5370. .5546, 5787. .5837, 6461. .7700 

(AC002292) Hypothetical protein [Arabidopsis thaliana] 



43362 
90895 
5370 

OJ000350_67.0328.C15.o2.gs 

5487 

none 

5487.. 5837, 6461.. 7630 



Seq. ID OJ000350_67.0328.C15 

Strand + 

End 7700 

Method GENSCAN 

End 7 630 

Score .99 



Seq. No. 43362 Seq. ID 

Gene No. 90896 Strand 

Start 8394 End 

Name OJ000350_67 . 0328 . CIS . o3 . gs Method 

Start 8394 End 

GI none Score 
Exons 



OJ000350_67 . 0328 . C15 
+ 

10260 
GENSCAN 
10260 
1 



8394. .8627, 8738. .8774, 8851. .9034, 9126. .10260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43362 Seq. ID 

90896 Strand 

8394 End 

OJ000350_67 . 0328 . CIS . o3 . np Method 

8469 End 

6562297 Score 



OJ000350_67 . 0328 . C15 
+ 

10260 
AAT/NAP 
10254 
1214 



8469.. 8646, 8833.. 9034, 9126.. 10254 

(AL133421) putative protein [Arabidopsis thaliana] 



43362 
90897 
11531 

OJ000350_67 . 0328 . CIS . o4 . gs 
11531 
none 
11531. 
12948. 
14705. 



OJ000350 67. 0328. CIS 



Seq. ID _ 
Strand 

End 15505 
Method GENSCAN 
End 15505 
Score .78 
11599, 12166. .12242, 12384 .. 12463, 12659 .. 12804 , 
13050, 13284. .13324, 13853 .. 14 161, 14456 .. 14587, 
14832, 14874. .15025, 15424.. 15505 



43362 
90898 
15535 

OJ000350_67 . 0328 . CIS . o2 . tc 

4140 

none 



Seq. ID OJ000350_67 . 0328 . CIS 



Strand 
End 

Method 

End 

Score 



15834 

TBLASTX: Cress 

5105 

85 



4140.. 4232, 4142. .4237, 414.3. . 4232, 4252.. 4332, 4265.-4333, 
4327. .4479, 4544. .4570, 4556. .4753, 4572. .4754, 4841. .5104, 



44130 





4886. .5092, 


4932. 


.5105 








Seq. No. 


43362 








Seq. ID 


OJ000350__67.0328.C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4142 








End 


5105 


GI 


none 








Score 


72 


Exons 


4142. .4207, 


4143. 


.4199, 


4250. 


.4333, 4255. .4332, 4354. .4479, 




4556.-4744, 


4572. 


.4739, 


4841. 


.4972, 4932. .5105, 5024. .5104 


Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328 T C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4157 








End 


4733 


GI 


none 








Score 


77 


Exons 


4157. .4240, 


4158. 


.4244, 


4246. 


.4332, 4247. .4333, 4327. .4479, 




4328. .4459, 


4544 . 


.4570, 


4556. 


.4732, 4565. .4723, 4572. .4733 


Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328.C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4818 








End 


5105 


GI 


none 








Score 


263 


Exons 


4818. .4841, 


4841. 


.4972, 


4886. 


.5101, 4917. .5105, 5024. .5104 


Seq. No. 


43362 








Seq. ID 


OJ000350_67 . 0328.. C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5660 








End 


6825 


GI 


none 








Score 


242 


Exons 


5660. .5755, 


5661. 


.5843, 


6458. 


.6508, 6458. .6505, 6479.-6823, 




6498. .6824, 


6505. 


.6825, 


6508. 


.6825 




Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328.C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


6419 








End 


6979 


GI 


none 








Score 


312 


Exons 


6419.. 6544, 


6434. 


.6979, 


6611. 


.6931 




Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328.C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


6710 








End 


7243 


GI 


none 








Score 


231 


Exons 


6710. .7096, 


7130. 


.7243 








Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328.C15 


Gene No. 


90898 








.Strand 




Start ; ; 


15535 








End 


15834 


Name 


OJ000350 67 


.0328. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 



44131 




Start 


7407 








End 


7 618 


GI 


none 








Score 


267 


Exons 


7407. .7580, 


7409. 


.7618, 


7412. 


.7591, 7420.. 7593 


Seq. No. 


43362 








Seq. ID 


OJ000350_67. 0328. CIS 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834' 


Name 


OJ000350 67. 


0328. 


C15.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


8528 








End 


9483 


GI 


none 








Score 


150 


Exons 


8528.-8629, 


8529. 


.8642, 


8844 . 


.8918, 8931.. 9032, 9133.. 9165, 




9190. .9483 












Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328.C15 


Gene No. 


r\ r\ /*> r\ tt 
90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67. 


0328. 


C15.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


8528 








End 


9032 


GI 


none 








Score 


154 


Exons 


8528. .8629, 


8529. 


.8642, 


8844. 


.9032, 8849.. 8917 


Seq. No. 


43362 








Seq. ID 


OJ000350_67.0328.C15 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67. 


0328. 


C15.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


8874 








End 


9285 


GI 


none 








Score 


165 


Exons 


8874. .9032, 


9133. 


.9180, 


9196. 


.9285 




Seq. No. 


43362 








Seq. ID 


OJ000350_67. 0328. CIS 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67. 


0328. 


CIS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9139 








End 


10251 


GI 


none 








Score 


37 


Exons 


9139. .9165, 


9202. 


.9471, 


9330. 


.9443, 9475.. 9873, 9480.. 9872, 




9901. .10005, 


9924 


. .10004 


, 10044. .10091 


, 10045. .10158, 




10186. .10251 










Seq. No. 


43362 








Seq. ID 


OJ000350_67. 0328. CIS 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67. 


0328.C15.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9399 








End 


9846 


GI 


none 








Score 


449 


Exons 


9399. .9758, 


9400. 


.9771, 


9765. 


.9845, 9772.. 9846 


Seq. No. 


43362 








Seq. ID 


OJ000350_67. 0328. CIS 


Gene No. 


90898 








Strand 




Start 


15535 








End 


15834 


Name 


OJ000350 67. 


0328. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9487 








End 


10167 


GI 


none 








Score 


447 


Exons 


9487. .9891, 


9495. 


.9890, 


9913. 


.10005, 10039. .10119, 10042.. 1C 


Seq. No. 


'43362 








Seq. ID 


OJ000350_67. 0328. CIS" 


Gene No. 


90898 








'Strand 





44132 






Start 


15535 


End 


15834 




Name 


OJ000350 67.0328.C15.o8.tm 


Method 


TBLASTX: Maize 




Start ' 


11534 . 


End 


12462 




GI 


none 


Score 


62 




Exons 


11534. .11590, 11534. .11584, 


12175. .12240, 12182. .12235, 






12207. .12311, 12214 . .12327, 


12218. .12301, 12249. .12311, 






12253. .12312, 12379 124 62, 


12383. .12460 




Seq. No. 


43362 


Seq. ID 


OJ000350_67.0328.C15 




Gene No. 


90898 


Strand 






Start 


15535 


End 


15834 




Name 


OJ000350 67.0328.C15.o4.ts 


Method 


TBLASTX : Soybean 




Start 


12228 


End 


12805 




GI 


none 


Score 


76 




Exons 


12228. .12311, 12247. .12312, 


12379. .12459, 12383 .. 12508, 






12658. .12801, 12662.. 12805 








Seq. No. 


43362 


Seq. ID 


OJ000350_67.0328.C15 




Gene No. 


90898 


Strand 






Start 


15535 


End 


15834 




Name 


OJ000350 67.0328.C15.o7.tm 


Method 


TBLASTX: Maize 




Start 


12933 


End 


13255 




GI 


none 


Score 


73 




Exons 


12933. .13049, 12933 .. 13052, 


12934. .13053, 13139 .. 13255, 


— ™ 




13141. .13248, 13142. .13249 






tn 


Seq. No. 


43362 


Seq. ID 


OJ000350_67. 0328. CIS 


i \Ji 


Gene No. 


90898 


Strand 






Start 


15535 


End 


15834 




Name 


OJ000350 67.0328.C15.o4.np 


Method 


AAT/NAP 




Start 


15535 


End 


15834 


W 


GI 


6562295 


Score 


134 




Exons 


15535. .15650, 15737.. 15834 








GI Descrip. 


(AL133421) putative protein 


(fragment) 


[Arabidopsis thaliana] 




Seq. No. 


43363 


Seq. ID 


OJ000350_67.0328.C16 




Gene No. 


90899 


Strand 




as. 


Start 


377 


End 


5723 




Name 


OJ000350 67.0328.C16.ol.gs 


Method 


GENS CAN 


f ^ 


Start 


377 


End 


4813 




GI 


none 


Score 


.81 




Exons 


377. .487, 615. .716, 1629. .1825, 2689.. 


2881, 3301.. 3360, 






3845.. 3935, 4012.. 4057, 4775 


• .4813 






Seq. No. 


43363 


Seq. ID 


OJ000350_67.0328.C16 




Gene No. 


90899 


Strand 






Start 


377 


End 


5723 




Name 


OJ000350 67.0328.C16.ol.np 


Method 


AAT/NAP 




Start 


377 


End 


5723 




GI 


6562295 


Score 


543 




Exons 


377. .487, 615. .716, 1629. .1800, 2618.. 


2881, 3301.. 3360, 






3845.. 3935, 4662.. 4735, 5108 


..5406, 5690. .5723 




GI Descrip. 


(AL133421) putative protein 


(fragment) 


[Arabidopsis thaliana] 




Seq. No". 


43363 


Seq. ID. 


OJ000350_67.0328.C16 




Gene No. 


90899 


Strand 






Start 


377 


End 


5723 



44133 



Name 

Start 

GI 

Exons 



OJ000350_67 . 0328 . C16 . ol . tm Method 
5113 End 
none Score 
5113. .5280, 5114. .5278, 5129. .5284 



TBLASTX: Maize 

5284 

130 



Seq. No. 43364 Seq. ID 

Gene No. 90900 Strand 

Start 1 End 

Name OJ000350_67 . 0328 . C17 . ol . np Method 

Start 1 End 

GI 6562295 Score 

Exons 1..123, 188. .360, 783. .1130 

GI Descrip. (AL133421) putative protein (fragment) [Arabidopsis thaliana] 



OJ000350_67.0328.C17 

1130 
AAT/NAP 
1130 
325 



Seq. No. 43364 Seq. ID 

Gene No. 90900 Strand 

Start 1 End 

Name OJ000350_67 . 0328 . C17 . ol . tm Method 

Start 219 End 

GI none Score 

Exons 219.. 362, 229.. 366, 232.. 363 



OJ000350_67.0328.C17 
1130 

TBLASTX: Maize 

366 

147 





Seq. No. 


43364 


Seq. ID 


OJ000350_ 


67 


.0328 


.C17 




Gene No. 


90900 


Strand 


_ 








S3. 


Start 


1 


End 


1130 










Name 


OJ000350 67.0328.C17.ol.gs 


Method 


GEN SCAN 








n 


Start 


228 


End 


1061 








LI 


GI 


none 


Score 


.56 










Exons 


228. .360, 783. .1061 














Seq. No. 


43365 


Seq. ID 


OJ000350_ 


67 


.0328 


.C18 




Gene No. 


90901 


Strand 


+ 








! 3 

~S 


Start 


148 


End 


4860 










Name 


OJ000350 67.0328.C18.ol.gs 


Method 


GENSCAN 








3 


Start 


148 


End 


4860 








3 


GI 


none 


Score 


.59 










Exons 


148. .279, 488. .741, 3575.. 


4452, 4454.. 


4860 










Seq. No. 


'43365 


Seq. ID 


OJ000350_ 


67 


.0328 


.C18 




Gene No. 


90902 


Strand 


+ 










Start 


10203 


End 


10299 










Name 


OJ000350 67.0328.C18.o4.gp 


Method 


AAT/GAP 










Start . 


10203 


End 


10299 










GI 


431824 


Score 


145 










Exons 


10203. .10299 














Seq. No. 


43365 


Seq. ID 


OJ000350_ 


67 


.0328 


.C18 




Gene No. 


90903 


Strand 












Start 


4453 


End 


4759 










Name 


OJ000350 67.0328.C18.ol.np 


Method 


AAT/NAP 










Start 


4453 


End 


4759 










GI 


7378642 


Score 


233 










Exons 


4453. .4759 













GI Descrip. (AL162751) uracil transporter-like protein [Arabidopsis 
thaliana] 

Seq. No. 43365 Seq. ID OJ000350_67 . 0-328 . C18 



44134 




Gene No. 


90904 


Strand 




Start 


5864 


End 


7073 


Name 


OJ000350 67.0328.C18. 


o2.gs Method 


GENSCAN 


Start 


5864 


End 


6610 


GI 


none 


Score 


1 


Exons 


5864. .6610 






Seq. No. 


43365 


Seq. ID 


OJ000350_67.0328.C1 


Gene No. 


90904 


Strand 




Start 


5864 


End 


7073 


Name 


OJ000350 67.0328.C18. 


ol.gp Method 


AAT/GAP 


Start 


5916 


End 


6246 


GI 


LIB3434-037-P1-K1-A7 


Score 


626 


Exons 


5916. .6246 






GI Descrip. 


'5852170/emb|AL117265 


.1IOST17804 l.Oe- 


149 Oryza sativa 




indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone : tl7804 1 



Seq. No. 


43365 








Seq. ID 


OJ000350_67.0328.C18 


Gene No. 


90904 








Strand 




Start 


' 5864 








End 


7073 


Name 


OJ000350 67 


. 0328 


.C18 .o2 




Method 


AAT/GAP 


Start 


6282 ~~ 








End 


7073 


GI 


3061235 








Score 


849 


Exons 


6282. . 6667, 


6999 


. . 7073 








Seq. No. 


43365 








Seq. ID 


OJ000350_67.0328.C18 


Gene No. 


90905 








Strand 




Start 


6999 








End 


7260 


Name 


. OJ000350 67 


. 0328 


.C18 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5841 ~~ 








End 


6675 


GI 


none 








Score 


332 


Exons 

u ** V-/ 1 X 


5841 . . 6119, 


5842 


. . 6408, 


5842. 


.6408, 5906. .6670, 5906. .6670, 




6496. . 6675 












Seq. No. 


43365 








Seq. ID 


OJ000350_67 . 0328 . C18 


Gene No. 


90905 








Strand 




Start 


6999 








End 


7260 


Name 


OJ000350 67 


.0328 


.C18.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


6062 








End 


6233 


GI 


none 








Score 


35 


Exons 


6062. .6232, 


6090 


. .6119, 


6115. 


.6222, 6168.. 6233 


Seq. No, 


43365 








Seq. ID 


OJ000350_67.0328 .C18 


Gene No. 


90905 








Strand 




Start 


6999 








End 


7260 


Name 


OJ000350 67 


.0328 


.CI8.0I 


.ts 


Method 


TBLASTX : Soybean 


Start 


6115 








End 


6607 


GI 


none 








Score 


82 


Exons 


6115. .6309, 


6119 


. .6607, 


6168. 


.6596 




Seq. No. 


43365 








Seq. ID 


OJ000350_67.0328.C18 


Gene No. 


90905 








Strand 




Start 


6999 








End 


7260 


Name 


OJ000350 67 


.0328 


.CI8.0I 


.tc 


Method 


TBLASTX: Cress 


Start 


6236 








End . 


6634 


GI 


none 








Score 


311 


Exons 


6236. .6613, 


6237 


. .6596, 


6242. 


.6634 





44135 



Seq. No. 


A O *3 C C 




beq. id 




Gene No. 


90905 




Strand 




Start 


6999 




End 


7260 


Name 


OJ000350 67.0328.C18.o3 


.gp 


Method 


AAT/GAP 


Start 


6999 




End 


7260 


GI 


3061003 




Score 


446 


Exons 


6999. .7260 








Seq. No. 


a *3 q a a 
4 J Job 




oeq. ID 




Gene No. 


90906 




Strand 




Start 


526 




End 


3225 


Name 


OJ000350 67.0328.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


407 




End 


1150 


GI 


431824 




Score 


620 


Exons 


407. .663, 1077. .1150 








Seq. No. 


43366 




beq. ID 




Gene No. 


90906 




Strand 




Start 


526 




End 


3225 


Name 


OJ000350 67.0328.C19.ol 


.gs 


Method 


• GENSCAN 


Start 


526 




End 


3225 


GI 


none 




Score 


.64 


Exons 


526. .663, 1077. .1235, 2250. 


.2388, 3056 


. .3225 


Seq. No. 


43366 




Seq. ID 


OJ000350_67 . 0328 .C19 


Gene No . 


90906 




O -4- — — n yj 

btrana 




Start 


526 




End 


3225 


Name 


OJ000350 67.0328.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


556 




End 


1722 


GI 


none 




Score 


174 


Exons 


556.. 663, 1072.. 1221, 1089. 


.1223, 1092 


..1220, 1136. .1225, 




1660.. 1722, 1665.. 1721 








Seq. No. 


43367 




Seq. ID 


OJ000350_67 . 0328 . C20 


Gene No . 


90907 




Strand 


+ 


Start 


29 




End 


2647 


Name .. 


OJ0003'50..67.0328.C20.ol 


.gs 


Method 


'GENSCAN 


Start 


29 




End * ' 


2647 


GI 


none 




Score 


.53 


Exons 


29. .251, 253. .369, 1189 


..1385, 1947. .2110, 2196. .2232, 




2360. .2647 








Seq. No. 


43367 




Seq. ID 


OJ000350_67 . 0328 . C20 


Gene No. 


90908 




Strand 




Start 


7407 




End 


9093 


Name 


OJ000350 67.0328.C20.o3 


. gs 


Method 


GENSCAN 


Start 


7407 


End 


9093 


GI 


none 




Score 


.96 


Exons 


7407. .7493, 8710. .9093 








Seq. No. 


43367 




Seq. ID 


OJ000350_67 . 0328 .C20 


Gene No. 


90909 




Strand 




Start 


2944 




End 


9059 


Name 


OJ000350 67.0328.C20.ol 


.np 


Method 


AAT/NAP 


Start 


2944 


End 


9059 


GI 


7431412 




Score 


736 



44136 



Exons 2944. .3105, 3352 3732/ 4262 .. 4477, 4576. .4742, 4849.-4952, 

9016. .9059 

GI Descrip. HC-toxin reductase (EC 1. -.-.-) - barley 

gi| 1929998 | gb | AAC49674.il (U77463) NADPH-dependent HC-toxin 
reductase [Hordeum vulgare] 





Seq. No. 


43367 








Seq. ID 


OJ000350_67.0328.C20 




Gene No. 


90909 








Strand 






Start 


2944 








End 


9059 




Name 


OJ000350 67 


0328 


.C20.O2 


. ts 


Method . 


TBLASTX: Soybean 




Start 


2983 








End 


3654 




GI 


none 








Score 


82 




Exons 


2983. .3069, 


3352 


. .3576, 


3413. 


.3538, 3622. .3654 




Seq. No. 


43367 








Seq. ID 


OJ000350_67.0328.C20 




Gene No. 


90909 








Strand 






Start 


2944 








End 


9059 




Name 


OJ000350 67 


0328 


.C20.O2 


.gs 


Method 


GENSCAN 




Start 


3328 








End 


4960 




GI 


none 








Score 


.92 




Exons 


3328. .3732, 


4253 


. .4477, 


4576. 


.4817, 4849.. 4960 




.. Seq. No. 


43367 








Seq. ID 


OJ000350_67.0328.C20 




Gene No. 


90909 








Strand 




£ "~I 


Start 


2944 








End 


9059 




Name 


OJ000350 67 


0328 


.C20.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3407 








End 


3681 


i L5 


GI 


none 








Score 


186 




Exons 


3407. .3529, 


3409 


. .3546, 


3409. 


.3618, 3560. .3583, 3601.. 3681, 


!T ~. 

rz : s? 




3623. .3658 












=r 
s t : 


Seq. No. 


43367 








Seq. ID 


OJ000350_67.0328.C20 


iy 


Gene No. 


90909 








Strand 




E 


Start 


2944 








End 


9059 


f 1 


Name 


OJ000350 67 


.0328 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4274 








End 


4954 




GI 


none 








.Score 


61 




Exons 


4274. .4354, 


4298 


. .4366, 


4346. 


.4480, 4347.. 4478, 4531.. 4740, 


sl 




4645. .4740, 


4850 


. .4945, 


'4851. 


.4946, 4859.. 4954, 4869.-4946 




Seq. No. 


43367 








Seq. ID 


OJ000350_67.0328.C20 




Gene No. 


90909 








Strand 






Start 


2944 








End 


9059 




Name 


OJ000350 67 


.0328 


-C20-ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4289 








End 


4991 




GI 


none 








Score 


52 




Exons 


4289.-4354, 


4302 


. .4352, 


4346. 


.4483, 4347.-4475, 4558. .4695, 






4592. .4645, 


4851 


. .4991, 


4853. 


.4981 






Seq. No. 


43367 








Seq. ID 


OJ000350_67.0328.C20 




Gene No. 


90909 








Strand 






Start 


2944 








End 


9059 




Name 


OJ000350 67 


.0328 


.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4573 








End 


4996 




GI 


none 








Score 


108 




, .Exons 


4573. .4740, 


4853 


. .4996 









44137 



Seq. No. 


43367 


Seq. ID 


OJ000350_67.0328 


.C20 


Gene No. 


90909 


Strand 






Start 


2944 


End 


9059 




Name 


OJ000350 67.0328.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4591 


End 


4999 




GI 


none 


Score 


66 




Exons 


4591. .4746, 4853. .4999, 4871. 


.4957 






Seq. No. 


43368 


Seq. ID 


OJ000350_67.0328 


.C21 


Gene No. 


90910 


Strand 


+ 




Start 


332 


End 


973 




Name 


OJ000350 67.0328.C21.ol.gs 


Method 


GENSCAN 




Start 


332 


End 


973 




GI 


none 


Score 


.91 




Exons 


332. .352, 899. .973 








Seq. No. 


43368 


Seq. ID 


OJ000350_67.0328 


.C21 


Gene No. 


90911 


Strand 






Start 


• 2131' 


End 


3386 




Name 


OJ000350 67.0328.C21.o2.gs 


Method 


GENSCAN 




Start 


2131 


End 


3344 




GI 


none 


Score 


.92 




Exons 


2131. .2307, 2420. .2544, 2711. 


.3344 






Seq. No. 


43368 


Seq-. ID 


OJ000350_67.0328 


.C21 


Gene No. 


90911 


Strand 






Start 


2131 


End 


3386 




Name 


OJ000350 67.0328.C21.ol.np 


Method 


AAT/NAP 




Start 


2205 


End 


3386 




GI 


6721561 


Score 


76 




Exons 


2205. .2351, 3317. .3386 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 





Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gil 6815086 |dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



43368 . . 

90911 
2131 

OJ000350_67 . 0328 . C21 . o2 . np 
2420 
6721558 
2420. .2544, 3245.-3344 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 67.0328.C21 



3386 
AAT/NAP 
3344 
232 



43369 Seq. ID 

90912 Strand 

1 End 

OJ000350__67 . 0328 . C22 . ol . np Method 

1 - End 

7523517 Score 
1..269, 420. .468 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000350_67.0328.C22 
+ 

468 

AAT/NAP 
468 
152 



44138 



Seq. No. 43369 Seq. ID 

Gene No. 90913 Strand 

Start 414 End 

Name OJ000350_67 . 0328 . C22 . ol . gs Method 

Start 414 End 

GI none Score 

Exons 414.. 512 



OJ000350_67.0328.C22 
+ 

512 

GEN SCAN 

512 

.46 



Seq. No. 


43369 






Seq. ID 


OJ000350 


Gene No. 


90914 






Strand 


+ 


Start 


7171 






End 


7311 


Name 


OJ000350 67 


.0328.C22.o4 


.np 


Method 


AAT/NAP 


Start 


7171 






End 


7311 


GI 


6721543 






Score 


138 


Exons 


7171. .7311 










GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


43369 






Seq. ID 


OJ000350 


Gene No. 


90915 






Strand 




Start 


2799 






End 


3777 


Name 


OJ000350 67 


.0328.C22.o2 


np 


Method 


AAT/NAP 


Start 


2418 






End 


3777 


GI 


4582451 






Score 


113 


Exons 


2418. .2570, 


2661. .2939, 


3601. 


.3777 





GI Descrip. (AC007071) unknown protein [Arabidopsis thaliana] 





Seq. No. 


43369 


Seq. ID 


OJ000350_67.0328 


.C22 




Gene No. 


90915 


Strand 








Start 


2799 


End 


3777 






Name 


OJ000350 67.0328.C22.o2.gs 


Method 


GENSCAN 






Start 


2799 


End 


3086 






GI 


none 


Score 


.78 






Exons 


2799. .3086 










Seq. No. 


43369 


Seq. ID 


OJ000350_67.0328 


.C22 




Gene No. 


90916 


Strand 








Start 


4438 


End 


6244 




!=« 


Name 


OJ000350 67.0328.C22.o3.np 


Method 


AAT/NAP 






Start 


4434 


■End 


'6244 




r ■* s 

— ^? 


GI 


6453875 


Score 


207 




r ^ 


Exons 


4434. .4803, 5173. .5605, 6125. 


.6244 








GI Descrip. 


(AC011717) putative D-isomer 


specific 


2-hydroxyacid 








dehydrogenase [Arabidopsis thaliana] 







Seq. No. 


43369 








Seq. ID 


OJ000350_67.0328. 


C22 


Gene No. 


90916 








Strand 






Start 


4438 








End 


6244 




Name 


OJ000350 67. 


0328 


.C22.o3. 


gs 


Method 


GENSCAN 




Start 


4438 








End 


5695 




GI 


none 








Score 


.43 




Exons 


4438. .4773, 


5384 


. .5695 










Seq. No. 


43369 








Seq. ID 


OJ000350_67.0328. 


C22 


Gene No. 


90917 








Strand 






Start 


7030 








End 


7263 




Name 


OJ000350 67. 


0328 


.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4537 








End 


5427 





44139 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4537. .4653, 4537. .4659, 4539. 
5257. .5427, 5296. .5400 

43369 
90917 
7030 

OJ000350_67.0328.C22.ol.ts 

4537 

none 

4537.. 465.9, 4695.. 4802, 5323. 

43369 
90917 
7030 

OJ000350_67.0328.C22.o4.gs 

7030 

none 

7030. .7263 



Score 98 

,4682, 4695.. 4802, 4695.. 4802, 



Seq. ID OJ000350_67.0328.C22 
Strand 

End 7263 

Method TBLASTX : Soybean 

End 5578 

Score 89 
.5427, 5426. .5578 

Seq. ID OJ000350_67.0328.C22 
Strand 

End 7263 

Method GENSCAN 

End 7263 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43370 Seq. ID OJ000350_67 . 0328 . C23 

90918 Strand 

488 End 4462 

OJ000350_67 .0328.C23.ol.gp Method AAT/GAP 

210 End 663 

LIB3431-045-P1-N1-A10 Score 872 

210. .663 

, 5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig b) ' 



43370 
90918 
488 

OJ000350_67.0328.C23.ol.gs 

488 

none 



Seq. ID OJ000350_67.0328.C23 
Strand 

End 4 4 62 

Method GENSCAN 

End 4105 

Score .77 



488. .648, 799. .1001, 1006. .1053, 1117. .1248, 1339. .1376, 
1442. .1624, 1717. .1975, 2052. .2350, 2445.-2855, 2940. .3276, 
3382.. 3532, 3908.. "4105 



43370 
90918 
488 

OJ000350_67.0328.C23.ol.np 
767 

5441880 

767. .1001, 1117. .1248, 1339. 
2052.. 2350, 2940.. 3276, 3382, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 67.0328.C23 



4462 
AAT/NAP 
4462 
2948 

.1362, 1399. .1472, 1717. .1975, 

, - , „„..3532, 4028. .4355, 4421. .4462 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



43370 Seq. ID 

90918 Strand 

488 End 

OJ000350_67 . 0328 . C23 o2 . gp Method 

1725 End 



OJ000350_67 . 0328 .C23 

4462 

AAT/GAP 

2224 



44140 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3475-007-P1-K1-G8 Score 801 

1725. .1975, 2052. .2224 

'5441880/dbj IBAA82378.il 5 . Oe-75 . (AP000367 ) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



43371 Seq. ID 

90919 Strand 

521 End 

OJ000350_67 . 0328 . C25 . ol . np Method 

521 End 

5295955 Score 
521. .869 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



OJ000350_67.0328.C25 
+ 

869 

AAT/NAP 

869 

75 



43371 Seq. ID 

90919 Strand 

521 End 
OJ000350_67 . 0328 . C25 . ol . gs Method 

536 End 

none Score 
536. .707 



OJ000350_67 . 0328 . C25 
+ 

869 1 

GENSCAN 

707 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



43372 Seq. ID OJ000350_67 . 0328 , C26 

90920 Strand 

649 End 897 

OJ000350_67 . 0328 . C26 . ol . gp Method AAT/GAP 

649 End 897 

2428323 Score 437 

649. .897 

5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



43372 Seq. ID 

90921 Strand 

1056 End 
OJ000350_67 . 0328 . C2 6 . ol . gs Method 

1056 End ' 

none Score 
1056. .1438 



OJ000350_67.0328.C26 

1519 
GENSCAN 
1438 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



43372 Seq. ID OJ000350_67 . 0328 . C26 

90921 Strand 

1056 End 1519 

OJ000350_67 . 0328 . C2 6 . ol . np Method AAT/NAP 

1059 End 1519 

7228457 Score 752 

1059. .1519 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



43372 Seq. ID 

90921 Strand 

1056 End 

OJ000350 67.0328.C26.ol.tm Method 



OJ000350_67 . 0328 . C26 
1519 

TBLASTX: Maize 



44141 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1059 
none 

1059.. 1199, 1060.. 1194 

43373 
90922 
1 

OJ000350_67 . 0328 . C27 . ol . np 
1 

7228457 

1..1036, 1103. .2254, 2377.. 



End 1 
Score 



Seq. ID 

Strand 

End 

Method- 
End 
Score 
3212, 3276. 



1199 
121 



OJ000350_67.0328.C27 

5639 
AAT/NAP 
5639 
8511 

.5211, 5273.. 5639 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 43373 

Gene No. 90922 

Start 1 

Name OJ000350_67 . 0328 . C27 . o3 . tw 

Start 98 

GI none 

Exons 98.. 478, 129.. 377, 423.. 479 



Seq. ID OJ000350_67.0328.C27 
Strand 

End 5639 

Method TBLASTX : Wheat 

End 479 

Score 171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43373 
90922 
1 

OJ000350_67 . 0328 . C27 . o2 . tm 

254 

none 

254.. 301, 293.. 607, 306. .572 

43373 
90922 
1 

OJ000350_67 . 0328 . C27 . 08 . tw 

809 

none 

809.. 1069, 945.. 1121 



Seq. ID OJ000350__67.0328.C27 
Strand 

End 5639 

Method TBLASTX : Mai ze 

End 607 

Score 187 



Seq. ID OJ000350_67.0328.C27 
Strand 

End 5639 

Method TBLASTX : Wheat 

End 1121 

Score 67 



43373 
90922 
1 

OJ000350_67.0328.C27.o2.ts 
869 

5666795 

869. .1069, 1124. .1261, 1337. .1435 

4206306 2-0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000350_67.0328.C27 
Strand 

End 5639 

Method TBLASTX : Soybean 

End 1435 

Score 68 



43373 
90922 
1 

OJ000350_67 . 0328 . C27 . o4 . tw 

1124 

none 



Seq. ID OJ000350_67.0328.C27 
Strand 

End 5639 

Method TBLASTX : Wheat 

End 1582 

Score 7 9 



1124. .1273, 1125. .1262, 1127. .1264, 1320. .1493, 1334. .1582, 
1334. .1558 



44142 




Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No. 


90922 








Strand 






Start 


1 








End 


5639 




Name 


OJ000350 67 


.0328 


.C27.07 


.tw 


Method 


TBLASTX: Wheat 




Start 


2129 








End 


2384 




GI 


none 








Score 


131 




Exons 


2129. .2383, 


2130 


. .2384 










Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No. 


90922 








Strand 






Start 


1 








End 


5639,/ 




Name 


OJ000350 67 


.0328 


.C27.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2183 








End 


2555 




GI 


none 








Score 


80 




Exons 


2183. .2413, 


2409 


. .2555, 


2413. 


.2538 






Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No. 


90922 








Strand 






Start 


1 








End 


5639 




Name 


OJ000350 67 


.0328 


.C27.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2306 








End 


2691 




GI 


none 








Score 


205 




Exons 


2306. .2500, 


2412 


. .2690, 


2413. 


.2691 






Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No: 


90922 








Strand 






Start 


1 








End 


5639 




Name 


OJ000350 67 


.0328 


.C27.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2430 








End 


2741 




GI 


none 








Score 


184 




Exons 


2430. .2741, 


2443 


. .2733 










Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No. 


90922 








Strand 






Start 


1 








End 


5639 




Name 


OJ000350 67 


.0328 


.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2718 








End 


3074 




GI 


none 








Score 


70 




Exons 


2718. .2834, 


2718 


. .3074, 


2728. 


.3039 






Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No. 


90922 








Strand 






Start 


1 








End 


5639 




Name 


OJ000350 67 


.0328 


.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2742 








End 


3205 




GI 


none 








Score 


221 




Exons 


2742. .3203, 


2748 


. .3203, 


2749. 


.3204, 3017.. 3205 




Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 


Gene No. 


90922 








Strand 






Start 


1 








End 


5639 




Name 


OJ000350 67 


.0328 


.C27.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2799 








End 


3164 




GI 


none 








Score 


114 




Exons 


2799. .2933, 


2940 


. .3164 










Seq. No. 


43373 








Seq. ID 


OJ000350_67.0328 


.C27 



44143 



Gene No. 


90922 


Start 


1 


Name 


OJ000350 67 


Start 


3396 


GI 


none 


Exons 


3396. .3854, 


Seq. No. 


43373 


Gene No. 


90922 


Start 


1 


Name 


OJ000350 67 


Start 


4593 


GI 


none 


Exons 


4593. .4850, 


Seq. No. 


43373 


Gene No. 


90922 


Start 


1 


Name 


OJ000350 67 


Start 


4695 


GI 


none 


Exons 


4695. .4943, 


Seq. No. 


43374 . 


Gene No. 


90923 


Start 


2846 


Name 


OJ000350 67 


Start 


2846 


GI 


none 


Exons 


2846. .2915, 


Seq. No. 


43374 


Gene No. 


90923 


Start 


2846 


Name 


OJ000350 67 


Start 


3777 


GI 


4099092 


Exons 


3777. .4452, 


GI Descrip. 


(U83179) un! 


Seq. No. 


43374 


Gene No. 


90923 


Start 


2846 


Name 


OJ000350 67 


Start 


7692 


GI 


2312494 


Exons 


7692. .8095 


GI Descrip. 


4099092 2.0< 


Seq. No. 


43374 


Gene No. 


90923 


Start 


2846 


Name 


OJ000350 67 


Start 


8110 


GI 


5039125 


Exons 


8110. .8482 



Strand 
End 

Method 

End 

Score 



5639 

TBLASTX: Wheat 

3855 

175 



Seq. ID OJ000350_67.0328.C27 
Strand 

End 5639 

28.C27.o6.tw Method TBLASTX : Wheat 

End 4 985 

Score 94 

4593. .4850, 4627. .4866, 4833. .4931, 4834. .4926, 4938. .4985 

Seq. ID OJ000350_67.0328.C27 
Strand 

End 5639 

28.C27.o4.tm Method TBLASTX : Maize 

End 4 980 

Score 92 



Seq. ID OJ000350_67.0328.C28 

Strand + 

End 8482 

28.C28.ol.gs Method GEN SCAN 

End 8228 

Score .48 

2846. .2915, 3627. .3847, 3864. .4448, 7141. .7170, 7542. .8228 

Seq. ID OJ000350_67.0328.C28 

Strand + 

End 8482 

28.C28.ol.np Method AAT/NAP 

End 8231 

Score 1482 



Seq. ID OJ000350_67.0328.C28 

Strand + 

End 8482 

Method AAT/GAP 

End 8095 

Score 781 



Seq. ID OJ000350_67.0328.C28 

Strand + 

End 8482 

Method AAT/GAP 

End 8482 

Score 712 



44144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43374 Seq. ID OJ000350_67 . 0328 . C28 

90924 Strand 

316 End 966 

OJ000350_67 . 0328 . C28 . ol . gp Method AAT/GAP 

316 End 966 

LIB3477-003-P1-K1-E9 Score 140 

316. .364, 911. .966 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 43374 

Gene No. 90925 

Start 8876 

Name OJ000350_67 . 0328 . C28 . ol . tc 

Start 3803 

GI none 

Exons 3803.. 3877, 3804 3863, .-4064 . 
7554. .8213 



OJ000350_67.0328.C28 
13308 

TBLASTX: Cress 

8221 

85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4363, 4065. .4415, 7553. .8221, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43374 Seq. ID 

90925 Strand 

8876 End 

OJ000350_67 . 0328 . C28 . o3 . tm Method 

4181 End 

none Score 



OJ000350_67.0328.C28 
13308 

TBLASTX: Maize 

7580 

340 



4181. .4363, 4182. .4451, 4185. .4415, 4199. .4465, 7539. .7580, 
7542. .7580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43374 
90925 
8876 

OJ000350_67, 

7539 

none 

7539. .8213, 



0328.C28.ol.ts 



7541. .8233, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7542. .8225 



OJ000350_67.0328.C28 
13308 

TBLASTX: Soybean 

8233 

769 



Seq. No. 43374 

Gene No. 90925 

Start 8876 

Name OJ000350_67 . 0328 .C28 . ol . tm 

Start 7679 

GI none 

Exons 7679.. 8005, 7692.. 8000, 7712. 

8001.. 8225, 8002.. 8226 



OJ000350_67 . 0328 . C28 
13308 

TBLASTX: Maize 

8226 

302 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8005, 7970. .8218, 7997. .8068, 



Seq. No. 


43374 






Seq. ID 


OJ000350_67. 


0328 


.C28 


Gene No. 


90925 






Strand 








Start 


8876 






End 


13308 






Name 


OJ000350 67, 


.0328.C28.o2 


.gs 


Method 


GENSCAN 






Start 


8876 






End 


13235 






GI 


none 






Score 


.76 






Exons 


8876. .8926, 


9068. .9379, 


9867. 


.9924, 10747. .13235 






Seq. No. ■ 


43374 






Seq. ID 


OJ000350_67. 


0328 


.C28 


Gene No. 


90925 






Strand 








Start 


8876 






End 


13308 







44145 



Name OJ000350_67 . 0328 . C28 . o2 . np Method AAT/NAP 

Start 10720 End 13308 

GI 6539238 Score 2231 

Exons 10720. .11468, 114 96 11679, 11755.. 13308 

GI Descrip. (AC011765) putative receptor protein kinase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



43374 
90925 



Seq. ID 
Strand 



OJ000350 67.0328.C28 



Start 


8876 








End 


13308 




Name 


OJ000350 67.0328.C28 


.o2.tc 


Method TBLASTX : Cress 


Start 


10779 








End 


13304 




GI 


none 








Score 98 






Exons 


10779. 


.10868, 


10959. 


.11270, 


11002. 


.11229, 


11301. 


.11399, 




11305. 


.11400, 


12006. 


.12254, 


12009. 


.12077, 


12027. 


.12245, 




12045. 


.12389, 


12045. 


.12254, 


12078. 


.12254, 


12078. 


.12254, 




12084. 


.12254, 


12084. 


.12245, 


12094. 


.12219, 


12117. 


.12302, 




12135. 


.12245, 


12138. 


.12254, 


12201. 


.12386, 


12207. 


.12386, 




12214. 


.12375, 


12255. 


.12386, 


12258. 


.12401, 


12258. 


.12386, 




12258. 


.12386, 


12558. 


.12962, 


12627. 


.12845, 


12633. 


.12962, 




12633. 


.12905, 


12633. 


.12887, 


12633. 


.12836, 


12639. 


.12962, 




12643. 


.12837, 


12646. 


.12807, 


12649. 


.12756, 


12651. 


.13034, 




12651. , 


.12950, 


12651. 


.12842, 


12652. 


.12888, 


12654. 


.13040, 




12711. , 


.13037, 


12712. 


.12882, 


12724. 


.12885, 


12775. 


.12822, 




12777. 


.12962, 


13008. 


.13280, 


13017. 


.13304, 


13017. 


.13268, 




13017. , 


.13199, 


13023. 


.13304 











i 


Seq. No. 


43374 




Seq. ID 


OJ000350_67.0328 


.C28 




Gene No. 


90925 




Strand 






| : I 


Start 


8876 




End 


13308 






Name 


OJ000350 67.0328.C28 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


10779 




End 


11082 






GI 


none 




Score 


135 






Exons 


10779. .10889, 10783. 


.10896, 


10852. .11082, 10875. .11081 




~ >>! 


Seq. No. 


43374 




Seq. ID 


OJ000350_67.0328 


.C28 




Gene No. 


90925 




Strand 






. ^ 


Start 


8876 




End 


13308 






Name 


OJ000350 67.0328.C28 


.o3. ts 


Method 


TBLASTX : Soybean 






Start 


10890 




End 


11462 






GI 


none 




Score 


106 






Exons 


10890. .10949, 10950. 


.11270, 


10993. .11148, 11313. .11399, 








11427. .11462 












Seq. No. 


43374 




Seq. ID 


OJ000350_67.0328 


.C28 




Gene No. 


90925 




Strand 








Start 


8876 




End 


13308 






Name 


OJ000350 67.0328.C28 


.ol. tw 


Method 


TBLASTX: Wheat 






Start 


10962 




End 


11270 






GI 


none 




Score 


83 






Exons 


10962. .11270, 10968. 


.11138, 


10996. .11145 






Seq. No. 


43374 




Seq. ID 


OJ000350_67.0328 


.C28 




Gene No. 


90925 




Strand 








Start 


8876 




End 


13308 






Name 


OJ000350 67.0328.C28 


.o5 . tm 


Method 


TBLASTX: Maize 






Start 


11082 




End 


11660 





44146 



GI 

Exons 



none 



Score 



70 



11082. .11270, 11083. .11220, 11310 .. 11399, 11508 11543, 
11592. .11660 



Seq. No. 43374 
Gene No. 90925 
Start 8876 

Name OJ000350_67 . 0328 . C28 . o2 . ts 

Start 11517 
GI none 
Exons 11517. 

12642, 

12777, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_67 . 0328 . C28 
13308 

TBLASTX: Soybean 

13271 

238 



,11666, 11997. .12398, 12007 .. 12393, 12633 12770, 
,12764, 12643. .12756, 12708 .. 12914 , 12714 .. 12833, 
,12962, 12808. .12954, 12861 12968, 13149. .13271 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43374 
90925 
8876 

OJ000350_67 . 0328 . C28 . o4 . tm 

12006 

none 

12006. .12149 
12078. .12251 



12108, 
12267. 



,12254, 
,12380, 



12561. .12881, 
12697. .12951, 
12796. .12966, 
13018. .13053, 



12069. 
12078. 
12135. 
12276. 
12633. 
12714. 
12909. 
13044. 



12245, 
12224, 
12254, 
12386, 
13031, 
12890, 
13037, 
13286, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 67.0328.C28 



13308 

TBLASTX : Maize 
13304 
79 

12078. .12251, 12078. .1224 5, 
12078. .12245, 12078. .12230, 
12144. .12254, 12258. .12365, 
12315. .12386, 12337. .12387, 
12651. .12836, 12696 .. 12968 , 
12723. .12905, 12732 12917, 
13017. .13304, 13017. .13244, 
13050. .13169, 13128.. 13304 



OJ000350 67.0328.C29 



43375 Seq. ID 

90926 Strand 

1 End 5697 

OJ000350_67 . 0328 . C29 . ol . np Method AAT/NAP 

1 End 64 6 

6539238 Score 450 
1. .646 

(AC011765) putative receptor protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43375 Seq. ID 

90926 Strand 

1 End 

OJ000350_67 . 0328 .C29.ol .gs Method 

45 End 

none Score 



OJ000350_67 . 0328 .C29 

5697 
GENSCAN 
5697 
.67 



45. .636, 721. .802, 1596. .1725, 4933. .5021, 5133. .5260, 
5377. .5437, 5515. .5697 



Seq. No. 43376 Seq. ID 

Gene No. 90927 Strand 

Start 1522 End 

Name OJ000350_67 . 0328 . C30 . ol . gs Method 

Start 1522 End 

GI none Score 

Exons 1522.. 1587, 1803.. 2120 



OJ000350_67.0328.C30 
+ 

2120 
GENSCAN 
2120 
.97 



Seq. No. 



43376 



Seq. ID OJ000350_67.0328.C30 



44147 



Gene No. 90.928 Strand 

Start 4083 End 

Name OJ000350_67 . 0328 . C30 . o2 . gs Method 

Start 4083 End 

GI none Score 

Exons 4083.. 4268 



4268 
GEN SCAN 
4268 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43377 Seq. ID 

90929 Strand 

511 End 
OJ000350_67 . 0328 . C31 . ol . gs Method 

511 End 

none Score 
511. .782 



OJ000350_67.0328 .C31 
+ 

827 

GENSCAN 

782 

.88 



OJ000350 
+ 

827 

AAT/NAP 

827 

513 



67.0328.C31 



43377 Seq. ID 

90929 Strand 
511 End 
OJ000350_67 . 0328 . C31 . ol . np Method 
511 End 
7228442 Score 
511. .827 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

43377 Seq. ID OJ000350_67 . 0328 . C31 

90930 Strand 

1 End 72 

OJ000350_67 . 0328 . C31 . ol . gp Method AAT/GAP 
1 End 72 

7406_1.R1084 Score 93 

1. .72 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



43378 Seq. ID 

90931 Strand 

364 End 

OJ000350_63 . 0327 . C2 . ol . gp Method 

364 - End 

16633_1.R1084 Score 
364. .820 

' 1752734/dbj | BAA11407 | 5.0e-13 (D78510) beta-glucan-elicitor 
receptor [Glycine max] 1 

43378 Seq. ID 

90931 Strand 

364 End 

OJ000350_63 . 0327 . C2 . ol . gs Method 

625 End 

none Score 
625. .2847 



OJ000350_63.0327.C2 

'2847 
AAT/GAP 
820 
879 



OJ000350_63.0327.C2 

2847 
GENSCAN 
2847 
.86 



Seq. No. 
Gene No. 
Start 



43378 
90931 
364 



Seq. ID 
- Strand 
End 



OJ000350 63. 0327. C2 



2847 



44148 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_63 . 0327 . C2 . ol . np. Method AAT/NAP 

682 End 2688 

7488646 Score 2139 
682. .2688 

beta-glucan-elicitor receptor - soybean 

gi| 1752734 |dbj | BAA11407.il (D78510) beta-glucan-elicitor 
receptor [Glycine max] 



OJ000350_63.0327.C2 

2847 
AAT/GAP 
1471 
991 



43378 Seq. ID 

90931 Strand 

364 End 

OJ000350_63 . 0327 . C2 . o2 . gp Method 

94 6 End 

uC-osflcypl52d04bl Score 
946. .1471 

1 1752734/dbj IBAA11407 | 5.0e-69 (D78510) beta-glucan-elicitor 
receptor [Glycine max] 1 

43378 Seq. ID 

90931 Strand 

364 End 

OJ000350_63 . 0327 . C2 . o3 . gp Method 

197 3 End 

53127_1.R1084 Score 
1973.. 2571 

• 1752734/dbj | BAA11407 | 1.0e-36 (D78510) beta-glucan-elicitor 
receptor [Glycine max] ' 



OJ000350_63.0327.C2 

2847 
AAT/GAP 
2571 
1117 



43378 Seq. ID 

90932 Strand 
3164 End 
OJ000350_63 . 0327 . C2 . o2 . gs Method 
3164 End 
none Score 
3164. .3232, 3559. .3629 

43378 Seq. ID 

90933 Strand 
4332 End 
OJ000350_63 . 0327 . C2 . ol . tm Method 
625 End 
none Score 



OJ000350_63.0327.C2 

3629 
GENS CAN 
3629 
.99 



OJ000350_63.0327.C2 
4443 

TBLASTX: Maize 

1412 

83 



625. .714, 626. .679, 647. .1297, 685. .1302, 1064. .1312, 
1289.. 1339, 1303. .1371, 1304.. 1339, 1339.. 1404, 1340.. 1405, 
1347. .1412, 1347. .1406 



Seq. ID OJ000350_63.0327.C2 
Strand 

End 4443 
Method TBLASTX : Soybean 
End 2655 
none Score 114 

673. .834, 691. .831, 704. .835, 832. .1875, 833. .1018, 955. .1323, 
1067. .1600, 1372. .1665, 1754. .1858, 1930. .2049, 1934. .2038, 
2047. .2109, 2119. .2205, 2299.-2373, 2411. .2653, 2413. .2655 



43378 
90933 
4332 

OJ000350_63.0327.C2.ol.ts 
673 



Seq. No. 



43378 



Seq. ID OJ000350_63.0327.C2 



44149 



bene no . 








Strand 






Start 


4332 






End 


4443 




Name 


OJ000350 63.0327.C2.ol. 


tw 




Method 


TBLASTX: Wheat 




Start 


1388 






End 


1755 




GI 


none 






Score 


329 




Exons 


1388. .1663, 1389.. 1547, 


1390. 


.1755, 1390. .1731 




Seq. No. 


43378 






oeq. iu 


UJUUU^OU Dj.Uj^ / 


.C2 


Gene No . 


yuy jj 






btrana 






Start 


4332 






End 


4443 




Name 


OJ000350 63.0327.C2.o3. 


tm 




Method 


TBLASTX: Maize 




Start 


1594 






End 


1806 




GI 


none 






Score 


130 




Exons 


1594. .1806, 1594. .1806 












Seq. No. 


43378 






Seq. ID 


OJ000350_63.0327 


.C2 


Gene No . 


yuy J J 






Strand 






Start 


4332 






End 


4443 




Name 


OJ000350 63.0327.C2.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


1825 






End 


2341 




GI 


none 






Score 


428 




Exons 


1825.. 2277, 1826.. 2278, 


2239. 


.2340, 2258.. 2341 




Seq. No. 


43378 






Seq. ID 


OJ000350_63.0327 


.C2 


Gene No. 


90933 






Strand 






Start 


4332 






End 


4443 




Name 


OJ000350_63 . 0327 . C2 . o2 . 


np 




Method 


AAT/NAP 




C4- -i v4- 

otart 








End 


4443 




GI 


5922619 






Score 


110 




Exons 


4332. .4443 












GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gi|6016852|dbj IBAA85195 


.11 


(AP000570) 


hypothetical protein 




[Oryza sativa] 












Seq. No. 


43379 






Seq. ID 


OJ000350_63.0327 


.C3 


Gene No . 


yuyj4 






Strand 


+ 




Start 


137 






End 


693 




Name 


OJ000350 63.0327.C3.ol. 


gs 




Method 


GENSCAN 




Start' 


137 






End 


693 




GI - 


none 






Score 


.82 




Exons 


137. .190, 547. .693 












Seq. No. 


43379 






Seq. ID 


OJ000350_63.0327 


.C3 


Gene No. 


90935 






Strand 


+ 




Start 


3125 






End 


3208 




Name 


OJ000350_63.0327.C3.o2. 


np 




Method 


AAT/NAP 




otart 






End 


3208 




GI 


6630699 






Score 


71 




Exons 


3125. .3208 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi I 6721536 |dbj IBAA89566 


.11 


(AP001073) 


hypothetical protein 




[Oryza sativa] 












Seq. No. 


43379 






Seq. ID 


OJ000350_63.0327 


.C3 


Gene No. 


90936 






Strand 


+ 




Start 


3344 






End 


6093 




Name 


OJ000350 63.0327.C3.o3. 


np 




Method 


AAT/NAP 





44150 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3344 End 5991 

6539570 Score 137 

3344.-3538, 3700. .3766, 5905. .5991 
(AP000836) hypothetical protein [Oryza sativa] 



OJ000350_63.0327.C3 
+ 

6093 
AAT/GAP 
6093 
154 



43379 Seq. ID 

90936 Strand 
3344 End 
OJ000350_63.0327.C3.ol.gp Method 
5670 End 
LIB3477-003-P1-K1-E9 Score 
5670.. 5774, 6072. .6093 

' 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

43379 Seq. ID OJ000350_63 . 0327 . C3 

90937 Strand 

527 End 3083 

O J000350_63 . 0327 . C3 . ol . np Method AAT/NAP 

527 * End 3070 

5922620 Score 381 

527. .772, 1253. .1393, 1442. .1602, 2142. .2175, 2859. .2990, 

3032. .3070 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 





gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region of 


the predicted gene.; 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


43379 




Seq. ID 


OJ000350 


_63.0327.C3 


Gene No. 


90937 




Strand 






Start 


527 




End 


3083 




Name 


OJ000350 63.0327.C3.o2.gs 




Method 


GENSCAN 




Start 


1004 




End 


3083 




GI 


none 




Score 


.66 




Exons 


1004.. 1209, 1242.. 1490, 2465. 


.2497., 2810.. 2834, 


2880. .3083 


Seq. No.. 


43379 




Seq. ID 


OJ000350 


_63.0327.C3 


Gene No. 


90938 




Strand 






Start 


4611 . 




End 


8843 




Name 


OJ000350 63.0327.C3.o3.gs 




Method 


GENSCAN 




Start . 


-4611 




End 


8843 




GI 


none 




Score 


.66 




Exons 


4611.. 5247, 7103.. 7122, 8733. 


.8843 






Seq. No. 


43380 




Seq. ID 


OJ000350 


_63.0327.C4 


Gene No. 


90939 




Strand 


+ 




Start 


1131 




End 


1515 




Name 


OJ000350 63.0327.C4.ol.gs 




Method 


GENSCAN 




Start 


1131 




End 


1403 




GI 


none 




Score 


.56 




Exons 


1131.. 1218, 1220.. 1403 










Seq. No. 


43380 




Seq. ID 


OJ000350_ 


_63.0327.C4 


Gene No. 


90939 




Strand 


+ 




Start 


1131 




End 


1515 





44151 




Name 


OJ000350 -63.0327.C4.ol.gp 


Method 


AAT/GAP 






Start 


1209 


End 


1515 






GI 


none 


Score 


578 






Exons 


1209. .1515 










Seq. No. 


43381 


Seq. ID 


OJ000350_63. 


0327 


.C5 


Gene No. 


90940 


Strand 


+ 






Start 


260 


End 


3462 






Name 


OJ000350 63.0327.C5.ol.gs 


Method 


GENSCAN 






Start 


260 


End 


3462 






GI 


none 


Score 


.73 






Exons 


260. .498, 609. .813, 941. .981, 


1069. .1194, 2526. .2742, 






3049.. 3147, 3232.-3462 










Seq. No. 


43381 


Seq. ID 


OJ000350_63. 


0327 


• C5 


Gene No. 


90941 


Strand 


+ 






Start 


6071 


End 


6331 






Name 


OJ000350 63.0327.C5.o2.gs 


Method 


GENSCAN 






Start 


6071 


End 


6331 






GI 


none 


Score 


1 






Exons 


6071. .6331 










Seq. No. 


43381 


Seq. ID 


OJ000350_63. 


0327 


.C5 


Gene No. 


90942 


Strand 


+ 






Start 


8029 


End 


11486 






Name 


OJ000350 63.0327.C5.o3.gs 


Method 


GENSCAN 






Start 


8029 


End 


11486 






GI 


none 


Score 


.7 






Exons 


8029.. 8084, 8233.. 8375, 9275. 


.9657, 11454.. 11486 






Seq. No. 


43381 


Seq. ID 


OJ000350_63. 


0327 


.C5 


Gene No. 


90942 


Strand 


+ 






Start 


8029 


End 


11486 






Name 


OJ000350 63.0327.C5.o2.np 


Method 


AAT/NAP 






Start 


9140 


End 


10269 






GI 


6562266 


Score 


260 






Exons 


9140.. 9657, 9956.. 10032, 10122.. 10269 








GI Descrip. 


(AL132980) putative protein [Arabidopsis thaliana] 






Seq. No. 


43381 


Seq. ID 


OJ000350_63. 


0327 


.C5 


Gene No. 


90943 


Strand 


+ 






Start 


13710 


End 


16712 






Name 


OJ000350 63.0327.C5.o4.gs 


Method 


GENSCAN 






Start 


13710 


End 


15188 






GI 


none 


Score 


.83 






Exons 


13710. .15188 










Seq. No. 


43381 


Seq. ID 


OJ000350_63. 


0327 


.C5 


Gene No. 


90943 


Strand 


+ 






Start 


13710 


End 


16712 






Name 


OJ000350 63.0327.C5.o4.np 


Method 


AAT/NAP 






Start 


13710 


End 


15305 






GI 


7430728 


Score 


378 






Exons 


13710. .15079, 15236.. 15305 










GI Descrip. 


cytochrome P450 - Arabidopsis 


thaliana 









gi I 3046815 | emb | CAA16713.il (AL021687) cytochrome P450 
[Arabidopsis thaliana] gi | 7268718 | emb | CAB78925 . 1 | (AL161550) 



44152 



cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 43381 Seq. ID OJ000350_63 . 0327 . C5 

Gene No. 90943 Strand + 

Start 13710 End 16712 

Name OJ000350_63.0327.C5.o3.np Method AAT/NAP 

Start 13728 End 16143 

GI 5915851 "" Score 467 

Exons 13728. .15076, 16083.. 16143 

GI Descrip. CYTOCHROME P450 90A1 gi | 1076315 | pir | | S5537 9 cytochrome P450 - 
Arabidopsis thaliana gi | 853719 I emb | CAA60793 | (X87367) CYP90 
protein [Arabidopsis thaliana] gi | 871988 | emb | CAA60794 | (X87368) 
CYP90 protein [Arabidopsis thaliana] 



Seq. No. 


43381 


Seq. ID 


OJ000350_63.'0327.C5 


Gene No. 


90943 


Strand 


+ 


Start 


13710 


End 


16712 


Name 


OJ000350 63.0327.C5.o5.gs 


Method 


GENS CAN 


Start 


15508 


End 


16712 


GI 


none 


Score 


.48 


Exons 


15508. .15739, 16588.. 16712 






Seq. No. 


43381 


Seq. ID 


OJ000350_63.0327.C5 


Gene No. 


90944 


Strand 




Start 


18144 


End 


18600 


Name 


OJ000350 63.0327.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


1549 


GI 


none 


Score 


169 


Exons 


2. .130, 4. .129, 13. .132, 245. 


.496, 245. 


.496, 247. .528, 609. 




613. .813, 614. .757, 646. .813, 


699. .818, 


930. .980, 937. .981, 




941. .979, 1053. .1193, 1054. .1185, 1061. 


.1195, 1070. .1207, 




1493. .1549 







Seq. No. 


43381 


Seq. ID 


OJ000350_63.0327.C5 


Gene No. 


90944 


Strand 




Start 


18144 


End 


18600 


Name 


OJ000350 63.0327.C5.o4.ts 


Method 


TBLASTX : Soybean 


Start 


630 


End 


1570 


GI 


4405666 


Score 


198 


Exons 


630. .809, 646. .819, 928. .981, 


930.. 980, 1070.. 1177, 1481.. 1570 


GI Descrip. 








Seq. No. 


43381 


Seq. ID 


OJ000350_63.0327.C5 


Gene No. 


90944 


Strand 




Start 


18144 


End 


18600 


Name 


OJ000350 63.0327.C5.o4.tc 


Method 


TBLASTX: Cress 


Start 


655 


End 


1188 


GI 


none 


Score 


192 


Exons 


655. .813, 664. .804, 1063. .1188, 1070.. 


1174 


Seq. No. 


43381 


Seq. ID 


OJ000350_63.0327.C5 


Gene No. 


90944 


Strand 




Start 


18144 


End 


18600 


Name 


OJ000350 63.0327.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


1730 


End 


2550 


GI 


none 


Score 


369 


Exons 


1730.. 1954, 1731.. 1955, 1732. 


.1956, 1732.. 1965, 2286.. 2405, 



44153 



2289. .2405, 2311. .2415, 2311. .2415, 2524.. 2550, 2526.. 2549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43381 
90944 
18144 

OJ000350_63 . 0327 . C5 . o2 . ts 

2368 

none 



Seq. ID OJ000350_63.0327.C5 
Strand 

End 18600 

Method TBLASTX : Soybean 

End 3081 

Score 51 



2368. .2415, 2524. .2607, 2529. .2600, 2536. .2607, 2595. .2738, 
2599. .2742, 2844. .2885, 2891. .2965, 2893. .2970, 3052. .3081, 
3055. .3081 



Seq. No. 43381 
Gene No. 90944 
Start 18144 

Name OJ000350_63 . 0327 .C5.ol.tm 

Start 2552 
GI none 

Exons 2S52..2737, 2552.. 2737, 2553. 

2844. .2885, 2884. .2973, 2885. 
3049.. 3147, 3051.. 3149, 3211. 
3356. .3445, 3551. .3643, 3577. 
3649. .3681 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 63. 0327. C5 



18600 

TBLASTX: Maize 
3681 
228 

.2738, 2554.. 2742, 2843.. 2866, 
.2965, 2901.. 2969, 3046.. 3150, 
.3441, 3231. .3443, 3231. .3443, 
.3651, 3590.. 3643, 3644.. 3679, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



43381 
90944 
18144 

OJ000350_63 . 0327 .C5.ol.tc 

2554 

none 



Seq.. ID OJ000350_63.0327.C5 
Strand 
End 

Method 
End 
Score 



18600 

TBLASTX: Cress 

3417 

261 



2554. .2742, 2559.-2723, 2893.-2964, 2894. .2965, 3045. .3149, 
3046. .3150, 3211-.3417, 3211. .3312, 3231. .3356 



Seq. No. 43381 

Gene No. 9094 4 

Start 18144 

Name . OJ000350_63 . 0327 . C5 . o5 . ts 

Start 3090 

GI none 

Exons 3090.. 3149, 3091.. 3159, 3211. 

3418. .3441, 3577. .3663, 3590. 



Seq. ID OJ000350__63.0327.C5 
Strand 

End 18600 

Method TBLASTX : Soybean 

End 3667 

Score 105 

.3423, 3211.. 3420, 3231.. 3422, 
.3667 



Seq. No. 43381 

Gene No. 90944 

Start 18144 

Name OJ000350_63 . 0327 .C5.ol.tw 

Start 4780 

GI none 

Exons 4780.. 4842, 4853.-4963, 4854, 



Seq. ID OJ000350_63.0327.C5 
Strand 

End 18600 

Method TBLASTX : Wheat 

End 5165 

Score 67 

.4961, 4962.. 5165, 4972.. 5160 



Seq. No. 43381 

Gene No. 90944 

Start 18144 

Name OJ000350_63 . 0327 . C5 . o5 . tm 

Start 4783 

GI none 

Exons ■ 4783.-4854, 4786.. 4860, 4787, 



Seq. ID OJ000350_63.0327.C5 
Strand 

End 18600 

Method TBLASTX : Maize 

End 5217 

Score 45 
.4864, 4853. .4891, 4892.-4954, 



44154 






4974 . . 5216, 


4974 


. .5216, 


4981 


. .5217 






Seq.. No. 


43381 








Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


18600 




Name 


OJ000350 63. 


0327 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9254 








End 


10008 




GI 


none 








Score 


206 




Exons 


9254 . . 9460, 


9268 


. .9663, 


9273 


..9653, 9955. .10008 




Seq. No. 


43381 








Seq. ID 


OJ000350_63.0327 


,C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


,18600 




Name 


OJ000350 63. 


0327 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9277 








End 


10272 




GI 


none 








Score 


215 




Exons 


9277. .9468, 


9279 


. .9488, 


9492 


..9530, 9508.. 9543, 9535.. 9663, 




9555. . 9659, 


9977 


..10033, 10140. .10271, 


10141. .10272 




Seq. No. 


43381 








Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


18600 




Name 


OJ000350 63. 


0327 


.C5.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


9286 








End 


9486 




GI 


none 








Score 


212 




Exons 


9286. .9468, 


9286 


. .9486 










Seq. No. 


43381 








Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


18600 




Name 


OJ000350 63. 


0327 


.C5.o7. 


ts 


Method 


TBLASTX: Soybean ' 




Start 


9487 








End 


10170 




GI 


none 








Score 


204 




Exons 


9487 . . 9663, 


9489 


. .9659, 


9949 


..10035, 9977.. 10033, 10123 


. . 10170 


Seq. No. 


43381 








Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


18600 




Name 


OJ000350 63. 


0327 


.C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


13806 








End 


15080 




GI 


none 








Score 


124 




Exons 


13806. . 14015 


14712. .14912, 


14979. .15080 




Seq. No. 


43381 








Seq. ID 


OJ000350_63.0327 


-C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


18600 




Name 


OJ000350 63. 


0327 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


13896 








End 


14285 




GI 


none 








Score 


101 




Exons 


13896. .14063, 14046.. 14285 








Seq. No. 


43381 








Seq. ID 


OJ000350_63.0327 


-C5 


Gene No. 


90944 








Strand 






Start 


18144 








End 


18600 




Name 


OJ000350 63. 


0327 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


14019 








End 


14456 




GI 


none 








Score 


225 





44155 




Exons 


14019. .14288, 14057 


. .14284, 


14310. .14456 




Seq. No. 


43381 




Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 




Strand 






Start 


18144 




End 


18600 




Name 


OJ000350 63. 0327. C5 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


14526 




End 


15104 




GI 


none 




Score 


84 




Exons 


14526. .14633, 14700 


. .14915, 


14979. .15104, 15008. .15079 




Seq. No. 


43381 




Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 




Strand 






Start 


18144 




End 


18600 




Name 


OJ000350 63. 0327. C5 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14529 




End 


15079 




GI 


none 




Score 


78 




Exons 


14529. .14624, 14552 


. .14623, 


14697. .14915, 147 15 .. 14867 , 






14979. .15077, 15005 


. .15079 








Seq. No. 


43381 




Seq. ID 


OJ000350_63.0327 


.C5 


Gene No. 


90944 




Strand 






Start 


18144 




End 


18600 




Name 


OJ000350 63. 0327. C5 


.06. gs 


Method 


GEN SCAN 




Start 


18144 




End 


18600 




GI 


none 




Score 


.76 




Exons 


18144. .18200, 18550 


. .18600 









Seq. No. 43382 Seq. ID 

Gene No. 90945 Strand 

Start 54 End 

Name OJ000350_63 . 0327 . C6 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54. .128, 202. .277, 285.. 406 



OJ000350_63.0327.C6 
406 

GENSCAN 

406 

.77 



Seq. No. 43383 Seq. ID OJ000350_63 . 0327 . C7 * 

Gene No. 90946 Strand + 

Start 383 End 4112 

Name OJ000350_63. 0327 .C7 .ol .np Method AAT/NAP 

Start 383 End 961 

GI 1351270 Score 135 

Exons 383. .479, 582. .655, 738. .826, 917.. 961 

GI Descrip. TRIOSEPHOSPHATE ISOMERASE, CYTOSOLIC (TIM) gi | 478410 | pir | UQ2255 
triose-phosphate isomerase (EC 5.3.1.1) - rice 
gi 1 169821 1 gb | AAA18541 . 1 1 (M87064) triosephosphate isomerase 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43383 Seq. ID 

90946 Strand 

383 End 

0 J000350_63 . 0327 . C7 . ol . gs Method 

744 End 

none Score 

744. .826, 1795. .1836, 2474. .2581 



OJ000350_63.0327.C7 
+ 

4112 
GENSCAN 
2581 
.8 



Seq. No. 
Gene No. 



43383 
90946 



Seq. ID OJ000350_63.0327.C7 
Strand + 



44156 



Start 


383 




End 


4112 




Name 


OJ000350 63 


.0327.C7.o2.np 


Method 


AAT/NAP 




Start 


2478 




End 


4112 




GI 


4559339 




Score 


60 




IT von ^ 


2478 . .2608, 


4029.. 4112 










(AC007087) 


putative ATP-dependent RNA 


helicase 


[ Arabidopsis 




thaliana ] 










Seq. No. 


43383 




Seq. ID 


OJ000350 


_63.0327.C7 


Gene No. 


90947 




Strand 






Start 


4100 




End 


5128 




Name 


OJ000350 63 


. 0327 .G7 .o2.gs 


Method 


GENSCAN 




Start 


4100 ~~ 




End 


5128 




GI 


none 




Score 


.59 




Exons 


4100 . . 5128 










Seq. No. 


43384 




Seq. ID 


OJ000350 


63. 0327. C8 


Gene No. 


90948 




Strand 


+ 




Start 


2914 




End 


7072 




Name 


OJ000350 63 


.0327.C8.o2.np 


Method 


AAT/NAP 




Start 


2882 ~ 




End 


7072 




GI 


6907089 




Score 


264 




F.xons 


2882 3621. 


7049. .7072 










(AP001129) 


hypothetical protein [Oryza 


sativa] 




O c • 1<U • 


43384 




Seq. ID 


OJ000350 


63. 0327. C8 


Gene No. 


90948 




Strand 


+ 




Start 


2914 




End 


7072 




Name 


OJ000350 63 


.0327.C8.o2.gs 


Method 


GENSCAN 




Start 


2914 ~" 




End 


5918 




GI 


none 




Score 


.83 




Rynn <? 


2914 3267. 


3475. .3634, 3714. 


.3838, 3951.. 4097, 


4168 . . 4226, 




4300 4745. 


4757. .4911, 5266. 


.5320, 5401.. 5918 




Seq. No. 


43384 




Seq. ID 


OJ000350 


_63.0327.C8 


Gene No. 


90948 




Strand 


+ 




Start 


2914 




End 


7072 




Name 


OJ000350 63 


. 0327. C8.o3. rip 


Method 


AAT/NAP 




Start 


3842 




End 


5040 




GI 


6721561 




Score 


1136 




Exons 


3842. .4097, 


4168. .4226, 4300. 


.5040 







GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 43384 Seq. ID OJ000350_ 

Gene No. 9094 9 Strand + 

Start 13473 End 14496 

Name OJ000350_63 . 0327 . C8 . 06 . np Method AAT/NAP 

Start 13473 End 14496 

GI 7450345 Score 211 

Exons 13473. .13793, 14409.. 14496 

GI Descrip. probable ammonium transport protein F16A16.190 
thaliana gi | 4218128 | emb | CAA22982 . 1 | (AL035353) 
transporter-like protein [Arabidopsis thaliana] 



63. 0327. C8 



- Arabidopsis 
ammonium 



44157 




git 7269725 I emb| CAB81458.il (AL161573) ammonium transporter-like 
protein [Arabidopsis thaliana] 



Seq. No. 


43384 


Seq. ID 


OJ000350_ 


63.0327 


.C8 


Gene No. 


90950 


Strand 


- 






Start 


1193 


End 


2660 






Name 


OJ000350 63.0327.C8.ol.np 


Method 


AAT/NAP 






Start 


706 


End 


2469 






GI 


7523517 


Score 


296 






Exons • 


706.. 726, 1970.. 2024, 2169.. 


2469 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






.Seq. No. 


43384 


Seq. ID 


OJ000350_ 


63.0327 


.C8 


Gene No. 


90950 


Strand 








Start 


1193 


End 


2660 






Name 


OJ000350_63. 0327 ,C8 ,ol .gs 


Method 


GEN SCAN 






Start 


1193 


End 


2660 






GI 


none 


Score 


■ .77 






Exons 


1193.. 1205, 1506.. 1613, 1808 


..1905, 1954. .2024, 


2513. .2660 


Seq. No. 


43384 


Seq. ID 


OJ000350_ 


63.0327 


.C8 


Gene No. 


90951 


Strand 








Start 


6432 


End 


15362 






Name 


OJ000350 63.0327.C8.o3.gs 


Method 


GEN SCAN 






Start 


6432 


End 


15362 






GI 


none 


Score 


.48 






Exons 


6432.. 7639, 7831.. 8269, 8447 


. .9559, 9728. .10115, 


10212. 


. 10736, 




10851. .11031, 11274. .11589, 


11618. .11976, 12008. 


.12736, 






12741. .12814, 13302. .13528, 


13556. .13765, 13799. 


.13899, 






13936. .14060, 15292.. 15362 










Seq. No. 


43384 


Seq. ID 


OJ000350_ 


63.0327 


.C8 


Gene No. 


90951 


Strand 








Start 


6432 


End ■ 


15362 






Name 


OJ000350 63.0327.C8.o4.np 


Method 


AAT/NAP 






Start 


6435 


End 


12832 






GI 


7228457 


Score 


3098 






Exons 


6435.. 7972, 8039.. 9718, 9776 


..11274, 12728.. 12832 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 43384 Seq. ID 

Gene No. 90951 Strand 

Start 6432 End 15362 

Name OJ000350_63. 0327 .C8 .o5 .np Method AAT/NAP 

Start 11166 End 13258 

GI 7523517 Score 328 

Exons 11166. .11193, 12741 12814 , 12959.. 13258 
GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ000350 63. 0327. C8 



Seq. No. 43384 Seq. ID 

Gene No. 90952 Strand 

Start 17763 End 

Name OJ000350_63 . 0327 . C8 . o3 . tw Method 

Start 6444 End 

GI none Score 



OJ000350__63.0327.C8 
18155 

TBLASTX: Wheat 

7052 

69 



44158 




Exoris 


6444. .6575, 


6445 


. . 6570, 


6600. 


.7052, 6796.. 6903, 6949.. 7047 


Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 


— 


Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


,C8 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


6567 








End 


6830 


GI 


none 








Score 


194 


Exons 


6567. .6830 












Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 




Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


,C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7176 








End 


7559 


GI 


none 








Score 


40 


Exons 


7176. .7559, 


7177 


. .7209, 


7243. 


.7326, 7363. .7551 


Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 


— 


Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7254 








End 


7559 


GI 


none 








Score 


180 


Exons 


7254. .7559, 


7255 


. .7521 








Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 


— 


Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


.C8.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


8060 








End 


8414 


GI 


none 








Score 


93 


Exons 


8060. .8233, 


8241 


. .8414, 


8243. 


.8410 




Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 




Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


. C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start . 


8552 








End 


8977 


GI 


none 








Score 


67 


Exons 


8552. .8977, 


8793 


. .8918 








Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 




Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


.C8 .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8607 ~ 








End 


9031 


GI 


none 








Score 


240 


Exons 


8607 . .8921, 


8609 


. . 9031, 


8750. 


.9028 




Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 


Gene No. 


90952 








Strand 




Start 


17763 








End 


18155 


Name 


OJ000350 63. 


0327 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8705 








End 


9088 


GI 


none 








Score 


121 


Exons 


8705. .9088, 


8706 


. .8921,' 


8903. 


.9028 





44159 



Seq. No. 


43384 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


End 


18155 




Name 


OJ000350 63.0327.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


9116 


End 


9472 




GI 


none 


Score 


215 




Exons 


9116.. 9472, 9117.. 9410 








Seq. No. 


43384 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


• End 


18155 




Name 


OJ000350 63.0327.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9146 


End 


9605 




GI 


none 


Score 


278 




Exons 


9146. .9487, 9147. .9488, 9488 


..9604, 9489. .9605 




Seq. No. 


43384 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


End 


18155 




Name 


OJ000350 63.0327.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9797 


End 


10252 




GI 


none 


Score 


136 




Exons 


9797.. 10033, 9807.. 10031, 10070.. 10252 


, 10071. .10244 




Seq. No. 


43384. 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


End 


18155 




Name 


OJ000350 63.0327.C8.o7.tw 


Method 


TBLASTX: Wheat 




Start 


10886 


End 


11281 




GI 


none 


Score 


70 




Exons 


10886. .11158, 10922. .11074, 


10932. .11138, 11117. .11230, 






11127. .11219, 11231.. 11281 








Seq. No. 


43384 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


End 


18155 




Name 


OJ000350 63.0327.C8.o5.tm 


Method 


TBLASTX: Maize 




Start 


10997 


End 


11236 




GI 


none 


Score 


186 




Exons 


10997. .11236 








Seq. No. 


43384 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


End 


18155 




Name 


OJ000350 63.0327.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


13478 


End 


13838 




GI 


none 


Score 


158 




Exons 


13478. .13606, 13628 13756, 


13629. .13754, 13759 13794 , 






13785. .13838 








Seq. No. 


43384 


Seq. ID 


OJ000350_63.0327 


.C8 


Gene No. 


90952 


Strand 






Start 


17763 


End 


18155 




Name 


OJ000350 63.0327.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13481 


End 


13794 




GI 


none 


Score 


135 





44160 




Exons 13481. .13618, 13576. . 13614, 13612 .. 13638 , 13628 13762, 

13629. .13754, 13759.. 13794 





Seq. No. 


43384 








Seq. ID 


OJ000350_63.0327.C8 




Gene No. 


90952 








Strand 


- 




Start 


17763 








End 


18155 




Name 


OJ000350 63. 


0327 


.C8.o4 . 


gs 


Method 


GENSCAN 




Start 


17763 








End 


18155 




GI 


none 








Score 


.43 




Exons 


. 17763. .18155 












Seq. No. 


43385 








Seq. ID 


OJ000350_63.0327.C9 




Gene No. 


90953 








Strand 


+ 




Start 


5408 








End 


7226 




Name 


OJ000350_63. 


0327 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1457 








End 


1748 




GI 


none 








Score 


73 




Exons 


1457. . 1537, 


1550 


. . 1747 , 


1551 . 


.1748 






Seq. No. 


43385 








Seq. ID 


OJ000350_63.0327.C9 




Gene No. 


90953 








Strand 


+ 




Start 


5408 








End 


7226 




Name 


OJ000350 63. 


0327 


.C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1634 








End 


1985 


- 

; ^ 


GI 


none 








Score 


79 


£n 


Exons 


1634 . . 1969, 


1824 


. .1985 








: Li 


Seq. No. 


43385 








Seq. ID 


OJ000350_63.0327.C9 


f ~i 


Gene No. 


90953 








Strand 


+ 


I il 


Start 


5408 








End 


7226 




Name 


OJ000350_63. 


0327 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1919 








End 


2391 


! y 


GI 


none 








Score 


65 




Exons 


1919. .2005, 


1920 


. .2000, 


2015. 


.2104, 2021. .2083, 2103. .2390, 


- — 




2173. .2391 














Seq. No. 


43385 








Seq. ID 


OJ000350_63.0327.C9 




Gene No. 


90953 








Strand 


+ 




Start 


5408 








End 


7226 




Name 


OJ000350_63. 


0327 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


J! XL 
S I 


Start 


2594 








End 


3555 




GI 


none 








Score 


123 




Exons 


2594. .3256, 


2934 


. . 3080, 


3114 . 


.3203, 3238.. 3555 




Seq. No. 


43385 








Seq. ID 


OJ000350_63.0327.C9 




Gene No. 


90953 








Strand 


+ 




Start 


5408 








End 


7226 




Name 


OJ000350 63. 


0327 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2846 








End 


3257 




GI 


none 








Score 


61 




Exons 


2846. .2926, 


2907 


. .3089, 


2918. 


.3070, 3080.. 3256, 3111.. 3257 




Seq. No. 


43385 








Seq. ID 


OJ000350_63.0327.C9 




Gene No. 


90953 








Strand 


+ 




Start 


5408 








End 


7226 




Name 


OJ000350 63. 


0327 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3301 








End 


3507 



44161 



GI 


none 








Score 


67 


Exons 


3301. .3387, 


3301 


. .3378, 


3302. 


.3394, 3400.. 3507 


Seq. No. 


43385 








Seq. ID 


OJOOOioO dJ.Q327.C9 


Gene No. 


90953 








Strand 


+ 


Start 


5408 








End 


TOO/" 

7226 


Name 


OJ000350 63 


.0327 


,C9.o3. 


tw 


Method 


TBLASTX : wheat 


Start 


3831 








End 


4 1 1 y 


GI 


none 








Score 


82 


Exons 


3831. .3881, 


3919 


. .4119, 


3956. 


.4075 




Seq. No'. 


43385 








Seq. ID 




Gene No. 


90953 








Strand 


+ 


Start 


5408 








End 


"1 O O /T 

7226 


Name 


OJ000350 63 


.0327 


,C9.o2. 




Method 


/"* T~> X T O /"t TV XT 

GEN SCAN 


Start 


5408 








End 


T O O C 

722o 


GI 


none 








Score 


. 75 


Exons 


5408. .5419, 


6150 


. .6199, 


7022. 


.7226 




Seq. No. 


43386 








Seq. ID 


OJ00QJ5U oJ.0o27.C10 


Gene No. 


90954 








Strand 


+ 


Start 


120 








End 


3512 


Name 


OJ000350 63 


.0327 


.ClO.ol 


.gs 


Method 


GENSCAN 


Start 


. 120 








End 


3512 


GI 


none 








Score 


.59 


Exons 


120. .333, 1585.. 


1838, 2010.. 2137, 3404 


. .3512 


Seq. No. 


43386 








Seq. ID 


OJ000350 63. 0327. C10 


Gene No. 


90955 








Strand 


+ 


Start 


6461 








End 


6925 


Name 


OJ000350 63 


.0327 


.ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


6461 








End 


6925 


GI 


none 








Score 


902 


Exons 


6461. .6925 












Seq. No. 


43386 








Seq. ID 


OJ000350_63. 0327. C10 


Gene No. 


90956 








Strand 


+ 


Start 


7068 








End 


10667 


Name 


OJ000350 63 


.0327 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


7068 








End 


10459 


GI 


4249382 








Score 


1711 


Exons 


7068. .7199, 


7738 


. .7835, 


7996. 


.8182, 8279. .8384, 8480. .8555, 




8642. .8701, 


8787 


. .8971, 


9055. 


.9151, 9256. .9342, 9430. .9488, 




9594. .9685, 


9798 


. .9875, 


9977. 


.10137, 10244.. 10459 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC005966) Strong similarity to gi 13337350 F13P17.3 
permease from Arabidopsis thaliana BAC gb|AC004481. 
thaliana] 



putative 
[Arabidopsis 



43386 
90956 
7068 

OJ000350_63. 0327. C10. o3.gs 
7821 
none 
7821. , 
9055. . 
10384. 



7835, 7996.. 8172, 
9151, 9256.. 9342, 
.10506 



8284. 
9740. 



Seq. ID OJ000350_63. 0327. C10 

Strand + 

End 10667 

Method GENSCAN 

End 10506 

Score .82 

.8384, 8480. .8555, 8787. .8971, 
.9875, 9977. .10137, 10244 10342 , 



44162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43386 Seq. ID 

90956 Strand 

7068 End 

OJ000350_63. 0327. CIO. o2.gp Method 

8621 End 

23452_1.R1084 Score 
8621.. 8701, 8787.. 8971, 9055. .9151, 
9594.. 9685, 9798.. 9875, 
'4249382/gb|AAD14479| 1 



OJ000350_63. 0327. C10 
+ 

10667 
AAT/GAP 
10667 
2147 

9256. . 9342/* 9430. .9488, 



9977. .10137, 10244.. 10667 
0e-144 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAC gb_AC004481. [Arabidopsis thaliana]' 



43386 
90957 
16030 

OJ000350_63. 0327. C10. o3.gp 
16030 

LIB3475-008-P1-K1-F9 
16030. .16144, 16626.. 16685 

1 5803242/dbj IAP000399. 1 IAP000399 7.0e-30 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

16685 
AAT/GAP 
166&5 
309 



63. 0327. C10 





Seq. No. 


43386 








Seq. ID OJ000350 63. 0327. C10 




Gene No. 


90958 








Strand 






Start 


6186 








End 


7179 




Name 


OJ000350 63 


.0327. 


C10.o2 


.gs 


Method 


GEN SCAN 




Start 


6186 








End 


7179 




GI 


none 








Score 


.63 


3 . 3 


Exons 


6186. .6413, 


6732. 


.6936, 


6959. 


.7179 




ft 3 


Seq. No. 


43386 








Seq. ID OJ000350 63. 0327. C10 




Gene No. 


90959 








Strand 






Start 


11827 








End 


14707 


^ 3? 


Name 


OJ000350 63 


.0327. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7124 








End 


10465 




GI 


none 








Score 


127 




Exons 


7124. .7216, 


7739. 


.7837, 


7740. 


.7835, 


7995. .8171, 7996. .8172, 






8278. .8391, 


8283. 


.8387, 


8477. 


.8563, 


8478. .8561, 8641. .8697, 






8642. .8701, 


8776. 


.8943, 


8787. 


.8951, 


8792.. 8950, 9053.. 9115, 






9054. .9116, 


9055. 


.9150, 


9056. 


.9151, 


9256. .9342, 9258. .9341, 






9261. .9344, 


9427. 


.9489, 


9594. 


.9704, 


9595.. 9765, 9598.. 9705, 






9757. .9876, 


9782. 


. 9877, 


9954. 


.10148, 


9958. . 10155, 9982. .1014 9, 






10242. .10319, 10243. .10458, 10244.. 10465 




Seq. No. 


43386 








Seq. ID OJ000350 63. 0327. C10 




Gene No. 


90959 








Strand 






Start 


11827 








End 


14707 




Name 


OJ000350 63 


.0327. 


C10.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


7124 








End 


8378 




GI 


none 








Score 


109 




Exons 


7124. .7216, 


7739. 


.7813, 


7740. 


.7835, 


7995. .8165, 7996. .8172, 






8280. .8378, 


8281. 


.8376 









Seq. No. 
Gene No. 
Start 



43386 
90959 
11827 



Seq. ID 

Strand 

End 



OJ000350 63. 0327. C10 



14707 



44163 



Name 

Start 

GI 

Exons 



OJ000350_63 . 0327 . CIO . ol . tni Method TBLASTX : Mai ze 
7151 End 10462 

none Score 80 

7151. .7216, 7739. .7828, 7740. .7835, 7741. .7836, 7-743. .7835, 
7995. .8165, 7996. .8166, 8284. .8385, 8286.-8384, 8477. .8557, 
8477. .8563, 8478. .8561, 8629. .8700, 8641. .8688, 8642. .8803, 
8779. .8940, 8786. .8971, 8787. .8972, 9053 .. 9115, 9054 9110, 
9055.. 9150, 9056.. 9151, 9256.-9342, 9258.. 9347, 9427, .9489, 
9566.. 9679, 9594.. 9764, 9595.. 9765, 9782.. 9877, 9784.. 9876, 
9937. .10155, 9953. .10135, 9972. .10169, 10243 .. 104 61 , 
10244. .10462 



Seq. No. 43386 

Gene No. 90959 

Start 11827 

Name OJ000350_63 . 0327 . C10 . o2 . tc 

Start 8784 

GI none 

Exons 8784.. 8924, 8786.. 8968, 8787, 
9056.. 9151, 9256.. 9303, 9258. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8972, 
.9302 



OJ000350_63. 0327. C10 
14707 

TBLASTX: Cress 
9303 
199 

9053.. 9118, 9055.. 9150, 



Seq. No. 43386 

Gene No. 90959 
Start - 11827 

Name OJ000350_63. 0327 .C10. ol.tc 

Start 9304 

GI none 

Exons 9304.. 9342, 9427.. 9489, 



OJ000350 63. 0327. C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9597. .9764, 9607. .9765, 9761. .9877, 
9784. .9876, 9954. .10178, 9958. .10137, 9987. .10145, 10215 .. 10376, 
10244. .10462, 10253 .. 10450, 10425. .10463 



14707 

TBLASTX: Cress 

10463 

67 



Seq. No. 

Gene No. 

Start 

Name 

'Start 

GI 

Exons 



43386 
90959 
11827 

OJ000350_63. 0327. C10. ol.tw 
9645 



Seq. ID OJ000350_63. 0327. C10 
Strand 

14707 

TBLASTX: Wheat 
10387 
41 



End 

Method 
End 

none Score 
9645. .9683, 9645.-9686, 9646. .9765, 9782. .9877, 9784. .9876, 
9795. .9878, 9798.-9878, 9890. .10135, 9954. .10148, 9958 10155, 
10243. .10371, 10244. .10387, 10253.. 10387 



Seq. No. 43386 Seq. ID OJ000350_63 . 0327 . C10 

Gene No. 90959 Strand 

Start 11827 End 14707 

Name OJ000350_63. 0327 .C10 . o4 .gs Method GENSCAN 

Start 11827 End 14707 

GI none Score . 63 

Exons 11827. .12005, 124 67 .. 12675, 12713 .. 12805 , 12942 .. 13878 , 
14107. .14707 



Seq. No. 43386 Seq. ID 

Gene No. 90959 Strand 

Start 11827 End 

Name OJ000350_63 . 0327 . C10 . o2 . np Method 

Start 12393 , End 

GI 6069646 Score 

Exons 12393. .13357, 13640.. 14471 



OJ000350_63. 0327. C10 

14707 
AAT/NAP 
14471 
982 



44164 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


43386 




Seq. ID 


OJ000350_63.0327. 


C10 


Gene No. 


90959 




Strand 


- 




Start 


11827 




End 


14707 




Name 


OJ000350_63. 0327. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12414 




End 


12858 




GI 


none 




Score 


72 




Exons 


12414. .12857, 12691. 


.12858 








Seq. No. 


43386 




Seq. ID 


OJ000350_63.0327 


C10 


Gene No. 


90959 




Strand 






Start 


11827 




End 


14707 




Name 


OJ000350_63. 0327. CIO 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


13256 




End 


13804 




GI 


none 




Score 


63 




Exons 


13256. .13384, 13302. 


.13427, 


13454... 13672, 13509 13598, 






13736. .13804 










Seq. No. 


43386 




Seq. ID 


OJ000350_63.0327 


.C10 


Gene No . 


90959 




Strand 






Start 


11827 




End 


14707 




Name 


OJ000350 63. 0327. C10 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


13343 




End 


13783 




GI 


none 




Score 


46 




Exons 


13343. .13468, 13481. 


.13675, 


13730. .13783 




Seq. No. 


43386 




Seq. ID 


OJ000350_63.0327 


.C10 


Gene No. 


90959 




Strand 






Start 


11827 




End 


14707 




Name 


OJ000350 63. 0327. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13418 




End 


14110 




GI 


none 




Score 


58 




Exons 


13418. .13876, 13752. 


.13877, 


13910. .14110, 13917. .14009 




Seq. No. 


43386 




Seq. ID 


OJ000350_63.0327 


.C10 


Gene No. 


90959 




Strand 






Start 


11827 




End 


14707 




Name 


OJ000350 63. 0327. C10 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


14111 




End 


14608 




GI 


none 




Score 


80 




Exons 


14111. .14191, 14112. 


.14189, 


14198. .14443, 14210 .. 14476, 






14471. .14608, 14484. 


.14591 








Seq. No. 


43387 




Seq. ID 


OJ000350_63.0327 


.Cll 


Gene No. 


90960 




Strand 


+ 




Start 


322 




End 


2637 




Name 


OJ000350 63.0327.C11 


,ol .gs 


Method 


GENSCAN 




Start 


322 




End 


2519 




GI 


none 




Score 


.45 




Exons 


322. .442, 1446. .1489 


, 2184. 


.2345, 2418 


. .2519 




Seq. No. 


43387 




Seq. ID 


OJ000350_63.0327 


.Cll 



44165 




Gene No. 


90960 








Strand 


+ 


Start 


322 








End 


2637 


Name 


OJ000350 63 


.0327. 


Cll.ol 


• 9P 


Method 


AAT/GAP 


Start 


1564 








End 


2637 


GI 


none 








Score 


1368 


Exons 


1564. .1940, 


2181. 


.2345, 


2418. 


.2637 




Seq. No. 


43387 








Seq. ID 


OJ000350_63.0327.C11 


Gene No. 


90961 








Strand 




Start 


3152 








End 


4390 


Name 


OJ000350 63 


.0327. 


Cll.o2 


. as 


Method 


GENSCAN 


Start 


3152 








End 


4326 


GI 


none 








Score 


.84 


Exons 


3152. .3741, 


3840. 


.4326 








Seq. No. 


43387 








Seq. ID 


OJ000350_63.0327.C11 


Gene No. 


90961 








Strand 




Start 


3152 








End 


4390 


Name 


OJ000350 63 


.0327. 


Cll.ol 


. tin 


Method 


TBLASTX : Maize 


Start 


3158 








End 


4325 


GI 


none 








Score 


85 


Exons 


3158. .3292, 


3159. 


.3281, 


3308. 


.3397, 3392. .3469, 3506. .3742, 




3522. .3743, 


3820. 


.3912, 


4003. 


.4167, 4290. .4325 


Seq. No. 


43387 








Seq. ID 


OJ000350_63.0327.C11 


Gene No. 


90961 








Strand 




Start 


3152 








End 


4390 


Name 


OJ000350 63 


.0327. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3161 








End 


4065 


GI 


none 








Score 


74 


Exons 


3161. .3202, 


3212. 


.3304, 


3213. 


.3293, 3308.. 3397, 3309.. 3383, 




3452. .3742, 


3465. 


.3575, 


3663. 


.3743, 3847. .3909, 3866. .3907, 



3994. .4065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43387 
90961 
3152 

OJ000350 

3164 

7435799 

3164. .37 

cysteine 

gi|22248 

vulgare] 



_63.0327.Cll.ol.np 



Seq. ID OJ000350_63.0327.C11 
Strand 

End 4390 
Method AAT/NAP 
End 4317 
Score 684 
45, 3847.. 4317 

proteinase (EC 3.4.22.-) - barley 
10|emb|CAB09698.1 | (Z97022) cysteine proteinase [Hordeum 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43387 
90961 
3152 

OJ000350_63.0327.Cll.ol.ts 

3167 

none 

3167.. 3202, 3212.. 3322, 3231. 
3395.. 3634, 3635.. 3742, 3663. 
3997. .4200 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 63.0327.C11 



4390 

TBLASTX : Soybean 
4200 
57 

3323, 3303.. 3398, 3305.. 3397, 
3743, 3853.. 3909, 3866.. 3910, 



Seq. No. 
Gene No. 



43387 
90961 



Seq. ID 
Strand 



OJ000350 63.0327.C11 



44166 



Start 


3152 






End 


: 4390 


LM ClllLG 


OJ000350 63 0327 


Cl 1 ol 

V/I 1 • • 


fu 
L W 


Method 


TBLASTX: Wheat 


O Lai L 


3219 ~~ 






End 


4239 


OX 


IKJ11G 






Score 


410 




-501Q 3740 3230 


3739 


3684 


3743, 3832.. 3906, 3853.. 3906, 




3932 4219 3934 


4239 










43387 

1 J JO / 






Seq. ID 


OJ000350_63.0327.C11 


Gene No. 


90961 






Strand 




Start 


3152 






End 


4390 


Name 


OJ000350 63 0327 


Cll.o2. 


gp 


Method 


AAT/GAP 


Cf art* 


3578 _ 






End 


4390 


rir 


26176 1 R1 084 






Score 


1386 




3578 _ 3741 3840 


.4390 










•1323748 2 Oe-36 


(U32430) thiol protease [Triticum aestivum] 1 


Seq. No. 


43388 






Seq. ID 


OJ000350_63. 0327.C12 


Gene No. 


90962 






Strand 




Of a r f 


3081 






End 


3153 


Name 


O.T000350 63 0327 


C12.ol. 


gs 


Method 


GENS CAN 


OLdl L 


3081 ~~ 

J U O I 






End 


3153 


r*T 


L 1UI it. 






Score 


.68 


Exons 


3081 31 53 










Seq. No. 


43389 






Seq. ID 


OJ000350_63.0327.C13 


Gene No. 


90963 






Strand 


+ 


o Lai L 


1793 






End 


4910 


IN dlllc 


O.T000350 63 0327 


C13.ol. 


gs 


Method 


GENSCAN 


O Lai L 


1 7Q3 _ 

X / J J 






End 


4910 


rr 
ox 








Score 


.87 




1 793 1856 1941 


.2138, 


3311. . 


3373, 4888.. 4910 


Seq. No. 


43389 






Seq. ID 


OJ000350_63.0327.C13 


Gene No. 


90964 






Strand 


+ 


JLaL L 


7548 






End 


11199 




O.T000350 63 0327 


C13.o3. 


gs 


Method 


GENSCAN 


o L di L. 


7548 ~~ 

i J " o 






End 


11024 










Score 


.75 




7548 7627 8579 


.8667, 


10141. 


.10533, 


10617. . 10765, 10860.. 11024 


Seq. No. 


43389 






Seq. ID 


OJ000350_63. 0327 .C13 


Gene No. 


90964 






Strand 


+ 


Start 


7548 






End 


11199 


Name 


O.T000 3 50 63 0 327 


C13.ol. 


gp 


Method 


AAT/GAP 


Of arf 
O Lai L. 


1 0087 _ 
X u u o / 






End 


10408 


ox 


700354 






Score 


518 


IT y r\n o 


1 0087 1 04 08 

1UUO / . . IUtUO 










OcL] • 1NO • 


4 3389 






Seq. ID 


OJ000350_63.0327.C13 


IN L/ • 


90964 






Strand 


+ 


Start 


7548 






End 


11199 


Name 


OJ000350 63.0327. 


C13.o2. 


gp 


Method 


AAT/GAP 


Start 


10792 






End 


11199 


GI 


LIB3434-016-P1-K1 


-G4 




Score 


743 


Exons 


10792. .11199 










GI Descrip. 


•1621497 /dbj IBAA12904 | 2 


,0e-4 2 


(D85878) reverse transcriptase 




[Oryza sativa] ' 











44167 



Seq. No. 43389 Seq. ID 

Gene No. 90965 Strand 

Start 3963 End 

Name OJ000350_63 . 0327 . C13 . ol . np Method 

Start 3963 End 

GI 7486142 Score 

Exons 3963.. 3989, 6597.. 6725, 13157 .. 14722, 
GI Descrip. 



OJ000350_63.0327.C13 

15019 
AAT/NAP 
15019 
1106 
14886. .15019 



hypothetical protein F25I24.200 - Arabidopsis thaliana 
gi I 4539373 | emb | CAB40067.il (AL049525) putative retrotransposon 
polyprotein [Arabidopsis thaliana] gi | 7267797 | emb | CAB81200 . 1 1 
(AL161518) putative retrotransposon polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 


.C13 


Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350_63.0327.C13. 


o2.gs 


Method 


GENSCAN 




Start 


5875 




End 


6120 




GI 


none 




Score 


.97 




Exons 


5875. .6120 










Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 


.C13 


Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350_63.0327.C13. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


10227 




End 


10656 




GI 


none 




Score 


154 




Exons 


10227. .10358, 10229.. 


10351, 


10455. .10568, 104 60 .. 10528 , 






10600. .10656 










Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 


.C13 


Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350_63.0327.C13. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


10227 




End 


10529 




GI 


none 




Score 


208 




Exons 


10227. .10367, 10229.. 


10363, 


10455. .10529, 10460.. 10525 




Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 


.C13 


Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


10230 




End 


10532 




GI 


none 




Score 


162 




Exons 


10230. .10358, 10232.. 


10351, 


10455. .10532, 10460.. 10513 




Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 


.C13 


Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


13148 




End 


13792 




GI 


none 




Score 


37 




Exons 


13148. .13372, 13278.. 


13367, 


13400. .13792, 13488 .. 13601, 






13707... 13790 










Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 


.C13 



44168 






Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13181 




End 


13639 




GI 


none 




Score 


140 




Exons 


13181. .13381, 13394. 


.13639 








Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327 .C13 




Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


13184 




End 


13813 




GI 


none 




Score 


97 




Exons 


13184. .13381, 13397. 


.13519, 


13631. .13813 




Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327.C13 




Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 "63.0327.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13202 




End 


13804 




GI 


none 




Score 


277 




Exons 


13202. .13375, 13397. 


.13804 








Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327.C13 




Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 


f i I 


Name 


OJ000350 63.0327.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13829 




End 


14494 




GI 


none 




Score 


53 




Exons 


13829. .13936, 13961. 


.14161, 


14156. .14257, 14258 .. 14494 , 


§ y 




14259. .14339, 14413. 


.14478 








Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327.C13 


i J 


Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13 


. o2 . tm 


Method 


TBLASTX: Maize 


r ™ 


Start 


13922 




End 


14353 


^ ST 


GI 


none 




Score 


34 


e i 


Exons 


13922. .14248, 13968. 


.14012, 


14121. .14249, 14270.. 14353 




Seq. No. 


43389 




Seq. ID 


OJ000350_63.0327.C13 




Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13 


.o3.gp 


Method 


AAT/GAP 




Start 


14087 




End 


14323 




GI 


1621496 




Score 


462 




Exons 


14087. .14323 










GI Descrip. 


1621497/dbj IBAA12904 


I 2.0e- 


42 (D85878) 


reverse transcriptase 






[Oryza sativa] 










Seq. No. 


43389 




Seq. ID 


OJ000350_63 . 0327 . C13 




Gene No. 


90965 




Strand 






Start 


3963 




End 


15019 




Name 


OJ000350 63.0327.C13 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


14177 




' End 


14662 




GI 


5509260 - 




Score 


57 




Exons 


14177. .14251, 14181. 


.14231, 


14256. .14342, 14258. .14662 



44169 



GI Descrip. 








Seq. No. 


43389 


Seq. ID 


OJ000350_63 . 0327 .CI 3 


Gene No. 


90965 


Strand 




Start 


3963 


End 


15019 


Name 


OJ000350 63 . 0327 . C13 . Ol . tc 


Method 


TBLASTX : Cress 


Start 


14276 


End 


14536 


GI 


none 


Score 


250 


Exons 


14276 . . 14536 






Seq. No. • 


A O "} O A. 

43389 


Seq. ID 


OJ000350 63.0327.C13 


Gene No. 


90965 


Strand 




Start 


3963 


End 


15019 


Name 


OJUUU35U 63 . U32 / . C13 . 04 . tm 


Method 


TBLASTX : Maize 


Start 


14396 


End 


14630 


GI 


none 


Score 


84 


Exons 


14 39 6 . . 14 62 9, 1446U. .14630 






Seq. No. 


43389 


Seq. ID 


OJ000350 63.0327.C13 


Gene No. 


90965 


Strand 




Start 


3963 


End 


15019 


Name 


OJ000350_63 .0327.C13.o4.gp 


Method 


AAT/GAP 


Start 


14465 


End 


14933 


GI 


none 


Score 


875 


Exons 


14465 . . 14933 






Seq. No. 


43390 


Seq. ID 


OJ000350_63 . 0327 . CI 6 


Gene No. 


90966 


Strand 




Start 


1824 


End 


3150 


Name 


OJ000350 63 . 0327 . C16 . ol . gs 


Method 


GENSCAN 


Start 


1824 


End 


3150 


GI 


none 


Score 


. 6 


Exons 


10 0/1 1 AAA i noo 1 A. C /" 01 1^ 

1824.. 1900, 1933.. 1956, 3132 


. . 3150 




Seq. No. 


43391 


Seq. ID 


OJ000350_63 . 0327 .C20 


Gene No. 


90967 


Strand 


+ 


Start 


235 


End 


325 


Name 


OJ000350 63 . 0327 . C20 . ol . gs 


Method 


GENSCAN 


Start 


235 


End 


325 


GI 


none 


Score 


.74 


Exons 


o o c o o c 

235 . . 325 






Seq. No. 


A *D o n o 

43392 


Seq. ID 


/"\ TAAA"^r"A ✓"A A ■*"* A f— 

OJ000350 68. 0327. C5 


Gene No. 


A A A /T O 

90968 


Strand 


+ 


Start 


1 


End 


3544 


IN CI ill C 


OJ000350 68.0327.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2289 


GI 


2117355 


Score 


319 


Exons 


1..135, 218. .315, 931. .1003, 


1097. .1167, 1263. .1312, 2041. .2153, 




2240.. 2289 






GI Descrip. 


mitochondrial processing peptidase (EC 


3.4.99.41) alpha-II chain 



precursor - potato gi | 587562 | emb | CAA56520 | (X80236) 
mitochondrial processing peptidase [Solanum tuberosum] 

Seq. No. 43392 Seq. ID OJ000350_68 . 0327 . C5 

Gene No. 90968 "* Strand + 

Start 1 End 354 4 

44170 



Name OJ000350_68 . 0327 .C5 . ol . gp Method AAT/GAP 

Start 218 End 979 

GI 286522 Score 227 

Exons 218.. 315, 931.. 979 

GI Descrip. 266567/sp | P29677 | MPPA_SOLTU 3.0e-50 MITOCHONDRIAL PROCESSING 
PEPTIDASE ALPHA SUBUNIT PRECURSOR (ALPHA-MPP) 
(UBIQUINOL-CYTOCHROME C REDUCTASE SUBUNIT II) 

>gi_421956_pir S23558 mitochondrial processing peptidase (EC 

3.4.99.41) alpha chain precursor - potato 

>gi_214 93_emb_CAA4 6990_ (X66284) mitochondrial processing 

peptidase [Solanum tuberosum] 



Seq. No. 43392 

Gene No. 90968 

Start 1 

Name OJ000350_68 . 0327 .C5.ol.gs 

Start 218 

GI none 

Exons 218.. 315, 931.. 1003, 1097.. 1167, 1263. 

2525.-2643, 2972.. 3064, 3443.. 3544 



Seq. ID OJ000350_68.0327.C5 



Strand 
End 

Method 

End 

Score 



+ 

3544 
GENSCAN 
3544 
.67 

.1312, 2041.. 2153, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43392 Seq. ID 

90968 Strand 
1 End 
OJ000350_68 . 0327 .C5.ol.tm Method 

218 ' End 
none Score 



OJ000350_68.0327.C5 
+ 

3544 

TBLASTX: Maize 

2297 

120 



218. .310, 219. .314, 219. .329, 220. .348, 931. .1002, 933. .1007, 
934. .1002, 1085. .1165, 1094. .1165, 1095. .1166, 1096. .1167, 
1202.. 1327, 1257.. 1313, 1272.. 1328, 1273.. 1314, 2038.. 2157, 
2039.. 2152, 2235.. 2297, 2239.. 2292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43392 Seq. ID 

90968 Strand 

1 End 

OJ000350_68 . 0327 .C5.ol.tw Method 

263 End 

none Score 



OJ000350_68.0327.C5 
+ 

3544 

TBLASTX: Wheat 

2095 

89 



263. .310, 264. .314, 265.-348, 930. .1001, 932. .1000, 933. .1001, 
935. .1051, 1096. .1167, 1097. .1168, 1097. .1168, 1098. .1169, 
1202. .1315, 1257. .1313, 1275. .1325, 2038.. 2094, 2039. .2095 



Seq. No. 43392 Seq. ID 

Gene No. 90968 Strand 

Start 1 End 

Name OJ000350_68 . 0327 . C5 . o2 . gp Method 

Start 2277 End 

GI 3760796 Score 

Exons 2277.. 2726 



OJ000350_68.0327.C5 
+ 

3544 
AAT/GAP 
2726 
871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43393 
90969 
1 

OJ000350_68 . 0327 . C6 . ol . np 
1 

7434214 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 5044 

Method AAT/NAP 

End 4190 

Score 1287 



1..22, 488. .534, 633. .672, 754. .816, 902. .1039, 1894. .2052, 



44171 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2132.. 2185, 2345.. 2413, 2535.. 2664, 2930.. 2970, 3154.. 3378, 
3581. .3626, 3723. .3874, 4043. .4190 

pyrophosphate-dependent phosphof ructo-l-kinase homolog T17A13.40 
- Arabidopsis thaliana gi | 7269820 | emb | CAB79680 . 1 1 (AL161574) 
pyrophosphate-dependent phosphof ructo-l-kinase-like protein 
[Arabidopsis thaliana] 



43393 
90969 
1 

OJ000350_68.0327.C6.ol.gs 

488 

none 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 5044 

Method GENSCAN 

End 5044 

Score .8 



488. .534, 633. .672, 754. .816, 902. .1039, 1894. .2052, 2132. .2185, 
2535.-2664, 2930.. 2970, 3154.. 3199, 3221.. 3378, 3581.. 3626, 
3723.-3874, 4748. .5044 



Seq. ID OJ000350_68.0327.C6 
Strand + 
End 5044 
Method AAT/GAP 
End 4505 
_ Score 2626 

929. .1039, 1894. .2052, 2132. .2185, 2345. .2413, 2535.-2664, 
2930. .2970, 3154. .3378, 3581. .3626, 3723.-3874, 4043. .4505 
'4539423/emb|CAB38956.1| 1.0e-152 (AL049171) 
pyrophosphate-dependent phosphof ructo-l-kinase [Arabidopsis 
thaliana] ' 



43393 
90969 
1 

OJ000350_68.0327.C6.ol.gp 
929 

20631 1.R1084 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 6897 

Method TBLASTX : Cress 

End 1036 

Score 62 

625. .675, 751. .819, 895. .1032, 



43393 
90970 
5476 

OJ000350_68.0327.C6.o2.tc 
487 
none 

487. .534, 488.-535, 624. .671, 
901.. 1020, 902.. 1036 

43393 
90970 
5476 

OJ000350_68.0327.C6.ol.ts 
488 
none 

488. .535, 624. .674, 625. .675, 751. .819, 901. .1035, 902. .1036, 
1896. .2054, 1896. .2054, 1897. .2055, 2123. .2218, 2131. .2178, 
2339. .2416, 2356. .2415, 2535. .2666, 2537. .2668, 2537. .2665, 
2926. .2970, 3154. .3384, 3154. .3294, 3243. .3380 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 6897 

Method TBLASTX: Soybean 

End 3384 

Score 69 



43393 - Seq. ID 

90970 Strand 
5476 End 
OJ000350_68 . 0327 - C6 . ol . tm Method 
766 End 
none Score 
766. .819, 946. .1038, 947. .1039, 947. .1045, 1893. .2054, 
1893.. 2057, 1894.. 2055, 2122.. 2220, 2128.. 2202, 2339.. 2416, 



OJ000350_68.0327.C6 
+ 

6897 

TBLASTX: Maize 

4266 

92 



44172 






2344. .2412, 


2526. 


.2663, 


2530. 


.2664, 2534. .2665, 


2535. .2666, 




2926. .2970, 


2928. 


.2972, 


2931. 


.2972, 3154. .3378, 


3154. .3297, 




3155. .3385, 


3213. 


.3380, 


3340. 


.3384, 3577.. 3624, 


3578. .3625, 




3581. .3625, 


3659. 


.3874, 


3714. 


.3872, 3722. .3874, 


3980. .4213, 




4040. .4213, 


4042. 


.4266, 


4042. 


.4248 






Seq. No. 


43393 








Seq. ID 


OJ000350 


_68.0327.C6 


Gene No. 


90970 








Strand 


+ 




Start 


5476 








End 


6897 




Name 


OJ000350 68 


.0327. 


C6.o3. 


tc 


Method 


TBLASTX : 


Cress 


Start 


1896 








End 


2392 




GI 


none 








Score 


217 




Exons 


1896. .2054, 


1897. 


.2055, 


1951. 


.2070, 2123. .2191, 


2129. .2203, 




2131. .2226, 


2339. 


.2392 










Seq. No. 


43393 








Seq. ID 


OJ000350 


_68.0327.C6 


Gene No. 


90970 








Strand 


+ 




Start 


5476 








End 


6897 




Name 


OJ000350 68 


.0327. 


C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2363 








End 


3324 




GI 


none 








Score 


73 




Exons 


2363. .2416, 


2535. 


.2639, 


2537. 


.2635, 2926.. 2970, 


2928. .2972, 




3154 . .3324, 


3154. 


.3291, 


3246. 


.3296 






Seq. No. 


43393 








Seq. ID 


OJ000350 


_68.0327.C6 


Gene No. 


90970 








Strand 


+ 




Start 


5476 








End 


6897 




Name 


OJ000350 68 


.0327. 


C6.o4 . 


tc 


Method 


TBLASTX : 


Cress 


Start 


3154 








End 


3348 




GI 


none 








Score 


198 




Exons 


3154. .3309, 


3246. 


.3284, 


3316. 


.3348 






Seq. No. 


43393 








Seq. ID 


OJ000350 


_68.0327.C6 


Gene No. 


90970 








Strand 


+ 




Start 


5476 








End 


6897 




Name 


OJ000350 68 


.0327. 


C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3710 








End 


4159 




GI 


none 








Score 


177 




Exons 


3710. .3826, 


3720. 


.3815, 


3722. 


.3823, 3826.. 3867, 


3827. .3883, 




4046. .4159, 


4060. 


.4128 










Seq. No. 


43393 








Seq. ID 


OJ000350 


_68.0327.C6 


Gene No. 


90970 








Strand 


+ 




Start 


5476 








End 


6897 




Name 


OJ000350 68 


.0327. 


C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3716 








End 


3866 




GI 


none 








Score 


242 




Exons 


3716. .3865, 


3726. 


.3866 










Seq. No. 


43393 








Seq. ID 


OJ000350 


_68.0327.C6 


Gene No. 


90970 








Strand 


+ 




Start 


5476 








End 


6897 




Name 


OJ000350 68 


.0327. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


5476 








End 


6827 




GI 


none 








Score 


.91 




Exons * 


^£476. .5566, 


5671. 


.6223, 


6331. 


.6827 







44173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43393 Seq. ID 

90970 Strand 
5476 End 6897 

OJ000350_68 . 0327 . C6 . o2 . np Method AAT/NAP 

5592 End 6897 

7446422 Score 499 

5592.. 6215, 6326.. 6897 

serine/threonine-specif ic protein kinase (EC 2.7 
- Arabidopsis thaliana gi | 3176723 | gb | AAD12037 . 1 | 



OJ000350_68.0327.C6 
+ 



1.-) T20K24.21 
(AC002392) 



putative receptor-like protein kinase [Arabidopsis thaliana] 



43393 
90970 
5476 

OJ000350_68.0327.C6.ol.tc 

5667 

none 

5667. .5876, 5669. .5734, 5780. 
6527.. 6625, 6650.. 6697, 6722. 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 6897 

Method TBLASTX : Cress 

End 6826 

Score 196 

.5866, 5888.. 6133, 5889.. 6143, 
.6826 



Seq. No. 43393 

Gene No. 90970 . 

Start 5476 

Name OJ000350_68 . 0327 . C6 . o3 . ts 

Start 5670 

GI none 

Exons 5670.. 5693, 5792.. 5869, 5805. 

6030.. 6098, 6053.. 6097 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 68 97 

Method TBLASTX: Soybean - 

End 6098 

Score 4 4 

.5876, 5898. .5999, 5900. .5995, 



Seq. No. 43393 

Gene No. 90970 

Start 5476 

Name OJ000350_68 . 0327 . C6 . o3 . tw 

Start 5818 

GI none 

Exons 5818.. 5958, 
5958. .6002 



Seq. ID OJ000350_68.0327.C6 

Strand + 

End 6897 

Method TBLASTX : Wheat 

End 6005 

Score 69 

5819. .5902, 5819. .5962, 5820. .5954, 5958. .6005, 



Seq. No. 43394 Seq. ID 

Gene No. 90971 Strand 

Start 1 End 3219 

Name OJ000350__68.0327.C7.ol.np Method AAT/NAP 

Start 1 End 1685 

GI 4689473 Score 720 

Exons 1..117, 239. .472, 568. .707, 824. .876, 984. .1176, 

GI Descrip. (AC007213) putative receptor-like protein kinase 
thaliana] 



OJ000350_68.0327.C7 
+ 



1271. .1685 
[Arabidopsis 



Seq. No. 43394 

Gene No. 90971 

Start 1 

Name OJ000350_68 . 0327 . C7 . ol . gs 

Start 209 

GI none 

Exons 209.. 472, 568.. 694, 808.. 909, 984.. 1176, 1271 
2649.-2824, 3000. .3219' 



Seq. ID OJ000350_68.0327.C7 
Strand + 

3219 
GENSCAN 
3219 
.65 

1688, 2465. .2494, 



End 

Method 

End 

Score 



44174 




Seq. No. 


43394 


Seq. ID 


OJ000350_68.0327.C7 


Gene No. 


90972 


Strand 


+ 


Start 


. 3975 


End 


8144 


Name 


OJ000350 68.0327.G7.ol.tc 


Method 


TBLASTX: Cress 


Start 


275 


End 


7799 




none 


Score 


124 


Exons 


275.. 442, 310.. 396, 394.. 483, 


401. .484 


, 553. .663, 556. .714 




825. .878, 982. .1104, 983. .1138, 1022.. 


1108, 1136.. 1180, 




1271. .1363, 1272. .1361, 1410. 


.1574, 4730. .4939, 4732. .4845 




4951. .5025, 4952. .5017, 5024. 


.5209, 6315.. 6491, 6507.. 6611 




6858.-6929, 6859. .6978, 7698. 


.7799 




Seq. No. 


43394 


Seq. ID 


(JJUUUooU OO.UoZ/.C/ 


Gene No. 


90972 


Strand 


+ 


Start 


to 


End 


8144 


Name 


OJ000350 68.0327.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


305 


End 


1565 


GI 


none 


Score 


49 


Exons 


305. .379, 356. .475, 358. .474, 


577. .678 


, 795. .878, 983. .110: 




1145.. 1204, 1293.. 1352, 1416. 


.1565 




Seq. No. 


43394 


Seq. ID 


OJ0UUooU_do . U 52.1 . C7 


Gene No. 


90972 


Strand 


+ 


Start 


3975 


End 


8144 


Name 


OJ000350 68.0327.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


329 


End 


696 


GI 


none 


Score 


91 


Exons 


329. .403, 401. .484, 402. .452, 


553. . 687 


, 556.. 696 


Seq. No. 


43394 


Seq. ID 


OJ000350_68.0327.C7 


Gene No. 


90972 


Strand 


+ 


Start 


3975 


End 


8144 


Name 


OJ000350 68.0327.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


982 


End 


1583 


GI 


none 


Score 


136 


Exons 


982. .1098, 983. .1102, 1141. .1179, 1151 


..1180, 1272. .1370, 




1286.. 1348, 1383.. 1583, 1385. 


.1507 




Seq. No. 


43394 


Seq. ID 


OJ000350_68.0327.C7 


Gene No . 


90972 


Strand 


+ 


Start 


3975 


End 


8144 


Name 


OJ000350 68.0327.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1063 


End 


1429 


GI 


none , 


Score 


152 


Exons 


1063.. 1179, 1064.. 1180, 1070. 


.1210, 1269. .1427, 1271. .1429 


Seq. No. 


43394 


Seq. ID 


OJ000350_68.0327.C7 


Gene No. 


90972 


Strand 


+ 


Start 


3975 


End 


8144 


Name 


OJ000350 68.0327.C7.o2.np 


Method 


AAT/NAP 


Start 


3975 


End 


8144 


GI 


4836918 


Score 


610 


Exons 


3975.. 4038, 4710.. 5259, 6092. 


.6616, 6864. .6998, 7567. .7638, 




7727. .7793, 8014. .8144 






GI Descrip. 


(AC007153) 89334 [Arabidopsis 


thaliana] 


Seq. No. 


43394 


Seq. ID 


OJ000350_68.0327.C7 



44175 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



90972 Strand 

3975 End 

OJ000350_68 . 0327 . C7 . o2 . gs Method 

4530 End 

none Score 



4530. .4617, 4734. .5286, 6143. .6612, 
8060. .8121 



+ 

8144 
GENSCAN 
8121 
.7 

6860. .6998, 7727. .7798, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43394 Seq. ID 

90972 Strand 

3975 End 

OJ000350_68 . 0327 . C7 . o2 . tw Method 

4883 End 

none Score 

4883. .5071, 4891. .5067 



OJ000350_68.0327.C7 
+ 

8144 

TBLASTX: Wheat 

5071 

274 



43395 
90973 
1 

OJ000350 
1 

7446449 
1..45, 744. 
1949. .2141, 



68.0327.C8.o2.np 



.833, 
2233, 



OJ000350_ 
+ 

3107 
AAT/NAP 
3107 
662 
1579. .1708, 



68. 0327. C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 

930. .1128, 1269. .1477, 
.2557, 3027.. 3107 
serine/threonine-specif ic protein kinase (EC 2.7.1.-) F9F13.100 
- Arabidopsis thaliana gi | 5262168 | emb | CAB45811 . 1 | (AL080253) 
receptor protein kinase-like protein [Arabidopsis thaliana] 
git 7268841 1 emb I CAB79045.il (AL161553) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



1782. .1844, 



43395 Seq. ID 

90973 Strand 
1 End 
OJ000350_68 . 0327 . C8 . ol . gs Method 
184 End 
none Score 
184. .578, 744. .865, 968. .1128, 1209. 
1776.. 1844, 1949. .2141, 2233. .2557, 2651. .2725 



OJ000350_68.0327.C8 
+ 

3107 
. GENSCAN 
2725 
.75 

1477, 1579.. 1705, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 68. 0327. C8 



43395 
90974 
1 

OJ000350_68 . 0327 . C8 . ol . np 
1 

121631 
1..301 

GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 2 PRECURSOR 

gi I 72323 1 pir | IKNNT2S glycine-rich protein 2 - wood tobacco 

gi|19743|emb|CAA42622| (X60007) nsGRP-2 [Nicotiana sylvestris] 



336 

AAT/NAP 

301 

178 



43395 Seq. ID 

90974 Strand 

1 End 

OJ000350_68 . 0327 . C8 . o2 . tw Method 

13 End 

none Score 



OJ000350__68.0327.C8 
336 

TBLASTX: Wheat 

336 

111 



13. .189, 37. .180, 182. .253, 192. .254, 193. .270, 298. .336 



44176 





Seq. No. 


43395 






Seq. ID 


OJ000350_68 . 0327 .C8 




Gene No. 


90974 






Strand 






Start 


1 






End 


336 




Name 


OJ000350 68 


.0327. 


C8.o2. tm 


Method 


TBLASTX: Maize 




Start 


34 






End 


301 




GI 


none 






Score 


135 




. Exons 


34. .189, 37 


. .180, 


182. .253, 


183. .272, 


192. .254, 266. .301 




Seq. No. 


43395 






Seq. ID 


OJ000350_68.0327.C8 




Gene No. 


90975 






Strand 






Start 


786 






End 


2548 




Name 


OJ000350 68 


.0327. 


C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


786 






End 


2536 




GI 


none 






Score 


70 ' : ' 




Exons 


786. .866, 954. .1028, 1307. .1402, 1344. 


. 1400, 1406. .1483, 






1417. .1485, 


1576. 


.1674, 1582 


..1725, 1781. .1846, 1947. .2063, 






1947. .2072, 


1948. 


.2103, 2077 


..2145, 2233. .2325, 2234. .2323, 






2372. .2536, 


2381. 


.2509 








Seq. No. 


43395 






Seq. ID 


OJ000350_68.0327.C8 




Gene No. 


90975 






Strand 






Start 


786 






End 


2548 




Name 


OJ000350 68 


.0327. 


C8.ol. tm 


Method 


TBLASTX: Maize 




Start 


1310 






End 


2404 




GI 


none 






Score 


131 




Exons 


1310. .1480, 


1585. 


.1701, 1799 


..1846, 1947. .2081, 1948. .2070, 


ry 




2116. .2145, 


2234. 


.2323, 2248 


..2313, 2336. .2404 


IU 


Seq. No. 


43395 






Seq. ID 


OJ000350_68.0327.C8 


w 


Gene No. 


90975 






Strand 






Start 


786 






End 


2548 




Name 


OJ000350 68 


.0327. 


C8.ol.ts 


Method 


TBLASTX : Soybean 


5 


Start 


1358 






End 


2548 


C3 


GI 


none 






Score 


111 


"-J 


Exons 


1358. .1483, 


1582. 


.1707, 1605 


..1688, 1781. .1846, 1947. .2096, 






1948. .2103, 


2116. 


.2145, 2234 


..2323, 2336.. 2548 




Seq. No. 


43395 






Seq. ID 


OJ000350_68.0327.C8 


1 Ji 


Gene No. 


90975 






Strand 




T ~i 


Start 


786 






End 


2548 




Name 


OJ000350 68 


.0327. 


C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1582 






End 


2015 




GI 


none 






Score 


118 




Exons 


1582. .1701, 


1789. 


.1845, 1790 


..1846, 1947. .2015, 1948. .2013 




Seq. No. 


43395 






Seq. ID 


OJ000350_68.0327.C8 




Gene No. 


90975 






Strand 






Start 


786 






End 


2548 




Name 


OJ000350 68 


.0327. 


C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2028 






End 


2391 




GI 


none 






Score 


143 




Exons 


2028. .2144, 


2029. 


.2145, 2231 


..2389, 2233.. 2391 




Seq. No. 


43396 






Seq. ID 


OJ000350_68.0327.C9 




Gene No. 


90976 






Strand 






Start 


134 






End 


500 



44177 



Name 


OJ000350 68.0327.C9.ol. 


gs 


Method 


GEN SCAN 


Start 


134 


End 


500 


GI 


none 




Score 


.73 


Exons 


134. .500 








Seq. No. 


43397 




Seq. ID 


OJ000350_68 . 0327 .C10 


Gene No. 


90977 




Strand 


+ 


Start 


65 




End 


956 


Name 


OJ000350 68. 0327. CIO. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


752 


GI 


none 




Score 


34 


Exons 


1..33, 117. .158, 118. .213, 210. .281, 211. .282, 253. .321,. 




291. .320, 318. .521, 319 


. .492, 


492. .752, 


497.. .709, 603.. 752 


Seq. No. 


43397 




Seq. ID 


OJ000350_68. 0327. C10 


Gene No. 


90977 




Strand 


+ 


Start 


65 




End 


956 


Name 


OJ000350 68. 0327. CIO. ol 


.np 


Method 


AAT/NAP 


Start 


65 




End 


940 


GI 


4115536 




Score 


560 


Exons 


65. .940 








GI Descrip. 


(AB012115) UDP-glycose: 


flavonoid glycosyltransf erase [Vigna 




mungo] 








Seq. No. 


43397 




Seq. ID 


OJ000350_68. 0327. C10 


Gene No. 


90977 




Strand 


+ 


Start 


65 




End 


956 


Name 


OJ000350 68. 0327. C10. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


117 




End 


749 


GI 


none 




Score 


49 



Exons 



117. .254, 223. .255, 271. .441, 277. .441, 279. .452, 488. .709, 
492. .740, 603. .749 



Seq. No. 43397 

Gene No. 90977 

Start 65 

Name OJ000350_68 . 0327 . C10 . ol . gs 

Start 142 

GI none 

Exons 142.. 432, 513.. 956 



Seq. ID OJ000350_68. 0327. C10 

Strand + 

End 956 

Method GENSCAN 

End 956 

Score . 64 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



43397 
90977 
65 

OJ000350_68. 0327. C10. ol.tw 

145 

none 



Seq. ID OJ000350_68. 0327. C10 

Strand + 

End 95 6 

Method TBLASTX : Wheat 

End . 613 

Score 4 6 



145. .183, 148. .225, 223. .255, 253. .492, 259. .465, 291. .521, 
491. .553, 492. .554, 554. .613, 555. .611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



43397 
90977 
65 

OJ000350_68 . 0327 . C10 . ol . tc 

207 

none 



Seq. ID OJ000350_68. 0327. C10 

Strand + 

End 956 

Method TBLASTX : Cress 

End 725 

Score 56 



207. .275, 211. .279, 265. .444, 267. .443, 504. .725, 506. .703 



44178 



Seq. No. 


43398 


Seq. ID 


OJG0035U_ 


Do . U Jz / . C14 


Gene No. 


90978 


Strand 


+ 




Start 


65 


End 


707 




Name 


OJ000350 68.0327.C14.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


707 




GI 


none 


Score 


.55 




Exons 


65. .304, 373. .435, 501. .707 








Seq. No. 


43399 


Seq. ID 


OJUUU JdU 


DO . U 0£. / . LIO 


Gene No. 


90979 


Strand 


+ 




Start 


248 


End 


2987 




Name 


OJ000350 68.0327.C15.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


2987 




GI 


none 


Score 


.7 




Exons 


248. .286, 577. .1172, 1391. .1448, 2880. 


.2987 




Seq. No. 


43399 


Seq. ID 


OJ000350_ 


68.0327.C15 


Gene No. 


90980 


Strand 


+ 




Start 


3784 


End 


7151 




Name 


OJ000350 68.0327.C15.o2.gs 


Method 


GENSCAN 




Start 


3784 


End 


7151 




GI 


none 


Score 


.85 




Exons 


3784.. 3868, 3918.. 4256, 4364 


..4496, 4747. .4818, 


5104. .5267, 




5333. .5622, 5712. .5838, 6196 


..6264, 6362. .6554, 


6650. .7151 


Seq. No. 


43399 


Seq. ID 


OJ000350_ 


68.0327.C15 


Gene No. 


90981 


Strand 


+ 




Start 


10250 


End 


16018 




Name 


OJ000350 68.0327.C15.ol.np 


Method 


AAT/NAP 




Start 


10250 


End 


16018 




GI 


7446445 


Score 


1398 




Exons 


10250. .10296, 11184. .11746, 


11917. .12429, 12527. 


.12655, 




12895. .12979, 13060 .. 13131, 


13227. .13307, 13415. 


.13577, 




13706. .13945, 14034 .. 14155, 


14282. .14345, 14443. 


.14633, 




14728. .15031, 15929. .16018 









GI Descrip. serine/threonine-specif ic protein kinase (EC 2.7.1.-) Irrpk 
Arabidopsis thaliana gi | 4938475 | emb ICAB4 3834 . 1 | (AL078464) 
serine/threonine-specific receptor protein kinase LRRPK 
[Arabidopsis thaliana] gi | 7269899 I emb | CAB8 0992 . 1 1 (AL161576) 
serine/threonine-specific receptor protein kinase LRRPK 
[Arabidopsis thaliana] 



Seq. No. 43399 
Gene No. 90981 
Start 10250 

Name OJ000350_68 . 0327 .C15.o3.gs 

Start 11013 
GI none 
Exons 11013. 

12908. 

14028. 



Seq. ID OJ000350_68.0327.C15 
Strand + 
End 16018 
Method GENSCAN 
End 15229 
Score .76 

,11103, 11228. .11765, 11933 .. 12429, 12527 .. 12665, 
.12979, 13060. .13131, 13415 .. 13578 , 13647 .. 13939, 
,14154, 14275. .14343, 14489 .. 14 633, 14728. .15229 



Seq. No. 43399 Seq. ID 

Gene No. 90981 Strand 

Start 10250 End 

Name OJ000350_68 . 0327 .C15 .ol.gp Method 



OJ000350_68.0327.C15 
+ 

16018 
AAT/GAP 



44179 



re- 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13530 End 14313 

17918_1.R1084 Score 883 

13530. .13578, 1367 1 13939, 14028 .. 14154 , 14275. .14313 

•3461839 2.0e-32 (AC005315) putative receptor protein kinase 

[Arabidopsis thaliana] 1 



43399 
90982 
15930 

OJ000350_68 . 0327 . C15 . o3 . ts 

616 

none 



Seq. ID OJ000350_68.0327.C15 
Strand 

End 16156 

Method TBLASTX : Soybean 

End 11514 

Score 47 



616. .642, 661. .756, 754. .921, 786. .911, 11212 .. 11235, 
11254. .11349, 11347. .11514, 11379. .11504 



43399 
90982 
15930 

OJ000350_68. 
618 
none 
618. .7 
4368. . 
4747. . 
5554. . 
6361. . 
11211. 
11922. 
12531. 
13061. 
13803. 
14026. 
14443. 
14729. 



0327.C15.ol.tc 



43, 61 
4463, 
4821, 
5628, 
6516, 
.11408 
.11981 
.12596 
.13132 
.13862 
.14154 
.14595 
.14818 



Seq. ID OJ000350_68.0327.C15 
Strand 

End 16156 
Method TBLASTX : Cress 
End 15031 
Score 199 
9. .825, 837. .1082, 838. .1092, 4151. .4255, 
4369. .4479, 4554. .4640, 4590. .4616, 4718. .4786, 
4918. .4998, 5102. .5164, 5452. .5592, 5460. .5546, 
5709. .5807, 5715. .5840, 6219. .6266, 6360. .6479, 
6499. .6558, 6650. .6736, 6651. .6740, 6789.-6932, 
, 11212. .11418, 11430. .11648, 11431 .. 11685, 
12119, 12129. .12227, 12324 12428, 
12642, 12875. .12964, 13060 .. 13134 , 
13308, 13413. .13475, 13769 .. 13909, 
13951, 13876. .13950, 14025 .. 14 123, 
14156, 14054. .14155, 14298 .. 14 345, 
14466. .14561, 14578 .. 14637, 14728 .. 14 814 , 
14867. .15031 



11985. 
12532. 
13228. 
13868. 
14031. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350 68.0327.C15 



43399 Seq. ID 

90982 Strand 
15930 End 
OJ000350_68 . 0327 . C15 . o2 . tw Method 
769 End 
none Score 
769. .903, 777. .902, 907. .954, 907. .951, 11361 .. 11495, 

11362. .11496, 11500. .11547, 11511. .11546 



16156 

TBLASTX: Wheat 

11547 

183 



43399 
90982 
15930 

OJ000350_68 . 0327 . C15 . o2 . tm 
4121 



Seq. ID OJ000350_68.0327.C15 
Strand 

16156 

TBLASTX: Maize 
13275 
103 



End 

Method 
End 

none Score 
4121. .4255, 4144. .4242, 4365. .4478, 4366. .4470, 4584. .4643, 
4586. .4651, 4718. .4789, 4747. .4812, 4749. .4814, 4917. .4964, 
4918. .4965, 12294 .. 12428, 12317 .. 12418, 12528 .. 12668 , 
12529. .12660, 12908 .. 12967 , 12909 .. 12980, 13060 .. 13122, 
13061. .13132, 13227. .13274, 13228.. 13275 



Seq. No. 



43399 



Seq. ID OJ000350_68.0327.C15 



44180 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



90982 Strand 

15930 End 

OJ000350_68 . 0327 .CIS . ol . tm Method 

5445 End 

none Score 



16156 

TBLASTX : Maize 

14159 

202 



5445. .5603, 5446. .5628, 5715. .5840, 13762 .. 13812 , 13763 13951, 
13763. . 13930, 13879 .. 13941, 14023 14 121 , 14031 14159, 
14054. .14143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43399 
90982 
15930 

OJ000350_68 . 0327 . CIS . o2 . ts 

5470 

none 



Seq. ID OJ000350_68.0327.C15 

Strand - 

End 16156 

Method TBLASTX : Soybean 

End 14156 

Score 92 



5470. .5553, 5715. .5840, 13787 .. 13870 , 138 68 .. 13951, 
13869. .13949, 14031 .. 14156, 14054. .14155 



43399 
90982 
15930 

OJ000350_68.0327.C15.o3.tm 

6213 

none 



Seq. ID OJ000350_68.0327.C15 
Strand 

End 16156 

Method TBLASTX : Mai ze 

End 14832 

Score 66 



6213. .6266, 6360. .6488, 6361. .6489, 6514. .6558, 6651. .6743, 
6680. .6754, 14292 .. 14345, 14443 .. 14568 , 14451 .. 14567 , 
14593. .14649, 14729. .14821, 14758. .14832 



43399 
90982 
15930 

OJ000350_68.0327.C15.ol.ts 

6412 

none 



Seq. ID OJ000350_68.0327.C15 
Strand 

End 16156 

Method TBLASTX : Soybean 

End 14971 

Score 116 



6412. .6516, 6414. .6515, 6514. .6558, 6522. .6575, 6651. .6893, 
14491. .14595, 14493 .. 14594 , 14593 .. 14 637 , 14601 .. 14654, . 
14729. .14971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43399 
90982 
15930 

OJ000350_68.0327.C15.ol.tw 

6439 

none ^ 



Seq. ID OJ000350_68.0327.C15 
Strand 

End 16156 

Method TBLASTX : Wheat 

End 14886 

Score 152 



6439.-6552, 6442. .6558, 6446.. 6556, 6501.. 6557, 6648.. 6806, 
6650. .6808, 14521 .. 14637, 14523 .. 14636, 14726 .. 14 884 , 
14728. .14886 



Seq. No. 43399 

Gene No. 90982 

Start 15930 

Name OJ000350_68 . 0327 .CIS . o4 . gs 

Start 15930 

GI none 

Exons 15930. .1594.4, 16115.. 16156 



Seq. ID OJ000350_68.0327.C15 
Strand 

End 16156 

Method GENSCAN 

End 16156 

Score .51 



Seq. No. 



43400 



Seq. ID OJ000350_68.0327.C16 



44181 



Gene No. 


90983 




Strand 


+ 


Start 


543 




End 


632 


Name 


OJ000350 68 


.0327.C16.o2.np 


Method . 


AAT/NAP 


Start 


543 


End 


632 


GI 


4680183 




Score 


136 


Exons 


543. .632 








GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


43400 




Seq. ID 


OJ000350 


Gene No. 


90984 




Strand 


+ 


Start 


720 




End 


2195 


Name 


OJ000350 68 


.0327.C16.o3.np 


Method 


AAT/NAP 


Start 


720 




End 


2195 


GI 


7248392 




Score 


193 


Exons 


720. .806, 1504. .1834, 1969. 


.2195 




GI Descrip. 


(AP001389) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


43400 




Seq. ID 


OJ000350 


Gene No. 


90985 




Strand 




Start 


1 




End 


510 


Name ■ 


OJ000350 68 


.0327.C16.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


510 


GI 


6721561 




Score 


82 


Exons 


1..57, 404. 


.510 






GI Descrip. 


(AP001073) 


EST AU082058 (C12976) corresponds to 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43401 Seq. ID 

90986 Strand 
121 End 
OJ000350_68 . 0327 . C17 . ol . gs Method 
121 End 
none Score 
121. .240, 656. .733, 982. .1047 

43401 Seq. ID 

90987 Strand 
1979 End 
OJ000350_68 . 0327 . C17 . o2 . gs Method 
1979 End 
none Score 
1979. .2967, 3105. .3388, 3578. .3716, 3801. .3872, 4372. .4532, 
4640. .4902, 5139. .5265, 5632. .5824, 5924. .6338 



OJ000350_68.0327.C17 
+ 

1047 
GENSCAN 
1047 
.51 



OJ000350_68.0327.C17 
+ 

16008 
GENSCAN 
6338. 
.9 



43401 



Seq. ID OJ000350 68.0327.C17 



90987 
1979 

OJ000350_68 . 0327 .C17 . ol .np 
2118 
7446445 

2118. .2950, 3105. .3388, 3578. .3716, 3801. .3872, 3955. .4026, 
4204. .4284, 4372. .4526, 4670. .4902, 5139. .5274, 5467. .5520, 
15310. .15502, 15615.. 16008 

serine/threonine-specif ic protein kinase (EC 2.7.1.-) lrrpk 



Strand + 

End 16008 

Method AAT/NAP 

End 16008 

Score 1383 



44182 



Arabidopsis thaliana gi | 4 938475 | emb | CAB4 3834 . 1 1 (AL078464) 
serine/threonine-specific receptor protein kinase LRRPK 
[Arabidopsis thaliana] gi | 7269899 1 emb | CAB80992 . 1 1 (AL161576) 







[Arabidopsis thaliana] 










Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327 


.C17 




Gene No. 


90987 


Strand 


+ 






Start 


1979 


End 


16008 






Name 


OJ000350 68.0327.C17.o3.gs 


Method 


GENSCAN 






Start 


8001 


End 


10404 






GI 


none 


Score 


.9 






Exons 


8001. .8088, 8214. .8766, 8895. .9391, 10187. .10404 






Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327 


.C17 




Gene No. 


90988 


Strand 


+ 






Start 


19796 


End 


20292 






Name 


OJ000350 68.0327.C17.ol.gp 


Method 


AAT/GAP 






Start 


19796 


End 


20292 






GI 


54371 1.R1084 


Score 


955 






Exons 


19796. .20292 










GI Descrip. 


'5803242/dbj | AP000399. 1 | AP000399 7 . Oe- 


30 Oryza sativa genomii 






DNA, chromosome 6, clone : P0535G04 1 








Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327 


.C17 




Gene No. 


90989 


Strand 


+ 






Start 


21448 


End - . 


25725 




i y 


Name 


OJ000350 68 . 0327 . C17 .06 . gs 


Method 


GENSCAN 




l3 


Start 


21448 


End 


25359 




\ : I 


GI 


none 


Score 


.77 






Exons 


21448. .21551, 21693 21893, 


23333. .23851, 24329 24632, 




ru 




24758. .24922, 25039. .25359 








= 


Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327 


.C17 




Gene No. 


90989 


Strand 


+ 






Start 


21448 


End 


25725 






Name 


OJ000350 68.0327.C17.o3.np 


Method 


AAT/NAP 




— 


Start 


24294 


End 


25353 






GI 


7019658 


Score 


627 






Exons 


24294. .24632, 24758 .. 24 922, 


25039. .25353 






GI Descrip. 


(AL132954) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327 


.C17 




Gene No. 


90989 


Strand 


+ 






Start 


21448 


End 


• 25725 






Name 


OJ000350 68.0327.C17.o3.gp 


Method 


AAT/GAP 






Start 


25067 


End 


25725 






GI 


none 


Score 


1241 






Exons 


25067. .25725 










Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327 


.C17 




Gene No. 


90990 


Strand 


+ 






Start 


26220 


End 


27930 






Name 


OJ000350 68.0327.C17.o7.gs 


Method 


GENSCAN 






Start 


26220 


End 


27854 






GI 


none 


Score 


.5 






Exons 


26220. .26437, 26528 .. 26738 , 


27062. .27206, 27487 .. 27574, 





44183 



27652. .27854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43401 Seq. ID 

90990 Strand 

26220 End 

OJ000350_68.0327.C17.o4 .np * Method 

26220 End 

7523489 Score 
26220. .26372, 27910.. 27930 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000350_68 . 0327 . C17 
+ 

27930 
AAT/NAP 
27930 
199 



43401 
90991 
19141 

OJ000350_68 . 0327 . C17 . o2 . tw 
70 

none 

70. .165, 708. .761, 738. .839, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_68.0327.C17 
21019 

TBLASTX : Wheat 

20774 

117 



20457. .20489, 20458 20628 , 



20532. .20624, 20610 .. 20774 ,' 20611.. 20769 



Seq. No. 43401 Seq. ID 

Gene No. 90991 Strand 

Start 19141 End 

Name OJ000350_68 . 0327 . C17 . o4 . t s Method 

Start 2153 * End 

GI none Score 

Exons 2153. .2215, 2234. .2329, 2351. .2500, 236$. -2493, 8372. .8515, 
8374.. 8511 



OJ000350_68 . 0327 . C17 
21019 

TBLASTX : Soybean 

8515 

58 



Seq. No. 43401 
Gene No. 90991 
Start 19141 

Name OJ000350_68 . 0327 . C17 . o2 . tc 

Start 2186 
GI none 

Exons 2186.. 2326, 2191.. 2316, 2330. 

2690.. 2797, 3289.. 3387, 3573. 
4675. .4872, 4740. .4868, 4831. 
8212. .8409, 8431..8529, 8432. 
9286.. 9390, 13451 .. 13534 , 134 
13870. .13923, 14025 14105, 1 
14709. .14771, 14817. .14939, 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2401, 2402 
,3668, 3577 



OJ000350 68.0327.C17 



21019 

TBLASTX: Cress 
14969 
135 

2671, 2416.. 2523, 
3687, 4205. .4288, 
.4911, 5127. .5279, 8210. .8419, 
.8686, 8696. .8761, 8893. .8994, 
52.. 13556, 13868. .13906, 
4027. .14107, 14707. .14784, 
4847. .14969, 14867. .14959 



Seq. No. 43401 

Gene No. 90991 

Start 19141 

Name OJ000350_68 . 0327 . C17 . o3 . tw 

Start 2353 

GI none 

Exons 2353.. 2490, 2354.. 2482, 2476 
8369. .8440, 8371.. 8505, 8485 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2523, 2477 
.8544, 8486 



OJ000350 68.0327.C17 



21019 

TBLASTX: Wheat 
8548 
174 

2530, 8363. 
8548, 8501. 



,8497, 
,8545 



Seq. No. 43401 Seq. ID 

Gene No. 90991 Strand 

Start 19141 End 

Name OJ000350_68 . 0327 . C17 . o4 . tm Method 

Start 3255 End 



OJ000350_68 . 0327 . C17 
21019 

TBLASTX: Maize 
14072 



44184 



GI 

Exons 



none 



Score 



114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



3255. .3377, 3256. .3387, 3571. .3702, 3573. .3725, 3577. .3738, 
3582.-3767, 3801. .3860, 3802. .3873, 3955. .4026, 3956. .4027, 
4204. .4251, 4205. .4252, 9259. .9390, 9279. .9404, 134 33 .. 13585, 
13449. .13586, 1344 9 .. 13580, 13707 13778 , 13712 13774 , 
13868. .13909, 13870 .. 13923, 14024 14071, 14025. .14072 



43401 
90991 
19141 

OJ000350_68.0327.C17.o5.tm 

4705 

none 



Seq. ID OJ000350_68.0327.C17 
Strand 

End 21019 

Method TBLASTX: Maize 

End 14966 

Score 196 



4705. .4905, 4714. .4845, 4737. .4904, 5127. .5270, 5141. .5269, 
14602. .14772, 14 668 .. 14769, 14 691 .. 14 771 , 14839 .. 14937 , 
14843. .14953, 14847 .. 14966, 14849. .14959 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 68.0327.C17 



43401 
90991 
19141 

OJ000350_68.0327.C17.o3.ts 
5466 
none 

5466.. 5522, 5631.. 5747, 5793. 
15308. .15430, 15309 .. 15428, 154 62 .. 15524 , 154 67 .. 15502 , 
15615. .15692, 15616 .. 15705, 15718 .. 1584 6, 15727. .15933 



21019 

TBLASTX : Soybean 

15933 

45 



,5828, 5925. .6014, 6117. .6239, 



43401 Seq. ID 

90991 Strand 

19141 End 

OJ000350_68 . 0327 . C17 . o3 . tm Method 

5595 End 

none Score 



OJ000350_68.0327.C17 
21019 

TBLASTX: Maize 

15911 

141 



5595. .5768, 5793. .5831, 5924. .6112, 5925. .6107, 6140. .6208, 
6150.. 6224, 15308. .15433, 15309 .. 15428 , 154 65 .. 15506, 
15616. .15783, 15645 15782, 15819.. 15911 



43401 Seq. ID 

90991 Strand 

19141 End 
OJ000350_68 . 0327 . C17 . ol . tc Method 

5630 End 

none Score 
5630. .5785, 
15308 
15615 



OJ000350_68.0327.C17 
21019 

TBLASTX: Cress 

15930 

183 



5631.. 5786, 5793. 



5828, 5943. .6113, 6117. .6245, 
15463, 15309. .15464, 154 62 .. 15506, 15470 .. 15502 , 
15929, 15616.. 15930 



43401 Seq. ID 

90991 Strand 

19141 End 
OJ000350_68.0327.C17.ol.tw Method 

5715 End 

none Score 

5715.. 5828, 5922.. 6080, 5924.. 6082, 



OJ000350_68.0327.C17 
21019 

TBLASTX: Wheat 
15773 
99 

15389. .15499, 15393 15506, 



15396. .15503, 15613 .. 15771, 15615.. 15773 

43401 Seq. ID OJ000350_68 . 0327 . C17 



44185 



Gene No. 90991 Strand 

Start 19141 End 21019 

Name . OJ000350_68 . 0327 .C17 .o2 .np Method AAT/NAP 

Start 19141 End 20792 

GI 3643609 Score 379 

Exons 19141. .19181, 20256.. 20792 

GI Descrip. (AC005395) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 43401 Seq. ID 

Gene No. 90991 Strand 

Start 19141 End 

Name OJ000350_68 . 0327 . C17 . o5 . gs Method 

Start 20181 End 

GI none Score 

Exons 20181. .20948 



OJ000350_68.0327 .C17 

21019 
GENSCAN 
20948 
1 



Seq. No. 


43401 




Seq. ID 


OJ000350_68.0327 


.C17 


Gene No. 


90991 




Strand 






Start 


19141 




End 


21019 




Name 


OJ000350 68.0327.C17 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


20377 




End 


20774 




GI 


none 




Score 


40 




Exons 


20377. .20406, 20461. 


.20598, 


20532. .20606, 20622 .. 20774 , 






20626. .20769 










Seq. No. 


43401 




Seq. ID 


OJ000350_68.0327 


.C17 


Gene No. 


90991 




Strand 






Start 


19141 




End 


21019 




Name 


OJ000350 68.0327.C17 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


20412 




End 


20774 




GI 


none 




Score 


75 




Exons 


20412. .20609, 20416. 


.20604, 


20622. .20774, 20626. .20772 




Seq. No. 


43401 




Seq. ID 


OJ000350_68.0327 


.C17 


Gene No. 


90991 




Strand 






Start 


19141 




End 


21019 




Name 


OJ000350 68.0327.C17 


. o2 . gp 


Method 


AAT/GAP 




Start 


20554 




' End 


21019 




GI 


54653 1.R1084 




Score 


900 




Exons 


20554. .21019 










GI Descrip. 


•3687237 1.0e-21 (AC005169) 


putative Cys3His zinc-finger protein 




[Arabidopsis thaliana] 1 








Seq. No. 


43401 




Seq. ID 


OJ000350_68.0327 


-C17 


Gene No. 


90991 




Strand 






Start 


19141 




End 


21019 




Name 


OJ000350 68.0327.C17 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20609 




End 


20939 




GI 


none 




Score 


108 




Exons 


20609. .20713, 20610. 


.20774, 


20611. .20775, 20751 20795, 






20787. .20939, 20814. 


.20936 









Seq. No. 43401 Seq. ID 

Gene No. 90992 Strand 

Start 24431 End 

Name OJ000350 68 . 0327 . C17 . ol . ts Method 



OJ000350_68 . 0327 .C17 
25389 

TBLASTX : Soybean 



44186 





Start 


24431 


End 


25389 




GI 


none 


Score 


261 




Exons 


24431. .24628, 24432 .. 24 632, 


24746. .24865, 24753 .. 24842, 






24755. .24922, 24757 .. 24 921, 


25036. .25257, 25036. .25128, 






25044. .25259, 25276.. 25389 








Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327.C17 




Gene No. 


90992 


Strand 






Start 


24431 


End 


25389 




Name 


OJ000350 68.0327.C17.o4.tc 


Method 


TBLASTX: Cress 




Start 


24431 


End 


24832 




GI 


none 


Score 


242 




Exons 


24431. .24631, 244 35 .. 24 632, 


24755.-24832, 24757. .24831 




Seq. No. 


43401 


Seq. ID 


OJ000350_68.0327.C17 




Gene No. 


90992 


Strand 






Start 


24431 


End 


25389 




Name 


OJ000350 68 . 0327 .C17 .ol . tm 


Method 


TBLASTX: Maize 




Start 


24810 


End 


25383 




GI 


none 


Score 


168 




Exons 


24810. .24920, 24812 .. 24 922, 


25036. .25362, 25036 .. 25128 , 






25038. .25193, 25195 .. 25266, 


25200. .25274, 25278 .. 25358 , 


f 1 




25282. .25383, 25283.. 25369 

■i 








Seq. No. 


43402 


Seq. ID 


OJ000350_68.0327.C18 




Gene No. 


90993 


Strand 


+ 




Start 


751 


End 


1220 




Name 


OJ000350 68.0327.C18.ol.gp 


Method 


AAT/GAP 


n 


Start 


751 


End 


1220 


LiJ 


GI 


uC-osf lcypl57ellal 


Score 


893 




Exons 


751. .1220 






*~ 


GI Descrip. 


, 4454032/emb ICAA23029.il 4.0e-17 (AL035394) putative protein 


i b? 
s 




[Arabidopsis thaliana] 1 






; ; 


Seq. No. 


43402 


Seq. ID 


OJ000350_68.0327.C18 




Gene No. 


90994 


Strand 






Start 


1047. 


End 


3538 




Name 


OJ000350;, 68 . 0327 . C18 . ol . tm 


Method 


TBLASTX: Maize 




Start 


925 ' 


End 


2860 


C3 


GI 


none 


Score 


56 


13 


Exons 


925.. 1023, 951.. 1010, 1051.. 


1215, 1053 


..1214, 1291. .1368, 






1292.. 1333, 1459.. 1599, 1459 


..1605, 1460. .1606, 2059. .2235, 






2059. .2238, 2060 .. 2239, . 2662 


..2739, 2663. .2740, 2734. .2820, 






2783.-2836, 2825. .2860 








Seq. No. 


43402 


Seq. ID 


OJ000350_68.0327.C18 




Gene No. 


90994 


Strand 






Start 


1047 


End 


3538 




Name 


OJ000350 68.0327.C18.ol.gs 


Method 


GENSCAN 




Start 


1047 


End 


3538 




GI 


none 


Score 


.83 




Exons 


1047.. 1289, 1462.. 1603, 2060 


..2240, 2661. .3026, 3259. .3538 




Seq. No. 


43402 


Seq. ID 


OJ000350_68.0327.C18 




Gene No. 


90994 


Strand 






Start 


1047 


End 


3538 




Name 


.OJ000350 68.0327.C18.ol.np 


Method 


AAT/NAP 



44187 



Start 1047 End 2892 

GI 7486733 Score 717 

Exons 1047. .1213, 1290. .1359, 1462. .1603, 2060. .2240, 2661. .2892 

GI Descrip. hypothetical protein F9D16.100 - Arabidopsis thaliana 
gi|4454032|emb|CAA23029.1| (AL035394) putative protein 
[Arabidopsis thaliana] gi I 7269211 1 emb | CAB7 9318 . 1 1 (AL161559) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43402 
90994 
1047 

OJ000350_68.0327.C18.ol.tc 

1053 

none 



Seq. ID OJ000350_68.0327.C18 
Strand 

End 3538 

Method TBLASTX: Cress 

End 2739 

Score 131 



1053. .1208, 1054. .1212, 1288. .1344, 1292. .1345, 1462. .1605, 
1463. .1606, 2059. .2238, 2060. .2239, 2662. .2739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43402 
90994 
1047 

OJ000350_68 . 0327 . C18 . ol . ts 

1053 

none 



Seq. ID OJ000350_68.0327.C18 
Strand 

End 3538 

Method TBLASTX : Soybean 

End 2847 

Score 120 



1053. .1223, 1054. .1212, 1076. .1216, 1284. .1343, 1288.. 1344, 
1459. .1605, 1460. .1600, 2059. .2238, 2060. .2239, 2662. .2730, 
2788. .2847 



Seq. No. 43402 

Gene No. 90994 

Start 1047 

Name OJ000350_68 . 0327 . C18 . ol . tw 

Start 1089 

GI none 
Exons 



Seq. ID OJ000350_68.0327.C18 
Strand 

End 3538 

Method TBLASTX : Wheat 

End 1539 

Score 190 



1089.. 1226, 1089.. 1226, 1090.. 1227, 1277.. 1336, 1278.. 1343, 
1288. .1347, 1363. .1539, 1459. .1539 



Seq. No. 43402 

Gene No. 90994 * 

Start 1047 

Name OJ000350_68 . 0327 . C18 . o2 . gp 

Start 1500 

GI 39796JL.R1084 

Exons 1500.. 1603, 2060.. 2240, 

GI Descrip. ' 4454032/emb | CAA23029 . 1 | 
[Arabidopsis thaliana] 1 



Seq. ID OJ000350_68.0327.C18 
Strand . - 
End 3538 
Method AAT/GAP 
End 2968 
Score 1116 
2661. .2968 
1.0e-35 (AL035394) putative protein 



Seq. No. 43402 

Gene No. 90994 

Start 1047 

Name OJ000350_68 . 0327 . C18 . o2 . tw 

Start 1540 

GI none 
Exons 



Seq. ID OJ000350_68.0327.C18 
Strand 

End 3538 

Method TBLASTX : Wheat 

End 2730 

Score 74 



1540. .1605, 1541. .1606, 2058. .2171, 2059. .2238, 2060. .2239, 
2662. .2730, 2663. .2725, 2674. .2727 



Seq. No. 
Gene No. 



43403 
90995 



Seq. ID OJ000350_68.0327.C19 
Strand + 



44188 




Start 


20 






End 


1981 * 


Name 


OJ000350_68 


. 0327 .C19.ol 


.gs 


Method 


GENSCAN 


Start 


20 






End 


1981 


GI 


none 






Score 


. 93 


Exons 


20. .82, 422 


. . 636, 911. . 


971, 


1292 . . 1981 




Seq. No. 


43403 






Seq. ID 


OJ000350 


Gene No. 


90995 






Strand 


+ 


Start 


20 






End 


1981 


Name 


OJ000350 68 


.0327.C19.ol 


,np 


Method 


AAT/NAP 


Start 


1287 






End 


1981 


GI 


3702333 






Score 


439 


Exons 


1287. .1473, 


1514. .1626, 


1654 


. .1981 





GI Descrip. (AC005397) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


43403 








Seq. ID 


OJ000350_68.0327.C19 


Gene No. 


90996 








Strand 




Start 


A C A C 

4545 








End 


5306 


Name 


OJ000350 68 


.0327 


.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1673 








End 


1962 


GI 


none 








Score 


51 


Exons 


1673. .1714, 


1736 


. .1915, 


1753. 


.1914, 1895. .1957, 1897. .1962 


Seq. No. 


43403 








Seq. ID 


OJ000350_68.0327.C19 


Gene No. 


90996 








Strand 




Start 


A C A C 

4545 








End 


5306 


Name 


OJ000350 68 


.0327 


.C19.ol 


. tm 


Method • 


TBLASTX: Maize 


Start 


1780 








End 


2001 


GI 


none 








Score 


309 


Exons 


1780. .1980, 


1781 


. .1963, 


1784. 


.1993, 1786.. 2001 


Seq. No. 


43403 








Seq. ID 


OJ000350_68.0327.C19 


Gene No. 


90996 








Strand 




Start 


4545 








End 


5306 


Name 


OJ000350 68 


.0327 


.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1820 








End 


1965 


GI 


none 








Score 


192 


Exons 


1820. .1963, 


1834 


. .1965 








Seq. No. 


43403 








Seq. ID 


OJ000350_68.0327.C19 


Gene No. 


90996 








Strand 




Start 


4545 








End 


5306 


Name 


OJ000350 68 


.0327 


,C19.o2 


.gs 


Method 


GENSCAN 


Start 


4545 








End 


5306 


GI 


none 








Score 


.9 


Exons 


4545. .5306 












Seq. No. 


43403 








Seq. ID 


OJ000350_68.0327.C19 


Gene No. 


90996 








Strand 




Start 


4545 








End 


5306 


Name 


OJ000350 68 


.0327 


.C19.o2 


.np 


Method 


AAT/NAP 


Start 


4578 








End 


5261 


GI 


3702334 








Score 


275 


Exons 


4578. .5261 












GI Descrip. 


(AC005397) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


43404 








Seq. ID 


OJ000350_68.0327.C21 



44189 




Gene No. 


90997 


Strand 


+ 


Start 


7988 


End 


9325 


Name 


OJ000350 68.0327.C21.o4.gs 


Method 


GENSCAN 


Start 


7988 ~ 


End 


9325 


GI 


none 


Score 


.7 


Exons 


7988. .8100, 8312. .8438, 8468. 


.8560, 9299.-9325 


Seq. No. 


43404 


Seq. ID 


OJ000350_68 


Gene No. 


90998 


Strand 


+ 


Start 


11822 


End 


16171 


Name 


OJ000350 68.0327.C21.ol.np 


Method 


AAT/NAP 


Start 


11822 


End 


16171 


GI 


7444451 


Score 


4686 


Exons 


11822. .16171 






GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 



retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 


43404 




Seq. ID 


OJ000350 


68. 


0327 


.C21 


Gene No. 


90999 




Strand 










Start 


3330 




End 


4748 








Name 


OJ000350 68.0327.C21 


. o2 . gs 


Method 


GENSCAN 








Start 


3330 ~ 




End 


4748 








GI 


none 




Score 


.93 








Exons 


, 3330.. 4748 














Seq. No. 


43404 




Seq. ID 


OJ000350 


68 . 


0327 


.C21 


Gene No . 


91000 




Strand 










Start 


6131 




End 


7549 








Name 


OJ000350 68 . 0327 .C21 


. o3 . gs 


Method 


GENSCAN 








Start 


6131 ~ 




End 


7549 








GI 


none 




Score 


1 








Fvnri <a 

-1—1 AUl 1 0 


6131 7549 

\j -L. J. . . / t _y 














Seq. No. 


43404 




Seq. ID 


OJ000350_ 


68. 


0327 


.C21 


Gene No. 


91001 




Strand 










Start 


10935 




End 


11681 








Name 


OJ000350 68.0327.C21 


. o5.gs 


Method 


GENSCAN 








Start 


10935 




End 


11681 








GI 


none 




Score 


.95 








Exons 


10935. .11613, .11677. 


.11681 












Seq. No. 


43404 




Seq. ID 


OJ000350_ 


68. 


0327 


.C21 


Gene No. 


91002 




Strand 










Start 


16385 




End 


17206 








Name 


OJ000350 68.0327.C21 


.o7 .gs 


Method 


GENSCAN 








Start 


16385 




End 


17206 








GI 


none 




Score 


.98 








Exons 


16385. .17206 














Seq. No. 


43404 




Seq. ID 


OJ000350_ 


68. 


0327 


.C21 


Gene No. 


91003 




Strand 










Start 


17232 




End 


18330 








Name 


OJ000350 68.0327.C21 


. ol . gp 


Method 


AAT/GAP 








Start 


17232 




End 


18330 








GI 


4107143 




Score 


2118 








Exons 


17232. .18330 















44190 



GI Descrip. 



5803242/dbj I AP000399.il AP000399 7.0e-30 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43404 
91004 
18984 

OJ000350_68.0327.C21.o8.tw 

1112 

none 

1112. .1318, 1114. .1239, 1118. 
4674. .4736, 7424. .7537, 7425. 

43404 
91004 
18984 

OJ000350_68 . 0327 . C21 . ol . tm 
1121 
none 
1121. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 68.0327.C21 



20445 

TBLASTX: Wheat 
7538 
183 

1318, 4549.-4575, 4641. .4724,' 
7538 



.1228, 
1585. .1680, 
1877. .1906, 



3541. . 
3958. . 
4314. . 
6314. . 
6767. . 
7257. , 
11131, 
11443, 
16451, 



3783, 

3987, 

4430, 

6604, 

6850, 

7319, 

.11367 

.11511 

.16483 



1122. .1214 
1766. .1834 
1904. .2281 
3615. .3812 
3993. .4070 
4455. .4517 
6342. .6584 
6869. .6958 
7346. .7558 
, 11208. .1 
, 11532. .1 
, 16520. .1 



, 1286. 
, 1796. 
, 1905. 
, 3840. 
, 4020. 
, 4537. 
, 6416. 
, 7043. 
, 7347. 
1396, 1 
1579, 1 
6591, 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.1327, 14 
.1867, 17 
.2339, 33 
.3959,. 38 
.4055, 40 
.4740, 45 
.6613, 66 
.7231, 71 
.7541, 10 
1348. .114 
1533. .115 
6661. .168 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_68.0327.C21 
20445 

TBLASTX: Maize 

17038 

74 

30. .1636, 1431. .1673, 
97. .1868, 1839. .1907, 
96.. 3533, 3513.. 3803, 
44. .3960, 3957. .4004, 
68. .4430, 4202. .4270, 
45. .4748, 6197. .6334, 
41. .6808, 6645. .6761, 
16. .7175, 7256. .7318, 
983. .11159, 11130. .11432, 
28, 11442. .11528, 
80, 16394. .16414, 
67, 16961.. 17038 



43404 
91004 
18984 

OJ000350_68 . 0327 . C2 1 . ol . tw 
1416 
none 

1416. .1730, 1430. .1726, 4137. .4268, 4204. .4269, 4270. .4323, 
4302. .4451, 4305. .4451, 6936.. 7070, 6938. .7069, 7106. .7252, 
16664. .16870 



OJ000350_68.0327.C21 
20445 

TBLASTX: Wheat 

16870 

446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43404 
91004 
18984 

OJ000350_68.0327.C21.ol.tc 
1428 



OJ000350 68.0327.C21 



none 
1428. , 
2058. , 
3840. , 
6473. . 
7094. , 
11442. 

43404 
91004 
18984 



1577, 1605, 

2207, 2069. 

4031, 4074. 

6604, 6474, 

7240, 7424. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1793, 1818. .1850, 1851. .2078, 1883 
2206, 3672.. 3803, 3673.-3783, 3838 
4262, 4314. .4439, 4542.-4637, 4674 
6584, 6639. .6782, 6641. .6787, 6866 
7555, 11259. .11402, 11260 11367, 



20445 

TBLASTX: Cress 

11577 

98 



,2077, 
,3981, 
,4751, 
,7063, 



11528, 11443. .11529, 11532 .. 11576, 11533 . .11577 

Seq. ID- OJ000350_68.0327.C21 
Strand 

End 20445 



44191 



Name 

Start 

GI 

Exons 



OJ000350_68.0327.C21.ol.ts Method TBLASTX : Soybean 
1428 End 16870 

none Score 91 . 

1428.. 1553, 1602.. 1757, 1812.. 1841, 1877.. 2029, 1881.. 2030, 
2067. .2321, 2075. .2278, 2379. .2501, 3399. .3794, 3586. .3783, 
3838. .3987, 3840. .3983, 4089. .4253, 4090.. 4254, 4314. .4433, 
4317. .4430, 6200. .6595, 6324. .6584, 6639. .6803, 6641. .6784, 
6890. .7063, 6891. .7055, 7115. .7234, 10962 .. 11123, 11145 .. 11411, 
11185. .11367, 11431. .11529, 11442 11528 , 11530 .. 11577 , 
1.6640. .16702, 16712 .. 16870, 16721.. 16870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43404 

91004 

18984 

OJ000350 

1734 

none 

1734. .18 
2079. .21 
'3741. .37 
4056. .41 
6641. .67 
11326. .1 
16373. .1 



OJ000350 68.0327.C21 



68.0327.C21.o6.tw 



20445 

TBLASTX: Wheat 

16564 

43 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11, 1809. .1841, 1839. .2120, 1875. .2051, 1877. .2089, 
41, 2141. .2200, 2142. .2198, 3681. .3737, 3739.-3783, 
85, 3838.-3987, 3840. .3983, 4026. .4058, 4030. .4059, 
33, 6482. .6538, 6540. .6581, 6542. .6586, 6639. .6788, 
84, 6860.. 6934, 11266. . 11322, 11268 .. 11321 , 
1367, 11328. .11372, 11388 .. 11528 , 11443 .. 11511, 
6414, 16451. .16504, 16520.. 16564 



Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


11900 




End 


12346 




GI 


none 




Score 


117 




Exons 


11900. .12025, 11911. 


.12024, 


12037. .12339, 12044. .12346 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12167 




End 


12400 




GI 


none 




Score 


204 




Exons 


12167. .12400, 12208. 


.12387 








Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


12718 




End 


13099 




GI 


none 




Score 


377 




Exons 


12718. .12813, 12749. 


.13099, 


12767. .13090 




Seq. No. 


43404 ■ 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


12809 




End 


13099 




GI 


none 




Score 


244 




Exons 


12809. .13099, 12809. 


.13081 









44192 




Seq. No. 


-.43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




' End 


20445 




Name 


OJ000350 68.0327.C21 


.oS.ts 


Method 


TBLASTX: Soybean 




Start 


13190 




End 


13603 




GI 


none 




Score 


89 




Exons 


13190. .13291, 13301. 


.13408; 


13424. .13603 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


13598 




End 


14236 




GI 


none 




Score 


350 




Exons 


13598. .14062, 13610. 


.13960, 


14090. .14236 




Seq. No. 


43404 




Seq. ID 


OJ000350_68 . 0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13625 




End 


14044 




GI 


none 




Score 


266 




Exons 


13625. .14044 










Seq. No! 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


13711 




End 


14047 




GI 


none 




Score 


278 




Exons 


13711. .13893, 13718. 


.14047 








Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13715 




End 


14055 




GI 


none 




Score 


276 




Exons 


13715. .14053, 13853. 


.13924, 


13942. .14055 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14615 




End 


15145 




GI 


5509260 




Score 


407 




Exons 


14615. .14896, 14642. 


.15145, 


14764. .14928, 14968. .15132 




GI Descrip. 












Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


14668 




End 


14938 




GI 


none 




Score 


223 




Exons 


14668. .14898, 14669. 


.14938 









44193 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


14757 




End 


15028 




GI 


none 




Score 


282 




Exons 


14757. .14849, 14758. 


.15009, 


14759. .15028, 14762.. 15019 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No . 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14809 




End 


15322 




GI 


none 




Score 


294 




Exons 


14809. .15102, 14810. 


.15154, 


14825. .15118, 1514 6. .15322 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14942 




End 


15382 




GI 


none 




Score 


394 




Exons 


14942. .15382, 14950. 


.15117, 


15148. .15261, 15295. .15342 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o5. tc 


Method 


TBLASTX: Cress 




Start 


15206 




End 


15457 




GI 


none 




Score 


192 




Exons 


15206. .15451, 15224. 


.15457 








Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


-C21 


Gene No. 


ft 1 A A A 

91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15323 




End 


15760 




GI 


none 




Score 


440 




Exons 


15323. .15760, 15325. 


.15645, 


15718. .15759 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 


Gene No. 


91004 




Strand , 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15437 




End 


15688 




GI 


none 




Score 


280 




Exons 


15437. .15688, 15442. 


.15651 








Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


-C21 


Gene No. 


91004 




Strand 






Start 


18984 




End 


20445 




Name 


OJ000350 68.0327.C21 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15524 




End 


16120 




GI 


none 




Score 


505 




Exons 


15524. .16120, 15526. 


.15651, 


15718. .16119 




Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


.C21 



44194 




Gene No . 


91004 




Strand 




Start 


18984 




End 


20445 


Name 


OJ000350. 68.0327.C21 


.o2. tm 


Method 


TBLASTX : Maize 


Start 


15691 




End 


16114 


GI 


none 




Score 


159 


Exons 


15691. .15825, 15692. 


.15820, 


15826. .16065, 15827.. 16114 


Seq. No. 


43404 




Seq. ID 


OJ000350_68.0327 


Gene No. 


91004 




Strand 




Start 


18984 




End 


20445 


Name 


OJ000350 68.0327.C21 


.04 .tc 


Method 


TBLASTX: Cress 


Start 


15698 




End 


16147 


GI 


none 




Score 


67 


Exons 


15698. .15787, 15797. 


.15913, 


15826. .15912, 15952 .. 16140, 



15953. .16147 



Seq. No. 


43404 




Seq. ID 


OJ000350_ 


_68 


.0327. 


C21 


Gene No . 


91004 














Start 


18984 




End 


20445 








Name 


OJ000350 68.0327.C21.ot 


3 .gs 


Method 


GENSCAN 








Start 


18984 




End 


20445 








GI 


none 




Score 


.52 








Exons 


18984. .19069, 20129.. 20445 












Seq. No. 


43405 




Seq. ID 


OJ000350_ 


_54 


0310. 


C5 


Gene No. 


91005 




Strand 










Start 


1602 




End 


2112 








Name 


OJ000350 54.0310.C5.ol. 


gs 


Method 


GENSCAN 








Start 


1602 




End 


2112 








GI 


none 




Score 


.49 








Exons 


1602.. 1692, 2076.. 2112 














Seq. No. 


43406 




Seq. ID 


OJ000350_ 


54 


0310. 


C6 


Gene No. 


91006 




Strand 


+ 








Start 


589 




End 


816 








Name 


OJ000350 54.0310.C6.ol. 


gs 


Method 


GENSCAN 








Start 


589 




End 


816 








GI 


none 




Score 


.56 , 








Exons 


589. .816 














Seq. No. 


43407 




Seq. ID 


OJ000350_ 


_54. 


0310. 


C7 


Gene No. 


91007 




Strand 










Start 


1104 




End 


1263 








Name 


OJ000350 54.0310.C7.ol. 


gs 


Method 


GENSCAN 








Start 


1104 


End 


1263 








GI 


none 




Score 


.53 








Exons 


1104. .1263 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43408 
91008 
2672 

OJ000350_54 . 0310 . C8 . ol . gs 

2672 

none 



Seq. ID OJ000350_54.0310.C8 
Strand 

End 10685 

Method GENSCAN 

End 10685 

Score .84 



2672. .2712, 3728. .3852, 3937. .4001, 4884. .4992, 5823. .5968, 
7939.. 8044, 8725.. 8801, 10169 .. 10255, 10476.. 10685 



44195 



Seq. No. 43408 

Gene No. 91008 

Start 2672 

Name OJ000350_54 . 0310 . C8 . ol . gp 

Start 3443 

GI none 

Exons 3443.. 3852, 3937.. 4001, 4884. 



-Seq. ID OJ000350_54.0310.C8 
Strand 

End 10685 

Method AAT/GAP 

End 8819 

Score 1900 

.4992, 5823.. 5968, 6171.. 6236, 



7324. .7416, 7939. .8044, 8725. .8819 



Seq. No. 43408 

Gene No. 91009 

Start 10621 

Name OJ000350_54 . 0310 .C8 . ol . tm 

Start 3691 

GI none 

Exons 3691.. 3855, 
3953. .4033 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350__54.0310.C8 
10760 

TBLASTX: Maize 

4033 

253 



3692. .3850, 3696. .3854, 3936. .4004, 3937. .4002, 



Seq. No. 43408 

Gene No. 91009 

Start 10621 

Name OJ000350_54 . 0310 . C8 . ol . tc 

Start 3702 

GI none 

Exons 3702.. 3854, 
4920. .4994 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_54.0310.C8 
10760 

TBLASTX: Cress 

4994 

157 



3703. .3870, 3934. .4005, 3936. .4007, 4884. .4925, 



Seq. No. 43408 
Gene No. 91009 
Start 10621 

Name OJ000350_54 . 0310 .C8 . o2 . tm 

Start 4892 
GI none 

Exons 4892.. 4993, 4893.. 4994, 4898. 

6171.. 6242, 6171.. 6242, 6172. 
7324. .7398, 7324. .7398 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4993, 5792 
.6243, 7322 



OJ000350 54. 0310. C8 



10760 

TBLASTX: Maize 
7398 
146 

5974, 5816. 
7393, 7323. 



.5971, 
.7397, 



Seq. No. 43408 

Gene No. 91009 

Start 10621 

Name OJ000350__54 . 0310 . C8 . ol . ts 

Start 5822 

GI none 

Exons 5822.. 5971, 5.823.. 5972, 6171. 

7937.. 8041, 7939.. 80.46, 8722. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6242, 6175. .6237, 
.8802, 8727. .8807 



OJ000350_54.0310.C8 
10760 

TBLASTX : Soybean 
8807 
154 



7324. .7425, 



Seq. No. 43408 Seq. ID 

Gene No. 91009 Strand 

Start 10621 End 

Name OJ000350_54 . 0310 . C8 . o2 . gp Method 

Start 10621 End 

GI none Score 

Exons 10621. .10760 



OJ000350_54.0310.C8 

10760 
AAT/GAP 
10760 
244 



Seq. .No. 
Gene No. 
Start 



43409 
91010 
2358 



Seq. ID OJ000350_54.0310.C9 
Strand +' 
End 2714 



44196 





Name 


OJ000350 54 


.0310.C9.o2.gp 


Method 


AAT/GAP" 




Start 


2358 




End 


2714 




GI 


none 




Score 


706 




Exons 


2358. .2714 










Seq. No. 


43409 




Seq. ID 


OJ000350_54.0310.C9 




Gene No. 


91011 




Strand 






Start 


596 




End 


Q AO 




Name 


OJ000350 54 


.0310.C9.ol.np 


Method 


AAT/NAP 




Start 


596 




End 


842 




GI 


7340924 




Score 


77 




Exons 


596. .842 










GI Descrip. 


(AP001550) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


43409 




Seq. ID 


OJ000350_54.0310.C9 




Gene No. 


91012 




Strand 






Start 


2621 




End 


8891 




Name 


OJ000350 54 


.0310.C9.o2.np 


Method 


AAT/NAP 




Start 


2603 




End 


6165 




GI 


6562281 




Score 


412 




Exons 


2603. .3167, 


3276.. 3392, 3531 


..3754, 4180. .4242, 4652.-4726 






5082. .5643, 


5965 . . 6165 








GI Descrip. 


(AL132980) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


43409 




Seq. ID 


OJ000350_54.0310.C9 


r'S 


Gene No. 


91012 




Strand 






Start 


2621 




End 


8891 


S £=? 


Name 


OJ000350 54 


.0310.C9.o2.gs 


Method 


GENSCAN 


1 _i 


Start 


2621 




End 


8891 


LJ 


GI 


none 




Score 


.68 


!. ""3 


Exons 


2621. .3410, 


3531.. 3754, 4180 


-.4355, 5142. .6275, 8160. .8279 


: =? 




8526. .8604, 


8667. .8891 






S 


Seq. No. 


43409 




Seq. ID 


OJ000350_54.0310.C9 


1:3 


Gene No. 


91012 




Strand 




• -5 


Start 


2621 




End 


8891 




Name 


OJ000350 54 


.0310.C9.ol.tm 


Method . 


TBLASTX: Maize 




Start 


2633 




End 


3758 


? 


GI 


none 




Score 


63 


.3 =i 


Exons 


2633. .3145, 


2688.-2783, 2923 


..2973, 3039.. 3143, 3052.. 3165 


L „5 




3108. .3401, 


3116.. 3430, 3152 


-.3409, 3530.. 3628, 3539.-3748 



3543. .3758 



Seq. No. 


43409 








Seq. ID 


OJ000350 


Gene No. 


91012 








Strand 




Start 


2621 








End 


8891 


Name 


OJ000350 54 


.0310 


.C9.ol. 


ts 


Method 


TBLASTX: 


Start 


3134 








End 


3370 


GI 


none 








Score 


144 


Exons 


3134. .3370, 


3135 


. .3365 








Seq. No. 


43409 








Seq. ID 


OJ000350 


Gene No. 


91012 








Strand 




Start 


2621 








End 


8891 


Name 


OJ000350 54 


.0310 


-C9.o3. 


ts 


Method 


TBLASTX: 


Start 


3525 








End 


3722 


GI 


none 








Score 


156 



44197 



Exons 



3525.-3722, 3530. .3721 



Seq. No. 43409 

Gene No. 91012 

Start 2621 

Name OJ000350_54 . 0310 .C9 . o2 . ts 

Start 4173 

GI none 

Exons 4173.. 4277, 4179.. 4328, 4180. 



OJ000350_54.0310.C9 
8891 

TBLASTX: Soybean 
5184 ■ 
56 

,4356, 4289. .4357, 5113. .5184 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43410 Seq. ID 

91013 Strand 

86 End 

OJ000350_54 .0310. C10. ol.np Method 

86 End 

6815097 Score 



OJ000350_54. 0310. C10 
+ 

11703 
AAT/NAP 
4650 
3733 
4650 



86.-956, 1329. .1941, 2056. .3750, 3886 
(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43410 Seq. ID 

91013 Strand 

86 End 
OJ000350_54 .0310. C10. ol.gs Method 

558 End 

none Score 

558.. 692, 1236.. 2071, 2403.. 2509, 2811 



OJ000350_54 .0310. C10 
+ 

11703 
GENSCAN 
3123 
.53 
. .3123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43410 Seq. ID 

91013 Strand 

86 End 

OJ000350_54 . 0310 . C10 . o2 . gs Method 

3460 End 

none Score 



OJ000350_54. 0310. C10 
+ 

11703 
GENSCAN 
11686 
.5 



3460. .4235, 5245. .5384, 8342. .8515, 8576. .8658, 9256.-9869, 
9953.. 10055, 10163 .. 10301, 10715 .. 10992, 11522.. 11686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43410 Seq. ID 

91013 Strand 

86 End 

OJ000350_54 . 0310 . C10 . o2 . np Method 

9236 End 

4512018 Score 



OJ000350_54. 0310. C10 
+ 

11703 
AAT/NAP 
11703 
1150 



9236.-9672, 9745.-9869, 9953.. 10055, 10163 .. 10301, 10715 10992 , 
11522. .11703 

(AF106660) mRNA binding protein precursor [Lycopersicon 
esculentum] 



Seq. No. 43410 Seq. ID 

Gene No. 91013 Strand 

Start 86 End 

Name OJ000350_54 . 0310 . C10 . ol . gp Method 

Start 9531 End 

GI LIB3431-015-P1-K1-C7 Score 

Exons 9531.. 9672, 9745..9869, 9953.. 10029 
GI Descrip. 



OJ000350_54 . 0310 .C10 
+ 

11703 
AAT/GAP 
10029 
600 



'1532135 6.0e-32 (U49442) chloroplast mRNA-binding protein CSP41 
precursor [Spinacia oleracea] 1 



44198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



434IO Seq. ID OJ000350_54 . 0310 . CIO 

91013 Strand + 

86 End 11703 

0 J000350_54 . 0310 . CIO . o2 . gp Method AAT/GAP 

10707 End 10992 

702014 Score 485 1 

10707.. 10992 

4512018/gb| AAD21574.il 4.0e-43 (AF106660) mRNA binding protein 
precursor [Lycopersicon esculentum] 





Seq. No. 


43410 








Seq. ID 


OJ000350_54.0310. 


C10 




Gene No. 


91014 








Strand 


- 






Start 


12735 








End 


17210 






Name 


OJ000350 54. 


.0310, 


,C10.o4 , 


, tm 


Method 


TBLASTX: Maize 






Start 


4608 








End 


4801 






GI 


none 








Score 


228 






Exons 


4608 . .4799, 


4612 . 


(AAA 

. . 4800, 




a q n i 
, 4 oUl 








Seq. No. 


43410 








Seq. ID 


OJ000350_54.0310. 


,C10 




Gene No . 


91014 








Strand 


- 






Start 


12735 








End 


17210 






Name 


OJ000350 54 


.0310, 


,C10.o5, 


.tm 


Method 


TBLASTX: Maize 






Start 


9358 








End 


9654 




i "a 


GI 


none 








Score 


39 






Exons 


9358 . . 9414, 


9511, 


. . 9654, 


9523 . . 










Seq. No. 


43410 








Seq. ID 


OJ000350_54.0310, 


.C10 


id 


Gene No. 


91014 








Strand 


- 




id 


Start 


12735 








End 


17210 






Name 


OJ000350 54 


.0310 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




rj i 


Start 


9510 








End 


9689 




: ~? 


GI 


none 








Score 


241 




T "| 


Exons 


9510. .9689, 


9511 


. .9672 












Seq. No. 


43410 








Seq. ID 


OJ000350_54.0310 


.C10 




Gene No. 


91014 








Strand 








Start 


12735 








End 


17210 






Name 


OJ000350 54 


.0310 


.C10.o2 


.ts 


Method 


TBLASTX: Soybean 




O 


Start 


9510 








End 


9777 






GI 


none 








Score 


241 






Exons 


9510. .9695, 


9511 


. .9672, 


9745. 


.9777 








Seq. No. 


43410 








Seq. ID 


OJ000350_54.0310 


.C10 




Gene No. 


91014 








Strand 








Start 


12735 








End 


17210 






Name 


OJ000350 54 


.0310 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


9820 








End 


10246 






GI 


none 








Score 


91 






Exons 


9820. .9879, 


9945 


. .10055 


, 9950 


. .10057, 


9951.. 10055, 10162. .10215, 






10163. .10216, 10223. .10246, 10229.. 10246 






Seq. No. 


43410 








Seq. ID 


OJ000350_54.0310 


.C10 




Gene No. 


91014 








Strand 








Start 


12735 








End 


17210 






Name 


OJ000350 54 


.0310 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


10025 








End 


11680 





44199 




GI 


none 




Score 


56 




Exons 


1UUZ j . . 1UUD / / iUUZO. 


i no r 


10162. .10320, 10163. .10321, 






iu /u / . . luyoo , lu/uo. 


i nQR£ 

. 1U50D/ 


11522. .11680, 11524. .11679 




Seq. No. 


43410 




Seq. ID 


OJ000350_54.0310 


.C10 


Gene No. 


91014 




Strand 






Of a v-4- 

btar l 


1 OTOC 

1Z / JO 




End 


17210 




Name 


UJUUUjjU . UjIU .LIU 


rt 9 -j- 


Method 


TBLASTX: Cress 




btart 






End 


11680 




GI 


none 




. Score 


103 




Exons 


IflQO/l 1 HQQO 1 1 COI 


■ X ± O / V , 


11522. .11680 




beq. wo. 


^ j4 1 U 




Seq. ID 


OJ000350_54.0310 


pi o 

• LIU 


ti rt XI rt 

Gene jno . 


y iu j. ft 




Strand 






Start 


12735 




End 


17210 




Name 


OJ000350 54. 0310. CIO 


. o3 . gp 


Method 


AAT/GAP 




btar u 


12633 




End 


16252 




GI 


29810 1.R1084 




Score 


1496 




Exons 


12633. .13010, 14016. 


.14099, 


14547. .14664, 15993. .16252 




GI Descrip. 


'4512018/gb|AAD21574 


.11 4.0e-43 (AF106660) mRNA binding 






precursor [Lycopersicon esculentum] ' 






Seq. No. 


43410 




Seq. ID 


OJ000350_54.0310 


PI 0 


Gene No. 


91014 




Strand 






Start 


12735 




' End 


17210 




Name 


OJ000350 54. 0310. C10 


. o3 . np 


Method 


AAT/NAP 




start 


12731 




End 


16081 




GI 


4220481 




Score 


228 




Exons 


12731. .13010, 14016. 


.14099, 


14547. .14664, 15993. .16081 




GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis 


j thaliana] 




c? rt vi rt 

beq. wo. 


43410 




Seq. ID 


OJ000350_54.0310 


pi n 


Gene No. 


91014 




Strand 






Start 


12735 




End 


17210 




Name 


OJ000350 54. 0310. C10 


.o3.gs 


Method 


GENSCAN 




btart 


12735 




End 


17210 




GI 


none 




Score 


.88 




Exons 


12735. .13010, 14016. 


.14099, 


14547. .14664, 15586 .. 15628 , 






15993. .16118, 17144. 


.17210 








C rt « XI rt 

Seq. No. 


43410 




Seq. ID 


OJ000350_54.0310 


pi n 

. LIU 


XI rt 

Gene No. 


91014 




Strand 






Start 


12735 




End 


17210 




Name 


OJ000350 54. 0310. C10 


. o2 . tm 


Method 


TBLASTX : Maize 






12760 




End 


16063 




rt T 

GI 


none 




Score 


160 




Exons 


12760. .13026, 12765. 


.13004, 


12905. .13036, 14016 .. 14099, 






14540. .14662, 14546. 


.14662, 


14547. .14663, 14547 .. 14672, 






14551. .14664, 15992. 


.16063, 


15995. .16063 




Co./*r Mrt. 

oeq. iNO • 


43410 




Seq. ID 


OJ000350_54.0310 


. C10 


Gene No. 


91014 




Strand 






Start 


12735 




End 


17210 




Name 


OJ000350 54. 0310. C10 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12777 




End 


14663 




GI 


none 




Score 


44 




Exons 


12777. .12830, 12777. 


.13010, 


12781. .12963, 12903 .. 12977 , 





44200 



12905. .13036, 14016. . 14099, 14547 .. 14648, 14548 14607, 
14643. .14663 



Corf Mn 


4^411 


Cono Mo 

VJCilC LVKJ • 


91 01 S 


Of ari- 
o L.ai l 


11 


LN CJ.1UC- 


o.Tnnfnso S4 


Qf =»r1- 
o Lai L 


14 _ 
j. i j ^. 


\J 1 


none 


Exons 


1432. . 1567, 




43412 


Cono Mo 


^ i u i \j 


O lai L 


7 

/JO 


IN dlUC 




O Lai l 


7 ^ _ 




^9(194 4 4 


Exons 


753. .1179, 


GI Descrip. 


(AB030283) i 


Ooo Mo 


4^419 






Of o K f 

o Lai L 


1DO / 


NaIU6 


o.Tfion^sn ^4 

wUUUU J JU J 4 


Of r f 

O Lai L 


I DO / 


ol 


97QQ71 4 


LiAUIlkD 


1 fift7 1 ff 94 

1D0 / • • I O ^ 4 , 


Seq. No. 


43412 


CoriQ Mo 
UC1 1C INL> • 


91 fll 7 

JlUl / 


Of a r*f 
O Lai L 


IDO / 


Name 


vUUUU JJU .J 4 


Of art" 
O Lai. L 


1 QC1 ~~ 
lODl 


O 1 


n ono 








3305. .3370, 




4863. .4958, 


Opn Mo 


4^419 

4 Jilt, 


f^ono Mo 


qi ni 7 

-7 I U J. / 


Cf a r*t* 
O Lai. L 


1 fift7 


Mama 




o Lai L 


1 QI ^ ~~ 


Ol 


none 


Exons 


1913. .2152, 


Oorr Mo 

OC^ • LNL> • 


4^419 

4 04 I £. 


uene ino • 


QI H1 7 


Start 


1687 


Name 


OJ000350 54, 


Start 


4720 


GI 


none 


Exons 


4720. .4773, 




5052. .5147, 


Seq. No. 


43413 


Gene No. 


91018 



,5298 



Seq. ID OJ000350_54 .0310.C11 

Strand + 

End 2205 

Method GENSCAN 

End 2205 

Score .54 



Seq. ID OJ000350_54 .0310.C12 

Strand + 

End 4701 

Method AAT/NAP 

End 4701 

Score 369 



Seq. ID OJ000350_54.0310.C12 
Strand 

End 5324 

Method AAT/GAP 

End 2073 

Score 391 



Seq. ID OJ000350_54.0310.C12 
Strand 

End 5324 

Method GENSCAN 

End 5324 

Score .89 



Seq. ID OJ000350_54.0310.C12 
Strand 

End 5324 

Method TBLASTX : Mai ze 

End 2154 

Score 118 



Seq. ID OJ000350_54 .0310.C12 
Strand 

End 5324 

Method TBLASTX : Maize 

End 5298 

Score 44 



Seq. ID OJ000350_54.0310.C13 
Strand 



44201 




otart 


Ql 






End 


5132 


Name 




n^i 0 PI ^ nl 






GENSCAN 


otdil. 








End 


592 




none 






Score 


. 75 


Exons 












Seq. No. 


43413 






Seq. ID 


OJ000350_54 .0310.C13 


Gene No. 


91018 






Strand 




OLalL 


Ql 






End 


5132 


Name 


UJUUl/ J JU J4 . 


nii n pi ^ n? 




Method 


GENSCAN 


btari. 


1 CifiA ~ 






End 


5125 


hi 


none 






Score 


.61 


Exons 


1 n^d i *^fin 


4^66 4614. 


4623. 


.5015, 5087. .5125 


beq. no. 


A^A 1 1 
*4 0 ft J. O 






Seq. ID 


OJ000350_54 .0310.C13 


Gene No. 


91018 






Strand 




Start 


93 






End 


5132 


Name 


OJ000350 54. 


0310.C13.ol. 


np 


Method 


AAT/NAP 


Of a -»~+- 

o tar c 


3176 






End 


5132 




5732031 






Score 


280 


Exons 


3176. .3274, 


4490. .4990, 


5074. 


.5132 




GI Descrip. 


(AF147260) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


43413 






Seq. ID 


OJ000350_54 .0310.C13 


Gene No. 


91018 






Strand 






93 






End 


5132 


Name 


OJ000350 54. 


0310.C13.ol. 


tm 


Method 


TBLASTX: Maize 


o tart 


4731 






End 


5110 




none 






Score 


188 


Exons 


4731. .5015, 


4740. .5018, 


5075. 


.5110 




Seq. No. 


43414 






Seq. ID 


OJ000350_54.0310.C14 


Gene No . 


91019 






Strand 


+ 


Start 


123 






End 


8341 


Name 


OJ000350 54. 


0310.C14.ol 




Method 


GENSCAN 


ouart 


123 






End 


8341 




none 






Score 


.59 


Exons 


123. .237, 3111. .3244, 3922. .4124, 4163 


..4302, 4359. .4468, 




4750. .4799, 


5306. .5456, 


5614. 


.5647, 5791. .5990, 6101. .6219, 




6394. .6528, 


6600. . 6724, 


6729. 


.7490, 7608. .7753, 7887. .8341 


Seq. No. 


43414 






Seq. ID 


OJ000350_54 .0310.C14 


Gene No. 


91019 






Strand 


+ 


Start 


123 






End 


8341 


Name 


OJ000350 54. 


0310.C14.o2 


.np 


Method 


AAT/NAP 


Start 


6274 






End 


7491 


GI 


6721561 






. Score 


964 



Exons 6274.. 6528, 6600.. 6662, 6733.. 7491 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. ID OJ000350_54 .0310.C14 
Strand + 
End 17203 



Seq. No. 43414 
Gene No. 91020 
Start 15718 



44202 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method GENSCAN 
End 17203 
none Score . . 5 

15718. .15749, 15792 15898, 16125 .. 16711 , 16745. .17203 



OJ000350_54.0310.C14.o4.gs 
15718 



43414 
91021 
20910 

OJ000350_54.0310.C14.o4.np 
20910 
5902445 
20910.. 23957 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000350_54.0310.C14 

Strand + 

End 23957 

Method AAT/NAP 

End 23957 

Score 4 48 9 



43414 
91022 
112 

OJ000350_54.0310.C14.ol.np 
112 

5911167 



Seq. ID OJ000350_54.0310.C14 
Strand 

End 2953 

Method AAT/NAP 

End 2953 

Score 1489 



112. .241, 340. .2478, 2882. .2953 

(AF136221) putative transposase protein [Zea mays] 



43414 >; v . - Se< 3* 10 

91023 Strand 

8952 End 

OJ000350_54.0310.C14 .o2.gs Method 

8952 End 

none Score 

8952. .9639, 9663. .10340, 10419. .11884 

43414 Seq. ID 

91023 Strand 

8952 End 

OJ000350_54 . 0310 . C14 . o3 . np Method 

8955 End 

7228457 Score 



OJ000350_54.0310.C14 

15360 
GENSCAN 
11884 
.84 



OJ000350_54.0310.C14 

15360 
AAT/NAP 
15360 
3159 



8955.. 10492, 10559. . 12222, 12276 .. 13831 , 15291.. 15360 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



43414 
91023 
8952 

OJ000350_54 .0310.C14 .o3.gs 
12148 
none 



Seq. ID OJ000350_54.0310.C14 
Strand 

End 15360 

Method GENSCAN 

End 15295 

Score .49 



12148. .12734, 12840 .. 13017 , 1336*8 .. 14821, 14860.. 15295 



43414 
91024 
17980 

OJ000350_54.0310.C14 .o5.gs 

17980 

none 

17980. .18484, 18804. .18814 



Seq. ID OJ000350_54.0310.C14 
Strand 

End 18814 

Method GENSCAN 

End 18814 

Score • .82 



44203 





Seq. No. 


43414 




Seq. ID 


OJ000350_54 .0310. 


C14 




(2ar\f* No 


91025 




Strand 








O Lai L 


24276 




End 


25458 








OJ000350 54.0310.C14 .o7. 


tw 


Method 


TBLASTX: Wheat 








125 ~~ 




End 


689 






\J X 


none 




Score 


66 






F von 


125. .244, 127. .258, 336. 


.689 










Seq. No. 


43414 




Seq. ID 


OJ000350 54.0310. 


C14 




f!pnp No . 


91025 




Strand 








O U Q. X L. 


24276 




End 


25458 






Mamp 
LNditlC 


OJ000350 54 . 0310 .C14 . o3. 


tm 


Method 


TBLASTX : Maize 






C+- a 7-+- 


339 ~ 




End 


785 






ox 


none 




Score 


65 








339. .485, 339. .785, 340. 


.783 










Seq. No. 


43414 




Seq. ID 


OJ000350_54 . 0310 


C14 






91025 




Strand 








O Ldl L 


24276 




End 


25458 






Name 


OJ000350 54 . 0310 . C14 . o2 . 


ts 


Method 


TBLASTX : Soybean 








3S1 — 




End 


752 






ox 


none 




Score 


74 






F von 


351.. 590, 352.. 471, 595. 


.705, 


600. .752 






~ 1=1 
3 1 ; 
^ : : 


Seq. No. 


43414 




Seq. ID 


OJ000350_54 . 0310 


.C14 






91025 




Strand 






i y 


C-|-a r+* 
O L, a. -L L> 


24276 




End 


25458 






LN GllllC 


OJ000350 54. 0310. CI 4. o5. 


ts 


Method 


TBLASTX : Soybean 




§ : I 


Otdl L 


1075 _ 




End 


1314 




J ™* 


O X 


none 




Score 


87 






TT" vr /^\ o 


107S 1314 1097 1312 












Seq. No. 


43414 




Seq. ID 


OJ000350_54.0310 


.C14 


C3 


fipnp Mo - 

\J die ll N_/ . 


91025 




Strand 






~-:J 




24276 




End 


25458 




|I 




OJ000350 54 . 0310 .C14 . o4 . 


tm 


Method 


TBLASTX: Maize 




si 


Q1- a r*f- 
OLdl L 


1144 _ 

X X 1 *± 




End 


1597 




S3? 


OX 


none 




Score 


115 




S3 


F. von 


1144. .1341, 1145. .1339, 


1354. 


.1587, 1438.. 1587, 1451.. 1597 




Seq. No. 


43414 




Seq. ID 


OJ000350_54.0310 


.C14 




fipnp No 


91025 




Strand 








C+- -v-f- 

O Lax L 


24276 




End 


25458 






Name 


OJ000350 54 0310 C14.o8 


tw 


Method 


TBLASTX: Wheat 








1 3S7 ~~ 

X -J -J » 




End 


1644 






r-T 
ox 


none 




Score 


109 






F von q 


1357 1644. 1451 1633 












Seq. No. 


43414 




Seq. ID 


OJ000350_54.0310 


.C14 




Gene No. 


91025 




Strand 








Start 


24276 




End 


25458 






Name 


OJ000350 54.0310.C14.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1432 




End 


1783 






GI 


none 




Score 


57 






Exons 


1432. .1653, 1451. .1591, 


1675. 


.1764, 1709.. 1783 





44204 



Seq. No. 


43414 








Seq. ID 


OJ000350_54.0310..C14 


Gene No. 


91025 








Strand 




O L. d i~ L. 


24276 








End 


25458 


Name 


OJ000350 54 


0310. 


C14 .o4 


. ts 


Method 


TBLASTX : Soybean 


Olai L 


1819 . _ 








End 


2055 




none 








Score 


197 


Exons 


1819 2055 












Sea No. 


43414 








Seq. ID 


OJ000350_54 .0310.C14 


Gene No. 


91025 








Strand 




Start 


24276 








End 


25458 


Name 


OJ000350 54. 


"0310. 


C14.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


8964 








End 


23948 


GI 


none 








Score 


70 


Exons 


8964. .9095, 


8965. 


.9090, 


9120. 


.9572, 9316. .9393, 9472.-9558, 



23334. .23792, 23369. . 23443, 23489 .. 23596, 23811.. 23948 



064. LNO . 


4 ?414 

*i «J *S X *i 




Seq. ID 


OJ000350_54.0310 


.C14 




91025 




Strand 






Start 


24276 




End 


25458 




Name 


OJ000350 54. 


0310.C14.o6.tm 


Method 


TBLASTX: Maize 




OL.cl.LL 


9000 




End 


23909 






none 




Score 


48 






9000. .9083, 


9034.. 9090, 9084 


..9200, 9084. .9266, 2364 6.-23828, 




23807. .23905 


, 23811.. 23909 








oeq. iNo . 


43414 




Seq. ID 


OJ000350_54.0310- 


.C14 


Gene No. 


91025 




Strand 






Start 


24276 




End 


25458 




Name 


OJ000350 54. 


0310.C14.o9.tm 


Method 


TBLASTX: Maize 




0 car l 


9348 




End 


23564 






none 




Score 


89 


. .23390, 


Exons 


9348. .9431, 


9447.. 9527, 9522 


..9620, 23291. .23389, 23292 




23381. .23455 


, 2338S..23468, 


23478. .23564 




Seq. No. 


43414 




Seq. ID 


OJ000350_54.0310 


.C14 


Gene No. 


91025 




Strand 






Start . 


24276 




End 


25458 




Name 


OJ000350 54. 


0310.C14.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9695 




End 


23219 




GI 


none 




Score 


193 




Exons 


9695. .10078, 


9696. .10070, 22832. .23143, 


22833. .23219, 






23034. .23207, 23174.. 23218 








Seq. No. 


43414 




Seq. ID 


OJ000350_54.0310 


.C14 


Gene No. 


91025 




Strand 






Start 


24276 




End 


25458 




Name 


OJ000350 54. 


0310.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


9773 




End 


23153 




GI 


none 




Score 


179 




Exons 


9773. .10078, 


9774. .10061, 22823. .23152, 


22827. .23153 




Seq. No. 


43414 




Seq. ID 


OJ000350_54.0310 


.C14 


Gene No. 


91025 




Strand 






Start 


24276 




End 


25458 




Name 


OJ000350 54. 


0310.C14.olO.tw 


Method 


TBLASTX: Wheat 




Start 


10283 




End 


22664 





44205 



GI 

Exons 



none Score 67 

10283. .10537, 10410 10535, 22374 .. 22664 , 22433.-22645 



Seq. No. 43414 Seq. ID 

Gene No. 91025 Strand 

Start 24276 End 

Name OJ000350_54 . 0310 . C14 . o3 . ts Method 

Start 104 90 End 

GI none Score 

Exons 10490. .10729, 10739 .. 10864 , 

22226. .22309, 22227.. 22469 



OJ000350_54.0310.C14 
25458 

TBLASTX: Soybean 
22469 
86 

22089. .22187, 22091 .. 22177, 



Seq. No. 43414 
Gene No. 91025 
Start 24276 

Name OJ000350_54 . 0310 . C14 . 06 . tw 

Start 10580 
GI none 

Exons 10580. .10651, 10580 .. 10753, 10761 .. 10988, 10763 

21965. .22183, 21966 .. 22196, 21981 .. 22190, 22226 
22227. .22373 



Seq. ID OJ000350_54 .0310.C14 
Strand 

End 25458 
Method TBLASTX : Wheat 
End 22373 
Score 53 

10987, 
22372, 



Seq. No. 43414 

Gene No. 91025 

Start 24276 

Name OJ000350_54 . 0310 . C14 . o5 

Start 10985 

GI none 

Exons 10985. .11011, 11063.. 11 
21524. .21778, 21525. .21 

Seq. No. 43414 

Gene No. 91025 

Start 24276 

Name OJ000350_54 . 0310 . C14 . ol 

Start 11078 

GI none 

Exons 11078. .11503, 11319.. 11 
21653. .21784 



Seq. ID OJ000350_54.0310.C14 
Strand 

End 25458 
.tm Method TBLASTX: Maize 

End 21944 

Score 132 
137, 11156. .11410, 11178. .11411, 
779, 21771. .21944, 21800. .21883 

Seq. ID OJ000350_54.0310.C14 
Strand 

End 25458 

.ts Method TBLASTX: Soybean 

End 21857 

Score 86 
444, 21438. .21857, 21473 .. 21598 , 



Seq. No. 43414 

Gene No. 91025 

Start 24276 

Name OJ000350_54 . 0310 . C14 . o2 . tw 

Start 11133 

GI none 

Exons 11133. .11447, 
21446. .21802, 



11135. .11557, 
21447. .21788 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_54.0310.C14 
25458 

TBLASTX: Wheat 

21802 

244 



11153. .11506, 21377. .21448, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43414 
91025 
24276 

OJ000350_54 .0310.C14.o7.tm 

11411 

none 



Seq. ID OJ000350_54 .0310.C14 
Strand 
End 

Method 
End 
Score 



25458 

TBLASTX: Maize 

21524 

137 



11411. .11638, 21296. .21448, 21438. .21524 



44206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350 54.0310.C14 



43414 Seq. ID 

91025 Strand 

24276 End 
OJ000350_54 . 0310 . C14 . o2 . tm Method 

11642 End 

none Score 

11642. .11998, 11643. .11936, 21026 .. 21172, 21027 .. 21179, 
21182.. 21292 



25458 

TBLASTX: Maize 

21292 

202 



43414 Seq. ID 

91025 Strand 

24276 End 

OJ000350_54 .0310.C14.ol.tw Method 

11672 End 

none Score 



OJ000350_54.0310.C14 
25458 

TBLASTX: Wheat 

21262 

311 



11672. .12127, 11673. .12119, 11687 .. 12127, 20855 .. 21214 , 
20856. .21176, 21182.. 21262 



43414 Seq. ID 

91025 Strand 

24276 End 

OJ000350_54 .0310.C14.o5.tw Method 

12319 End 

none Score 



OJ000350_54.0310.C14 
25458 

TBLASTX: Wheat 

20629 

149 



12319. .12555, 12329 .. 12553, 12592 .. 12774 , 12665 .. 127 66, 
16064. .16126, 20198. .20287, 20199 .. 20363, 20397 .. 20627 , 
20399. .20629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43414 
91025 
24276 
OJ000350 
13410 
none 
13410 
13758 
16310 



54.0310.C14.o9.tw 



13670, 
13808, 
16531 



13411. 
16178. 



,13638, 
,16225, 



Seq. ID OJ000350_54.0310.C14 
Strand 

End 25458 

Method TBLASTX : Wheat 

End 16533 

Score 90 
13644. .13757, 13696 .. 13746, 
16229. .16318, 16309 .. 16533, 



Seq. No. 43414 

Gene No. 91025 

Start 24276 

Name OJ000350_54 .0310.C14 .08 .tm 

Start 13524 

GI none 

Exons 13524. .13763, 16202.. 16456 

Seq. No. 43414 

Gene No. 91025 

Start 24276 

Name OJ000350_54 . 0310.C14 .o7 .gs 

Start 24276 

GI none 

Exons 24276. .24614, 24645. .24721, 
25231-. .25413 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_54.0310.C14 
25458 

TBLASTX: Maize 

16456 

145 



OJ000350_54.0310.C14 

25458 
GENSCAN 
25413 
.72 



24800. .24901, 24972 .. 25161, 



Seq. No. 
Gene No. 



43414 
91025 



Seq. ID 
Strand 



OJ000350 54. 0.310. C14 



44207 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24276 End 

OJ000350_54 . 0310 . C14 . o5 . np Method 

24282 End 

6691716 Score 



25458 
AAT/NAP 
25458 
880 



24282. .24721, 24800 .. 24911, 25060 .. 25161, 25231. .25458 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



43415 
91026 
1 

OJ000350_54.0310.C15.ol.np 
1 

6691716 
1..295, 366.-529, 709. .1593 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj | BAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 54.0310.C15 



1593 
AAT/NAP 
1593 
1305 



43415 Seq. ID 

91026 Strand 

1 End 

OJ00035'0_54 . 0310 . C15 . ol . gs Method 

51 End 

none Score 



OJ000350_54.0310.C15 

1593 
GEN SCAN 
1593 
.74 



51. .295, 366. .574, 709. .890, 1464. .1593 



43415 Seq. ID 

91026 Strand 

1 End 
OJ000350_54 . 0310 . C15 . ol . tw Method 

1183 End 

none Score 
1183. .1473 



OJ000350_54.0310.C15 
1593 

TBLASTX: Wheat 
. 1473 
188 



43416 
91027 
1418 

OJ000350_54.0310.C16.ol.gs 
1418 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1418. .1782, 1839. .1894, 2560. .3119, 3170. .4033, 4717. .6052, 
6099. .7192, 7373. .7466, 7471. .7543, 8404. .8524, 8829. .9173, 
9275. .9892 



OJ000350_54.0310.C16 
+ 

9892 
GENSCAN 
9892 
.46 



43416 
91027 
1418 

OJ000350_54 . 0310. C16.ol. rip 
4789 
6630685 
4789. .4860, 



Seq. ID OJ000350_54 .0310.C16 

Strand + 

End 9892 

Method AAT/NAP 

End 7861 

Score 4492 



5151. .7861 

(AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



Seq. No. 



43416 



Seq. ID OJ000350_54 .0310.C16 



44208 




Gene No. 


91028 








Strand 




Start 


10782 








End 


11349 


Name 


OJ000350 54 


.0310. 


C16.o2 


.gs 


Method 


GENS CAN 




10782 








End 


11349 


ox 


none 








Score 


. 5 




10782. .11039, 11248. .11349 






Seq. No. 


43416 








Seq. ID 


OJ000350_54 .0310.C16 


Gene No. 


91029 








Strand 




Start 


12359 








End 


13461 


Name 


OJ000350 54 


.0310. 


C16.o2 


.np 


Method 


AAT/NAP 


Start 


12359 








End 


13461 


ox 


6815053 








Score 


612 




12359. .12597, 12643 12817 , 13315;. 13461 


flT npqrrin 
ox uco^i ±y • 


( AP001080 ) 

\ fir \j \j x \j \j \j j 


hypothetical protein [Oryza 


sativa] 












Seq. ID 


OJ000350_54.0310.C16 


Gene No. 










Strand 




Start 


1 ^0^4 








End 


16879 


Name 


OJ000350 54 


.0310. 


C16.o4 


.ts 


Method 


TBLASTX : Soybean 


o u ax i— 


2667 








End 


4881 


ox 


none 








Score 


73 


pvnn q 


?667 2774 


2778. 


.3113, 


4617. 


.4664, 4674. .4715, 4726. .4869, 




4ft 1 Q 4ftft 1 

*i O X _7 • • *i O O X 












Seq. No. 


4^4 1 

1 Jt 1U 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 










Strand 




Start 


15054 








End 


16879 


Name 


OJ000350 54 


.0310. 


C16.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2670 








End 


3065 


ox 










Score 


247 


UAUllO 




2672. 


.2770, 


2673. 


.3065 




Seq. No. 


4^41 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 










Strand 




Start 


15054 








End 


16879 


Name 


OJ000350 54 


.0310. 


CI6.06 


. tm 


Method 


TBLASTX : Maize 


Start 


4622 








End 


4 962 


ox 


none 








Score 


90 




4622. .4696, 


4623. 


.4694, 


4708. 


.4947, 4720. .4962, 4725. .4961 


Seq. No. 


43416 








Seq. ID 


OJ000350_54 . 0310. C16 


Gene No. . 


91030 








Strand 




Start 


15054 








End 


16879 


Name 


OJ000350 54 


.0310. 


C16.o5 


.tw 


Method 


TBLASTX: Wheat 


>D Lai L. 


4741 








End 


5055 


ox 


none 








Score 


227 


pyrin Q 


4741. .5055, 


4741. 


.4782, 


4830. 


.4955 




Sea. No. 


43416 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




Start 


15054 








End 


16879 


Name 


OJ000350 54 


.0310. 


C16.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


4963 








End 


5358 


GI 


none 








Score 


147 


Exons 


4963. .5091, 


4971. 


.5078, 


5082. 


.5357, 5086. .5358 



44209 




oeq . lno . 


4 "34 1 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




Start 


15054 








End 


16879 


Name 


OJ000350 54 


0310 


PI 6 nl 

^ X \J • *J X 


• L. W 


Method 


TBLASTX: Wheat 


O Lai. L. 


5122 ~~ 








End 


5694 




none 








Score 


279 




SI 9? 5^70 


51 30 




529? 


.5399, 5294. .5422, 5381. .5425, 




5406 5486 


5410 . 


5694 


5422 . 


.5691, 5568. .5693 




*± «J *± x u 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




Start 


15054 








End 


16879 




OJ000350 54 


. 0310 . 


C16 . o2 


. tm 


Method 


TBLASTX: Maize 


OLuI L 


5359 ~~ 

*J -J ~J Zs 








End 


6111 




none 








Score 


111 




5359 5430 
j j j ^ • • ~j ^ ~j \j / 


5364 


5432 


5428 


.5601, 5431. .6042, 5556. .6014, 




5662 6036. 


6082 . 


. 6111 








Seq. No. 


43416 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




Oldl L 


1 5054 

X J VJ J 1 








End 


16879 


Name 


OJ000350 54 


031 0 


Tl 6 




Method 


TBLASTX: Soybean 












End 


5985 


oJ. 


■n o 

IHJilt- ■ • 








Score 


310 


Exons 


5 5 39 598 5 


5559 


584 9 

* J O *i .7 , 


5874 


.5984 




Seq. No. 


43416 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




ULClIL 


X J V -J *± 








End 


16879 


Name 


O.TOOO^SO S4 


0^10 


PI 6 nl 

^ X U a U X 


f p 


Method 


TBLASTX: Cress 


Cf 3r 4- 

O lal L. 


jj / j 








End 


5991 


r:T 


IlUilC 








Score 


212 




557R ^991 












Seq. No. 


43416 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




O Lai L 


1 S0S4 








End 


16879 


LN CHUG 


O.TOOO^SO S4 


0310 


fl 6 o4 


• l_ W 


Method 


TBLASTX: Wheat 


O LCtl U 


578? ~~ 








End 


6021 












Score 


133 


JjAUllO 


S789 S871 

J / O^. • • JO r If 


S784 


5858 

. JO JO^ 


5860 


.6021, 5871. .6014 


Seq. No- . 


43416 








Seq. ID 


OJ000350_54.0310.C16 


Gene No. 


91030 








Strand 




O Lai L. 


i ^ns4 

1JUJ 1 : 








End 


16879 


Name 


n.Tnon^n ^4 


0*31 n 


PI 6 o S 


• LIU 


Method 


TBLASTX: Maize 




61 Qfi _ 








End 


6519 


\j x 


none 








Score 


103 


Exons 


61 96 6^91 

0X270. . V)J4l; 




6R1 9 


690^ 


.6517 




Sea No 


43416 








Seq. ID 


OJ000350_54 . 0310. C16 


Gene No. 


91030 








Strand 




Start 


15054 








End 


16879 


Name 


OJ000350 54 


.0310. 


C16.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


6226 








End 


6832 


GI 


5509260 








Score 


243 


Exons 


6226. .6441, 


6227. 


.6442, 


6451. 


.6825, 6452.. 6832, 6635.. 6832 



44210 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43416 
91030 
15054 

OJ000350_54.0310.C16.o2.tw 

6368 

none 

6368.. 6442, 6436.. 6471, 6463. 



OJ000350_54.0310.C16 
16879 

TBLASTX: Wheat 
6820 
86^- 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6618, 6475. .6807, 6479. .6820 



Seq. No. 43416 Seq. ID 

Gene No. 91030 Strand 

Start 15054 End 

Name OJ000350_54 . 0310 . C16 . o2 . tc Method 

Start 6434 End 

GI none Score 

Exons 6434.. 6715 



OJ000350_54.0310.C16 
16879 

TBLASTX: Cress 

6715 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43416 
91030 
15054 

OJ000350_54.0310.C16.o3.tm 

6636 

none 



Seq. ID OJ000350_54.0310.C16 
Strand 

End 16879 

Method TBLASTX : Maize 

End 7072 

Score 627 



6636.. 7043, 6637.. 7068, 6638.. 7072 



Seq. No. 43416 

Gene No. 91030 

Start 15054 

Name OJ000350_54 . 0310 .C16 . ol . tm 

Start 7187 

GI none 

Exons 7187.. 7882, 7195.. 7890, 7195. 



Seq. ID OJ000350_54.0310.C16 
Strand 

End 16879 

Method TBLASTX : Mai ze 

End 78 90 

Score 958 

.7875, 7535. .7879, 7779. .7880 



Seq. No. 43416 

Gene No. 91030 

Start 15054 

Name OJ000350_54 . 0310 .C16 . o2 . ts 

Start 7205 

GI none 

Exons 7205.. 7594, 7429.. 7593, 7606. 



Seq. ID OJ000350_54.0310.C16 
Strand 

End 16879 

Method * TBLASTX: Soybean 

End 7846 

Score 271 
.7698, 7613. .7846 



Seq. No. 43416 Seq. ID 

Gene No. 91030 Strand 

Start 15054 End 

Name OJ000350_54 . 0310 . C16 . 06 . tw Method 

Start 7343 End 

GI none Score 

Exons 7343.. 7603, 7622.. 7810 



OJ000350_54.0310.C16 
16879 

TBLASTX: Wheat 

7810 

100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43416 Seq. ID 

91030 Strand 

15054 End 

OJ000350_54 . 0310 . C16 . o3 . gs Method 

15054 End 

none Score 



OJ000350_54.0310.C16 

16879 
GENSCAN 
16879 
.45 



15054. .15113, 16547. .16572, 16577 .. 16659, 16674.. 16879 



44211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43416 Seq. ID OJ000350_54 . 0310 . C16 

91030 Strand 

15054 End 16879 

OJ000350_54 . 0310 . C16 . o3 . np Method AAT/NAP 

15560 End 15686 

6721561 Score 90 
15560. .15686 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

43417 Seq. ID OJ000350_54 . 0310 . C17 

91031 Strand 

1 End 1337 

OJ000350_54 . 0310 . C17 . ol . np Method AAT/NAP 

1 End 647 

5305335 Score 118 
1. .647 

(AF071081) proline-rich mucin homolog [Mycobacterium 
tuberculosis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43417 Seq. ID 

91031 Strand 
1 End 
OJ000350_54 .0310.C17.ol.gs Method 
94 End 
none Score 
94. .241, 361. .475, 1113. .1337 

43418 Seq. ID 

91032 Strand 
609 End 
OJ000350_54 . 0310 . C18 . ol . np Method 
609 End 
7248393 Score 
609. .992, 1032. .1316 

(AP001389) hypothetical protein [Oryza sativa] 



OJ000350_54 .0310.C17 

1337 
GEN SCAN 
1337 
.73 



OJ000350_54 .0310.C18 
+ 

8297 
AAT/NAP 
1316 
423 



43418 
91032 
609 

OJ000350_54.0310.C18.ol.gs 
837 
none 



Seq. ID OJ000350_54 .0310.C18 

Strand + 

End 8297 

Method GEN SCAN 

End 7400 

Score .6 



837. .1514, 1639. .2061, 2404. .3965, 4081. .4181, 4278. .4812, 
5009. .5516, 5604. .7088, 7119. .7400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43418 Seq. ID 

91032 Strand 

609 End 
OJ000350_54.0310.C18.o2.np Method 

3439 End 

7248394 Score 

3439.. 4361, 4629.. 5673, 7054.. 7129 



OJ000350_54 .0310.C18 
+ 

8297 
AAT/NAP 
7129 
1838 



44212 



GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 43418 Seq. ID 

Gene No. 91032 Strand 

Start 609 End 

Name . OJ000350_54 . 0310.C18 ,o3.np Method 

Start 6277 End 

GI 629693 Score 
Exons 6277.. 7382, 8253.. 8297 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ000350_54 . 0310 . C18 
+ 

8297 
AAT/NAP 
8297 
568 



beq. wo. 


43418 




Seq. ID 


OJ000350_54.0310.C18 


bene jno. 


91033 




Strand 


+ 


Start 


9831 




End 


12666 


Name 


OJ000350 54 


.0310.C18.o4.np 


Method 


AAT/NAP 




9831 




End 


12666 




5042463 




Score 


87 


Exons 


9831. .9858, 


11507. .11720, 12384. .12536, 


12587. .12666 


GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 


Ortrt- "Kin 

beq. wo. 


43418 




Seq. ID 


OJ000350_54 . 0310 .C18 


Gene No. 


91034 




Strand 




Start 


7733 




End 


14347 


Name 


OJ000350 54 


.0310.C18.o2.gs 


Method 


GEN SCAN 


brart 


7733 




End 


14347 




none 




Score 


.86 


Exons 


7733. .8413, 


8492.. 8608, 8808 


..9230, 9421.. 9637, 9718.. 9998, 




10226. .10768, 10858 .. 10944 , 


11822. .11866, 14285. .14347 


OcCJ . LNO . 


43418 




Seq. ID 


OJ000350_54.0310.C18 


Gene No. 


91035 




Strand 




Start 


17207 




End 


17740 


Name 


OJ000350 54 


.0310.C18.o6.ts 


Method 


TBLASTX : Soybean 


Start 


3583 




End 


3921 


GI 


none 




Score 


196 


Exons 


3583. .3921 








Seq. No. 


43418 




Seq. ID 


OJ000350_54.0310.C18 


Gene No. 


91035 




Strand 




Start 


17207 




End 


17740 


Name 


OJ000350 54 


.0310.C18.o5.ts 


Method 


TBLASTX : Soybean 


Start 


4331 




End 


4696 


GI 


none 




Score 


138 


Exons 


4331. .4555, 


4342. .4554, 4562 


. .4696 




Seq. No. 


43418 




Seq. ID 


OJ000350_54.0310.C18 


Gene No. 


91035 




Strand 




Start 


17207 




End 


17740 


Name 


OJ000350 54 


.0310.C18.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4493 




End 


4897 


GI 


none 




Score 


69 


Exons 


4493. .4549, 


4507. .4539, 4544 


..4897, 4552. .4854, 4556. .4897 



44213 




S.eq. No. 


43418 








Seq. ID 


OJ000350_54.0310 


.C18 


uCllC IN (J • 


qi oi^ 








Strand 






OLdl L 


1 7907 








End 


17740 




Name 


o.toooiro ^4 




n fl o9 


. tm 


Mca-t- hod 


TBLASTX * Mai ze 






4 R4 7 _ 
4 O 4 f 








End 


4765 














Score 


293 




Exons 


AKA1 Al £ R 
4 J4 / . . 4 / Oj , 


4^47 


Al Al 


4 S52 


. 4764 






Seq. No. 


43418 








Seq. ID 


OJ000350_54.0310 


.C18 


UCUC LNU • 


91 01S 








Strand 






C +- -j y-4- 

OLdlL 


1 7 907 








End 


17740 




Name 


d.toooi^o ^4 


0110 


C18 . ol 


. tm 


Method 


TBLASTX: Maize 




OLait 


47 66 ~~ 








End 


5228 






none 








Score 


406 






4766 SOflQ 


4766. 


. 5098, 


5096. 


.5227, 5097.. 5228 




Seq. No. 


43418 








Seq. ID 


OJ000350_54 .0310 


.C18 


belle • 


qi ois 








Strand 








1 7907 








End 


17740 




Name 


d.toooiro ^4 


0110 


n ft nR 


tw 


Method 


TBLASTX : Wheat 






4 fl Qft ~~ 

4 0 _70 








End 


5297 






none 








Score 


142 




Exons 


4flQft R0Q9 


4 Q1 ^ 




^914 


.5297 






Seq. No. 


43418 








Seq. ID 


OJ000350_54.0310 


.C18 


PAno Ma 


qi ois 

X \J *J J 








Strand 








1 7907 








End 


17740 




Name 


o.toooiso ^4 


0110 






Method 


TBLASTX: Soybean 




btall 


4 QI 1 _ 

4 :? X O 








End 


5384 




ox 


nnno 
IlvJIlc 








Score 


162 




Exons 


4 QI O CI 1 -3 


4 QS1 


^09S 


S0Q1 

JU Jl. 


.5195, 5196. .5384, 5240. .5371 


Seq. No. 


43418 








Seq. ID 


OJ000350_54.0310 


.C18 


UCilC 1NU • 


Q1035 

.7 -L VJ -J «-/ 








Strand 






C+- -j r-4- 


1 1901 








End 


17740 




LNaJlie 


o.toooiso ^4 


0110 


PI ft r>1 




Method 


TBLASTX : Soybean 






^R14 ~~ 

JJJ4 








End 


5947 






none 








Score 


132 






,J .J »_? *s • ■ «J U U \J , 


5535 . 


.5672, 


5693 . 


.5776, 5694. .5945, 5834. .5947 


Seq. No. 


43418 








Seq. ID 


OJ000350_54.0310 


.C18 


Pono Mpi 


qi ois 








Strand 








1 7907 








End 


17740 




Name 


o.toooiro ^4 


0110 


PI ft nl 




Method 


TBLASTX: Wheat 






RRftO ~ 








End 


5978 




PT 

bl 


none 








Score 


63 




TP \r /~\ y\ 




^OQ 


SQ7 ft 










Seq. No. 


43418 








Seq. ID 


OJ000350_54.0310 


.C18 


Gene No. 


91035 








Strand 






Start 


17207 








End 


17740 




Name 


OJ000350 54 


.0310. 


C18.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


6378 








End 


6671 




GI 


none 








Score 


141 




Exons 


6378. .6542, 


6567. 


.6671 











44214 



Seq. No. 


43418 






Seq. ID 


OJ000350_54.0310 


.C18 


Gene No. 


91035 






Strand 






Cf — f 


i *7 om 
l / zu / 








1 *7*7 A n 
1 / / 4 U 




Name 


UJUUUODU 04 . 


U jIU . Llo . Oj 


. tm 


Method 


1 riiiAb ix : ixtai ze 




b tart 


d d 






T-l J 

Lna 


C*7 *7 C 






none 






Score 


p. p 
0 0 




Exons 




OOOZ . . D / / D 










Seq. No. 


43418 






Seq. ID 


OJ000350_54.0310 


• C18 


Gene No. 


91035 






Strand 






Of -i ~-+- 


i lorn 






t<nQ 


1 *7 *7 /i n 
1 / / 4 u 




Name 


UJUUUjjU 34 . 


U jIU . Ulo . Oj 


f c 

. t s 


Method 


1 tsitrtb 1 a . boyoean 




o care 








Lnu 


£*7 Q*7 

0 / y / 




bl 


none 






Score 


9 ""i £ 




Exons 


DOyy . . D / i7 / 












Seq. No. 


43418 






Seq. ID 


OJ000350_54.0310 


.C18 


Gene No. 


91035 






Strand 






O f" -3 >~f 


i / ^ u / 






Lna 


1 *7 7 /i n 
1 / / 4 u 




Name 


UJUUU jjU 04 . 


UjIU . Llo . OZ 


•hi t 

. tw 


Method 


1 bJ->Ab 1 a : wneat 




Of v+- 

btart 


oyo / 














none 






Score 


zzo 




Exons 


oyo / . . / jd4 , 


ni on noon 
/ 1 o / . . / jjU 










Seq. No. 


43418 






Seq. ID 


OJ000350_54.0310 


.C18 


Gene No. 


91035 






Strand 






btart 


l /^u / 








1 *7 *7 /i n 
1 / / 4 u 




Name 




mi n pi o 


f _ 
. t s 


Method 


i biiHb 1 a : boyoean 




Of-. ~-f 

otart 


*7 1 >i r* 
/14U 






Lna 


1QQA 

/ jyu 




p t 


none 






Score 


Z J4 




Exons 


/ 14U . . / JOD, 


-71-70 1T1 0 

/ 1 / 0 . . 1 j±£ f 


/ oh y 


"7 *3 on 

. . fjyu 






Seq. No. 


43418 






Seq. ID 


OJ000350_54.0310 


.C18 


Gene No. 


91035 






Strand 






otart 


i Tom 








1 / /4U 




Name 


UJUUUoOU 04 . 


0310.C18.o3 


. gs 


Method 






Cf -i vf 

b tart 


1 *7 om 




End 


1 *7 *7 /i n 
1 / /4U 




p t 


none 






Score 


a 1 




Exons 


1 /^:U / . . 1 / jdo 


17582. .17740 








oeq. MO. 


4 j4 i y 






oeq. iu 


UJUUUOOU 04.UJ1U 


. LZU 




91036 






Strand 






Start 


386 






End 


825 




Name 


OJ000350 54. 


0310.C20.ol 


. np 


Method 


AAT/NAP 




Of o v-f 

otart 


358 






End 


825 




p t 
(jl 


629693 






Score 


162 




Exons 


358. .825 












GI Descrip. 


probable integrase - common 


tobacco (fragment) 






gil 530742 | emb | CAA56791 | 


(X80830) integrase [Nicotiana t aba cum] 


Seq. No. 


43419 






Seq. ID 


OJ000350_54.0310 


.C20 


Gene No. 


91036 






Strand 






Start 


386 






End 


825 




Name 


OJ000350 54. 


0310.C20.ol 


. gs 


Method 


GEN SCAN 




Start 


386 




End 


667 




GI 


none 






Score 


.8 




Exons 


386. .667 













44215 




Seq. No. 


43419 


Seq. ID 


OJ000350_54 .0310.C20 


\J I 1 ! w • 


91036 


Strand 




Start 


386 


End 


825 


Name 


OJ000350 54 .0310.C20.ol . ts 


Method 


TBLASTX : Soybean 


Start 


396 ~~ 


End 


646 


GI 


none 


Score 


42 


X-J *\. \y X X <J 


396. .437, 401. .646, 474 .. 608 






Seq. No. 


43419 


Seq. ID 


OJ000350_54 .0310.C20 


fipnp No . 


91036 


Strand 




Start 


386 


End 


825 


Name 


OJ000350 54 0310 C20 ol tw 


Method 


TBLASTX : Wheat 


Start 


422 _ 


End 


823 


GI 


none 


Score 


87 




422 823, 456 599 






Seq. No. 


43420 


Seq. ID 


OJ000350_57.0313.C2 


Gene No. 


91037 


Strand 


+ 


Start 


1 


End 


4682 


Name 


OJ000350 57.0313.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2165 


GI 


585762 


Score 


522 


Exons 


1..103, 541. .621, 770. .859, 


1335.. .1424 


, 1529. .1579, 1777. .1823, 



W 1973.. 2030, 2103.. 2165 

ff! GI Descrip. PHOSPHORIBOSYLAMIDOIMIDAZOLE-SUCCINOCARBOXAMIDE SYNTHASE 
fit ' PRECURSOR (SAICAR SYNTHETASE) gi | 453384 | gb | AAA16231 . 1 1 (U05599) 

SAICAR synthetase [Arabidopsis thaliana] 



Seq. No. 


43420 


Seq. ID 


OJ000350_57 


.0313.C2 


Gene No. 


91037 


Strand 


+ 




Start 


1 


End 


4682 




Name 


OJ000350 57.0313.C2.ol.gs 


Method 


GEN SCAN 




Start 


559 


End 


4463 




GI 


none 


Score 


.86 




Exons 


559.. 621, 770.. 859, 1305.. 


1424, 1529.. 


1619, 2103.. 


2265, 




3259.. 3622, 4113. .4463 








Seq. No. 


43420 


Seq. ID 


OJ000350_57 


.0313.C2 


Gene No. 


91037 


Strand 


+ 




Start 


1 


End 


4682 




Name 


OJ000350 57.0313.C2.ol.gp 


Method 


AAT/GAP 




Start 


2106 


End 


2467 




GI 


none 


Score 


679 




Exons 


2106. .2467 








Seq. No. 


43420 


Seq. ID 


OJ000350_57 


.0313.C2 


Gene No. 


91037 


Strand 


+ 




Start 


1 


End 


4682 




Name 


OJ000350 57.0313.C2.o2.gp 


Method 


AAT/GAP 




Start 


3287 


End 


4682 




GI 


12138 1.R1084 


Score 


1734 




Exons 


3287. .3622, 4113. .4682 








GI Descrip. 


•4996842/dbj IBAA78580.il 1 


.Oe-50 (AB027501) Dcarg- 


1 [Daucus 




carota] f 








Seq. No. 


43420 


Seq. ID 


OJ000350_57 


.0313.C2 



44216 




Gene No. 91037 Strand + 

Start 1 End 4 682 

Name OJ000350_57 . 0313. C2 . o2 . np Method AAT/NAP 

Start 3311 End 4475 

GI 416651 Score 497 

Exons 3311.. 3625, 4119.. 4475 

GI Descrip. PROBABLE GLUTATHIONE S-TRANSFERASE (AUXIN-INDUCED PROTEIN 

PCNT103) gi| 100301 |pir| IS16269 auxin-induced protein (clone 
pCNT103) - common tobacco gi 1 19791 1 emb I CAA39704 . 1 1 (X56263) 
auxin-induced protein [Nicotiana tabacum] 



Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313.C2 


Gene No. 


91038 








Strand 




Start 


4709 








End 


6652 


Name 


OJ000350 57 


.0313. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 


^t arf 


767 








End 


2156 


\J -L 


none 








Score 


135 


tt von s 


767.-862, 771. .872, 772 


. .861, 


1266. .1424, 1332. .1424, 


1 ^4 14^? 

1JJ4 • . J. *i , 


1334 . 


.1432, 


1517. 


.1576, 1518. .1580, 1526. .1582, 




1 ^9ft 1 ^ftl 

1 JZO • • 1 JOl; 


1774 


. 1848 , 


1971. 


.2030, 2100.. 2156 


Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313.C2 




JO 








Strand 




O L.Q1 L. 


4 7 HQ 

4 / U :7 








End 


6652 




nTnnn^^n ^7 


• U «J -L O • 


C2 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


"39 








End 


4292 




none 








Score 


515 


Exons 


TOCO • " 0'3'7 Q 


^9 £fi 




3289. 


.3582, 3560. .3622, 4103. .4159, 




4112. .4168, 


4161. 


.4292, 


4166. 


.4276, 4227. .4277 


kJ C VJ • LXU i 


4 J *x ^ U 








Seq. ID 


OJ000350_57 . 0313 . C2 


f^fariP No 

\J C 1 1 w I 1 ! V-/ * 


qi n*^p 








Strand 




C r art 
O L. CI i- U 










End 


6652 


Name 


OJ000350 57 


.0313. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Cf art 
O L. Cl -L L. 


3298 








End 


3625 


GI 


none 








Score 


354 


Exons 


3298.-3372, 


3299. 


.3625, 


3448. 


.3549 




vJ C VJ . IN v_> « 


43420 








Seq. ID 


OJ000350_57 . 0313 . C2 


Gene No . 


91038 








Strand 




Start 


4709 








End 


6652 


Name 


OJ000350 57 


.0313. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3299 








End 


3616 


GI 


none 








Score 


270 


Exons 


3299.-3493, 


3320. 


.3541, 


3448. 


.3540, 3548.. 3616 


Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313.C2 


Gene No. 


91038 








Strand 




Start 


4709 








End 


6652 


Name 


OJ000350 57 


.0313. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3302 








End 


4343 


GI 


none 








Score 


115 


Exons 


3302. .3442, 


3422. 


. .3625, 


3448. 


.3624, 4154. .4342, 4155. .4343 


Seq. No. 


43420 








Seq. ID 


OJ000350_57 .0313.C2 


Gene No. 


91038 








Strand 




Start 


4709 








End 


6652 



44217 




Name 


OJ000350 57 


. 0313. 


C2 .o2 . 


ts 


Method 


TBLASTX : Sovbean 




Start 


4118 ~" 








End 


4457 




GI 


none 








Score 


232 




Exons 


4118 . .4342, 


4119. 


.4457 










Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313 


.C2 


Gene No. 


91038 








Strand 






Start 


4709 








End 


6652 




Name 


OJ000350 57 


.0313. 


C2.o2. 


as 


Method 


GENSCAN 




Start 


4709 ~ 








End 


6621 




GI 


none 








Score 


. 82 




F.xon s 


4709. . 5077. 


6367 . 


. 6621 










Sea No. 


43420 








Seq. ID 


OJ000350 57.0313 


.C2 


Gene No. 


91038 








Strand 






Start 


4709 








End 


6652 




Name 


OJ000350 57 


.0313. 


C2.o3. 


np 


Method 


AAT/NAP 




Start 


4715 








End 


6652 




GI 


1707019 








Score 


409 




-LJ A V-/ 1 i «J 


4715. .5063, 


6341. 


.6652 










GT Dpscrio 

\J -X> ^/ O J- 4* v ■ 


(U78721) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313 


.C2 


Gene No. 


91038 








Strand 






Start 


4709 








End 


6652 




Name 




# UjI J # 




L W 


Method 


TBLASTX: Wheat 




Start 


4717 








End 


4958 




GI 


none 








Score 


148 




i_J <^ \J X 1 o 


4717. .4851, 


4784. 


.4945, 


4784. 


.4954, 4785. .4958 




Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313 


.C2 


Gene No. 


91038 








Strand 






Start 


4709 








End 


6652 




Name 


OJ000350 57 


.0313. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4767 








End 


6463 




GI 


none 








Score 


120 




Exons 


4767. .4973, 


4772. 


.4975, 


4784 . 


.4981, 6362. .6463, 6370. .6462 


Seq. No. 


43420 








Seq. ID 


OJ000350_57.0313 


.C2 


Gene No. 


91038 








Strand 






Start 


4709 . 








End 


6652 




Name 


.OJ000350 57 


.0313. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4784 








End 


4981 




GI 


none 








Score 


74 




Exons 


4784. .4915, 


4784. 


.4981, 


4785. 


.4970 






Seq. No. 


43421 








Seq. ID 


OJ000350_57.0313 


.C3 


Gene No. 


91039 








Strand 






Start 


4247 








End 


4747 




Name 


OJ000350 57 


.0313. 


C3.ol. 


gp 


Method 


AAT/GAP 




Start 


3946 








End 


4333 




GI 


3762228 








Score 


727 




Exons 


3946. .4333 














Seq. No. 


43421 








Seq. ID 


OJ000350_57.0313 


.C3 


Gene No. 


91039 








Strand 






Start 


4247 








End 


4747 





44218 



LNdllLC 


OJ000350 57 


.0313 


.C3.ol. 


np 


Method 


AAT/NAP 




Of- a r +> 


4229 








End 


4747 




rir 


1707019 








Score 


238 




Exons 


4229.-4587, 


4702 


. . 4747 












(U78721) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


43421 








Seq. ID 


OJ000350_57.0313 


.C3 


Gene No. 


91039 








Strand 


- 




Of- -a r +- 
O Lai u 


4247 








End 


4747 




Name 


OJ000350_57 


.0313 


,C3.o2. 


gs 


Method 


GENSCAN 




oLdl L. 


A 0 A n 








End 


4576 






none 








Score 


.97 




DAUllO 


4247. .4576 
















43421 








Seq. ID 


OJ000350_57.0313 


.C3 


Gene No. 


91039 








Strand 






Start 


4247 








End 


4747 




LN dllLC- 


OJ000350_57 


.0313 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




O Lai U 


A on Q 








End 


4583 






none 








Score 


37 




Exons 


4279. .4293, 


4302 


. .4550, 


4307. 


.4504, 4505. .4540, 4537. .4578, 




4542. .4583 














Seq. No. 


43421 








oeq. iu 


ninnn^RD ^7 n*3i ^ 

UJUUUjjU Dt . U Jl J 




Gene No. 


91039 








o urana 






q+- >-+- 


4247 








III I lLl 






Name 


UJUUUoOU 0 / 


. UjIO 


. Lj . Ol . 


L W 


Method 


TBLASTX: Wheat 




OLdi L 


4302 








End 


4474 






none 








Score 


1 *37 






4302. .4472, 


4307 


. .4474 










Seq. No. 


43421 








Seq. ID 


OJ000350_57.0313 


.C3 


Gene No. 


91039 








Strand 






O L. d -L l_ 


4247 








End 


4747 




Name 


UJ UUUo jU D 1 


. UjIO 


. j . Ol . 


f- r. 


Method 


TBLASTX: Cress 




Of a -v-4- 


4305 








End 


4543 






none 








Score 


128 






4305. .4499, 


4307 


.".4543 










Seq. No. 


43421 








Seq. ID 


OJ000350_57.0313 


.C3 


Gene No. 


91039 








Strand 






Cf art- 


4247 








End 


4747 




Name 


OJ000350 57 


.0313 


. C J . Ol . 


ts 


Method 


TBLASTX : Soybean 






4310 








End 


4573 






none 








Score 


211 




Exons 


4310. .4573 














Seq. No. 


43422 








Seq. ID 


OJ000350_57 .0313 


.C4 


Gene No. 


91040 








Strand 


+ 




Of a r f 


242 








End 


1225 






OJ000350 57 


.0313 


.C4.ol. 


gs 


Method 


GENSCAN 




Start 


242 








End 


1225 




GI 


none 








Score 


.47 




Exons 


242. .375, 1111.. 


1225 










Seq. No. 


43423 








Seq. ID 


OJ000350_57 .0313 


.C5 


Gene No. 


91041 








Strand 







44219 




Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 

none Score 
60. .131, 669. .773, 1761. .1978 



60 

OJ000350_57.0313.C5.ol.gs 
60 



43423 Seq. ID 

91041 Strand 

60 End 

OJ000350_57 .0313.C5.ol.np Method 

69 End 

687677 Score 



2070 
GEN SCAN 
1978 
.54 



OJ000350 57. 0313. C5 



2070 
AAT/NAP 
2070 
145 



69. .131, 213. .284, 669. .847, 1985. .2070 
(U19925) unknown [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_57.0313.C6 
+ 

342 

GENSCAN 
342 
.89 



43424 
91042 
49 

OJ000350_57.0313.C6.ol.gs 
49 

none 

49. .206, 330. .342 

43424 
91043 
5884 

OJ000350_57.0313.C6.o4 .gs 
5884 
none 

5884. .5947, 5959. .6123, 6233. .6537, 7034. .7706, 7838. .8547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_57.0313.C6 
+ 

8547 
GENSCAN 
8547 
.44 



Seq. ID OJ000350_57.0313.C6 
Strand 

End 2024 

Method AAT/NAP 

End 2024 

Score 77 



43424 
91044 
1 

OJ000350_57.0313.C6.ol.np 
1 

7340860 
1..26, 745. .850, 1978. .2024 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_57.0313.C6 

2474 
GENSCAN 
2474 
.59 



43424 
91045 
2286 

OJ000350_57 .0313.C6.o3.gs 
2286 
none 

2286.. 2474 

43424 
91046 
9442 

OJ000350_57.0313.C6.o4 .tw 
6889 
none 

6889.-6948, 6983. .7132, 7013. .7234, 7027. .7221, 7160. .7231 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_57 .0313.C6 
9873 

TBLASTX: Wheat 

7234 

57 



44220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f|j Seq. No. 

?Z Gene No. 

^ Start 

^ Name 

y Start 

fy GI 

Exons 



f=3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43424 
91046 
9442 

OJ000350_57, 

7301 

none 

7301. .7771, 
7909. .8007 

43424 
91046 
9442 

OJ000350_57, 

7457 

none 

7457. .7831, 

43424 
91046 
9442 

OJ000350_57, 

8146 

none 

8146. .8538, 
8737. .8796, 

43424 
91046 
9442 

OJ000350_57, 

8197 

none 

8197. .8508, 

43424 
91046 
9442 

OJ000350_57, 

8712 

none 

8712. .8801, 

43424 
91046 
9442 

OJ000350_57, 

8860 

none 

8860. .9258, 

43424 
91046 
9442 

OJ000350_57. 

9032 

none 

9032. .9280, 



Seq. ID OJ000350_57.0313.C6 
Strand 

End 9873 

. 0313 . C6 . o3 . tm Method TBLASTX : Mai ze 

End 8007 

Score 223 
7318.. 7536, 7603.. 7758, 7775.. 7822, 7864.. 7953, 



Seq. ID OJ000350_57.0313.C6 
Strand 

End 9873 
0313.C6.o2.tw Method TBLASTX : Wheat 

End 7831 
Score 320 

7462. .7830 
0313.C6.ol.tm 



8169.. 8363, 8499. 
8738. .8971, 8744. 



0313.C6.ol.tw 
8216.. 8404, 8220. 

0313.C6.ol.ts 
8837.. 9064, 9053. 

0313.C6.o5.tw 
8861. .8971, 9041. 

0313.C6.o4. tm 
9109. .9279 



Seq. ID OJ000350_57.0313.C6 
Strand ' 

End 9873 

Method TBLASTX : Mai ze 

End 9009 

Score 355 

.8543, 8529. .8807, 8630.. 8755, 
.8986, 8833. .9009 

Seq. ID OJ000350_57.0313.C6 
Strand 

End 9873 

Method TBLASTX : Wheat 

End 8508 

Score 331 
.8414 

Seq. ID OJ000350_57. 0313. C6 
Strand 

End 9873 

Method TBLASTX : Soybean 

End 9238 

Score 50 
.9238 

Seq. ID OJ000350_57.0313.C6 
Strand 

End 9873 

Method TBLASTX : Wheat 

End 9412 

Score 63 

.9235, 9236.-9268, 9314.. 9412 

Seq. ID OJ000350_57.0313.C6 
Strand 

End 9873 

Method TBLASTX : Mai ze 

End 9280 

Score 235 



44221 






Seq. No. 


43424 






Seq. ID 


OJ000350_57.0313.C6 




VJCllC iNU* • 


91 n 4 ft 

_7 J. V *i U 






Strand 






OLdl C 


94 4 9 






End 


9873 




NdIU6 


n.Tnnrnsn 57 


. 0313 . 


C6 o2 tm 


Method 


TBLASTX: Maize 




OLall 


9314 ~~ 

.7 »J J. H 






End 


9781 






n on o 






Score 


327 






9314 9682. 


9317 . 


.9571, 9322. 


.9675, 9713.. 9781, 9718.. 9756 




Seq. No. 


43424 








OJ000350 57. 0313. C6 




rioT*» o Mo 


91046 






Strand 






Of art- 








End 


9873 








. 0313 . 


C6 o5 . as 


Method 


GENS CAN 




Of -i 


94 4 9 ~~ 






End 


9598 




PT 








Score 


.5 




Exons 


9449 959ft 












Seq. No. 


43424 








OJ000350 57 0313 C6 






91046 






Strand 






Dtail. 


94 4 9 

.7 *i *1 Z, 






End 


9873 




Name 


pj.Tonn^sn 57 


031 3 


Pfi r»3 tw 


Method 


TBLASTX: Wheat 






9M 9 ~~ 






End 


9873 




PT 


none 






Score 


307 


ii 


Exons 


9519 9835 


9625 . 


9837. 9832. 


.9873 




=_ [ a 


Seq. No. 


43425 






Seq. ID 


OJ000350_57.0313.C7 


^ J 


pQno Mo 


91 D47 

.7 J. KJ *4 / 






Strand 






C ^ » *■+- 

oua.ru 


4 £^ 






End 


583 


C3 


Name 


n.Tnnn35n 57 


. 0313 . 


P7 ol a«5 


Method 


GEN SCAN 






4 fi 1 ^ ~ 






End 


583 


. i 

lit 


pt 


none 






Score 


.56 


1 LJ 


txons 


Aac. coo 












Seq. No. 


43426 






Seq. ID 


OJ000350_57 . 0313 . C8 




Gene No. 


91048 






Strand 


+ 






92 






End 


9386 


=« jl 

's ~ 


Name 


OJ000350 57 


.0313. 


C8.ol.gs 


Method 


GENSCAN 


si 
* J 




92 






End 


8766 




PT 


none 






Score 


.47 




Exons 


92. .231, 1132. .1249, 2260. .2477, 6763. 


.7185, 7291. .7377, 






7760. .7858, 


7996. 


.8197, 8300. 


.8397, 8521. .8566, 8615. .8766 




Seq. No. 


43426 






Seq. ID 


OJ000350_57.0313.C8 




Gene No. 


91048 






Strand 


+ 




Start 


92 






End 


9386 




Name 


OJ000350 57 


.0313. 


C8.ol.np 


Method 


AAT/NAP 




Start 


5871 






End 


8875 




GI 


7484663 






Score 


483 




Exons 


5871. .5996, 


6943. 


.7185, 7291. 


.7377, 7763.-7858, 7996. .8197 



8300.. 8358, 8563.. 8875 
GI Descrip. cyclin D-like protein - red goosefoot gi | 1770190 | emb | CAA71244 . 1 | 
(Y10162) cyclin-D like protein [Chenopodium rubrum] 

Seq. No. 43426 Seq. ID OJ000350_57 . 0313 . C8 

Gene No. 91048 Strand + 

Start 92 End 938 6 

Name OJ000350_57 . 0313 . C8 . ol . gp Method AAT/GAP 

44222 



OLOIL 


7986 






^7fifiQ0Q 




Exons 


Tope pi Q7 fl^nn r^Q7 


8615 . 


GI Descrip. 


1 "7*701 QO /omh 1 PAA71 94 4 1 5 


. Oe-14 


f ChpnoDodiuni rubruml 




Seq. No. 


43426 




Gene No, 


91048 






92 




Name 


OJ000350 57 0313 C8.0I. 


tm 


otart 


7 Qft ~~ 






none 




Exons 


7Qfifi 8081 7993 8199. 


7993 . 


Seq. No. 


43426 




Gene No. 


91048 




Cf a >-+- 
O Ldi L. 


92 




Name 


htooo^so S7 o?i^ rfi o2 


("I'D 


Start 


ft 7 4 ft _ 

0 /10 










Exons 


8748 9386 




Seq. No. 






Gene No. 


91049 




Start 


4007 




Name 


OJ000350 57 0313.C9.o3. 


as 


otarr 


4 007 ~~ 




GI 


none 




Exons 


4007 40S4 4^41 4S71 


7146. 




8041 R109 8104 8389 


8506 . 


beq. jno . 


4^4 97 




Gene No. 


91049 




Start 


4007 




Name 


OJ000350 57.0313.C9.o2. 


np 


Start 


7251 




GI 


6503012 




Exons 


7251.. 7474, 7892.. 7989, 


8104. 



End 8725 

Score 706 
,8725 

(Y10162) cyclin-D like protein 



GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9726 
AAT/NAP 
8662 
495 

,8378, 8486.-8662 
(AF174428) FH protein interacting protein FIP1 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. • ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_57.0313.C8 
+ 

9386 

TBLASTX: Maize 
8199 
136 
98. .8198 

OJ000350_57 .0313.C8 
+ 

9386 
AAT/GAP 
9386 
1102 



OJ000350_57 .0313.C9 
+ 

9726 
GENSCAN 
9726 
.5 



OJ000350_57.0313.C9 
+ 



[Arabidopsis 



43427 Seq. ID 

91049 Strand 

4007 End . 

OJ000350_57 . 0313 . C9 . ol . gp Method 

7645 End 

59498 1.R1084 Score 



OJ000350_57 .0313.C9 
+ 

9726 
AAT/GAP 
8297 
706 



7645. .7799, 7888. .7989, 8104. .8297 

' 17701 90/emb | CAA71244 | 5. Oe-14 (Y10162) cyclin-D like protein 
[Chenopodium rubrum] ■ 



43427 Seq. ID 

91050 Strand 

809 End 

OJ000350_57 . 0313 . C9 . ol . np Method 

809 End 

6815099 Score 



OJ000350_57 .0313.C9 
916 

AAT/NAP 

916 

72 



44223 




Exons 809. . 916 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


43427 








Seq. ID 


OJ000350_57.0313.C9 


Gene No. 


91051 








Strand 


- 


Start 


2244 








End 


3171 


Name 


OJ000350 57 


.0313 


,C9.o2. 


gs 


Method 


GENSCAN 


Start 


2244 






End 


3171 


GI 


none 








Score 


.57 


P von s 


2244 2^89 


2724 






.3171 




Seq. No. 


43427 








Seq. ID 


OJ000350_57.0313.C9 


Gene No. 


91052 








Strand 




Start 


8066 








End 


8659 


Name 


OJ000350 57 


.0313 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8066 








End 


8659 


GI 


none 








Score 


273 




U UUU . . O J Jt / 


ft 1 


ft ^ft i 

• O jO J. , 


ft 4ft ^ 


.8659, 8557. .8625, 8558. .8659 


Seq. No. 


43427 








Seq. ID 


OJ000350_57.0313.C9 


Gene No. 


91052 








Strand 




Start 


8066 








End 


8659 


Name 


OJ000350 57 


.0313. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8090 








End 


8638 


GI - 


none 








Score 


192 


£jAUHO 




ft HQ1 
O U J. . 


ft *^ft i 


ft 4 ft 
O 0 ,5 . 


.8638, 8558. .8638 


Seq. No. 


43427 








Seq. ID 


OJ000350_57.0313.C9 


Gene No. 


91052 








Strand 




Start 


8066 








End 


8659 


Name 


OJ000350 57 


.0313. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8103 








End 


8623 


GI 


none 








Score 


224 




OIU J . • O J- , 


ft i n r 


ft ?9fi 


ft R1 ^ 


.8623 




Seq. No. 


43427 








Seq. ID 


OJ000350_57.0313.C9 


Gene No. 


91052 








Strand 




Start 


8066 








End 


8659 


Name 


OJ000350 57 


.0313. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8273 








End 


8647 


GI 


none 








Score 


97 


Exons 


8273. .8338, 


8274. 


.8348, 


8432. 


.8647, 84 


35. .8646, 8561. .8647 


OC^< IN \J • 










Seq. ID 


OJ000350_57 .0313. C10 


Gene No. 


91053 








Strand 




Start 


2871 








End 


8999 


Name 


OJ000350 57 


0313. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


2871 






End 


8894 


GI 


none 








Score 


.53 


Exons 


2871. .3028, 


3190. 


.3499, 


3565. 


.3686, 4444. .4534, 5889. .6027, 




6174. .6308, 


6692. 


.6788, 


7234. 


.7343, 7923. .7973, 8104. .8451, 




8472. .8894 












Seq. No. 


43428 








Seq. ID 


OJ000350_57. 0313. C10 


Gene No. 


91053 








Strand 




Start 


2871 








End 


8999 


Name 


OJ000350 57. 


0313. 


ClO.ol 


.np 


Method 


AAT/NAP 



44224 



Start 8062 End * 8894 

GI 7485966 Score 519 

Exons 8062.. 8279, 8339.. 8451, 8541.. 8894 

GI Descrip. hypothetical protein F22K18.140 - Arabidopsis thaliana 
gi I 4220524 | emb | CAA22997.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269316 I emb| CAB79376. 1 1 (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 43428 Seq. ID 

Gene No. 91053 Strand 

Start 2871 End 

Name OJ000350_57 . 0313 . CIO . o2 . tc Method 

Start 8068 End 

GI none Score 

Exons 8068.. 8253, 8069.. 8263 



OJ000350_57. 0313. C10 
8999 

TBLASTX: Cress 

8263 

163 



Seq. No. 


43428 








Seq. ID 


OJ000350_57.0313 


.C10 


Gene No. 


91053 








Strand 






Start 


2871 








End 


8999 . 




Name 


OJ000350 57 


.0313. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


8074 








End 


8323 




GI 


none 








Score 


211 




Exons 


8074. .8253, 


8075. 


.8323 










Seq. No. 


43428 








Seq. ID 


OJ000350_57.0313 


.C10 


Gene No. 


91053 








Strand 






Start 


2871 








End 


8999 




Name 


OJ000350 57 


.0313. 


cio.oi 


. tm 


Method 


TBLASTX: Maize 




Start 


8075 








End 


8254 




GI 


none 








Score 


161 




Exons 


8075. .8254, 


8080. 


.8253 











Seq. No. 43428 Seq. ID 

Gene No. 91053 Strand 

Start 2871 End 

Name 0 J000350_57 . 0313 . C10 . o2 . ts Method 

Start 8359 End 

GI none - Score 
Exons 



OJ000350_57. 0313. C10 
8999 

TBLASTX: Soybean 

8739 

39 



8359.-8394, 8455. .8475, 8485. .8508, 8492. .8506, 8566. .8739, 
8577. .8729 



Seq. No. 43428 

Gene No. 91053 

Start 2871 

Name OJ000350_57 . 0313 . C10 . ol . gp 

Start 8431 

GI 57402_1.R1084 

Exons 8431.. 8999 

GI Descrip. ■ 4220524/emb | CAA22997 | 3.0e-18 (AL035356) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000350_57. 0313. C10 
Strand 

End 8999 

Method AAT/GAP 

End 8999 

Score 1092 



Seq. No. 43428 Seq. ID OJ000350_57 . 0313. C10 

Gene No. 91053 Strand 

Start 2871 End 8999 

Name OJ000350_57 . 0313 . C10 . ol . tc Method TBLASTX : Cress 

Start 8.575 End 8796 

GI none Score 41 



44225 




P von c 


8S7S 8616 8577 8729, 8668 


. .8796 










Seq. No. 


43428 


Seq. ID 


OJ000350_ 


_57 


.0313. 


C10 


Gene No. 


91053 


Strand 










OLaiL 


9fl71 
z, o / J. 


End 


8999 








Name 


nTnnn*^^n R7 o^i^ nn o2 tm 


Method 


TBLASTX: Maize 




btdiT. 


a Rftn ~ 

OJOU 


End 


8729 










none 


Score 


75 








Lxons 


flSRO 8729 8590 8727 












Seq. No. 


43429 


Seq. ID 


OJ000350_ 


_57 


.0313. 


Cll 


Gene No. 


91054 


Strand 










ouar l 


1041 


End 


3616 








Name 


h.tooo^ro S7 0^1^ ni ni as 


Method 


GEN SCAN 










1041 ~~ 

J. U *i -L 


End 


3343 










none 


Score 


.46 








HjXOIIo 


1041 1081 1114 1240. 1637 


..1843, 3290. .3343 








o /-v /t KT/™\ 
ocCJ • 1NO • 


4 *}4?Q 

*1 J 1 ^ 


Seq. ID 


OJ000350 


57 


. 0313 


Cll 


Gene No. 


91054 


Strand 










Start 


1041 


End 


3616 








Name 


o.tooo^ro S7 o?i ^ ni oi nD 


Method 


AAT/NAP 








btart 


9 1 Q1 


End 


3616 










qQR Of) O A \ 
JO JtUOl 


Score 


77 








Exons 


91 Q1 99ft^ ^616 

• *£.£0 3f JJ"J . .JOJ.O 












Lri uescrip. 


/AT.117?fi4^ 7wh0007 1 TOrvza 


sativa] 










Seq. No. 


43430 


Seq. ID 


OJ000350 


57 


. 0313 


.C12 


Gene No. 


91055 


Strand 


+ 








OtdiL 


1 


End 


884 








Name 


O.TOOO^RO S7 0^1? PI ? ni as 


Method 


GEN SCAN 








Cf 

otiaru 


ICO ~" 


End 


884 










none 


Score 


.48 








Exons 


i c-j i fi7 fiQO 74Q 7S8 884 












oeq. wo. 


4 "34^1 
ft Oft o J. 


Seq. ID 


OJ000350 


_57 


.0313 


.C13 


Gene No. 


91056 


Strand 


+ 








Start 


2594 


End 


3042 








Name 


OJ000350 57.0313.C13.o2.gp 


Method 


AAT/GAP 








jtaiL 


2594 


End 


3042 








bl 


LIB3432-059-P1-K1-D8 


Score 


702 








HjXons 


2594. .3042 












GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa genomic 


DNA, chromosome 6, clone : P0538C01 ' 










Seq. No. 


43432 


Seq. ID 


OJ000350 


_57 


.0313 


.C14 


Gene No. 


91057 


Strand 












3213 


End 


4107 








Name 


OJ000350 57.0313.C14.ol.gs 


Method 


GENSCAN 








Start 


3213 


End 


4107 








GI 


none 


Score 


.71 








Exons 


3213.. 3348, 3603.. 3676, 4102 


. .4107 










Seq. No. 


43433 


Seq. ID 


OJ000350 


_57 


.0313 


.C15 


Gene No. 


91058 


Strand 


+ 








Start 


911 


End 


1297 








Name 


OJ000350 57.0313.C15.ol.gs 


Method 


GENSCAN 









44226 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 1297 
Score .7 



911 
none 

911. .1024, 1280. .1297 

43433 Seq. ID 

91059 Strand 

2021 End 
OJ000350_57 . 0313 . C15 . o2 . gs Method 

2021 End 

none Score 

2021. .2407, 2503. .2598, 2649. .3458 



OJ000350_57.0313.C15 

3458 
GENSCAN 
3458 
.76 



OJ000350 57.0313.C15 



43433 Seq. ID 

91059 Strand 
2021 End 3458 

OJ000350_57.0313.C15.ol.np Method AAT/NAP 
2024 End 3293 

7487094 Score 808 

2024.. 2407, 2503.. 3293 

hypothetical protein T16L1.80 - Arabidopsis thaliana 
gi|3549661|emb|CAA20572.1| (AL031394) hypothetical protein 
[Arabidopsis thaliana] gi I 7270307 | emb | CAB80076 . 1 1 (AL161583) 
hypothetical protein [Arabidopsis thaliana] 



43434 Seq. ID 

91060 Strand 
4 9 End 
OJ000350_57.0313.C20.ol.gs Method 
49 End 
none Score 
49. .365 

43434 Seq. ID 

91061 Strand 
776 End 
OJ000350_57 . 0313 . C20 . o2 . gs Method 
776 End 
none Score 
776. .841, 866. .966 



OJ000350_57.0313.C20 
+ 

365 

GENSCAN 

365 

.79 



OJ000350_57.0313.C20 
966 

GENSCAN 

966 

.7 



OJ000350 57.0313.C21 



43435 Seq. ID 

91062 Strand 
1 End 3128 

OJ000350_57 . 0313 . C21 . ol . np Method AAT/NAP 
1 End 3128 

6815062 Score 98 

1..283, 390. .440, 511. .607, 3073. .3128 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43435 Seq. ID 

91062 Strand 

1 End 

OJ000350_57 . 0313 . C21 . ol . gs Method 

68 End 

none Score 



OJ000350_57 . 0313 . C21 

3128 
GENSCAN 
579 
.84 



44227 



Exons 



68. .440, 511. .579 



Seq. No. 43435 

Gene No. 91062 

Start 1 

Name OJ000350_57 . 0313 . C21 . o2 . gs 

Start 2268 

GI none * 

Exons 2268.. 2405 



Seq. ID OJ000350_57.0313.C21 
Strand 

End 3128 

Method GEN SCAN 

End. 2405 

Score . 9 



Seq. No. 43436 

Gene No. 91063 

Start ' 61 

Name OJ000350_57 . 0313 . C22 . ol . gs 

Start 61 

GI none 

Exons 61.. 718, 2489.. 2644, 2735.. 2908, 3004 
3684. .3791 



Seq. ID OJ000350_57.0313.C22 
Strand + 

4408 
GENSCAN 
3791 
.87 

3101, 3420. .3506, 



End 

Method 

End 

Score 



Seq. No. 43436 

Gene No. 91063 

Start 61 

Name OJ000350_57 . 0313 . C22 . ol . np 

Start 181 

GI 116054 

Exons 181.. 718, 2348.. 2644, 4374 
GI Descrip. 



Seq. ID OJ000350_57.0313.C22 
Strand + 

4408 
AAT/NAP 
4408 
500 



End 

Method 
End 
Score 
4408 

CALCIUM- DEPENDENT PROTEIN KINASE SK5 (CDPK) 
gi|280393|pir| IA43713 calcium-dependent protein kinase (EC 
2.7.1.-) - soybean gi 1169931 (M64987) Glycine max calcium 
dependent protein kinase mRNA. [Glycine max] 



Seq. No. 


43436 




Seq. ID 


OJ000350 57.0313.C22 


Gene No. 


91063 




Strand 


+ 


Start 


61 




End 


4408 


Name 


OJ000350 57.0313.C22.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


262 




End 


2619 


GI 


none 




Score 


130 


Exons 


262. .390, 297. .368, 379. 


.720, 


381. .719, 


385. .723, 2340. .260: 




2346.. 2603, 2347.. 2619, 


2347. 


.2610 




Seq. No. 


43436 




Seq. ID 


OJ000350_57.0313.C22 


Gene No. 


91063 




Strand 


+ 


Start 


61 




End 


4408 


Name 


OJ000350 57.0313.C22.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


262 




End 


453 


GI 


none 




Score 


118 


Exons 


262. .345, 297. .344, 345. 


.452, 


346. .453 




Seq. No. 


43436 




Seq. ID 


OJ000350_57.0313.C22 


Gene No. 


91063 




Strand 


+ 


Start 


61 




End 


4408 


Name 


OJ000350 57.0313.C22.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


277 




End 


2643 


GI 


none 




Score 


99 


Exons 


277. .381, 391. .657, 403. 


.651, 


2346.. 2642, 2347. .2442, 2479. 


Seq. No. 


43436 




Seq. ID 


OJ000350_57.0313.C22 



44228 



Gene No. 


91063 




Strand 


Start 


61 




End 




OJ000350 


57.0313.C22 


.o2.tw Method 


Start 


391 




End 


rij 


none 




Score 


DAVJll O 


391. . 660, 


406. .570, 


417. .665 


Seq. No. 


43436 




Seq. ID 


Gene No. 


91063 




Strand 


Start 


61 




End 


Name 


OJ000350 


57.0313.C22 


.ol.tm Method 


Start 


454 




End 


GI 


none 




Score 


Exons 


454. .732, 


456. .719, 


2334.-2645, 2341. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



+ 

4408 

TBLASTX: Wheat 

665 

240 



OJ000350_57.0313.C22 
+ 

4408 

TBLASTX: Maize 

3331 . 

420 



2737^2898, 2877. .3101, 2881. .3096, 2893. .3102, 2904. .3101, 
3215. .3292, 3290.. 3331 



43436 
91063 
61 

OJ000350_57.0313.C22.ol.tw 
2406 



none 
2406. 
2736, 
2810, 



.2642, 2407. .2643, 2407, 
.2783, 2736.-2798, 2737 
.2917 • 



43436 
91063 
61 

OJ000350_57.0313.C22.ol.gp 

2724 

none 

2724..3396 

43437 
91064 
458 

OJ000350_57.0313.C28.ol.gs 

458 

none 

458. .720 

43438 
91065 
774 

OJ000350_57.0313.C29.ol.gs 

774 

none 

774.. 887, 1205.. 1267 

43439 
91066 
370 

OJ000350_57.0313.C30.ol.gs 
370 



Seq. ID OJ000350_57.0313.C22 

Strand + 

End 4408 

Method TBLASTX : Wheat 

End 2919 

Score 292 
.2649, 2408. .2650, 2734. .2796, 
.2796, 2782. .2910, 2794. .2919, 

Seq. ID OJ000350_57.0313.C22 

Strand + 

End 4408 

Method AAT/GAP 

End 3396 

Score 1281 



Seq. ID OJ000350_57.0313.C28 

Strand + 

End 720 

Method GENSCAN 

End 720 

Score . 68 



Seq. ID OJ000350_57.0313.C29 
Strand 

End 1267 

Method GENSCAN 

End 1267 

Score . 5 



.Seq- ID OJ000350_57.0313.C30 
Strand 

End 1647 

Method GENSCAN 

End 1647 



44229 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
370. .535, 1120. .1219, 1529. .1647 



,66 



43440 
91067 
4376 

OJ000350_57.0313.C31.ol.np 

4376 

7228457 



Seq. ID OJ000350_57.0313.C31 

Strand + 

End 12682 

Method AAT/NAP 

End 9237 

Score 3188 



4376. .5891, 5949. .7632, 7699.-9237 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



43440 
91067 
4376 

OJ000350_57.0313.C31.o3.gs 

6306 

none 



Seq. ID OJ000350_57.0313.C31 

Strand + 

End 12682 

Method GENSCAN 

End 12682 

Score .65 



6306. .6907, 7107. .8224, 8405. .9078, 9824. .9931, 9936. .10160, 
10279. .10341, 10412. .10669, 11193 .. 11534 , 11807 .. 11920, 
11999. .12122, 12273.. 12682 



' 43440 
91068 
756 

OJ000350_57.0313.C31.ol.gs 

756 

none 



Seq. ID OJ000350_57.0313.C31 
Strand 

End 1275 

Method GENSCAN 

End 1275 

Score .51 



7S6..897, 918. .1182, 1188. .1275 



43440 
91069 
13009 

OJ000350_57.0313.C31.o7.tw 

4388 

none 



Seq. ID OJ000350_57.0313.C31 
Strand 

End 15256 

Method TBLASTX: Wheat 

End 4784 

Score 63 



4388. .4438, 4439. .4552, 4450. .4500, 4511. .4591, 4591. .4611, 
4607. .4735, 4608. .4784 



43440 
91069 
13009 

OJ000350_57.0313.C31.o4.tw 

5415 

none 



Seq. ID OJ000350_57.0313.C31 
Strand 

End 15256 

Method TBLASTX : Wheat 

End 5870 

Score 150 



5415. .5597, 5423.-5596, 5634. .5870, 5636. .5752, 5646.-5855 



43440 
91069 
13009 

OJ000350_57.0313.C31.ol.tw 

6062 

none 

6062. .6517, 6063. .6518 



Seq. ID OJ000350_57 .0313.C31 
Strand 

End 15256 

Method TBLASTX : Wheat 

End 6518 

Score 54 9 



44230 




Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start 


13009 








End 


1 c o c c 

15256 




Name 


OJ000350_57 . 


0313 . 


C31 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


6233 








End 


C C A O 

6548 




GI 


none 








Score 


411 




Exons 


bZo 3 . . 654 / , 


6zo4 . 


C C A Q 

.654 8 










Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start 


1 O A A A 

13009 








End 


1 c o c c 
15^56 




Name 


OJ000350_57 . 


a o i o 

0313 . 


C31 . Oi . 


tm 


Method 


TBLASTX : Maize 




Start 


6576 








End 


A C A 

6959 




GI 


none 








Score 


OTA 

319 




Exons 


65 / 6 . . 6959, 


a c o c 
66^:5 . 


. 6 / 6o , 


CH A *3 
6 /4 J . 


C A C O 






Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start 


13009 








End 


15256 




Name 


OJ000350 57. 


A O 1 "3 

0313 . 


poi —.A 

C31 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6633 








End 


15238 




GI 


none 








Score 


464 




Exons 


^ T AC A 

6633 . . 7052, 


6633 . 


"7 A O T 

.7037 , 


6743 . 


.7051, 15137. .15238 




Seq. No. 


43440 r " : " " 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start - 


1 *!) a a a 

13009 








End 


15256 




Name 


tA A AT C A f- 

OJ000350 57. 


0313 . 


C31 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


6687 








End 


15238 




GI 


none 








Score 


294 




Exons 


6687 . . 7058, 


6746 . 


. 6871, 


7042 . 


.7113, 15086. .15238, 15087 


1 C 1 A A 

. .15194 


Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start 


13009 








End 


15256 




Name 


OJ000350_57. 


0313. 


C31.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7204 








End 


14868 




GI 


none 








Score 


214 . 




Exons 


7204 . . 7428, 


7243. 


.7428, 


7260. 


.7430, 7438. .7611, 7467. .7559, 




7546 . . 7611, 


14560 


. .14634 


, 14624.. 14698 


, 14625. .14696, 






14766. . 14867 


, 14767. .14868 








Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start 


13009 








End 


15256 




Name 


OJ000350 57. 


0313. 


C31.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7327 








End 


14900 




GI 


none 








Score 


85 




Exons 


7327. .7452, 


7459. 


.7710, 


14462 


. .14614, 


14464. .14616, 






14630. .14698, 14 631 .. 14696, 14763 .. 14 900, 14767. .14898 




Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Start 


13009 








End 


15256 




Name 


OJ000350 57. 


0313. 


C31.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


7650 








End 


7971 




GI 


none 








Score 


177 





44231 




Exons 


/ oou . . / yu*t / 


7 CT) 
/ O / Z . 


7 Q7 1 

• / y / 1 










Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






otart 


i 'SOHQ 










1 c; o c f. 
1 jZjO 




Name 


UJUUUjjU D/. 




tjl . oz . 


-t-m 
IIll 




1 D LtriD 1 A . Via 1 Z 6 




btart 


O 1 1 J 










1 4 1 7 R 
1 H 1 / D 






none 








Score 


jjI 




Exons 


oin ft 4 1 ft 

Oil J» .04X0/ 


01 jU . 


ft 4 1 7 

• 041 / / 


1 

1 J04 J 


1 4 1 7 R 






Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


-C31 


Gene No. 


91069 








Strand 






C4- -i v>4- 


i ^nnQ 

lOUU-J 








FnH 


15256 




Name 


nTfinn^n R7 


UjlJ. 


1 . Oj • 


LW 


4~ V*\ /*\ /*! 

ixie tnou. 


TBLASTX: Wheat 




btart 


Q1 1 "3 
OllJ 










14169 






none 








Score 


365 






OllJ . i 043D; 


ft 1 91 

Ol6l . 


ft 4 QR 


1 ^7ft0 

1 -D f O \J 


• i 1JO JO/ 


13867. .13974, 14008.. 14169 


Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.^ji 


Gene No. 


91069 








Strand 






otart 


i ^nnci 








End 


15256 




Name 


r\TfinmQfi c;7 
UJUUUJjU O / . 


m 1 


LJ1 . 04 . 


ts 


Method 


TBLASTX: Soybean 




Start 


Q O 7 O 

oz /Z 








End 


14010 




GI 


none 








Score 


72 




Exons 


Q 9 7 9 

oZ / Z . . 0 41 0 , 


ft A 00 


ft R "3ft 

. O J JO , 


Q C O £ 


.8643, 13612. .14010, 13700 


. .13906 


beq. no. 










Seq. ID 


OJ000350_57.0313 


• LJl 


Gene No. 


91069 








Strand 






Start 


13009 








End 


15256 




Name 




0313. 


C31.o3- 


tw 


Method 


TBLASTX: Wheat 




btart 


QCOC\ 
O OZU 








End 


13647 






none 








Score 


358 




Exons 


Q£9ft QH79 

o ozu . . y u / z , 


8625. 


.8723, 


8799. 


.8876, 9097. .9228, 13084.. 


13179, 




IjjDU. . looiz 


, 13576.. 13647 








Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






Of 5 —4- 










End 


15256 




Name 




0313. 


C31.o3. 


ts 


Method 


TBLASTX : Soybean 




otart 


y 1U J 








End 


13269 






none 








Score 


61 




Exons 


Q1 0^ Q1 7 7 
?1Uj. .31/// 


13016 


..13057, 13030. .13269, 13106.. 13267 




Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


.C31 


Gene No. 


91069 








Strand 






otart 


13009 








End 


15256 




Name 


OJ000350 57. 


0313. 


C31.o4. 


gs 


Method 


GENSCAN 




Start 


13009 








End 


14505 




GI 


none 








Score 


.76 




Exons 


13009. .14505 












Seq. No. 


43440 








Seq. ID 


OJ000350_57.0313 


-C31 


Gene No. 


91069 








Strand 






Start 


13009 








End 


15256 




Name 


OJ000350 57. 


0313. 


C31.o2. 


np 


Method 


AAT/NAP 




Start 


13030 








End 


14230 




GI 


4544372 








Score 


580 





44232 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13030.. 14230 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 57.0313.C31 



15256 
AAT/NAP 
15256 
450 



43440 
91069 
13009 

OJ000350_57.0313.C31.o3.np 
13359 
7248394. 
13359. .13390, 14755.. 15256 

(AP001389) ESTs C97394 (C60113) ,AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 

43441 Seq. ID OJ000350_57 . 0313 . C32 

91070 Strand 

1 End 1604 

OJ000350_57 . 0313 . C32 . ol . np Method AAT/NAP 

1 End 1604 

7248394 Score 1215 

1..415, 683. .1604 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene No. 


91070 




Strand 






Start 


1 




End 


1604 




Name 


OJ000350 57.0313.C32.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


278 




GI 


none 




Score 


156 




Exons 


1..129, 3. .278, 15. .278 










Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene No. 


91070 




Strand 






Start 


1 




End 


1604 




Name 


OJ000350 57.0313.C32.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


203 




GI 


none 




Score 


86 




Exons 


1. .111, 3. .203 










Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene No. 


91070 




Strand 






Start 


1 




End 


1604 




Name 


OJ000350 57.0313.C32.ol 


.gs 


Method 


GENS CAN 




Start 


64 




End 


698 




GI 


none 




Score 


.68 




Exons 


64. .698 










Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene No. 


91070 




Strand 






Start 


1 




End 


1604 





44233 




Name 


OJ000350 57 0313.C32.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


147 _ 




End 


551 




ox 


none 




Score 


260 






147 491, 147 . .500, 190 


. .492, 


495. .551, 


505. .546 




Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene No. 


91070 




Strand 






Start 


1 




End 


1604 




Nanie 


OJ000350 57.0313.C32.o2 


. tm 


Method 


TBLASTX: Maize 




It art 

o Lai u 


279 ~~ 




End 


497 




ox 


none 




Score 


209 






279. .497, 280. .492 










Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene No. 


91070 




Strand 






Start 


1 




End 


1604 




IN exilic 


OJ000350 57 . 0313 .C32 . o2 


. ts 


Method 


TBLASTX : Soybean 






348 ~ 




End 


702 




OX 


none 




Score 


61 




til AU1 IS 


348.-482, 489. .701, 490 


. .702 








Seq. No. 


43441 




Seq. ID 


OJ000350_57.0313 


.C32 


Gene „ No. 


91070 




Strand 






Start 


1 




End 


1604 




IN am c 


OJ000350 57.0313.C32.o3 


. ts 


Method 


TBLASTX : Soybean 




OLCli I. 


1122 ~~ 




End 


1460 




ox 


none 




Score 


194 






1122 1460 










Seq. No. 


43442 




Seq. ID 


OJ000350_57.0313 


.C33 


Gene No. 


91071 




Strand 


+ 




Start 


1682 




End 


3219 




Nanie 


OJ000350 57.0313.C33.o2 


. gs 


Method 


GENSCAN 




uLQl L 


1682 ~ 




End 


3219 




ox 


none 




Score 


.8 




F.vnn 

1_| 1 1 t^D 


1682 1732, 2014 .. 3219 










UCU • IN w . 


43442 




Seq. ID 


OJ000350 57.0313 


.C33 


Gene No. 


91072 




Strand 


+ 




Start 


4828 




End 


11592 




Name 


OJ000350 57.0313.C33.o2 


,np 


Method 


AAT/NAP 




91-3 rt 


4828 




End 


6920 




ox 


7523517 




Score 


317 






4828. .5127, 5272. .5322, 


6840. 


.6920 






OX L^GO^XX^. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43442 




Seq. ID 


OJ000350_57.0313 


.C33 


Gene No. 


91072 




Strand 


+ 




Start 


4828 




End 


11592 




LN dillC 


OJ000350 57.0313.C33.o4 


.gs 


Method 


GENSCAN 




Start 


5256 


End 


11592 




GI 


none 




Score 


.42 




Exons 


5256.. 5729, 6403.. 6585, 


6838. 


.6936, 11404.. 11592 




Seq. No. 


43442 




Seq. ID - 


OJ000350_57.0313 


.C33 


Gene No. 


91073 




Strand 






Start 


1591 




End 


4644 





44234 




Name OJ000350_57 . 0313 .C33 . ol . np Method AAT/NAP 

Start 1591 End 4390 

GI 6721558 Score 257 

Exons 1591.. 1711, 3466.. 3590, 4291.. 4390 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


43442 


Seq. ID 


OJ000350_57.0313 


.C33 


Gene No. 


91073 


Strand 






Start 


1591 


End 


4644 




Name 


OJ000350 57.0313.C33.o3.gs 


Method 


GENS CAN 




Start 


3448 


End 


4644 




GI 


none 


Score 


.5 




Exons 


3448. .3653, 3757. .4095, 4291. .4431, 4542. .4644 




Seq. No. 


43442 


Seq. ID 


OJ000350_57.0313 


.C33 


Gene No . 


91074 


Strand 






Start 


12225 


End 


12902 




Name 


OJ000350_57 .0313.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


12220 


End 


12555 




GI 


none 


Score 


267 




Exons 


12220 .. 12555, 12225.. 12554 








Seq. No. 


43442 


Seq. ID 


OJ000350_57.0313 


.C33 


Gene No . 


91074 


Strand 






Start 


12225 


End 


12902 




Name 


OJ000350 57.0313.C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12225 


End 


12452 




GI 


none 


Score 


111 




Exons 


12225. .12452, 12228 .. 12404 , 


12232. .12405 




Seq. No. 


43442 


Seq. ID 


OJ000350_57.0313 


.C33 


Gene No. 


91074 


Strand 






Start 


12225 


End 


12902 




Name 


OJ000350 57.0313.C33.o5.gs 


Method 


GENSCAN 




Start 


12225 


End 


12884 




GI 


none 


Score 


.96 




Exons 


12225. .12884 








Seq. No. 


43442 


Seq. ID 


OJ000350_57.0313 


.C33 


Gene No. 


91074 


Strand 






Start 


12225 


End 


12902 




Name 


OJ000350 57.0313.C33.o3.np 


Method 


AAT/NAP 




Start 


12228 


End 


12902 




GI 


4544443 


Score 


727 




Exons 


12228. .12902 








GI Descrip. 


(AC006592) putative mitochondrial dicarboxylate carrier 


prot 




[Arabidopsis thaliana] 








Seq. No. 


43442 


Seq. ID 


OJ000350_57.0313 


.C33 


Gene No. 


91074 


Strand 






Start 


12225 


End 


12902 




Name 


OJ000350 57.0313.C33.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12238 


End 


12902 




GI 


none 


Score 


164 




Exons 


12238. .12435, 12240 .. 12545, 


12244. .12531, 12538 .. 12810, 





44235 



12540. .12809, 12852 12902, 12852.. 12902 



Seq. No. 43442 

Gene No. 91074 

Start 12225 

Name OJ000350_57 . 0313 .C33 . ol .tc 

Start 12240 

GI none 

Exons 12240. .12389, 12244 .. 12384 , 
12571. .12807, 12852.. 12902 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_57.0313.C33 
12902 

TBLASTX: Cress 

12902 

152 



12405. .12518, 12540. .12809, 



Seq. No. 43442 Seq. ID 

Gene No. 91074 Strand 

Start 12225 End 

Name OJ000350_57 . 0313 . C33 . o2 . tm Method 

Start 12555 End 

GI none Score 

Exons 12555. .12809, 12559.. 12807 



OJ000350_57.0313.C33 
12902 

TBLASTX: Maize 

12809 

129 



Seq. No. 43443 

Gene .No. 91075 

Start 2073 

Name OJ000350_57 . 0313 . C34 . ol , 

Start 2073 

GI none 

Exons 2073.. 2432 



gp 



Seq. ID OJ000350_57.0313.C34 

Strand + 

End 2432 

Method AAT/GAP 

End 2432 

Score 674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350 57.0313.C34 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43443 Seq. ID 

91076 Strand 
1 End 
OJ000350_57 . 0313 . C34 . ol . np Method 
1 End 
7488415 Score 
1. .135 

uncoupling protein homolog F22K18.230 
gi | 4220533 | emb | CAA23006 . 1 | (AL035356) 
uncoupling protein [Arabidopsis thaliana] 
gil 7269307 | emb | CAB79367.il (AL161561) putative mitochondrial 
uncoupling protein [Arabidopsis thaliana] 



135 

AAT/NAP 

135 

146 

- Arabidopsis thaliana 
putative mitochondrial 



43443 Seq. ID 

91077 Strand 

55 End 
OJ000350_57 . 0313 . C34 . ol . gs Method 

55 End 

none Score 
55. .193, 1424. .1485 



OJ000350_57.0313.C34 

1485 
GENSCAN 
1485 
.85 



Seq. No. 43443 Seq. ID 

Gene No. 91078 Strand 

Start 2100 End 

Name OJ000350_57 . 0313 . C34 . o2 . gs Method 

Start 2100 End 

GI none Score 

Exons 2100.. 2250 



OJ000350_57.0313.C34 

2250 
GENSCAN 
2250 
.9 



Seq. No. 



43444 



Seq. ID OJ000350_57.0313.C35 



44236 



Gene No; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

|3 Exons 

?S Seq. No. 
Vi\ Gene No. 

Start 
U Name 
lil Start 

?: 5 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 



91079 " 
7 94 

OJ000350_57 .0313.C35.ol.gs 
794 



none 



Strand 
End 

Method 

End 

Score 



+ 

2325 
GEN SCAN 
2325 
.66 



794. .884, 1062. .1220, 1640. .1748, 2244. .2325 



57.0313.C35 



43444 Seq. ID OJ000350_ 

91080 Strand + 

2496 End 2946 

OJ000350_57.0313.C35.ol.gp Method AAT/GAP 

2496 End 2946 

54271_1.R1084 Score 804 

2496. .2946 

' 3413511/emb|CAA03982| 3.0e-13 (AJ000265) glucose-6-phosphate 
isomerase [Spinacia oleracea] 1 



43444 
91081 
7597 

OJ000350 

7597 

none 



57.0313.C35.o3.gs 



Seq. ID OJ000350_57.0313.C35 

Strand + 

End 9557 

Method GENSCAN 

End 9557 

Score . 65 



7597. .8039, 8162. .8247, 8874.-8964, 9134. .9557 



43444 
91082 
3044 

OJ000350_57. 
2756 
none 
2756. 
3679. 
3854. 
4324. 
4990. 
5160. 
5308. 
6196. 
6931. 



0313.C35.ol.tm 



.2956, 
.3759, 
.4021, 
.4380, 
.5070, 
.5237, 
.5454, 
.6300, 
.7248, 



2788. 
3680. 
4065. 
4325. 
5000. 
5161. 
6027. 
6196. 
6944. 



2928, 
3757, 
4238, 
4378, 
5077, 
5250, 
6113, 
6297, 
7249 



2798. 
3681. 
4094. 
4801. 
5001. 
5292. 
6028. 
6404. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.2953, 
.3758, 
.4237, 
.4917, 
.5075, 
.5453, 
.6114, 
.6463, 



D OJ000350 57.0313.C35 



8009 

TBLASTX: Maize 
7249 
197 
3028. .3105, 



3682. .3780, 
4095. .4253, 



4806. 
5141. 



,4916, 
,5230, 



5300. .5455, 
6029. .6130, 
6404. .6517, 



3041 
3849 
4096 
4988 
5159 
5307 
6030 
6411 



.3109, 
.4022, 
.4257, 
.5071, 
.5236, 
.5477, 
.6113, 
.6518, 



OJ000350 57.0313.C35 



43444 Seq. ID 

91082 Strand 
3044 End 8009 

OJ000350_57 . 0313 . C35 . ol . np Method AAT/NAP 
2798 End 8009 

7484671 Score 2029 

2798.-2928, 3040.. 3106, 3679.. 3757, 3856.. 4012, 4095.. 4233, 
4325. .4377, 4807. .4914, 5002. .5070, 5162. .5227, 5308. .5451, 
6029. .6112, 6196. .6294, 6410. .6510, 6924.-7284, 7318. .7416, 
7912. .8009 

glucose-6-phosphate isomerase (EC 5.3.1.9) precursor, 
chloroplast - spinach gi | 3413511 1 emb | CAA03982 . 1 1 (AJ000265) 
glucose-6-phosphate isomerase [Spinacia oleracea] 



43444 
91082 



Seq. ID 
Strand 



OJ000350 57.0313.C35 



44237 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3044 

OJ000350_57.0313.C35.ol.tc 

2806 

none 

2806.. 2931, 2807.. 2929, 3028. 
3681. .3758, 3849. .4022, 3854. 

43444 
91082 
3044 

OJ000350_57.0313.C35.ol.ts 

2808 

none 

2808.. 2921, 2809. .2928, 2810. 
3041.. 3121, 3679.-3759, 3681. 
3973.. 4023, 4092.. 4238, 4095. 
4325. .4378, 4326. .4379, 4801. 
4997. .5068 



End 

Method 

End 

Score 



8009 

TBLASTX: Cress 

4022 

147 



.3108, 3041.. 3109, 3681. .3758, 
.4021 

Seq. ID OJ000350_57.0313.C35 
Strand 

End 8009 

Method TBLASTX : Soybean 

End 5070 

Score 4 7 

.2956, 3028.. 3108, 3028. .3108, 
.3758, 3849. .4022, 3854. .4021, 
.4253, 4096. .4257, 4324. .4380, 
.4914, 4806. .4916, 4990. .5070, 



OJ000350 57.0313.C35 



43444 Seq. ID 

91082 Strand 
3044 End 
OJ000350_57.0313.C35.o2.gp Method 
3029 ■_ End 

12101JL.R1084 Score 
3029.. 3106, 3679.-3757, 3856.. 4012, 
4807. .4914, 5002. .5070, 5162. .5227, 
6196. .6265 

■ 3413511/emb|CAA03982 1 1.0e-175 (AJ0002 65) glucose-6-phosphate 
isomerase [Spinacia oleracea] 1 



8009 
AAT/GAP 
6265 
1822 

4095.. 4233, 4325. 
5308.. 5451, 6029. 



,4377, 
,6112, 



43444 
91082 
3044 

OJ000350_57.0313.C35.o2.gs 

3044 

none 

3044. .3106, 3705. .3757, 3856. 
4807. .4914, 5308. .5451, 6029. 
6940. .7488 

43444 
91082 
3044 

OJ000350_57.0313.C35.o2.ts 

5158 

none 

5158.. 5229, 5159.. 5236, 5163. 
5308.. 5454, 5315. .5458, 6029. 
6200.. 6295, 6241.. 6297, 6404. 
6883.. 7275, 6923.-7258 

43444 
91082 
3044 

OJ000350_57.0313.C35.o2.tc 
7069 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4012, 4095 
.6112, 6196 



OJ000350 57.0313.C35 



8009 
GENSCAN 
7488 
.79 



,4233, 4325, 
.6294, 6410. 



.4377, 
,6532, 



Seq. ID OJ000350_57.0313.C35 
Strand 

End 8009 

Method TBLASTX : Soybean 

End 7275 

Score 61 

.5237, 5295.. 5435, 5306.. 5452, 
.6130, 6030.. 6113, 6196.. 6297, 
.6454, 6404. .6553, 6414. .6554, 



Seq. ID OJ000350_57.0313.C35 
Strand 

End 8009 

Method TBLASTX : Cress 

End 7311 



44238 




VJ-L 






123 ^ 


DAUJIj 


706Q 7^11 707D 7?fi4 








4 ^444 




OJ000350 57 0313 C35 


Gene No . 


91082 


Strand 




Start 


3044 


End 


8009 


Name 


OJ000350 57.0313.C35.o3.gp 


Method 


AAT/GAP 


Start 


7093 


End 


7612 


GI 


52388 1.R1084 


Score 


1016 


LAUl lO 


7093. .7612 








'3413511/emb|CAA03982| 4 . Oe- 


17 (AJ000265) glucose-6-phosphate 




isomerase [Spinacia oleracea] 1 




Seq. No. 


43445 


Seq. ID 




Gene No. 


91083 


Strand 


1 




355 


End 


7 54 
/ O ft 


Name 


OJ000350 57.0313.C36.ol.gs 


Method 




o Lai u 


355 


End 


7 54 


VJ-L 


none 


Score 


4 7 


JjAUHO 


355. .592, 603. .754 








43446 


Seq. ID 


OJ000350_57.0313.C41 


Gene No. 


91084 


Strand 


+ 


Start 


1 


End 


828 




OJ000350 57.0313.C41.ol.np 


Method 


AAT/NAP 


O Lul L 


1 


End 


828 


vJ-L 


6721512 


Score 


80 




1..122, 701. .828 






\J _L L/C OUJ *~r^ ' 


(AP001072) hypothetical protein [Oryza 


sativa] 




43447 


Seq. ID 


OJ000350_51.0315.C1 


Gene No. 


91085 


Strand 


+ 


Start 


1 


End 


3731 


Name 


OJ000350 51.0315.Cl.ol.np 


Method 


AAT/NAP 




1 


End 


3731 




5852180 


Score 


458 


P. von <5 


1..32, 2033. .2086, 3069. .3187, 3239. .3652, 3696. .3731 


VJ -L L/~ O -L -L^-' • 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


43447 


Seq. ID 


OJ000350_51.0315.C1 


Gene No. 


91086 


Strand 




91- art 


12 


End 


1278 


Name 


OJ000350 51.0315-Cl-ol.gs 


Method 


GENSCAN 


oiai l 


12 


End 


1278 




none 


Score 


.94 


F von <5 


12.. 920, 1269.. 1278 








43447 


Seq. ID 


OJ000350_51.0315.C1 


Gene No . 


91087 


Strand 




Start 


1935 


End 


2316 


Name 


OJ000350 51.0315.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1935 


End 


2316 


GI 


uC-osflcyp033a04bl 


Score 


651 


Exons 


1935. .2316 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 * 



44239 



Seq. No; 43447 

Gene No. 91088 

Start 3124 

Name OJ000350_51 .0315 . CI . o2 . gs 

Start 3124 

GI none 

Exons 3124.. 3264, 3392.. 3631 



Seq. ID OJ000350_51.0315.C1 
Strand 

End 3631 

Method GENSCAN 

End 3631 

Score . 63 





oetj • LN (J . 


43448 


Seq. ID 


OJ000350_51.0315.C2 




fleanp No 


91089 


Strand 






Start 


1852 


End 


2044 




Name 


OJ000350 51.0315.C2.ol.tm 


Method 


TBLASTX: Maize 




O Lai. L 


1768 


End 


2043 




f T 


none 


Score 


80 




Exons 


1768. .1797, 1830. .1952, 1839. .1952, 1841. .2041, 1855. .2043 




Qorf Mn 
OtiLJ • LNtJ . 


43448 


Seq. ID 


OJ000350_51.0315.C2 






91089 


Strand 








1852 


End 


2044 




Name 


OJ000350 51-0315. C2.ol.np 


Method 


AAT/NAP 




Start 


1852 


End 


2044 






6630685 


Score 


234 






1852. .2044 










(AP000969) Similar to copia 


-type pol polyprotein. (AF10571 


= 

3 




[Oiryza sativa] 






?\ 




43449 


Seq. ID 


OJ000350_51. 0315.C3 


y 


Gene No. 


91090 


Strand 




3 


Start 


1 


End 


4311 




Name 


OJ000350 51.0315.C3.ol.np 


Method 


AAT/NAP 


y 


OLalL 


1 


End 


2896 


J 




4416302 


Score 


3138 


u 


Exons 


1. .2896 










(AF105716) copia-type pol polyprotein 


[Zea mays] 




Sea No . 


43449 


Seq. ID 


OJ000350_51.0315.C3 




Gene No. 


91090 


Strand 






Start 


1 


End 


4311 




Name 


OJ000350 51.0315.C3.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


4311 




GI 


none 


Score 


.47 




Exons 


77. .817, 1148. .2622, 3212.. 


3801, 3822. 


.4311 




Seq. No. 


43449 


Seq. ID 


OJ000350_51.0315.C3 




Gene No. 


91090 


Strand 






Start 


1 


End 


4311 




Name 


OJ000350 51.0315.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


692 


End 


1159 




GI 


none 


Score 


367 




Exons 


692.. 1159, 693.. 1157, 1040. 


.1159 





Seq. No. 43450 

Gene No. 91091 

Start 1 

Name OJ000350_51 . 0315 . C4 . ol . np 

Start 1 

GI 6721516 



Seq. ID OJ000350_51.0315.C4 

Strand + 

End 7454 

Method AAT/NAP. 

End 717 

Score 312 



44240 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..68, 325.. 717 

(AP001072) hypothetical protein [Oryza sativa] 



43450 Seq. ID 

91091 Strand 

1 End 

OJ000350_51 . 0315 . C4 . ol . gs Method 

493 End 

none Score 

493. .541, 566.-648, 1670. .1835, 2107. 
5579. .5636 



OJ000350_51.0315.C4 
+ 

7454 
GENSCAN 
5636 
.54 

2301, 4149.. 4320, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 



43450 Seq. ID 

91091 Strand 

1 End 

OJ000350_51 .0315 . C4 . o2 . np Method 

2909 End 

5042463 Score 



OJ000350_51.0315.C4 
+ 

7454 
AAT/NAP 
7454 
134 



2909..2936, 4518. .4712, 5374. .5527, 5579. .5700, 7427. .7454 
(AC007789) unknown protein [Oryza sativa] 



43450 Seq. ID 

91091 Strand 
1 End 
OJ000350_51 . 0315 . C4 . o2 . gp Method 
6367 End 
uC-osflM202048cl2bl Score 
6367. .6791 

'5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ000350_51.0315.C4 
+ 

7454 
AAT/GAP 
6791 
686 



Seq. ID OJ000350_51.0315.C4 
Strand 

End 6787 

Method AAT/GAP 

End 6787 

Score 685 



43450 
91092 
6367 

OJ000350_51.0315.C4.ol.gp 
6367 

uC-osflM202048cl2bl 
6367.. 6787 

, 5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ000350_51.0315.C4 
Strand 

End 7878 

Method AAT/GAP 

End 7878 

Score 701 



43450 
91093 
7495 

OJ000350_51.0315.C4.o3.gp 
7495 

uC-osflcyp033a04bl 
7495. .7878 

, 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



43450 Seq. ID 

91094 Strand 

8311 End 

OJ000350_51 . 0315 . C4 . o2 . gs Method 

8311 End 

none Score 



OJ000350_51.0315.C4 

12359 
GENSCAN 
12174 
.74 



44241 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8311.. 8396, 8793.. 8883, 8955.. 9247, 10975 .. 11056, 11332 .. 114 06, 
11486. .11564, 11607. .12174 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 51. 0315. C4 



12359 
AAT/GAP 
10492 
676 



43450 
91094 
8311 

OJ000350_51.0315.C4.o5.gp 
10110 

uC-osflcyp033a04bl 
10110.. 10492 

1 6016845/dbj | AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 

43450 Seq. ID OJ000350_51 . 0315 . C4 

91094 Strand 

8311 End 12359 

0 J000350_51 . 0315 . C4 . o3 . np Method AAT/NAP 

10955 End 12359 

6907087 Score 676 

10955. .11056, .11607. .12359 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



43451 
91095 
1 

OJ000350_51.0315.C9.ol, 
1 

6983860 
1..34, 494, 
(AP001168) 
(AF061282) 



np 



.653, 780. .1193 
Similar to 22 kDa 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_51.0315.C9 

1193 
AAT/NAP 
1193 
318 



kafirin cluster; Ty3-Gypsy type 



Seq. No. 


43451 






Seq. ID 


OJ000350_51.0315 


.C9 


Gene No. 


91095 






Strand 






Start 


1 






End 


1193 




Name 


OJ000350 51 


.0315.C9.ol 


.gs 


Method 


GENSCAN 




Start 


396 






End 


1187 




GI 


none 






Score 


.75 




Exons 


396. .1187 












Seq. No. .. 


43451 






Seq. ID 


OJ000350_51.0315 


.C9 


Gene No. 


91095 






Strand 






Start 


1 






End 


1193 




Name 


OJ000350 51 


.0315.C9.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


915 






End 


1193 




GI 


none 






Score 


74 




Exons 


915. .1193, 


1087. .1191 










Seq. No. 


43451 






Seq. ID 


OJ000350_51.0315 


.C9 


Gene No. 


91095 






Strand 






Start 


1 






End 


1193 




Name 


OJ000350 51 


.0315.C9.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


918 






End 


1193 




GI 


none 






Score 


88 




Exons 


918. .1193, 


1033. .1191, 


1044. 


.1193 







44242 



Seq. No. " 


43452 




Seq. ID 


OJ000350_51 . 0315 .C10 


Gene No . 


91096 




Strand 


+ 


Start 


883 




End 


4084 


Name 


OJ000350 51. 0315. CIO. ol 


. qs 


Method 


GENSCAN 


Start 


883 




End 


4084 


GI 


none 




Score 


.74 


Exons 


883. . 1542, 1567 . . 1627, 


3978. . 


4084 




Seq. No. 


43452 




Seq. ID 


OJ000350_51. 0315. C10 


Gene No. 


91097 . 




Strand 




Start 


1 




End 


1905 


Nanie 


OJ000350 51. 0315. CIO. o2 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1905 


GI 


4680179 




Score 


160 


Exons 


1..20, 1497. .1905 








GI Descrip. 


{AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 


Seq. No. 


43452 




Seq. ID 


OJ000350_51. 0315. C10 


Gene No. 


91098 




Strand 




Start 


3139 




End 


3511 


Name 


OJ000350 51. 0315. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


3139 




End ' 


3511 


GI 


uC-osflcyp033a04bl 




Score 


512 


Exons 


3139. .3511 






-59 Oryza sativa genomic 


GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e 



DNA, chromosome l f clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350 51. 0315. C10 



43452 Seq. ID 

91099 Strand 
3977 End 7087 

OJ000350_51 . 0315 . C10 . o3 . np Method AAT/NAP 
3977 End 5821 

6907087 Score 1077 

3977. .4078, 4570. .5140, 5289.-5399, 5444. .5821 
(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



43452 Seq. ID 

91099 Strand 
3977 End 
OJ000350_51 . 0315 . C10 . o2 . gs Method 
4396 End 
none Score 
4396. .5338, 6984.. 7087 

43453 Seq. ID 

91100 Strand 
1 End 
OJ000350_51 . 0315 . Cll . ol . np Method 
1 End 
4680186 Score 
1. .217 

(AF111709) unknown [Oryza sativa subsp 



OJ000350_51. 0315. C10 

7087 
GENSCAN 
7087 
.66 



OJ000350_ 
+ 

761 

AAT/NAP 

217 

333 

. indica] 



51. 0315. Cll 



Seq. No. 



43453 



Seq. ID OJ000350_51. 0315. Cll 



44243 



rii 



Gene No. 


91100 


Strand 


Cf a r-f- 
OLail - 


1 


End 


Name 


OJ000350 51 0315. Cll .ol . as 


Method 


o Lai L 


110 ~ 


End 






Score 




110. . 170, 589. .761 




Cart Mo 


43454 


Seq. ID 




91102 


Strand 


Start 


. 27 


End 


Name 


OJ000350 51.0315.C12.ol.np 


Method 


Start 


27 


End 


GI 


6056376 


Score 


Exons 


27. .56,. 1173. .1404, 1492. . 


1514 


GI Descrip. 


(AC009894) Similar to serine/threonine 




thaliana] 





+ 

761 

GEN SCAN 

761 

.95 



OJ000350 51.0315.C12 



1514 
AAT/NAP 
1514 
149 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43455 
91103 
1 

OJ000350_51.0315.C13.ol.np 
1 

"6056376 



Seq. ID OJ000350_51.0315.C13 
Strand 

End 7255 

Method AAT/NAP 

End 6925 

Score 953 



1..170, 299. .414, 501. .659, 732. .933, 1018. .1388, 1477. .1532, 
1625.. 1675, 1746.. 1811, 1907.. 1972, 2065.. 2160, 2345.. 2464, 
2552. .2623, 2914. .2980, 3057. .3133, 3245. .3316, 4204. .4275, 
4356.-4432, 6897.. 6925 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



43455 
91103 
1 

OJ000350_51.0315.C13.ol.ts 
3 

none 



Seq. ID OJ000350_51.0315.C13 
Strand 

End 7255 

Method TBLASTX : Soybean 

End 1182 

Score 94 



3. .176, 4. .171, 299. .418, 300. .365, 733. .768, 769. .861, 
841. .957, 1018. .1182 



43455 
91103 
1 

OJ000350_51.0315.C13.ol.tc 
6 

none 



Seq. ID OJ000350_51.0315.C13 
Strand 

End 7255 

Method TBLASTX: Cress 

End 3324 

Score 82 



6. .176, 25. .171, 299. .385, 739. .768, 769. .876, 988. .1185, 
1225.. 1302, 3244.. 3324 



Seq. ID OJ000350_51.0315.C13 
Strand 

End 7255 
Method GEN SCAN 
End 7255 
none Score .52 

299. .417, 501. .659, 732.-933, 1018. .1388, 1932. .1972, 
2914. .2985, 3245. .3316, 5377 .. 54 43, 5568 .. 5718 , 6088. .6243, 
6962. .7068, 7073. .7129, 7186. .7255 



43455 
91103 
1 

OJ000350_51.0315.C13.ol.gs 
299 



44244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43456 
91104 
1856 

OJ000350_51 

1856 

6056374 

1856. .1927, 

(AC009894) 

thaliana] 



Seq. ID OJ000350_51.0315.C14 
Strand 

End 2526 

Method AAT/NAP 

End 2526 

Score 152 

2288. .2526 

Similar to serine/threonine kinases [Arabidopsis 



0315.C14.ol.np 





43456 




Seq. ID 


OJ000350 


51 


.0315 


.C14 




91105 




Strand 










Cf art 
O L. Ct J- U 


7685 

/ WO J 




End 


10107 








Vt CtlLlG 


OJOOO^SO 51 


0315 C14 o2 no 


Method 


AAT /NAP 








OLfll U 


7809 ~~ 




End 


10107 








\J X 


58 5217 5 




Score 


119 








von c 


7809 7854 


8486 8590, 9971 


. . 10107 










GI Descrip. 


(AL117265) 


zhbOOOS.l [Oryza 


sativa] 










Seq. No. 


43456 




Seq. ID 


OJ000350_ 


_51 


.0315 


.C14 


Gene No. 


91105 




Strand 










Start 


7685 




End 


10107 








Name 


OJ00035.0 51 


.0315.C14.o2.gs 


Method 


GEN SCAN 








Start 


9530 




End 


10040 








GI 


none 




Score 


.97 








Exons 


9530. .9643, 


9805.. 9875, 9971 


. .10040 










Seq. No. 


43457 




Seq. ID 


OJ000350_ 


_51 


.0315 


.C15 


Gene No. 


91106 




Strand 


+ 








Start 


1210 




End 


1282 








Name 


OJ000350 51 


.0315.C15.ol.gs 


Method 


GENSCAN 








Start 


1210 




End 


1282 








GI 


none 




Score 


.5 








Exons 


1210. .1282 















Seq. No. 43458 Seq. ID 

Gene No. 91107 Strand 

Start 397" End 

Name OJ000350_51 . 0315 . C16 . ol . gs Method 

Start 397 End 

GI none Score 

Exons 397.. 44 4 

Seq. No. 43459 Seq. ID 

Gene No. 91108 Strand 

Start 266 End 

Name OJ000350_51 . 0315 . C18 . ol . gs Method 

Start 266 End 

GI none Score 

Exons 266. .474 

Seq. No. 43459 Seq. ID 

Gene No. 91108 Strand 

Start 266 End 

Name OJ000350_51 . 0315 . C18 . ol . np Method 

Start 269 End 



OJ000350_51.0315.C16 
+ 

444 

GENSCAN 

444 

.78 



OJ000350_51.0315.C18 
474 

GENSCAN 

474 

.95 



OJ000350_51.0315.C18 
474 

AAT/NAP 
451 



44245 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



6983860 Score 277 

269. .451 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



43460 Seq. ID 

91109 Strand 
6667 End 
OJ000350_51.0315.C19.ol.gp Method 
6667 End 
uOosflM202048cl2bl Score 
6667. .7189 

■5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 • 



OJ000350_51.0315.C19 
+ 

7189 
AAT/GAP 
7189 
835 



43460 Seq. ID 

91110 Strand 
10539 End 
OJ000350_51.0315.C19.o3.gp Method 
10128 End 
uC-osroM202024h08al Score 
10128. .10194 

f 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ000350_51.0315.C19 
+ 

14227 
AAT/GAP 
10194 
81 



43460 
91110 
10539 

OJ000350_51.0315.C19.o3.gs 

10539 

none 

10539. .10753, 11482 12245, 
13749. .14126 



Seq. ID OJ000350_51.0315.C19 

Strand + 

End 14227 

Method GEN SCAN 

End 14126 

Score .45 
12328. .13382, 134 12 .. 13731, 



43460 Seq. ID 

91110 Strand 
10539 End 
0 JO 0 0 3 5 0_5 1 . 0 3 1 5 . C 1 9 . o3 . np Method 
12643 End 
7489805 Score 
12643. .14227 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 

Seq. ID OJ000350_51.0315.C19 



OJ000350_51.0315.C19 
+ 

14227 
AAT/NAP 
14227 
1166 



43460 

91111 Strand 

3 End 
OJ000350_51.0315.C19.olO.tm Method 

2 End 

none Score 

2. .28, 2. .37, 30. .146, 30. .242 



43460 
91111 
3 

OJ000350 
3 



51.0315.C19.ol.gs 



Seq. ID 

Strand 

End 

Method 
End 



14226 

TBLASTX: Maize 

242 

36 



OJ000350 51.0315.C19 



14226 
GENS CAN 
838 



44246 



GI 


none 




Score 


. 88 


Exons 


3. .397, 415. .838 








Seq. No. 


43460 




Seq. ID 


OJ000350 51.0315 


Gene No. 


91111 




Strand 




Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


.ol .np 


Method 


AAT/NAP 


Start 


6 




End 


4908 


GI 


4680179 




Score 


5618 


Exons 


6.. 4382, 4792.. 4908 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] . 


Seq. No. 


43460 




Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 




Strand 


- 


Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


.o5 . tw 


Method 


TBLASTX: Wheat 


Start 


51 




End 


389 


GI 


none 




Score 


71 


Exons 


51 . . 389, 267 . . 389 








Seq. No. 


43460 




Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 




Strand 


- 


Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


246 




End 


829 


GI 


none 




Score 


119 


Exons 


246 404, 372 557. 


387. .656, 


392. . 670 


, 666. . 821, 668 . . 




684. .821 








Seq. No. 


43460 




Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 




Strand 


- 


Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


392 




End 


1009 


GI 


none 




Score 


112 


Exons 


392.. 1009, 425.-634, 


495. .1007 




Seq. No. 


43460 




Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 




Strand 


- 


Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


878 




End 


1170 


GI 


none 




Score 


287 


Exons 


878. .1168, 882. .1169 


, 897. .1169, 937.. 


1170 


Seq. No. 


43460 




Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 




Strand 




Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


968 




End 


1228 


GI 


none 




Score 


188 


Exons 


968.. 1228, 969.. 1226 








Seq. No. 


43460 




Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 




Strand 




Start 


3 




End 


14226 


Name 


OJ000350 51.0315.C19 


.ol . tc 


Method 


TBLASTX: Cress 



44247 




Start 992 End 1318 

GI none Score 8 6 

Exons 992.. 1135, 1011.. 1133, 1136.. 1318 



Seq. No. 43460 Seq. ID 

Gene No. 91111 Strand 

Start 3 End 

Name OJ000350_51 . 0315 . CI 9 . o3 . tw Method 

Start 1016 End 

GI none Score 

Exons 1016.. 1444, 1017.. 1445 



OJ000350_51.0315.C19 
14226 

TBLASTX: Wheat 

1445 

306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43460 
91111 
3 

OJ000350 
1432 
none 



51.0315.C19.o2.gs 



14226 
GENSCAN 
9621 
.72 

1432. .4446, 4586. .5344, 7730. .7971, 9531. .9621 



Seq. ID OJ000350_51.0315.C19 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43460 
91111 
3 

OJ000350_51,.0315.C19.o2.tm 

1582 

none 



Seq. ID OJ000350_51.0315.C19 



Strand 
End 

Method 

End 

Score 



14226 

TBLASTX: Maize 

1935 

49 



1582. .1935, 1589. .1621, 1597. .1929, 1667. .1930 



43460 
91111 
3 

OJ000350_51.0315.C19.o2.tw 

1582 

none 

1582.. 1932, 1582.. 2007, 1589. 



Seq. ID OJ000350_51.0315.C19 



Strand 
End 

Method 
End 
Score 
.2008 



14226 

TBLASTX: Wheat 

2008 

224 



Seq. No. 


43460 








Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 








Strand 




Start 


3 








End 


14226 


Name 


OJ000350 51. 


0315 


.C19.o3, 


.ts 


Method 


TBLASTX : Soybean 


Start 


1753 








End 


2001 


GI 


none 








Score 


201 


Exons 


175.3. .2001 












Seq. No. 


43460 








Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 








Strand 




Start 


3 








End 


14226 


Name 


OJ000350 51. 


0315 


.C19.o5, 


. tm 


Method 


TBLASTX: Maize 


Start 


1972 








End 


14064 


GI 


none 








Score 


98 


Exons 


1972. .2274, 


2093 


. .2221, 


2329. 


.2463, 13933.. 14064 


Seq. No. 


43460 








Seq. ID 


OJ000350_51.0315 


Gene No. 


91111 








Strand 




Start 


3 








End 


14226 


Name 


OJ000350 51. 


0315 


.C19.o6. 


.tw 


Method 


TBLASTX: Wheat 


Start 


2009 








End 


2283 



44248 




GI 


none 






Score 


254 




Exons 


2009. .2263, 


2009. 


.2269, 2011. 


.2271, 2041.. 2283 




Seq. No. 


43460 






Seq. ID 


OJ000350_51.0315 


.C19 


Gene No. 


91111 






Strand 






Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


* 2023 






End 


14217 




GI 


none 






Score 


168 




Exons 


2023. .2274, 


2033. 


.2263, 2080. 


.2277, 2238.. 2381, 2302.. 2382, 




2329. .2382, 


2386. 


.2418, 2386. 


.2418, 13978. .14217 




Seq. No. 


43460 






Seq. ID 


OJ000350_51.0315 


.C19 


Gene No. 


91111 






Strand 






Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2359 






End 


13974 




GI 


none 






Score 


202 . 




Exons 


2359. .2841, 


2401. 


.2730, 2552. 


.2845, 13682. .13810, 13804 


. .13974 


Seq. No. 


43460 






Seq. ID 


OJ000350_51 .0315 


.C19 


Gene No. 


91111 






Strand 






Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.o4 .tm 


Method 


TBLASTX: Maize 




Start 


2464 






End 


13929 




GI 


none 






Score 


308 




Exons 


2464. .2709, 


13585 


i. .13833, 13586. .13819, 


13800. .13928, 






13801. .13929 










Seq. No. 


43460 






Seq. ID 


OJ000350_51 . 0315 


.C19 


Gene No. 


91111 






Strand 


— 




Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.o4.ts 


Method 


TBLASTX: Soybean 




Start 


2491 






End 


13780 




GI 


none 






Score 


63 




Exons 


2491. .2805, 


13697 


. .13780 








Seq. No. 


43460 






Seq. ID 


OJ000350_51.0315 


.C19 


Gene No. 


91111 






Strand 






Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


2980 






End 


3327 




GI 


none 






Score 


55 




Exons 


2980. .3327, 


3017. 


.3148 








Seq. No. 


43460 






Seq. ID 


OJ000350_51.0315 


.C19 


Gene No. 


91111 






Strand 






Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.o8 .tm 


Method 


TBLASTX: Maize 




Start 


3061 






End 


3381 




GI 


none 






Score 


190 




Exons 


3061 ...3381 












Seq. No. 


43460 






Seq. ID 


OJ000350_51.0315 


.C19 


Gene No. 


91111 






Strand 






Start 


3 






End 


14226 




Name 


OJ000350 51 


.0315. 


C19.o7.tw 


Method 


TBLASTX: Wheat 





44249 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3682 
none 

3682. .4026, 3896. .4000 

43460 
91111 
3 

OJ000350_51.0315.C19.o6.tm 

3727 

none 



End 
Score 



4026 
67 



Seq. ID OJ000350_51.0315.C19 
Strand 

End 14 226 

Method TBLASTX : Mai ze 

End 4026 

Score 47 



3727. .4026, 3728. .3808, 3870. .3908, 3896. .4000 



43460 
91111 
3 

OJ000350_51. 0315. C19. oil. tw 

4078 

none 

4078. .4260, 4079. .4258 



Seq. ID OJ000350_51.0315.C19 
Strand 

End 14226 

Method TBLASTX : Wheat 

End 4260 

Score 133 



43460 
91111 
3 

OJ000350_51.0315.C19.o2.np 
4583 
4512229 
4583. .5344 

(AB014740) ORF0 protein [Oryza sativa] 



Seq. ID OJ000350_51.0315.C19 
Strand 

14226 
AAT/NAP 
5344 
1227 



End 

Method 

End 

Score 



43460 
91111 
3 

OJ000350_51.0315.C19.o2.gp 
7054 

uC-osroM202024h08al 
7054. .7076, 7326.-7396 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000350_51.0315.C19 
Strand 

14226 
AAT/GAP 
7396 
83 



End 

Method 

End 

Score 



43460 
91111 
3 

OJ000350_51.0315.C19.ol2.tw 

11675 

none 

11675. .12049, 11824. .12030 

43460 
91111 
3 

OJ000350_51.0315.C19.o9.tm 

11693 

none 

11693. .11962, 11824.. 11961 

43460 
91111 



Seq. ID OJ000350_51.0315.C19 
Strand 

End 14226 

Method TBLASTX : Wheat 

End 12049 

Score 187 



Seq. ID OJ000350_51.0315.C19 
Strand 

End 14226 

Method TBLASTX : Mai ze 

End 11962 

Score 189 



Seq. ID OJ000350_51.0315.C19 
Strand 



44250 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_51.0315.C19.o9.tw 

12894 

none 



End 

Method 

End 

Score 



14226 

TBLASTX: Wheat 

13253 

93 



12894. .13025, 13031 .. 13252, 13032.. 13253 



43460 Seq. ID 

91111 Strand 

3 End 
OJ000350_51.0315.C19.ol3.tw Method 

13454 End 

none Score 
13454. .13681 



OJ000350__51.0315.C19 
14226 

TBLASTX: Wheat 

13681 

180 - 



Seq. No. 43460 

Gene No. 91111 

Start 3 

Name OJ000350_51 . 0315 .C19. 08 . tw 

Start 14014 

GI none 

Exons 14014. .14226, 14067.. 14213 

Seq. No. 43460 

Gene No. 91111 

Start 3 

Name OJ000350_51 . 0315 . C19 . o7 . tm 

Start 14067 

GI none 

Exons 14067. .14216, 14068.. 14226 

Seq. No. 43461 

Gene No. 91112 

Start 1 

Name OJ000350_51 . 0315 . C20 . ol . gp 

Start 1 

GI none 

Exons 1..246, 308.. 360 

Seq. No. 43461 

Gene No. 91112 

Start 1 

Name OJ000350_51 . 0315 . C20 . ol . gs 

Start 87 

GI none 

Exons 87.. 273, 280.. 601, 634.. 709 

Seq. No. 43462 

Gene No. 91113 

Start 106 

Name OJ000350_51 . 0315 . C2 1 . ol . gs 

Start 106 

GI none 

Exons 106.. 1182 



Seq. ID OJ000350_51.0315.C19 
Strand 

End 14226 

Method TBLASTX : Wheat 

End 14226 

Score 254 



Seq. ID OJ000350_51.0315.C19 
Strand 

End 14226 

Method TBLASTX : Maize 

End 14226 

Score 198 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_51.0315.C20 
709 

AAT/GAP 

360 

403 



OJ000350_51.0315.C20 
709 

GENSCAN 

709 

.81 



OJ000350_51.0315.C21 

1182 
GENSCAN 
1182 
.97 



Seq. No. 
Gene No. 
Start 



43463 
91114 
9505 



Seq. ID OJ000350_51.0315.C24 
Strand + 
End 9887 



44251 



Name 


OJ000350 51.0315.C24.ol.gp 


Method 


AAT/GAP 


C f a v-f 


9505 


End 


_? o o / 


CT 


uC-osflcyp033a04bl 


Score 


fift ft 

D 0 O 


Exons 


9505. .9887 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


d y uryza sativa geiioiu 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


43463 


Seq. ID 


OJ000350_51.0315.C24 


Gene No. 


91115 


Strand 


+ 


olqiT. 


1 0*7O 
11Z / U 






Name 


OJ000350 51.0315.C24.o2.gs 


Method 




Of -> _.f 


11270 


End 




b± 


none 


Score 




Exons 


11270. .12403 






Seq. No. 


43463 


Seq. ID 


OJ000350_51.0315.C24 


Gene No. 


91116 


Strand 




otart 


13378 


End 


lit J1 


Name 


OJ000350 51.0315.C24.o3.gs 


Method 


KJ Cj IN O ^iitN 




13378 


End 


14 9^4 


b± 


none 


Score 




Exons 


13378. .13591, 14131.. 14234 






oeq. no. 


43463 


Seq. ID 




Gene No. 


91117 


Strand 




Start 


1 


End 


15788 


Name 


OJ000350 51.0315.C24.ol.np 


Method 


AAT/NAP 


Of -i >-f 


1 


End 


2588 


CT 


4680179 


Score 


2459 


Exons 


1..1229, 1257. .2267, 2543.. 


2588 




oj. uescnp. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


beq. no. 


43463 


Seq. ID 


OJ000350_51.0315.C24 


Gene No . 


91117 


Strand 




Start 


1 


End 


15788 


Name 


OJ000350 51.0315.C24.ol.ts 


Method 


TBLASTX : Soybean 


ot air u 


3 


End 


6079 




none 


Score 


82 


Exons 


3. .119, 7. .111, 64. .219, 174. .227, 184 


..225, 231. .263, 232. 




232. .264, 5684. .6043, 5685. 


.5975, 6006 


..6041, 6047. .6079, 




6048. .6077 






Seq. No. 


43463 


Seq. ID 


OJ000350_51.0315.C24 


Gene No. 


91117 


Strand 




Cf -a 

o tart 


1 


End 


15788 


Name 


OJ000350 51.0315.C24.o5.tw 


Method 


TBLASTX: Wheat 


otart 


3 


End 


5971 




none 


Score 


119 


Exons 


3. .116, 4. .114, 5669. .5971, 


5685. .5969 


, 5863.. 5970 




43463 


Seq. ID 


OJ000350_51.0315.C24 


Gene No. 


91117 


Strand 




Start 


1 


End 


15788 


Name 


OJ000350 51.0315.C24.o3.tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


6133 


GI 


none 


Score 


62 


Exons 


3. .119, 19. .66, 180. .317, 5633.-5947, 


5676. .5726, 5754. .580 



44252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5954.. 6133, 6006.. 6125 

43463 
91117 
1 

OJ000350_51.0315.C24 .o4 .tw 
204 
none 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Wheat 

End 6502 

Score 309 



204. .686, 247. .687, 6020. .6397, 6063. .6398, 6452. .6502 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Soybean 

End 6397 

Score 166 



43463 
91117 
1 

OJ000350_51.0315.C24 .o4.ts 
336 
none 

336. .650, 6152. .6397 

43463 
91117 
1 

OJ000350_51 . 0315 . C24 . o5 . tm 
385 
none 

385. .627, 387. .677, 6201. .6392, 6203. .6394, 6203. .6490 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Mai ze 

End 64 90 

Score 157 



43463 
91117 
1 

OJ000350_51.0315.C24.o7.tw 

819 

none 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Wheat 

End 6988 

Score 43 



819. .1172, 6635.-6988, 6672. .6815, 6909. .6983 



End 

Method 
End 
Score 



43463 
91117 
1 

OJ000350_51.0315.C24.o7.tm 
906 
none 

906.. 1226, 6722.. 7075 

43463 
91117 
1 

OJ000350_51.0315.C24 ,o6.tw 
1506 
none 

1506. .1856 

43463 
91117 
1 

OJ000350_51.0315.C24 .06. tm 
1551 
none 

1551. .1856, 1700. .1777, 1750. .1830 



Seq. ID OJ000350_51.0315.C24 
Strand 

15788 

TBLASTX: Maize 
7075 
186 



Seq. ID OJ000350_51.0315.C24 
Strand 

15788 

TBLASTX: Wheat 
1856 
313 



End 

Method 
End 
Score 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Maize 

End 1856 

Score 44 



44253 



Seq. No. 43463 

Gene No. 91117 

Start 1 

Name OJ000350_51 . 0315 . C24 . 08 . tw 

Start 1908 

GI none 
Exons 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Wheat 

End 2106 

Score 58 



1908. .2102, 1908. .2105, 1909. .2106 



Seq. No. 
Gene No. 
Start .• 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



43463 
91117 
1 

OJ000350_51.0315.C24.o3.np 
1986 
4680179 

1986. .2171, 4013. .7066, 7100. .7417, 15731. .15788 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000350_51.0315.C24 
Strand 

15788 
AAT/NAP 
15788 
4193 



End 

Method 

End 

Score 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method AAT/NAP 

End 3324 

Score 1305 



43463 
91117 
1 

OJ000350_51.0315.C24.o2.np 
2533 
6983858 
2533. .3324 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



43463 
91117 
1 

OJ000350_51.0315.C24 .ol. tm 

4025 

none 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Mai ze 

End 4489 

Score 219 



4025. .4330, 4026. .4331, 4328. .4489, 4335. .4481, 4337. .4486 



End 

Method 
End 
Score 



43463 
91117 
1 

OJ000350_51 . 0315 . C24 . ol . tw 
4043 
none 

4043. .4669, 4044. .4613 

43463 
91117 
1 

OJ000350_51.0315.C24.o4.tm 
4538 
none 

4538.-4828, 4542. .4829, 4669. .4830 



Seq. ID OJ000350_51.0315.C24 
Strand 

15788 

TBLASTX: Wheat 
4669 
280 



Seq. ID OJ000350_51.0315.C24 
Strand 

15788 

TBLASTX: Maize 
4830 
208 



End 

Method 
End 
Score 



43463 
91117 
1 

OJ000350_51.0315.C24.o2.ts 
4628 



Seq. ID OJ000350_51.0315.C24 

Strand * - 

End 15788 

Method TBLASTX : Soybean 

End 4888 



44254 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 

4628..4888, 4629. .4883 

43463 Seq. ID 

91117 Strand 
1 End 
OJ000350_51.0315.C24 .ol.tc Method 
4652 End 
none Score 

4652. .4795, 4653.-4793, 4796. .4969 

43463 ' Seq. ID 

91117 Strand 
1 End 
OJ000350_51 . 0315 . C24 . o2 . tw Method 
4676 End 
none Score 

4676. .5239, 4677. .5240 

43463 Seq. ID 

91117 Strand 
1 End 
OJ000350_51.0315.C24 .o2.tm Method 
5234 End 
none Score 

5234.-5596, 5243.-5596, 5247. .5597 



148 



OJ000350_51.0315.C24 
15788 

TBLASTX: Cress 

4969 

85 



OJ000350_51. 0315.C24 
15788 

TBLASTX: Wheat 

5240 

335 



OJ000350_51.0315.C24 
15788 

TBLASTX : Maize 

5597 

176 



43463 
91117 
1 

OJ000350_51.0315.C24 .o3.tw 

5243 

none 

S243..5668, 5247. .5636 

43463 
91117 
1 

OJ000350_51.0315.C24.o3.ts 

5417 

none 

5417.. 5662, 5517.. 5645 

43463 
91117 
1 

OJ000350_51.0315.C24 .o4.np 

10043 

5852180 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Wheat 

End 5668 

Score 347 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method TBLASTX : Soybean 

End 5662 

Score 66 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method AAT/NAP 

End 15788 

Score 613 



10043. .10071, 14480. .14520, 15225 .. 15637 , 15689.. 15788 
(AL117265) zhbOOOlO.l [Oryza sativa] 



43463 
91117 
1 

OJ000350_51 . 0315 -C24.o4.gs 
15077 



Seq. ID OJ000350_51.0315.C24 
Strand 

End 15788 

Method GEN SCAN 

End 15571 



44255 




P.T 


none 






Score 


11 
mil 




Exons 


15077. .15571 










oeq. no. 


43464 






Qorr t n 
oeq • xu 


UOUUUjjU Jl . U jlj 




Gene No. 


91118 






Strand 


+ ~ 




Start 


5780 






End 


10249 




Name 


OJ000350 51 


.0315.C25.o2 


. np 


Method 


AAT/NAP 




o tar t 


5780 






End 


10249 




PT 


4680179 






Score 


5640 




Exons 


5780. .6842, 


6870. .10249 










PT 1"^ » e« /"i >~ n yi 

ui uescrip. 


(AF111709) 


polyprotein 


r 

[Or y za 


sativa subsp. indica] 




OcCJ . LNU . 


43464 






Seq. ID 


OJ000350_51.0315 




Gene No. 


91119 






Strand 


- 




Start 


1 






End 


856 




Name 


OJ000350 51 


.0315.C25.ol 


.np 


Method 


AAT/NAP 




o tar t 


1 






End 


856 




PT 


6721516 






Score 


236 




Exons 


1..58, 620. 


.856 










uescrip. 


(HrUUl U / Z } 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


43464 






Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91120 






Strand 








5993 






End 


6191 




Name 


OJ000350 51 


.0315.C25.o9 


.tw 


Method 


TBLASTX: Wheat 




Qf 3 vf 

otart 


5993 






End 


6191 




P T 


none 






Score 


0 n 0 




Exons 


• . D J. JU t 


5994. .6191 










Seq. No. 


43464 






Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91121 






Strand 






Cf n r»f 


6243 






End 


6593 




Name 


OJ000350 51 


.0315.C25.o5 


. tm 


Method 


TBLASTX: Maize 




Of -> — f 

o tar l 


6243 






End 


6581 




PT 


none 






Score 






Exons 


O^. flO. . OjOI 












Seq. No. 


43464 






Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91121 






Strand 






OLdll, 


6243 






End 


6593 




Name 


OJ000350 51 


.0315.C25.o6 


.tw 


Method 


TBLASTX: Wheat 




Of 2 y-f 


6243 






End 


6593 




P T 


none 






Score 


312 








6333. .6437 










Seq. No. 


43464 






Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91122 






Strand 






o tar t 


6927 






End 


7280 




Name 


OJ000350 51 


.0315.C25.o8 


. tw 


Method 


TBLASTX: Wheat 




btart 


6927 






End 


7280 






none 






Score 


251 




Exons 


6927. .7280, 


7017. .7205 










Seq. No. 


43464 






Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91123 






Strand 






Start 


7284 






End 


7475 




Name 


OJ000350 51 


.0315.C25.o7 


. tm 


Method 


TBLASTX: Maize 





44256 




G 4- -» *.4- 


7 9ft 4 








FnH 
£il 1U. 


74 7 5 




LjX 


none 








Score 


1 ftft 

X 0 o 




Exons 


7 9ft 4 7 4 7 R 
/Zoft../fWO,_ 


7^9 9 


74 9 Q 










Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 






Q4- 

O tax L 










End 


8632 : 




Name 


UJUUUOjU Ol 


mi ^ 

. U Jl J 


• O • Oft 


4- Xa7 
• L W 


Method 


TBLASTX: Wheat 




Olait 


7 4 19 
/ ft 1^ 








End 


7896 






none 








Score 


527 




Exons 


7 419 7ft S9 


/ 4 X O 


7ft QR 

• • / O -70 / 


74^7 


.7892, 7522.. 7896 




Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 






OLalL 


7 419 








End 


8632 




Name 


n/rnnn^n ri 


n^i s 


. O • kJH 


• Uo 


Method 


TBLASTX : Soybean 






7 4 4 Q _ 
/ ft ft 3 








End 


7763 




CjI 


none 








Score 


198 




Exons 


744Q 7 7 £*3 
/ ft ft y . . / / D J 














Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 






Q+- a y*4- 

o tair U 


74 19 
/ fi Lc. 








End 


8632 




Name 




m 1 t; 
. UOXO 


. 0 • Ofi 


fill 
• LIU 


Method 


TBLASTX: Maize 




o tan 


7 A 7 Q 
/ fl / O 








End 


7949 






none 








Score 


394 




Exons 


74 7Q 77 9fi 
/ft / 0 . . / / Z.KJ f 


7 4 ft 9 
/ ft O Z 


7 04 Q 

. . / y ft y 










Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 








7419 

/ ft 1Z 








End 


8632 




Name 


\J\J\JkJ\) jjU OX 


n^i ^ 
• u o x o 


nl 

• O • O X 


4- o 


Method 


TBLASTX : Soybean 






7ft 








End 


8231 






none 








Score 


49 




Exons 


7ft^fi 7Rfift 

/ 0 OO . • / 0 OO , 


7ft "36 


7ftfift 
. • / O OO / 


7ft 79 


.8231, 7874. .7915, 7988. .8221 


Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 






Cf 3 y 4- 


7 419 

/ ft l£. 








End 


8 632 - ; 




Name 


UJUUUjjU ox 


. uoxo 


P9 R r»R 
• O • OO 


• LW 


Method 


TBLASTX: Wheat 




C 4- 3 v-4- 


7 Q4 4 _ 

/ JH ft 








End 


8213 






none 








Score 


376 






7 CM 4 ft 9 1 7 
/ y ft ft . • J/ 


7 Q4 4 

/ y ft ft 


ft 901 


7 Cift ^ 

/ y o o . 


.8212 






Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 






otan 


7 4 19 
/ ft L£. 








End 


8632 




Name 


UJUUUJOU Ol 


. uoxo 


. LZj .OO 


. tin 


Method 


TBLASTX: Maize 




otart 


/ you 








End 


8115 






none 








Score 


201 




Exons 


TQCA Q111 


/ y oj 


Q1 1 C 

. .olio, 


7 Qft R 

/ y oo . 


.8110 






Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91124 








Strand 






Start 


7412 








End 


8632 




Name 


OJ000350 51 


.0315 


.C25.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


8127 








End 


8567 





44257 






non o 








Score 


436 




r von g 


8127 8534. 


8180 . 


. . 8503- 


8331. 


.8519, 8526.. 8567 




Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315. 


C25 


Gene No. 


91124 








Strand 






OtaiL 


7412 








End 


8632 




Name 


OJ000350 51 


.0315, 


.C25.o3. 


tw 


Method 


TBLASTX: Wheat 




Of 

o Lax u 


8216 ~~ 








End 


8632 






none 








Score 


573 






8216 8614, 


8217 


. .8630, 


8295. 


.8630, 8375. .8632, 8422. .8631 


Seq. No. 


43464 








Seq. ID 


OJ000350_51 . 0315 . 


, C25 


Gene No. 


91124 








Strand 






O L.Q1 L 


7412 








End 


8632 




LN alllC 


OJ000350 51 


.0315 


.C25.o3. 


ts 


Method 


TBLASTX: Soybean 




Of a rt" 


8253 ~ 








End 


8501 






non 








Score 


207 




c 1 von q 


8253 8501 














Seq. No. 


43464 








Seq. ID 


OJ000350_51 . 0315 , 


. C25 


Gene No. 


91125 








Strand 






Start 


8699 








End 


10204 




Name 


OJ000350 51 


.0315 


.C25.o2. 


tw 


Method 


TBLASTX: Wheat 




Cf arf 

o Lai U 


8699 ~~ 








End 


9238 




ul 


non^ 








Score 


629 




von Q 


8699 9238. 


8881 


. . 9234 










Seq. No. 


43464 








Seq. ID 


OJ000350_51 . 0315 , 


. C25 


Gene No. 


91125 








Strand 






Qf a r f 
O Lai L 


8699 








End 


10204 




IN ctlllc 


OJ000350 51 


.0315 


.C25.ol. 


. tc 


Method 


TBLASTX: Cress 




Of arf 


8936 "~ 








End 


9262 






non ^ 








Score 


92 




f? von q 


8936 9118. 


9119 


. . 9262, 


9121. 


.9261 






Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


. C25 


Gene No. 


91125 








Strand 






Start 


8699 








End 


10204 




Name 


OJ000350 51 


. 0315 


.C25.o2 . 


. ts 


Method 


TBLASTX : Soybean 




Of arf 
J I.CLL L 


9026 ~~ 








End 


9286 














Score 


301 




Py on <5 


9026. . 9286, 


9037 


. .9285 










Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91125 








Strand 






Start 


8699 








End 


10204 




Mam 


OJ000350 51 


. 0315 


C25.o3. 


, tm 


Method 


TBLASTX: Maize 




Of art 
O Lai L 


9084 ~ 

J V O *1 








End 


9376 




ul 


i ivji ic; 








Score 


79 




U* von q 


9084 9185. 


9084 


. . 9371, 


9085. 


.9372, 9086.. 9376 




Seq. No. 


43464 








Seq. ID 


OJ000350_51.0315 


.C25 


Gene No. 


91125 








Strand 






Start 


8699 








End 


10204 




Name 


OJ000350 51 


.0315 


.C25.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


9245 








End 


9871 




GI 


none 








Score 


715 





44258 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



9245. .9871, 9301. .9750, 9811. .9870 



43464 
91125 
8699 

OJ000350_51.0315.C25.ol.tm 

9424 

none 



Seq. ID OJ000350_51.0315.C25 
Strand 

End 10204 

Method TBLASTX : Mai ze 

End 10009 

Score 229 



9424. .9570, 9425. .9586, 9445. .9588, 9489.. 9575, 9584. .10009, 
9598. .9747, 9811. .10008 



43464 
91125 
8699 

OJ000350_51.0315.C25.o7.tw 

9871 

none 



Seq. ID " OJ000350_51.0315.C25 
Strand 

End 10204 
Method TBLASTX : Wheat 
End 10204 
Score 309 



9871.. 10086, 9872.. 10204, 10022.. 10153 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method AAT/NAP 

End 1566 

Score 2344 



43465 
91126 
1 

OJ000350_51.0315.C26.ol.np 
1 

6983860 
1. .1415, 1465. .1566 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



43465 
91126 
1 

OJ000350_51.0315.C26.o2.tw 
22 

none 

22. .561, 204. .557, 416. .562 

43465 
91126 
1 

OJ000350_51.0315.C26.ol.gs 

101 

none 

101. .1311 

43465 
91126 
1 

OJ000350_51.0315.C26.ol.tc 

259 

none 

259. .441, 442. .585, 453.-584 

43465 
91126 
1 

OJ000350 51.0315.C26.ol.ts 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method TBLASTX : Wheat 

End 562 

Score 614 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method GENS CAN 

End 1311 

Score .45 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method TBLASTX : Cress 

End 585 

Score 90 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method TBLASTX : Soybean 



44259 



Start 
GI 

Exohs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



349 
none 

349.. 609, 360. 



.608 



43465 
91126 

1 

OJ000350_51 . 0315": C26 . o2 . tm 

408 

none 

408. .695, 408. .695, 409. .699 

43465 
91126 
1 

OJ000350_51.0315.C26.ol.tw 

568 

none 

568. .1194, 624. .1073 



End 609 
Score 295 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method TBLASTX : Mai ze 

End 699 

Score 162 



Seq. ID OJ000350_51.0315.C26 

Strand + 

End 1566 

Method TBLASTX : Wheat 

End 1194 

Score 735 



43465 Seq. ID 

91126 Strand 

1 End 

OJ000350_51 . 0315 . C26 . ol . tm Method 

747 End 

none Score 
747. .902, 748. .909, 906. .1070, 907 
1254.. 1331, 1256.. 1330 



OJ000350_51.0315.C26 
+ 

1566 

TBLASTX: Maize 
1331 
232 

1254, 1185.. 1247, 



43466 Seq. ID 

91127 Strand 

22 End 
OJ000350_51 . 0315 . C28 . ol . gs Method 

22 End 

none Score 
22. .258, 296. .412 



OJ000350_51.0315.C28 
412 

GENSCAN 

412 

.63 



43467 Seq. ID 

91128 Strand 
1 End 
OJ000350_53 . 0315 -C8.ol.np Method 
1 End 
6063554 Score 
1..167, 1027. .1187 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000350_53.0315.C8 
+ 

1187 
AAT/NAP 
1187 
100 



Seq. No. 


43467 


Seq. ID 


OJ000350_ 


_53. 


.0315 


.C8 


Gene No. 


91128 


Strand 


+ 








Start 


1 


End 


1187 








Name 


OJ000350 53.0315.C8.ol.gs 


Method 


GENSCAN 








Start 


384 


End 


481 








GI 


none 


Score 


.85 








Exons 


384. .481 












Seq. No. 


43467 


Seq. ID 


OJ000350_ 


_53, 


,0315 


,C8 



44260 



Gene No. 91129 Strand 

Start 590 End 1110 

Name OJ000350_53 . 0315 .C8 .ol . gp Method AAT/GAP 

Start 590 End 1110 

GI uC-osflM202048cl2bl Score 805 

Exons 590.. 1110 

GI Descrip. ' 5257255/dbj I AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43468 Seq. ID OJQ00350_53 . 0315 . C9 

91130 Strand + 

1 End 2416 

OJ000350_53 . 0315 . C9 . ol . np Method AAT/NAP 

1 End 2416 

4378066 Score 1079 

1..153, 771. .2416 

(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208 | gb | AAD27571 . 1 | AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



43468 
91130 
1 

OJ000350_53.0315.C9.ol.gs 

151 

none 



Seq. ID OJ000350_53.0315.C9 

Strand + 

End 2416 

•Method GENSCAN 

End 2196 

Score . 5 



151. .271, 354. .580, 749. .1013, 1102. .1544, 1578. .1709, 
1761. .2196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



43468 
91130 
1 

OJ000350_53.0315.C9.o3.tw 

971 

none 



Seq. ID OJ000350_53.0315.C9 

Strand + 

End 2416 

Method TBLASTX : Wheat 

End 1331 

Score 71 



971. .1084, 1109. .1330, 1155. .1331 



Seq. ID OJ000350_53.0315.C9 

Strand + 

End 2416 

Method TBLASTX : Wheat 

End 1991 

Score 397 



43468 
91130 
1 

OJ000350_53.0315.C9.ol.tw 
1586 
none 

1586. .1990, 1587. .1991 

43468 
91130 
1 

OJ000350_53.0315.C9.ol.tm 
1664 
none 

1664. .1957, 1664. .2020, 1707. .2021, 1731. .2021 



Seq. ID OJ000350_53.0315.C9 

Strand + 

End 2416 

Method TBLASTX : Mai ze 

End 2021 

Score 104 



43468 
91130 
1 

OJ000350 53.0315.C9.o2.tw 



Seq. ID OJ000350_53.0315.C9 

Strand + 

End 2416 

Method TBLASTX : Wheat 



44261 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1991 End 2278 

none Score 209 

1991. .2059, 1992. .2189, 2213.. 2278, 2224.. 2277 



Seq. ID OJ000350_53.0315.C9 

Strand + 

End 2416 

Method TBLASTX: Maize 

End 2368 

none Score 139 

2025. .2228, 2027. .2050, 2064. .2186, 2200. .2328, 2201. .2368* 



43468 
91130 
1 

OJ000350_53.0315.C9.o2.tm 
2025 



Seq. ID OJ000350_53. 0315. C10 

Strand + 

End 4330 

Method AAT/NAP 

End 2944 

Score 435 



43469 
91131 
1 

OJ000350__53. 0315. C10. ol.np 
1 

4378066 
1..575, 2902. .2944 

(AF098806) polyprotein [Sorghum bicolor] 

gi| 4 680208 | gb | AAD27571 . 1 | AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



43469 
91131 
1 

OJ000350_53. 0315. C10. o2.np 
1 

5852180 



Seq. ID OJ000350_53. 0315. C10 

Strand + 

End 4330 

Method AAT/NAP 

End 4330 

Score 336 



1..76, 2804.. 2956, 3957.. 4330 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ000350_53. 0315. C10 
Strand + 

4330 
AAT/GAP 
2594 
445 



43469 
91131 
1 

OJ000350_53. 0315. C10. ol.gp 
2290 

. 61605_3.R1084 
2290. .2594 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



Seq. ID OJ000350_53. 0315. C10 

Strand + 

End 7293 

Method AAT/GAP 

End 7293 

Score 445 



43469 
91132 
6983 

OJ000350_53. 0315. C10. o2.gp 
6983 

61605_3.R1084 
6983. .7293 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



43469 
91133 
2570 

OJ000350_53. 0315. C10. o2.tw 
106 



Seq. ID OJ000350_53. 0315. C10 
Strand 

End 6494 

Method TBLASTX : Wheat 

End 537 



44262 




GI 


none 




Score 


123 




Exons 


106. .222, 107. .226, 253. .537 








Seq. No. 


43469 




Seq. ID 


OJ000350_53.0315. 


C10 


Gene No. 


91133 




Strand 


- 




Start 


9S70 




End 


6494 




Name 


n/rnnn^so 

UUUUU JJw J J 


nil S pi n n l nn 


Mo t" hnr) 


AAT /NAP 




Start 


9 S7D ~~ 




End 


6494 




GI 


69ft?fifi0 

O JO JOwu 




Score 


956 




Exons 


2S70 2608 


S44S 6494 








GI Descrip. 


f Apnm i 6R i 


Cliini 1 ar t" n 99 lrHa 

Jlllllldl L.U ^ Z. J\.Uel 


kafirin i 


cluster; Ty3-Gypsy 


typ< 




(AF061282) 


[Oryza sativa] 








Seq. No. 


4 34 69 




Seq. ID 


OJ000350_53.0315. 


CIO 




91 1 ^ 










Start 


9S70 




End 


6494 




Name 




0*31 5 Pin r>9 nc; 


Method 


GENSCAN 




Start 


S^79 ~ 




End 


6494 




GI 






Score 


.55 




Exons 


5379. . 6494 










Seq. No. 


4^4 69 

1 J *i U J 




Seq. ID 


OJ000350_53.0315. 


CIO 




91 1 **** 




Strand 






Start 






End 


6494 




Name 


n.Tfinn^n 

UuuUUjjU jj 


. U JlJ . U1U . Ol . L.IU 


Method 


TBLASTX : Maize 




Start 


^7 99 ~ 




End 


6095 




GI 


none 




Score 


47 




Exons 


5799. .5867, 


5799.. 6095, 5908. 


.6072, 5916.. 6092 




Seq. No. 


4^4 69 




Seq. ID 


OJ000350_53.0315. 


C10 


bene v*o • 


91 1 11 




Strand 






Start 


9^70 




End 


6494 




Name 




• UJIJ.^IU.UJ. LW 


Method 


TBLASTX : Wheat 




Start 


5799 ~ 




End 


5976 




GI 






Score 


98 




Exons 


5799. .5975, 


5902. .5976 








Seq. No. 


4 "34 fi9 




Seq. ID 


OJ000350_53.0315. 


CIO 




91 1 
711 JJ 




Strand 






Start 


9S7n 




End 


6494 




Name 




n *3i r m n ni 1-w 

, U Jl J . I^IU . Ul . tw 


Method 


TBLASTX: Wheat 




Start 


^97 (\ ~ 




End 


6332 




GI 


none 




Score 


78 




Exons 


S97fi 6119 


^977 fil 1 7 60^9 


.6126, 6159.. 6296, 6232.. 6324 


Seq. No. 


43470 




Seq. ID 


OJ000350 53.0315. 


Cll 


Gene No. 


91134 




Strand 


+ 




o Lai u 


1 




End 


875 




Name 


OJ000350 53 


.0315.Cll.o2.np 


Method 


AAT /NAP 




Start 


1 




End 


875 




GI 


4680183 




Score 


126 




Exons 


1..67, 786. 


.875 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


43470 




Seq. ID 


OJ000350_53.0315. 


Cll 


Gene No. 


91135 




Strand 






Start 


591 




End 


753 





44263 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_53 . 0315 . Cll . ol . gs Method 

591 End 

none Score 
591. .753 



GENSCAN 
753 
. 69 



OJ000350 53. 0315. Cll 



43470 Seq. ID 

91136 Strand 
667 End 753 

OJ000350_53 . 0315 . Cll . ol . np Method AAT/NAP 
667 End 753 

6721561 Score 75 

667.. 753 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


43471 


Seq. ID 


OJ000350_53 . 0315 . 


C12 


Gene No . 


91137 


Strand 


+ 




Start 


367 


End 


600 




Name 


OJ000350 53.0315.C12.ol.gs 


Method 


GENSCAN 




Start 


367 


End 


600 




GI 


none 


Score 


.64 




F.xons 


367. .600 








Seq. No. 


43471 


Seq. ID 


OJ000350_53.0315. 


C12 


Gene No. 


91138 


Strand 






Start 


284 


End 


812 




Name 


OJ000350 53.0315.C12.ol.np 


Method 


AAT/NAP 




Start 


284 


End 


812 






5852180 


Score 


258 




Exons 


284. .812 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


43472 


Seq. ID 


OJ000350_53.0315. 


C13 


Gene No. 


91139 


Strand 






Start 


100 


End 


5675 




Name 


OJ000350 53.0315.C13.ol.gs 


Method 


GENSCAN 




Start 


100 


End 


5675 




GI 


none 


Score 


.88 




Exons 


100. .501, 528. .4616, 4843. .4871, 4910 


. .5675 




Seq. No. 


43472 


Seq. ID 


OJ000350_53.0315 


C13 


Gene No. 


91139 


Strand 






Start 


100 


End 


5675 




Name 


OJ000350 53.0315.C13.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


4619 




GI 


4680179 


Score 


5424 




Exons 


103. .3503, 3537. .4619 




subsp. indica] 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 




Seq. No. 


43472 


Seq. ID 


OJ000350_53.0315 


.C13 


Gene No. 


91139 


Strand 






Start 


100 


End 


5675 




Name 


OJ000350 53.0315.C13.o6.tw 


Method 


TBLASTX: Wheat 




Start 


148 


End 


484 





44264 



\J -L 


none 




Score 


95 




Exons 


148. .483, 169. .477, 212. 


.484 








Seq. No. 


43472 




Seq. ID 


OJ000350_53.0315. 


C13 


Gene No. 


91139 




Strand 






Start 


100 




End 


5675 




Name 


OJ000350 53.0315.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


328 




End 


926 






none 




Score 


77 




Exons 


328. .498, 344. .493, 486. 


.767, 


487. .768 


, 765. .926, 772. .918 


Seq. No. 


43472 




Seq. ID 






Gene No. 


- 91139 




Strand 






Start 


100 




End 


5675 






OJ000350 53.0315.C13.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


486 ~ 




End 


1106 




VJJ. 


none 




Score 


50 




LAUl 1 0 


486. .1106, 495. .605, 592 


. .1050 






Seq. No. 


43472 




Seq. ID 


OJ000350 o j.UJlo. 


r> i o 


Gene No. 


91139 




Strand 






Start 


100 




End 


5675 




Name 


OJ000350 53. 0315.C13.o4 . 


tm 


Method 


TBLASTX: Maize 






975 ~~ 




End 


1266 




flT 


none 




Score 


206 






975. .1265, 979. .1266 










Seq. No. 


43472 




Seq. ID 


OJ000350 bJ.Uolo 




Gene No. 


91139 




Strand 






Start 


100 




End 


5675 




Name 


OJ000350 53.0315.C13.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1065 




End 


1325 






none 




Score 


14 9 






1065. .1325, 1066. .1320, 


1074. 


.1322 






Seq. No. 


43472 




Seq. ID 


/-v tA a a o r a CO rtOI C 

OJ000350 oJ.UJlo 




Gene No. 


91139 




Strand 






Start 


100 




End 


5675 




Name 


OJ000350 53.0315.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1089 ~ 




End 


1406 






none 




Score 


T C 

75 




T** von q 


1089. .1232, 1090. .1230, 


1233. 


.1406 






Seq. No. 


43472 




Seq. ID 


OJ000350_53. 0315 


• C13 


Gene No. 


91139 




Strand 






Start 


100 




End 


5675 






OJ000350 53.0315.C13.o2 


tw 


Method 


TBLASTX: Wheat 




o Lai u 


1113 ~~ 




End 


1680 






none 




Score 


342 






1113. .164 9, 1117. . 1680 










Seq. No. 


43472 




Seq. ID 


OJ000350_53.0315 


.C13 


Gene No. 


91139 




Strand 






Start 


100 




End 


5675 




Name 


OJ000350 53.0315.C13.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1671 




End 


2034 




GI 


none 




Score 


167 





44265 



Exons 


1671. .2033, 


1680. 


.2033, 


1684. 


Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








Name 


OJ000350 53. 


0315. 


C13.o3. 


tw 


oldl L 


1683 










none 








F.xons 


1683. .2105, 


1684. 


.2073 




Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








Name 


OJ000350 53. 


0315. 


C13.o3. 


ts 




1854 










none 








Exons 


1854. .2099, 


1954. 


.2082 




Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








IN CHUG 


OJ000350 53. 


0315. 


C13.o3. 


tm 




2070 








yjl. 


none 










2070. .2384, 


2112. 


.2222, 


2191. 


Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








NT a in o 


OJ000350 53 


.0315 


,C13.o5 


.tw 


Of -a r--t~ 
DLai U 


2106 ~~ 










none 








t? von «5 


2106.. 2408, 


2112 


. .2405, 


2122 


oeq • iNvj • 


43472 








Gene No. 


91139 








Start 


100 








Name 


OJ000350 53 


.0315 


.C13.ol 


.ts 


Cf art 
kj Lai l. 


2120 










none 








TT von c 


2120. .2389, 


2121 


. .2480, 


2122 




2485. .2514 








Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








LNciiut; 


OJ000350 53 


.0315 


.C13.o4 


.tw 


OLdl t_ 


2457 ~~ 








pT 


none 










2457 . .2834, 


2500 


. .2835, 


2889 


Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








Name 


OJ000350 53 


.0315 


.C13.o2 


.tc 


Start 


2493 








GI 


none 









.2034 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_53.0315.C13 
5675 

TBLASTX: Wheat 

2105 

349 



Seq. ID OJ000350_53.0315.C13 
Strand 

End 5675 

Method TBLASTX : Soybean 

End 2099 

Score 66 



Seq. ID OJ000350_53.0315.C13 
Strand 

End 5675 

Method TBLASTX : Mai ze 

End 2570 

Score 60 

.2319, 2391.. 2570, 2416.. 2562 

Seq. ID OJ000350_53.0315.C13 
Strand 

End 5675 

Method TBLASTX : Wheat 

End 2408 

Score 192 
.2406, 2327. .2407 

Seq. ID OJ000350_53.0315.C13 
Strand 

End 5675 

Method TBLASTX : Soybean 

End 2516 

Score 223 

.2412, 2440. .2478, 2484. .2516, 



Seq. ID OJ000350_53.0315.C13 
Strand 

5675 

TBLASTX: Wheat 
2939 
257 



End 

Method 
End 
Score 
.2939 



Seq. ID OJ000350_53.0315.C13 
Strand 

End 5675 

Method TBLASTX : Cress 

End 2810 

Score 180 



44266 



Exons 










Seq. No. 


43472 








Gene No. 


91139 








Start 


i nn 








Name 


r\ mnn 7 c: n c; 7 
U J UUU J j U_D J . 


n7i r 

U J JL J • 


pi ^ n 1 ^ 


tm 


Start 


2b Jo 








GI 


none 








Exons 


JO . .^0^.-7/ 


9 fi40 


. 2927 




Seq. No. 


43472 








Gene No. 


■ 91139 








btart 


i on 








Name 


n mnn7 Rfi ^7 
UJUUUjjU Dj. 


071 r 


PI "3 nR 


tw 


Start 


one / 
30 04 








GI 


none 








Exons 


jUDi • . j^ ^ J- r 


71 HQ 

J 1 U -7 • 


. 3222 , 


3267 . . 


Seq. No. 


43472 








Gene No. 


91139 








Start 










Name 


UJUUUjjU jj. 


n 7 1 ^ 


PI 7 n7 


> l_IU 


Start 


3159 








GI 


none 








Exons 


71 RQ 7R1 9 








Seq. No. 


43472 








Gene No. 


91139 








Start 


i nn 

1UU 








Name 


OJUUUjjU jj. 


n7i ^ 


PI 7 oQ 


-J- w 
• L. W 


Start 


O T ft o 

3792 








GI 


none 








Exons 


j / yz . . ft uzz 








Seq. No. 


43472 








Gene No. 


91139 








Start 


1 nn 








Name 




n7i r 


PI 7 ofi 


4-rn 
• LIU 


Start 


3837 








GI 


none 








Exons 


oooi 4149 

JO J / • . H LHt. f 


4019 


41 ?8 




Seq. No.. 


43472 








Gene No. 


91139 








Start 


i nn 

1UU 








Name 


UJUUUjjU Dj 


071 R 
. UjIj 


PI 7 nl 


• LW 


Start 


a r\ o o 

4023 








GI 


none 








Exons 


4023 . . 4385, 


4 U24 


/l 7Q 7 
. . H JO J 




Seq. No. 


43472 








Gene No. 


91139 








Start 


100 








Name 


OJ000350 53 


.0315 


,C13.ol 


.gp 


Start 


4946 








GI 


95437 1.R1084 






Exons 


4946. .5400 









Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_53 . 0315 .C13 
5675 

TBLASTX: Maize 

2927 

169 



OJ000350_53. 0315.C13 
5675 

TBLASTX: Wheat 
3476 
69 

3476, 3268.. 3420 

OJ000350 53.0315.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5675 

TBLASTX: Maize 

3512 

189 



OJ000350_53.0315.C13 
5675 

TBLASTX: Wheat 

4022 

175 



OJ000350_53.0315.C13 
5675 

TBLASTX: Maize 

4142 

93 



OJ000350_53.0315.C13 
5675 

TBLASTX: Wheat 

4385 

139 



OJ000350_53 . 0315 .C13 

5675 
AAT/GAP 
5400 
782 



44267 




GI Descrip. 1 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315, 


.C14 


Gene No . 


91140 


Strand 






Start 


430 


End 


8080 




Name 


OJ000350 53.0315.C14.ol.np 


Method 


AAT/NAP 




Start 


430 


End 


8080 




GI 


4680179 


Score 


5635 




Exons 


430.. 3810, 3838.-4788, 7966.. 


8080 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315 


.C14 


Gene No . 


91140 


Strand 






Start 


430 


End 


8080 




Name 


OJ000350 53.0315.C14.o6. tw 


Method 


TBLASTX: Wheat 




Start 


475 


End 


808 




GI 


none 


Score 


141 




Exons 


475. .807, 527. .808 








Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315 


.C14 


Gene No . 


91140 


Strand 






Start 


430 


End 


8080 




Name 


OJ000350 53.0315.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


670 


End 


1255 




GI 


none 


Score 


104 




Exons 


670. .1095, 671. .868, 691. .936 


, 932. .1096, 1091. .1234, 






1093.. 1254, 1100.. 1255 








Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315 


.C14 


Gene No . 


91140 


Strand 






Start 


430 


End 


8080 




Name 


OJ000350 53.0315.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


808 


End 


1434 




GI 


none 


Score 


44 




Exons 


808. .1434, 809. .868, 850. .1062, 929..: 


1375, 1087.. 1425 




Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315 


.C14 


Gene No . 


91140 


Strand 






Start 


430 


End 


8080 




Name 


OJ000350 53.0315.C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


1303 


End 


1594 




GI 


none 


Score 


296 




Exons 


1303. .1593, 1307. .1594, 1307. 


.1594 






Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 


Strand 






Start 


430 


End 


8080 




Name 


OJ000350 53.0315.C14.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1393 


End 


1653 




GI 


none 


Score 


183 




Exons 


1393. .1653, 1394. .1642 








Seq. No. 


43473 


Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 


Strand 






Start 


430 


End 


8080 





44268 






UUUUU JJU -J ,J • 


.0315.C14.ol 






TBLASTX • Cress 




Cfart" 
O Ldl L 


1417 _ 
111 f 










1743 
















84 






1417 1 56(1 

1111 • • 1 JOUf 


1436 

X *1 «J \J 


1558 


1561 


174 3 






Seq. No. 


43473 








Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 








Strand 






O L. CI 1 \- 


430 








End 


8080 




Name 


OJ000350 53 


0315 


.C14 .o2 


. tw 


Method 


TBLASTX: Wheat 




O l_ CI X u 


1440 ~~ 








End 


1980 




ox 


none 








Score 


132 




LiAVJlliJ 


1440 1694. 


1441 


. . 1980, 


1445 . 


.1696, 1748.. 1798 




Seq. No. 


43473 








Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 








Strand 


— 




Start 


430 








End 


8080 




Name 


OJ000350 53 


0315 


.C14 . o2 


. tm 


Method 


TBLASTX: Maize 




O L- CI 1 L. 


?nofl — 








End 


2361 














Score 


209 




TT von o 




2015 


2356 










Seq. No. 


43473 








Seq. ID 


OJ000350_53. 0315 


.C14 


Gene No. . 


91140 








Strand 


- 




O L. Q -L L. 


430 








End 


8080 






OJ000350 53 


0315 

V Jl J 


. C14 . o3 


■ u. w 


Method 


TBLASTX: Wheat 




Cfa r 4- 
O Ldl. L 


?nna — 








End 


2433 




ox 


injurs 








Score 


209 




T? von Q 


2008 2358 


2008 


. .2433, 


2015 . 


.2431 






Seq. No. 


43473 








Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 








Strand 


— 




Start 


430 








End 


8080 






OJ000 35 0 53 


0315 


. C14 . o3 




Method 


TBLASTX: Soybean 




O Lai L. 


21 7Q ~~ 








End 


2427 




O X 










Score 


206 






2179 2427 














Seq. No. 


■ 43473 








Seq. ID 


OJ00Q350_53.0315 


.C14 


Gene No. 


91140 








Strand 






Start 


430 








End 


8080 




Name 


OJ000350 53 


0315 


. C14 . o5 


. tm 


Method 


TBLASTX: Maize 






2368 _ 








End 


2700 




GI 


none 








Score 


144 






2368 2700 


2369 


. .2647 










Seq. No. 


43473 








Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 








Strand 






Cfarf 
O L. U X U 


4 ?n 

*± J u 








End 


8080 




Name 


rvrnnn?5n 5*3 

UU UUUJJU *J J • 


0315 


PI 4 n5 


• L W 


Method 


TBLASTX: Wheat 




O Lai L 


24*34 ~~ 








End 


2717 




GI 


none 








Score 


256 




Exons 


2434. .2697, 


2435 


. .2698, 


2643. 


.2717 






Seq. No. 


43473 








Seq. ID 


OJ000350_53.0315 


.C14 


Gene No. 


91140 








Strand 






Start 


430 








End 


8080 




Name 


OJ000350 53. 


0315 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 





44269 



Start 
GI 

Exons 



2449 
none 

2449. .2700, 2459.-2692, 2755. 
2813. .2842 



Seq. No. 43473 

Gene No. 91140 

Start 430 

Name OJ000350_53 . 0315 . C14 . o4 . tm 

Start 2755 

GI none 

Exons 2755.. 3198, 2960.. 3202 

Seq. No. 43473 

Gene No. 91140 

Start 430 

Name OJ000350_53 . 0315 . C14 . o4 . tw 

Start 2785 

GI none 

Exons 2785.. 3267, 2828.. 3268 

Seq. No. 43473 

Gene No. 91140 

Start 430 

Name OJ000350_53 . 0315 . C14 . o4 . ts 

Start 2917 

GI none 

Exons 2917.. 3231 



End 2844 
Score 189 

.2808, 2765. .2806, 2812. .2844, 



Seq. ID OJ000350_53.0315.C14 
Strand 

End 8080 

Method TBLASTX: Maize 

End 3202 

Score 62 



Seq. ID OJ000350_53.0315.C14 
Strand 

End 8080 

Method TBLASTX : Wheat 

End 3268 

Score 311 



Seq. ID OJ000350_53.0315.C14 
Strand 

End 8080 

Method TBLASTX : Soybean 

End 3231 

Score 193 



Seq. No. 43473 Seq. ID 

Gene No. 91140 Strand 

Start 430 End 

Name OJ000350_53 . 0315 . C14 . o7 . tm Method 

Start 3203 End 

GI none Score 

Exons 3203.. 3358, 3205.. 3396 



Seq. No. 43473 

Gene No. 91140 

Start 430 

Name OJ000350_53 . 0315 . C14 . 08 . tw 

Start 3400 

GI none 

Exons 3400.. 3753, 3475.. 3663 

Seq. No. 43473 

Gene No. 91140 

Start 430 

Name 0 J000350_53 . 0315 . C14 . o7 . tw 

Start 4112 

GI none 

Exons 4112.. 4438, 4193.. 4441 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 43473 Seq. ID 

Gene No. 91140 Strand 

Start 430 End 

Name OJ000350 53 . 0315 .C14 .06 . tm Method 



OJ000350_53 . 0315 . C14 
8080 

TBLASTX: Maize 

3396 

155 



OJ000350_53 . 0315 . C14 
8080 

TBLASTX: Wheat 

3753 

62 



OJ000350_53.0315.C14 
8080 

TBLASTX: Wheat 

4441 

84 



OJ000350_53.0315.C14 
8080 

TBLASTX: Maize 



44270 








4133 


End } 


4 4 38 






ox 


none 


Score 


99 








4133 4438 4193 4438 










Seq. No. 


43473 


Seq. ID 


OJ000350 


_53.0315.C14 




Gene No. 


91140 


Strand 








Start 


430 


End 


8080 






Name 


OJ000350 53 0315 C14 o9.tw 


Method 


TBLASTX: 


Wheat 




Start 


4490 ~ 


End 


4688 








none 


Score 


118 








4490 4687. 4491 4688 










Seq. No. 


43473 


Seq. ID 


OJ000350 


__53.0315.C14 




Gene No. 


91140 


Strand 








JLQI L 


430 


End 


8080 






INCUILC. 


OJ000350 53 0315 C14 o2 as 


Method 


GEN SCAN 








5118 _ 


End 


8080 






ox 


none 


Score 


.5 








5118 5597 6346 6446. 6655 


..6710, 7483..7653, 


7789 8080 






43473 


Seq. ID 




53 0315 C14 




f^pnp No 


91140 


Strand 








Start 


430 


End 


8080 




1 _i 


Name 


OJ000350 53.0315.C14.ol.gp 


Method 


AAT/GAP 






O Lai L 


6319 


End 


6704 






ox 


uC-osflcyp033a04bl 


Score 


633 








6319. .6704 








fy 


OX CD V^. J_ X ♦ 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


caj- -I va crpnom 






DNA, chromosome 1, clone : P0711E10 ' 








l_J ~ ^ • • 


43474 


Seq. ID 


OJ000350 


53 0315 C15 




Gene No. 


91141 


Strand 


+ 




1" 


Start 


5033 


End 


6269 






Name 


OJ000350 53.0315.C15.o3.np 


Method 


AAT/NAP 






Start 


4959 


End 


6269 




. . 


GI 


5852179 


Score 


249 




z , 
1A 




4959. .5204, 5279.. 5579, 6201 


. .6269 








OX O ^ -L- -L. £S • 


(AL117265) zhb0009.1 [Oryza 


sativa] 






[3 


Seq. No. 


43474 


Seq. ID 


OJ000350 


_53.0315.C15 


f ^ 


Gene No. 


91141 


Strand 


+ 






Start 


5033 


End 


6269 






in enuc 


OJ000350 53.0315.C15.o3.gs 


Method 


GEN SCAN 








5033 


End 


5545 






ox 


none 


Score 


.99 








5033. .5545 










Seq. No. 


43474 


Seq. ID 


OJ000350 


_53.0315.C15 




Gene No. 


91142 


Strand 








JLal L 


102 


End 


1650 






Name 


OJ000350 53.0315.C15.ol.gs 


Method 


GENS CAN 






Start 


102 


End 


1650 






GI 


none 


Score 


.68 






Exons 


102. .1650 










Seq. No. 


43474 


Seq. ID 


OJ000350 


_53.0315.C15 




Gene No. 


91142 


Strand 







44271 





• 




• 




Start 


102 


End 


1650 




Name 


OJ000350 53.0315.C15.ol.np 


Method 


AAT/NAP 




Start 


105 


End 


1650 




GI 


6983860 


Score 


2182 




Exons 


105. .299, 555. .1650 








GI Descrip. 


(APUUiiooj oimiiar to zz Kua 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


43474 


Seq. ID 


OJ000350 53.0315 


.CIS 


Gene No. 


91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


198 




GI 


none 


Score 


160 




Exons 


1..198, 2. .160 








Seq. No. 


43474 


Seq. ID 


OJ000350 53.0315 


.C15 


Gene No. 


91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


202 


End 


555 




GI 


none 


Score 


261 




Exons 


202. .555 








Seq. No. 


43474 


Seq. ID 


OJ000350 53.0315 


.CIS 


Gene No. 


91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


889 


End 


1239 




GI 


none 


Score 


313 




Exons 


889. .1239 








Seq. No. 


43474 


Seq. ID 


OJ000350 53.0315 


.CIS 


Gene No. 


91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


934 


End 


1239 




GI 


none 


Score 


67 




Exons 


934.. 1239, 1090.. 1239 








Seq. No. 


43474 


Seq. ID 


OJ000350 53.0315 


.CIS 


Gene No. 


91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1291 


End 


1489 




GI 


none 


Score 


51 




Exons 


1291. .1464, 1291. .1488, 1292. 


.1489 






Seq. No. 


43474 


Seq. ID 


OJ000350_53.0315 


. CIS 


Gene No. 


91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.o2.gs 


Method 


GENSCAN 




Start 


1917 


End 


2717 




GI 


none 


Score 


.97 




Exons 


1917. .2717 








Seq. No. 


43474 


Seq. ID 


OJ000350_53.0315 


.CIS 



44272 





91143 


Strand 






Start 


1917 


End 


2717 




Name 


OJ000350 53.0315.C15.o2 


,np Method 


AAT/NAP 






1920 


End 


2717 






6983861 


Score 


1324 




Exons 


1920. .2717 








bi uescrxp. 


(AP001168) Similar to gypsy-type retrotransposon RIRE8B 


DNA 




internal region (AB014741) [Oryza sativa] 




Seq. No. 


43475 


Seq. ID 


OJ000350_53.0315 


.C16 


Gene No. 


91144 


Strand 






OLdiL 


604 


End 


3238 




Name 


OJ000350 53.0315.C16.ol 


,gs Method 


GEN SCAN 






604 


End 


3238 




ui 


none 


Score 


.62 




Exons 


604. .808, 926. .1242, 1338. .2306, 2423 


. .3238 




Seq. No. 


43475. 


Seq. ID 


OJ000350_53.0315 


.C16 


Gene No. 


91145 


Strand 






O Lai L. 


4356 


End 


9074 




Naine 


OJ000350_53.0315.C16.o2 


.tw Method 


TBLASTX: Wheat 






i m 7 


" End 


6362 






none 


Score 


122 




Exons 


1017.. 1076, 5943.. 6362, 


6045. .6260, 6049. .6309 




C d/r Mo 

oeq . lnvj . 


43475 


Seq. ID 


OJ000350_53.0315 


.C16 


UCllC IN vJ • 


91145 


Strand 






O L. a. -L u 


4356 


End 


9074 




Name 


OJ000350_53.0315.C16.ol 


,np Method 


AAT/NAP 




Start 




End 


9074 




Vj± 


4378066 


Score 


2618 




Exons 


4305.. 8731, 9034.. 9074 










(AF098806) polyprotein 


[Sorghum bicolor] 






gil 4680208 | gb I AAD27571 . 


1|AF114171_12 


(AF114171) polyprotein 




[Sorghum bicolor] 








JCtj. IN U . 


43475 


Seq. ID 


OJ000350_53.0315 


.C16 


Gene No. 


91145 


Strand 






Start 


4356 


End 


9074 




Name 


OJ000350 53.0315.C16.o2 


.gs Method 


GENS CAN 






4356 


End 


8891 




PT 


none 


Score 


.57 






4356. .4641, 4924. .7112, 


7166. .7676, 7697. .7889, 7894. .8485, 




8541. .8891 








Seq. No. 


43475 


Seq. ID 


OJ000350_53.0315 


.C16 


Gene No. 


91145 


Strand 






OtaiL 


4356 


End 


9074 




Name 


OJ000350 53.0315.C16.o2 


.ts Method 


TBLASTX : Soybean 




otar t 


4389 


End 


4763 




GI 


none 


Score 


83 




Exons 


4389.. 4613, 4620.. 4763 








Seq. No. 


43475 


Seq. ID 


OJ000350_53.0315 


.C16 


Gene No. 


91145 


Strand 






Start 


4356 


End 


9074 





Name 



OJ000350 53.0315.C16.o3.tm 



Method TBLASTX : Mai ze 



44273 






Start 


4404 








End 


4766 






GI 


none 








Score 


215 






Fxon ^ 


4404 4766, 


4405. 


.4674 












Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 






Name 


OJ000350 53. 


0315. 


C16.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


4536 








End 


4925 






GI 


none 








Score 


229 






F.xons 


4536. .4925 
















Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 






Name 


OJ000350 53. 


0315. 


C16.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


4767 ~ 








End 


5036 






GI 


none 








Score 


88 






F.vnn ^ 


4767 . . 5036, 


4768. 


.4989 












Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 






Name 


OJ000350 53. 


0315. 


C16.o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


5235 ~~ 








End 


5666 




-_3 


GI 


none 








Score 


91 




f j § 




5235 5666. 


5314 . 


.5526 












Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 






Name 


OJ000350 53. 


0315. 


C16.o5 


. tw 


Method 


TBLASTX: Wheat 




f j = 


Start 


5667 "~ 








End 


5858 






GI 


none 








Score 


63 






Exons 


5667 . . 5858, 


5668. 


.5856 












Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 




r" ~i 


Name 


OJ000350 53. 


0315. 


C16.ol 


. ts 


Method 


TBLASTX : Soybean 




z z 


Start 


5934 ~~ 








End 


6317 






GI 


none 








Score 


72 








5934 6317. 


6045. 


. 6251, 


6124 . 


. 6267 








Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 






Name 


OJ000350 53 


0315 . 


C16.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


6036 ~~ 








End 


6419 






GI 


none 








Score 


192 








6036 6419, 


6049. 


. 6309 












Seq. No. 


43475 








Seq. ID 


OJ000350_53.0315 


.C16 




Gene No. 


91145 








Strand 








Start 


4356 








End 


9074 






Name 


OJ000350 53. 


0315. 


CI6.0I 


.tm 


Method 


TBLASTX: Maize 






Start 


6447 








End 


6804 





44274 





GI 


none 


Score 


151 






Exons 


6447. .6761, 6447. .6803, 6448. .6804, 6547. .6804 






Seq. No. 


4 347 R 


OClji J- u 


0.10003^0 S3 031 S 


.C16 




belle INU . 


Q1 1 4 ^ 


OCX dllU 








Start 


43^6 


FnH 


Q074 






Name 


0.10003^0 S3 03i s n 6 ni t-w 


Ma +■ hnH 


1 D j_irlO 1A • W 1 ltr ci l_ 






Start 


fi477 ~ 










GI 




C! O T* O 


9ft Q 






Exons 


6477.. 6932, 6478.. 6906 










Seq. No. 


4 347 S 


OC^i J. u 


O.T000 3S0 S3 031 S 


.C16 






Q1 1 4 S 


jLI a 11 (J. 








Start 


1JJO 


FnH 
til 1U 


Q074 






Name 


0.10003^0 S3 rm s n 6 t-m 










Start 


ft 497 ~~ 

O *i Z. / 


FnH 

Hi 11 (J 


ft fiQfi 

OD3D 






GI 




Score 


1 Q3 






Exons 


R497 ftfiQn* 










Seq. No. 


43476 


Seq. ID 


OJ000350_53.0315 


.C17 




Gene No. 


Q1 1 4 fi 
_? j. j. *i vj 


oil aiiu 








O Lai L. 


1 301 4 


FnH 


1 4 300 

X *i O U VJ 






Name 


n.T0003sn S3 031 s m7 n3 no 


L v ltr LilOU 








Start 


1 301 4 _ 


FnH 


1 4 300 

X fi o u u 






GI 


Sft s?1 ft 1 

JO JlIO J. 


Score 


s 1 






Exons 


13014 1 39S4 140ft1 14^00 
1 JU14 . . 1jZj4/ J. ft UO -L . . It jUU 








f n 


GI Descrip. 


fATl179fiM *7hH001 1 1 rDrw7a 


sat i va J 








Seq. No. 


43476 


Seq. ID 


OJ000350_53.0315 


.C17 


- — 


Gene No. 


91147 


Strand 








Start 


1 


End 


15045 






Name 


OJ000350 53.0315.C17.ol.np 


Method 


AAT/NAP 




s is? 


Start 


1 


End 


1006 






GI 


6983861 


Score 


452 






Exons 


1..19, 712. .1006 








^ a? 


GI Descrip. 


(AP001168) Similar to gypsy 


-type retrotransposon RIRE8B 


DNA, 






internal region (AB014741) 


[Oryza sativa] 





Seq. No. 43476 

Gene No. 91147 

Start 1 

Name OJ000350_53 . 0315 . C17 . ol . gs 

Start 689 

GI none 

Exons 689.. 1006, 3321.. 3752, 3764, 
5022.. 5318, 5649.. 5685 



OJ000350_53.0315.C17 

15045 
GENSCAN 
5685 
.62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3900, 4138. .4184, 4546. .4645, 



Seq. No. 43476 Seq. ID 

Gene No. 91147 Strand 

Start 1 End 15045 

Name OJ000350_53 . 0315 .C17 . o2 . np Method AAT/NAP 

Start 4759 End 7752 

GI 6630685 Score 297 

Exons 4759.. 4902, 7065.. 7454, 7496.-7752 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



OJ000350 53.0315.C17 



(AF105716) 



44275 





beq. no. 


A "X A *7 a 


Seq. ID 


OJ000350_53.0315.C17 




Gene No. 


91147 


Strand 






Start 


1 


.End 


15045 




Name 


UJUUUjDU 0 J . UJ10 . LI / . Ol . zs 


Method 


TBLASTX: Soybean 




btart 


/Uoo 


End 


7378 








Score 


63 




Exons 




.7300, 7326.-7376, 7328.. 7378 




GI Descrip. 










Seq. No. 


43476 


Seq. ID 


OJ000350_53.0315.C17 




Gene No. 


91147 


Strand 






Q 0 -«-+- 

OLalL 




End 


15045 




Name 


ojuuujou oj . UoiD . ci / . ol . tm 


Method 


TBLASTX: Maize 




btart 


/uyi 


End 


7474 






none 


Score 


176 




Exons 


TAQI TOI c *7 r\ Q I TQHQ TOI Q 


.7405, 7319. .7474 




beq. no. 


A 1A1 £. 
H J 4 / 0 


Seq. ID 


OJ000350_53.0315.C17 




Gene No . 


91147 


Strand 






Start " 


1 


End 


15045 




Name 


OJ000350 53.0315.C17.o2.gs 


Method 


GENSCAN 




otart 


7124 


End 


15045 


f ^ 


Cjl 


none 


Score 


.51 




Exons 


7124. .7273, 7334. .7410, 11043 


. .11102, 


11895. : 12121, 






12420. .12492, 12523 .. 12665, 13703 13918 , 14028 .. 14 169, 


r fx 
~ , _ 




14203. .14314, 14971.. 15045 






I- 

O 


beq. wo. 


43476 


Seq. ID 


OJ000350_53.0315.C17 




Gene No. 


91147 


Strand 






Start 


1 


End 


15045 




Name 


OJ000350 53.0315.C17.o4.np 


Method 


AAT/NAP 


s y 


otart 


12095 


End 


14418 


s 


hi 


7340881 


Score 


104 




Exons 


12095. .12162, 13728. .13972, 14015 .. 14132, 14199. .14418 




GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


jL 


beq. no. 


43477 


Seq. ID 


OJ000350_53.0315.C18 






91148 


Strand 


+ 




Start 


8032 


End 


8940 




Name 


OJ000350 53.0315.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


4435 


End 


6814 




GI 


none 


Score 


39 




Exons 


4435. .4485, 4458. .4484, 4484. 


.4717, 4489. .4788, 4489. .4788, 






4493. .4798, 4763. .4792, 6644. 


.6814 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43477 
91148 
8032 

OJ000350_53, 

4922 

none 

4922. .5257, 
5098. .5259, 
5318. .5464, 
5512. .5694, 
5582. .6073, 
5954. .6283, 



0315.C18.ol.tm 



4922.. 5176, 4928 

5137.. 5253, 5138 

5338.. 5481, 5360 

5521.. 5625, 5521 

5769.-5858, 5803 

5965.. 6072, 6026 



Seq. ID OJ000350_53.0315.C18 

Strand + 

End 8940 

Method TBLASTX : Mai ze 

End 6615 

Score 303 

.5257, 4928.. 5173, 4974.. 5183, 
.5257, 5138.. 5629, 5142.. 5357, 
.5464, 5360. .5680, 5371. .5475, 
.5691, 5534.. 5839, 5582.. 5851, 
.5895, 5804. .6295, 5900. .6067, 
.6511, 6029.. 6514, 6084.. 6293, 



44276 



6247. .6342, 6247. .6483, 6248. .6532, 6260. .6553, 6423. .6572, 
6473. .6553, 6474. .6572, 6568. .6615 





064 • LNO . 


4*3477 




c prf t n 


O JO 00350 




(~* y-\ TT\ M /"^k 


71140 






+ 




OLait 


ft n^9 




FnH 






Name 


rvrnnrnsf) cms ns 






GENS CAN 




O La. IT U 


ftrn? ~~ 




End 


8940 




GI 


none 




Score 


.4 




Exons 


8032. .8109, 8146. .8940 












A "34 7ft 






OJOOO^SO 

w yj \J \J \J -*J \J 




bene ino • 


QI 1 4 Q 

31143 




c-j- rand 


+ 




otart 


7S9 




FnH 


1005 




Name 






Mot" h r^H 


GENS CAN 




Q f- a r*4- 
otait 


7S? _ 




FnH 


1005 

-L \J \J J 






none 






62 




Exons 


752. .840, 859. .1005 










Con Mo 
OCCJ * INO • 


A *347ft 




Seq. ID 


OJ000350 




bene lno • 


jll JU 




Strand 








m 4 q 

O X 4 3 




End 


55R2 

*J J O £. 




Name 


UUUUUjJU JJ.UJlJ.L'^liiJt 


. np 


Method 


AAT /NAP 






4 Qfi7 _ 




End 


5582 


■- ^ 
% :=? 


bl 


7 "34 nft ft 1 




Score 


229 

.7 




Exons 


4967. .5072, 5219. .5342, 


5435. 


.5582 




r lj 


GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


f ii ■ 

§t= 


oeq* jno . 


4 *347ft 

4 O 4 / O 




Seq. ID 


njoornso 




Gene No . 


qi i ^n 




Strand 


^. 




oiart 


m 4 q 




End 


J JU^ 


i y 


Name 


UJUUU J J J . U Jl J • 1<Z1 . UJ 


.gs 


Method 


O Hi LN O viilN 




O L.O.JL U 


M 4 Q ~~ 

314 3 




End 


J .J ^> u 




GI 


none 




Score 


.58 


•=: 


Exons 


5149.. 5342, 5435.-5526 








? — 


Seq. No. 


43478 




Seq. ID 


OJ000350 


^ s? 


Gene No. 


91151 




Strand 




~ =* 


Start 


1822 




End 


3212 




Name 


OJ000350 53.0315.C21.ol 


.np 


Method 


AAT /NAP 




Start 


1822 




End 


3212 




GI 


7489805 




Score 


1000 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1822. .3212 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



43478 
91151 
1822 

OJ000350_53.0315.C21.ol.ts 

2398 

none 

2398.-2622, 2629.. 2772 

43478 
91151 
1822 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000350_53.0315.C21 
3212 

TBLASTX : Soybean 

2772 

95 



OJ000350 53.0315.C21 



3212 



44277 



Name 

Start 

GI 

Exons 



OJ000350_53 . 0315 . C21 . ol . tm Method 
2413 End 
none Score 
2413. .2535, 2413. .2775, 2414. .2776 



TBLASTX: Maize 

2776 

84 



Seq. No. 43478 Seq. ID 

Gene No. 91151 Strand 

Start 1822 End 

Name OJ000350_53 . 0315 . C21 . ol . tw Method 

Start 2545 End 

GI none Score 

Exons 2545.. 2934 



OJ000350_53 . 0315 . C21 
3212 

TBLASTX: Wheat 

2934 

243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43479 Seq. ID 

91152 Strand 

232 End 
OJ000350_53.0315.C25.ol.gs Method 

232 End 

none Score 

232. .280, 379. .501, 503. .602, 658.-828 



OJ000350_53.0315.C25 
+ 

828 

GENS CAN 

828 

.52 



Seq. No. 


43480 


Seq. ID 


OJ000350_52.0314.C2 


Gene No. 


91153 


Strand 


+ 


Start 


413 


End 


2326 


Name 


. OJ000350 52.0314.C2.ol.gs 


Method 


GENSCAN 


Start 


413 


End 


2326 


GI 


none 


Score 


.56 


Exons 


413. .777, 862. .954, 1046.. 


,1217, 2178. 


.2326 


Seq. No. 


43480 


Seq. ID 


OJ000350_52.0314.C2 


Gene No. 


91154 


Strand 


+ 


Start 


10140 


End 


14158 


Name 


OJ000350 52.0314.C2.o3.gp 


Method 


AAT/GAP 


Start 


9681 


End 


10102 


GI 


uC-osflcypl06h06al 


Score 


392 


Exons 


9681.. 9797, 9987.. 10102 






GI Descrip. 


1 468018 9/gb|AF111710. 1| AF111710 3.0e- 


34 Oryza sativa subsp 



indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds' 



Seq. No. 43480 Seq. ID 

Gene No. 91154 Strand 

Start 10140 End 

Name OJ000350_52 . 0314 . C2 . o3 . gs Method 

Start 10140 End 

GI none Score 

Exons 10140. .10982, 11281 .. 11352, 12283 12326, 12623 .. 12718, 
13755. .14049 



OJ000350_52.0314, 
+ 

14158 
GENSCAN 
14049 
.75 



C2 



Seq. No. 43480 

Gene No. 91154 

Start 10140 

Name OJ000350_52 . 0314 . C2 . o3 . np 

Start 10386 

GI 7489325 
Exons 



Seq. ID OJ000350_52.0314 .C2 



Strand 
End 

Method 

End 

Score 



+ 

14158 
AAT/NAP 
12504 
459 



10386. .10595, 10635 10982, 11281 .. 11352, 12427.. 12504 



44278 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



Dc3 promoter-binding factor-3 - common sunflower (fragment) 
gi I 3273764 | gb IAAC24835.il (AF061870) Dc3 promoter-binding 
factor-3 [Helianthus annuus] 



43480 Seq. ID 

91154 Strand 

10140 End 

OJ000350_52 . 0314 . C2 . o4 . gp Method 

13635 End 

LIB3434-029-P1-K1-D5 Score 
13635. .14158 

' 9611/emb 1X00593 1 LPH3H4 8.0e-09 Lytechinus pictus H3 and H4 
gene' 



OJ000350_52.0314.C2 
+ 

14158 
AAT/GAP 
14158 
942 



43480 
91155 
25016 

OJ000350_52 . 0314 . C2 . 06 . gs 

25016 

none 



Seq. ID OJ000350_52.0314.C2 



Strand 
End 

Method 

End 

Score 



+ 

26515 
GEN SCAN 
26515 
.77 



25016. .25265, 26091 .. 26192, 26318 .. 26440, 26475.. 26515 



43480 Seq. ID 

91155 Strand 

25016 End 

OJ000350_52 . 0314 . C2 . o7 . np Method 

25139 End 

6094049 Score 



OJ000350_52.0314.C2 
+ 

26515 
AAT/NAP 
26512 
427 



25139. .25265, 26091 .. 26192, 26318 .. 2638 6, 26475.. 26512 
60S RIBOSOMAL PROTEIN L30 gi 12668750 (AF034949) ribosomal 
protein L30 [Zea mays] 



43480 Seq. ID 

91156 Strand 

4304 End 

0 J000350_52 . 0314 . C2 . ol . gp Method 

4028 End 

452 1.R1084 . Score 



OJ000350_52.0314.C2 

8436 
AAT/GAP 
7496 
2361 



4028. .4582, 4706. .4787, 5095. .5213, 5555. .5674, 6002. .6072, 
6600.. 6760, 7320.. 7496 

, 1703380/sp|P51823|ARF_ORYSA 1.0e-101 ADP-RIBOSYLATION FACTOR 
>gi_1132483_dbj_BAA04607_ (D17760) ADP-ribosylation factor 
[Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 52. 0314. C2 



43480 
91156 
4304 

OJ000350_52 . 0314 . C2 . o2 . gs 
4304 
none 

4304. .4312, 4706. .4787, 5095. .5213, 5555. .5674, 6002. .6072, 
6600. .6760, 8282. .8436 



8436 
GEN SCAN 
8436 
.91 



43480 Seq. ID 

91156 Strand 

4304 End 

OJ000350_52 . 0314 . C2 . o2 . np Method 



OJ000350_52.0314.C2 

8436 
AAT/NAP 



44279 



Start 4703 End 6747 

GI 1703380 Score 815 

Exons 4703.. 4787, 5095.. 5213, 5555.. 5674, 6002.. 6072, 6600.. 6747 

GI Descrip. ADP-RIBOSYLATION FACTOR gi | 1132483 I dbj | BAA04 607 | (D17760) 
ADP-ribosylation factor [Oryza sativa] 



oeq . NO • 


a 34 fin 




Seg. ID 


OJ000350_ 


031 4 C? 


(aens no . 






Strand 






b tar t 


J. ft D DO 




End 


21721 




Name 


ninnn^Rn ^9 n^i4 P9 


- 

o4 . gs 


Method 


GENSCAN 




Of 


1 4 ceo 
J. ft Z) DO 




End 


21721 






none 




Score 


.54 




Exons 


14568. .14575, 15255 


.15330, 


15768. .15842, 15937. 


.16067, 




16755. .16780, 16905 


.17065, 


18202. .18339, 18370. 


.18516, 




18647. .18706, 18896 


.19103, 


19545. .19777, 20880. 






21043. .21550, 21562 


.21721 








beg. wo. 


43480 




Seg. ID 


OJ000350_ 


031 4 CO 


uene no. 


91157 




Strand 






Of* —4- 

otart 


14568 




End 


21721 




Name 


OJ000350 52. 0314. C2 


o5.gp 


Method 


AAT/GAP 




btart 


14593 




End 


15330 






3762651 




Score 


700 




Exons 


14593. .14897, 15255 


.15330 








GI Descrip. 


9611/emb|X00593|LPH3H4 8 . Oe- 


•09 Lytechinus pictus 


H3 and H4 gene 


beg. no. 


43480 




Seg. ID 


OJ000350_ 


52. 0314. C2 


Gene No . 


91157 




Strand 






Of 


14568 




End 


21721 




Name 


OJ000350 52. 0314. C2 


o4 .np 


Method 


AAT/NAP 




Cf -j >~4- 

ocart 


18343 




End 


21721 




bl 


860676 




Score 


1892 




Exons 


18343. .18516, 18647 


.18706, 


18896. .19103, 19545. 


.19777, 




19873. .19983, 20880 


.20934, 


21017. .21721 




uescrxp. 


(U24188) calcium/calmodulin- 


•dependent 


protein kinase [Lilium 




longiflorum] gi 1 1097385 |.prf 1 


I2113422A 


Ca/calmodulin-dependent 




protein kinase [Lilium longiflorum] 






beg. no. 


43480 




Seg. ID 


OJ000350_ 


52. 0314. C2 


Gene No . 


91158 




Strand 






Start 


22729 




End 


24805 




Name 


OJ000350 52. 0314. C2 


o5.gs 


Method 


GENSCAN 




btart 


22729 




End 


24805 






none 




Score 


.83 




Exons 


22729. .23717, 23765 


.23904, 


23931. .24805 




Seg. No. 


43480 




Seg. ID 


OJ000350_ 


52. 0314. C2 


Gene No. 


91159 




Strand 






Start 


26600 




End 


26854 




Name 


OJ000350 52. 0314. C2 


o6.gp 


Method 


AAT/GAP 




Start 


26600 




End 


26854 




GI 


2799381 




Score 


429 




Exons 


26600. .26854 










Seg. No. 


43480 




Seg. ID 


OJ000350_ 


52. 0314. C2 


Gene No. 


91160 




Strand 






Start 


26807 




End 


27054 





44280 



■Z ST 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



OJ000350_52.0314.C2.o5.ts 

103 

none 

103. .477, 493. .537 



43480 
91160 
26807 

OJ000350_52, 

4546 

none 

4546. .4584, 
5091. .5216, 
5555. .5677 



Method TBLASTX : Soybean 
End 537 
Score 185 



0314.C2.o8.tm 



4699. 
5091. 



,4788, 
,5216, 



4700. 
5093. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4792, 
.5224, 



OJ000350 52. 0314. C2 



27054 

TBLASTX: Maize 
5677 
49 

4701. .4787, 4705. 
5554. .5670, 5554. 



.4788, 
.5676, 



OJ000350 52. 0314. C2 



43480 Seq. ID 

91160 Strand 
26807 End, 
OJ000350_52 . 0314 . C2 . o5 . tw Method 
4683 End 
none Score 

4683.-4787, 4706. .4792, 4708. .4788, 5075. .5176, 5089. .5175, 

5091. .5216, 5092. .5187, 5554. .5640, 5554. .5637, 5555. .5638 



27054 

TBLASTX: Wheat 

5640 

110 



43480 
91160 
26807 

OJ000350_52.0314 .C2.o3.ts 

4699 

none 

4699. .4788, 4704. .4787, 4706. 
5538.. 5675, 5554.. 5667, 5555. 
5996.. 6079, 6003.. 6080, 6598. 

43480 
91160 
26807 

OJ000350_52.0314 .C2.o2.tc 

4705 

none 

4705. .4788, 
5092. .5181, 
5991. .6071, 
6599. .6793, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 52. 0314. C2 



4706. 
5178. 
5996, 
6602, 



.4792, 
.5216, 
.6079, 
.6787 



4707. 
5554, 
6003, 



27054 

TBLASTX : Soybean 
6762 
109 

.4792, 5091. .5216, 5092. .5187, 
.5677, 5555. .5677, 5991. .6065, 
.6762, 6599. .6760 

Seq. ID OJ000350_52.0314.C2 
Strand 

End 27054 
Method TBLASTX: Cress 
End 6793 
Score 108 

.4787, 5091. .5177, 5091. .5177, 
.5664, 5555.-5677, 5558. .5677, 
.6080, 6210. .6233, 6598.-6786, 



43480 
91160 
26807 

OJ000350_52.0314.C2.o3.tw 

5640 

none 

5640.. 5675, 5641.. 5676, 5642. 
5997.. 6080, 6595.. 6756, 6598, 

43480 
91160 
26807 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 52. 0314. C2 



27054 

TBLASTX: Wheat 
6762 
64 

5677, 5642. .5677, 5996. .6079, 
6762, 6599.. 6760 



Seq. ID OJ000350_52.0314.C2 
Strand 

End 27054 



44281 



Name 


OJ000350 52. 0314. C2 . 


o5. tm 


Method 


TBLASTX: Maize 




Start 


6014 




End 


6906 




GI 


none 




Score 


91 




Exons 


6014.. 6079, 6015.. 6080, 6598.. 6753, 6599.. 6754, 6844.. 6906 




6845.-6892 










Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






Start 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10193 




End 


10987 




GI 


none 




Score 


78 




Exons 


10193. .10321, 10193. 


.10336, 


10218. .10337, 10386. .10598, 






10403. .10618, 10667. 


.10690, 


10668. . 10709, 10741. .10803, 






10784. .10873, 10812. 


.10982, 


10812. .10982, 10919.. 10987 




Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






Start ' 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


10542 




End 


10893 




GI 


none 




Score 


57 




Exons 


10542. .10631, 10550. 


.10597, 


10551. .10598, 10575. .10640, 






10576. .10641, 10667. 


.10699, 


10668. .10700, 10694. .10888, 






10704. .10892, 10705. 


.10893 








Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






Start 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


18346 




End 


19938 




GI 


none 




Score 


93 




Exons 


18346. .18504, 18346. 


.18519, 


18347. .18520, 18647 .. 18724 , 






1 OCCI 1 0*71 Q 1 QOQ1 


1 Q1 OA 


18893. .19102, 18897. .19103, 






19123. .19191, 19535. 


.19777, 


19539. .19775, 19870.. 19938 




Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


taene ino • 


91160 




Strand 






Start 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2 . 


06. tm 


Method 


TBLASTX: Maize 




Start 


18346 




End 


18527 




GI 


none 




Score 


231 




Exons 


1Q-5y|£ 1 QC1 Q 1 00/17 


. loOl / , 


18352. .18519, 18444.. 18527 




Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






ocari 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


18379 




End 


21458 




GI 


none 




Score 


118 




Exons 


18379. .18468, 19870. 


.19992, 


21016. .21084, 21159. .21458, 






21162. .21455 










Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


-C2 


Gene No. 


91160 




Strand 






Start 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2. 


o2.tm 


Method 


TBLASTX: Maize 





44282 





1 QQH£ 




End 


21350 




PT 


none 




Score 


45 




Exons 


1 QQfl£ 1 QQQi; 9HQ71 


. Z U -7 J U , 


20887. .20934, 21013 .. 21108 , 






91 D1 4 911 06 91 1 Dft 


9i ^sn 


21109. .21345, 21120.. 21350 




oeq. jno. 


ft jfi O u 




Seq. ID 


OJ000350_52.0314 


. v^z 


Gene No. 


91160 




Strand 






Start 


26807 




End 


27054 




Name 


n.Tnnn^Rn S9 rni 4 P9 


o1 t- <? 

Ul • LO 


Method 


TBLASTX : Soybean 




OlarL 


Z X U ft J 




End 


21350 




PT 

bX 


none 




Score 


47 




Exons 


9104^ 911HR 91H44 

ZXUftJ. .ZXXUO, ZXUfifl. 


91 i n £ 

• Z X XU O , 


21108. .21350, 21109. .21345, 






91190 91 ^RD 










Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






Q4- -j v-+- 

oL.ci.Lt 






End 


27054 




Name 


pjinnn^n ^9 mi 4 P9 


A 

Ofi * tw 


Method 


TBLASTX: Wheat 




o tar L 


91 1 Q9 _ 
z X x ?z 




End 


21458 




P T 


none 




Score 


89 




Exons 


911 Q9 914 c 19 91 1 

ZXX.7Z. . ^14 J^/ -lII^J . 


91 4 ^ft 

• Z J. *i J o 








Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






Q+- 3 -w-4- 


zoo u / 




End 


27054 




Name 


nTrinn^Rfi ^9 n^i 4 P9 




Method 


TBLASTX: Maize 






91 "3R1 
ZXjOX 




End 


21483 




PT 

vjX 


none 




Score 


116 




Exons 


91 ^R1 9147Q 91 ^R1 
ZX jjI . . Z Xfl / y , ZXjjX. 


. Z X ft O Z , 


21352. .21483 




Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 






o tar t 


Z DO U / 




End 


27054 




Name 


nTnnn^RO R9 o^i 4 P9 

UJUUUjjU jZ.UjXfi.^Z. 


0 / . tm 


Method 


TBLASTX: Maize 




otart 


99Q^1 _ 
ZZ ?jl 




End 


23124 




PT 


none 




Score 


180 




Exons 


99Q^1 9*51 1 Q 99Q^^ 

. . <L jll J, ZZZ7JJ. 


9*^1 90 
. Z J XZ U / 


22954. .23124, 22964.. 23122 




Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 


Gene No. 


91160 




Strand 








Z DO U / 




End 


27054 




Name 


mnnm^n ^9 n^i 4 P9 

UJUUUjjU jZ.UjX4.UZ. 


OD . to 


Method 


TBLASTX: Soybean 




oiari. 


9*^4 1 ^ 
Z jft X j 




End 


23750 




PT 


none 




Score 


65 




Exons 


9^41 "\ 9^^QR 9^K9ft 
ZjIXj. •ZJJ7J/ Z jDZO • 


• Z J / J U 








beq. no. 


4 jfl OU 




Seq. ID 


OJ000350_52.0314 


P9 


Gene No . 


yxxbu 




Strand 






Start 


26807 




End 


27054 




Name 


OJ000350 52. 0314. C2. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


23512 




End 


23938 




GI 


none 




Score 


55 




Exons 


23512. .23574, 23512. 


.23595, 


23628. .23885, 23629 .. 23658 , 






23710. .23790, 23772. 


.23924, 


23780. .23818, 238 90 .. 23922 , 






23912.. 23938 










Seq. No. 


43480 




Seq. ID 


OJ000350_52.0314 


.C2 



44283 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



91160 Strand 

26807 End 

OJ000350_52 . 0314 . C2 . o2 . tw Method 

25013 End 

none Score 



27054 

TBLASTX: Wheat 

26520 

40 



25013. .25036, 25015 .. 25035, 25150 .. 25272, 25160 25267 , 

25210. .25281, 26068 26202 , 26090 26194 , 26307 26387 , 

26317. .26394, 26318 26392, 26473 26517 , 26475 26519, 
26476. .26520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



43480 
91160 
26807 

OJ000350_52 . 0314 . C2 . o4 . ts 

25148 

none 

25148. .25264, 2 6089 .. 26205, 
26319. .26363 

43480 
91160 
26807 

0 JO 0035 0_5 2.0314.C2.o3.tm 

25159 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_52.0314.C2 
27054 

TBLASTX: Soybean 

26364 

65 



26090. .26194, 26317 .. 26364 , 



Seq. ID OJ000350_52.0314.C2 
Strand 

End 27054 

Method TBLASTX : Mai ze 

End 26702 

Score 172 



25159. .25272, 25160 .. 25267 , 26068 .. 26202, 26090 .. 26194 , 

26094. .26201, 26307 .. 26384 , 26312 .. 26383, 26317 .. 26394 , 

26317. .26394, 26319 .. 26396, 264 60 .. 26516, 26473 .. 26520, 

26474. .26521, 26625.-26657, 26637 .. 26702, 26658.. 26687 



43480 
91160 
26807 

OJ000350_52 . 0314 . C2 . o7 . gs 

26807 

none 

26807. .27054 

43481 
91161 
90 

OJ000350_52 . 0314 . C3 . ol . gp 
90 

none 
90. .418 

43481 
91161 
90 

OJ000350_52.0314.C3.ol.gs 

277 

none 



Seq. ID OJ000350_52.0314.C2 
Strand 

End 27054 

Method GENSCAN 

End 27054 

Score .95 



Seq. ID OJ000350_52.0314.C3 

Strand + 

End 6288 

Method AAT/GAP 

End 418 

Score 562 



Seq. ID OJ000350_52.0314.C3 

Strand + 

End 6288 

Method GENSCAN 

End 6288 

Score .82 



277. .612, 1489.. 1572, 1653.. 1733, 2455.-2535, 2654.-2746, 
3245. .3421, 5010. .5076, 5369. .5450, 6249. .6288 



43481 
91161 



Seq. ID OJ000350_52.0314.C3 
Strand + 



44284 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



90 End 6288 

OJ000350_52 . 0314 . C3 . ol . np Method AAT/NAP 

277 End 5457 

6970282 Score 1073 

277. .418, 1252. .1325, 1489. .1572, 1653. .1733, 2455. .2535, 

2654. .2746, 3245. .3413, 3494. .3572, 3700. .3751, 3853. .3906, 

3989. .4078, 5010. .5076, 5369. .5457 

(AC021666) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_52.0314.C3 
+ 

6288 
AAT/GAP 
5843 
1419 

,3751, 3853.. 3906, 3989. .4078, 

,5843 



43481 
91161 
90 

OJ000350_52.0314.C3.o2.gp 
3340 

30797_1.R1084 

3340.. 3421, 3505.. 3572, 3700. 
5010.. 5076, 5369.. 5739, 5806. 
'4689108/gb|AAD27763.1|AF077030_l 2.0e-42 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 1 



Seq. No. 


43481 


Seq. ID 


OJ000350 


Gene No. 


91162 . 


Strand 


+ 


Start 


12678 


End 


14448 


Name 


OJ000350 52.0314.C3.o4.np 


Method 


AAT/NAP 


Start 


12678 


End 


14448 


GI 


7340868 


Score 


95 


Exons 


12678. .12790, 14354. .14448 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43481 


Seq. ID 


OJ000350 


Gene No. 


91162 


Strand 


+ 


Start 


12678 


End 


14448 


Name 


OJ000350 52.0314.C3.o3.np 


Method 


AAT/NAP 


Start 


13072 


End 


14448 


GI 


7228450 


Score 


101 


Exons 


13072. .13184, 14013. .14098, 


14238. .14448 


GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43481 
91163 
8953 

OJ000350_52 . 0314 . C3 . o3 . tm 
285 
none 
285. 
1491 
2454 



OJ000350 52. 0314. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

350, 28S..347, 1214. .1339, 1254. .1334, 1483. .1572, 
.1571, 1652. .1732, 1653. .1736, 2450. .2533, 2452. .2535, 
.2534, 2455.. 2535 



13739 

TBLASTX: Maize 

2535 

98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43481 Seq. ID 

91163 Strand 

8953 End 

OJ000350_52.0314.C3.o2.ts Method 

1686 End 

none Score 



OJ000350_52.0314.C3 
13739 

TBLASTX : Soybean 

5474 

65 



1686. .1736, 2454. .2555, 2455. .2535, 2651. .2746, 2653. .2745, 



44285 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3242. .3409, 3244. .3402, 3499. .3570, 3516. .3569, 3694. .3753, 

3698.. 3754, 3850.. 3912, 3852.. 3905, 3983.. 4024, 3988.. 4017, 

4039. .4098, 4040. .4120, 5004. .5078, 5009. .5092, 5343.-5474, 
5344. .5463 



43481 
91163 
8953 

OJ000350_52.0314 .C3.o2.tc 

2648 

none 

2648.-2746, 2656. .2745, 3242. 

43481 
91163 
8953 

OJ000350_52.0314 .C3.o2.tm 

2651 

none 

2651. .2746, 2653.. 2745, 3242. 
3499. .3573, 3502.. 3570, 3513. 
3846. .3905, 3850.. 3912, 3853. 
3988. .4098, 5001.. 5087, 5004. 



Seq. ID OJ000350_52.0314.C3 
Strand 

End 13739 

Method TBLASTX : Cress 

End 3570 

Score 137 

.3409, 3244.. 3357, 3499.. 3570 

Seq. ID OJ000350_52.0314.C3 
Strand 

End 13739 
Method TBLASTX : Mai ze 
End 5095 
Score 177 

.3427, 3242. .3421, 3244. .3426, 
.3572, 3700. .3753, 3701. .3754, 
.3915, 3983.. 4120, 3986.. 4084, 
.5075, 5008.. 5094, 5009.. 5095 



End 

Method 

End 

Score 



43481 
91163 
8953 

OJ000350_52 . 0314 .C3.o4 .tm 
5344 
none 

5344. .5484, 5352. .5483, 5371., 
5484. .5531, 5634.. 5678 

43481 

91163 Strand 

8953 End 

OJ000350_52 . 0314 . C3 . ol . tm Method 

8938 End 

none Score 

8938. .9615, 8938. .10011, 8945. .10012 



Seq. ID OJ000350_52.0314.C3 
Strand 

13739 

TBLASTX: Maize 
5678 
181 



,5490, 5375.. 5491, 5400.. 5501, 



Seq. ID OJ000350_52.0314.C3 



13739 

TBLASTX: Maize 

10012 

730 



OJ000350. 52. 0314. C3 



43481 Seq. ID 

91163 Strand 

8953 End 

OJ000350_52 . 0314 . C3 . ol . ts Method 

8944 End 

none Score 

8944. .9048, 8963. .9046, 9079. .9438, 9098. .9436, 9158 .. 9439 



13739 

TBLASTX : Soybean 

9439 

59 



Seq. ID OJ000350_52.0314.C3 
Strand 

End 13739 
Method TBLASTX : Cress 
End 9927 
Score 61 

8953.. 9054, 9079.. 9243, 9223 .. 9408 , 9226 .. 9405, 9356.. 9472, 
9496. .9540, 9505. .9648, 9509. .9616, 9817. .9927 



43481 
91163 
8953 

OJ000350_52 . 0314 . C3 . ol . tc 
8953 
none 



44286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43481 
91163 
8953 

OJ000350_52.0314 .C3.o2.gs 

8953 

none 

8953,. 10171, 10327. .10459, 
12789. .12984, 13607.. 13739 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_52.0314.C3 

13739 
GEN SCAN 
13739 
.79 



10465. .10535, 12299. .12413, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 52. 0314. C3 



13739 
AAT/NAP 
10041 
758 



43481 
91163 
8953 

OJ000350_52.0314.C3.o2.np 
8956 
7486303 
8956. .10041 

hypothetical protein F28J12.40 - Arabidopsis thaliana 
gi|2832643|emb|CAA16718.1| (AL021710) hypothetical protein 
[Arabidopsis thaliana] gi | 7268631 1 emb | CAB78840 . 1 1 (AL161548) 
hypothetical protein [Arabidopsis thaliana] 

Seq. ID OJ000350_52.0314.C3 



43481 

91163 Strand 

8953 End 

OJ000350_52 . 0314 . C3 . o3 . ts Method 

94 90 End 

none Score 

9490.. 9660, 9503.. 9649, 9790.. 9921 



13739 

TBLASTX: Soybean 

9921 

144 



43482 Seq. ID 

91164 Strand 

598 End 

OJ000350_52 . 0314 . C4 . ol . np Method 

598 End 

7106516 Score 
598.. 772 

(AP001278) hypothetical protein [Oryza sativa] 



OJ000350_52.0314.C4 
+ 

1124 
AAT/NAP 
772 
138 



43482 Seq. ID 

91164 Strand 

598 End 

OJ000350_52 . 0314 . C4 . ol . gs Method 

624 End 

none Score 

624.-756, 1044. .1124 



OJ000350_52.0314.C4 
+ 

1124 
GENSCAN 
1124 
.46 



OJ000350 52. 0314. C4 



43482 Seq. ID 

91165 Strand 

1 End 135 

OJ000350_52 . 0314 . C4 . ol . gp Method AAT/GAP 

1 End 135 

LIB3432-058-P1-K1-E12 Score 155 

1. .135 

1 5257255/dbj | AP000364 . 1 1 AP000364 8.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07* 



44287 




Seq. No. 


43483 






Seq. ID 


OJ000350 


_52.0314 


.C5 


bene no. 


91166 






Strand 


+ 






Start 


731 






End 


1054 






Name 


OJ000350 52.0314 


.C5.ol. 


gs 


Method 


GENSCAN 






Start 


731 






End 


1054 






GI 


none 






Score 


.96 






Exons 


731. .794, 876. .1054 












Seq. No. 


f± Oft 0 O 






Seq. ID 


OJ000350 


_52.0314 


.C5 


Gene no. 


91167 






btrana 


+ 






Start 


3380 






End 


5055 






Name 


nTnnmRn c 9 n^i_i 


. K^D . • 


gs 


Method 


GENSCAN 






Start 


jjoU 






End 


5055 






GI 


none 






Score 


.53 






Exons 


OOQn Oyl 1 Q 

j joU . .ofllo, ftolo 


A A R £ 
. . 41 41 O O , 


4996. 


.5055 








Seq. No. 








Seq. ID 


OJ000350 


_52.0314 


.C5 


Gene no. 


91168 






btrana 


+ 






Start 


6765 






End 


7088 






Name 




. L/J . OZ . 


gp 


Method 


AAT/GAP 






Start 


0 / DO 






End 


7088 






GI 


none 






Score 


621 






Exons 


0 / bo . . /Uoo 














Seq. No. 


/J O /I Q O 
H OHO O 






Seq. ID 


OJ000350 


_52.0314 


.C5 


Gene No. 


91169 






Strand 








Start 


9223 






End 


9590 






Name 


OTOfifiOCfl CO 001/1 


. to . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 








End 


7861 






GI 


none 






Score 


49 






Exons 


TCOO TCOC TCQQ 

/ozo. . /Dob/ /oyo 


. . / DJ4 , 


7700. 


.7861, 7700. .7840, 


7717. .7851 


Seq. No. 


41 o4 00 






Seq. ID 


OJ000350 


_52.0314 


.C5 


Gene No. 


91169 






Strand 








Start 


9223 






End 


9590 






Name 


UJUUUJOU DZ.UJ.L4l 


. Lj . O J . 


gp 


Method 


AAT/GAP 






Start 


QOOO 

yzzo 






End 


9590 






GI 


none 






Score 


578 






Exons 


QOO 0 QC Qrt 

y^zo . . yoyu 














Seq. No. 


VI O /I O X 






Seq. ID 


OJ000350 


_52.0314 


• C9 


Gene No . 


Q1 1 7fi 






Strand 


+ 






Start 


43 






End 


567 






Name 


OJ000350 52.0314 


.C9.ol. 


gs 


Method 


GENSCAN 






Start 


43 




End 


567 






GI 


none 






Score 


.44 






Exons 


43.. 90, 235.. 567 














Seq. No. 


43484 






Seq. ID 


OJ000350_ 


_52.0314 


.C9 


Gene No. 


91171 






Strand 


+ 






Start 


3414 






End 


4926 






Name 


OJ000350 52.0314 


.C9.ol. 


gp 


Method 


AAT/GAP 






Start 


3340 




End 


4347 






GI 


29309 1.R1084 






Score 


1009 






Exons 


3340.. 3810, 4269 


. .4347 













GI Descrip. '4204263 1.0e-10 (AC005223) 40409 [Arabidopsis thaliana] ' 

44288 




Seq. No. 


43484 


Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91171 


Strand 


+ 




Start 


.3414 


End 


4926 




Name 


OJ000350 52.0314.C9.o2.gs 


Method 


GEN SCAN 




Start 


3414 ~~ 


End 


3830 




GI 


none 


Score 


.77 




Exons 


3414. .3830 








Seq. No. 


43484 


Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91171 


Strand 


+ 




Start 


3414 


End 


4926 




Name 


OJ000350 52.0314.C9.ol.np 


Method 


AAT/NAP 




Start 


3438 


End 


4926 




GI 


3885343 


Score - 


204 




Rxons 


3438. .3816, 4833. .4926 








GI Descrip. 


(AC005623) hypothetical protein [Arabidopsis thaliana] 




Sea. No. 


43484 


Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91172 ..■;> . 


Strand 


+ 




Start 


11120 


End 


11360 




Name 


OJ000350 52.0314.C9.o3.gp 


Method 


AAT/GAP 




Start 


11120 


End 


11360 




GI 


28898 2.R1084 


Score 


368 




Exons 


11120. .11360 








GI Descrip. 


1 5042437 /gb|AC007789.1|AC00778 9 1 . Oe- 


69 Oryza sativa BAC T4 9B20 




genomic sequence, complete 


sequence ' 







Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91173 




Strand 


+ 


Start 


25043 




End 


26160 


Name 


OJ000350 52.0314 


.C9.o8.gp 


Method 


AAT/GAP 


Start 


25043 




End 


26160 


GI 


2428691 




Score 


688 


Exons 


25043. .25119, 25884.. 26160 






GI Descrip. 


4204263 1.0e-10 


(AC005223) 40409 [Arabidopsis thaliana] 


Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91173 




Strand 


+ 


Start 


25043 




End 


26160 


Name 


OJ000350 52.0314 


.C9.o5.np 


Method 


AAT/NAP 


Start 


25928 




End 


26160 


GI 


4204263 




Score 


141 


Exons 


25928. .26160 








GI Descrip. 


(AC005223) 40409 


[Arabidopsis 


thaliana; 


I 


Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 .C9 


Gene No. 


91174 




Strand 




Start 


4229 




End 


9954 


Name 


OJ000350 52.0314 


.C9.o3.gs 


Method 


GENSCAN 


Start 


4229 




End 


9954 


GI 


none 




Score 


.65 


Exons 


4229.. 4399, 5153 


..5338, 6390. 


.6673, 7794. .8057, 8165. .8300, 




8405.. 8580, 9060 


..9117, 9359. 


.9463, 9599.. 9656, 9758.. 9954 


Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91174 




Strand 




Start 


4229 




End 


9954 



44289 



Name 

Start 

61 

Exons 



OJ000350_52.0314.C9.o2.np Method AAT/NAP 

7765 End 9954 

6437556 Score 757 

7765. .8057, 8398. .8580, 9060. .9117, 9359. .9463, 9599. .9656, 
9758. .9810, 9870. .9954 



GI Descrip. (AC011623) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43484 
91174 
4229 

OJ000350_52 . 0314 . C9 . o2 . gp 
8493 

LIB3433-055-P1-K1-A4 
8493. .8580, 9060. .9117, 9359. 
9865. .9889 

'2435511 3.0e-25 (AF024504) contains similarity to prolyl 
4-hydroxylase alpha subunit [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 52. 0314. C9 



9954 
AAT/GAP 
9889 
594 



,9463, 9599.-9656, 9758.. 9808, 



Seq. No. 


43484 








Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91175 








Strand 




qt art 


11206 








End 


26158 


LNG1LIC 


OJ000350 52 


. 0314 


,C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Crarr 


3558 ~~ 








End 


3755 


rir 

O -L 


none 








Score 


294 


DAU11D 


3558 3755. 


3563 


. . 3754 










43484 








Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91175 








Strand 




Start 


11206 








End 


26158 


IN (3..Ul~ 


OJ000350 52 


.0314 


.C9.o3 . 


ts 


Method 


TBLASTX : Soybean 


OLCtiL 


3566 ~~ 








End 


3809 




none 








Score 


208 


Exons 


3566. .3703, 


3567 


. .3707, 


3705. 


.3809 




Seq. No. 


43484 








Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91175 








Strand 




Start 


11206 








End 


26158 


Name 


OJ000350 52 


.0314 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7748 








End 


9801 


GI 


none 








Score 


297 


Exons 


7748. .8065, 


7751 


. .8059, 


7759. 


.8061, 8166. .8201, 8167. .8196, 




8403. .8582, 


8405 


. .8581, 


8473. 


.8586, 9050.. 9118, 9061.. 9117, 




9359. .9463, 


9366 


. .9464, 


9590. 


.9658, 9757.. 9801 


Seq. No. 


43484 








Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91175 








Strand 




Start 


11206 








End 


26158 


Name 


OJ000350 52 


.0314 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7762 








End 


9464 


GI 


none 








Score 


288 


Exons 


7762. .8061, 


7772 


. .8059, 


8394. 


.8582, 8405.. 8581, 9061.. 9117, 




9359.-9463, 


9366 


. .9464 








Seq. No. 


43484 








Seq. ID 


OJ000350_52.0314.C9 


Gene No. 


91175 








Strand 




Start 


11206 








End 


26158 


Name 


OJ000350 52 


.0314 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 



44290 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7762 End 9823 

none Score 402 

7762.. 8061, 7763.. 8059, 7763.'. 8065, 7773.. 8063, 8165.. 8209, 

8166. .8225, 8403. .8582, 8405. .8581, 8476. .8586, 9050. .9127, 

9061. .9117, 9357. .9464, 9357. .9461, 9359. .9463, 9590. .9658, 

9591.. 9659, 9757.. 9822, 9758.-9823 



43484 
91175 
11206 

OJ000350_52 . 0314 . C9 . o4 . gs 

11206 

none 

11206. .11363, 12600. .13048, 
13767. .13957, 14399 .. 15023, 
20417. .20469, 20977 .. 21081, 
22120. .22200, 22332 .. 22409, 
23146. .23251, 23474 .. 23620, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 52. 0314. C9 



43484 
91175 
11206 

OJ000350_52.0314.C9.o3.np 

11623 

7523406 

11623. .11698, 12600. 
13767. .13957, 14399. 



26158 
GEN SCAN 
26108 
. 66 

13287. .13363, 13565. .13673, 
15277. .15381, 17336. .17461, 
21241. .21306, 21941. .22030, 
22564. .22654, 22750 .. 22891, 
25955.. 26108 



OJ000350 52. 0314. C9 



Seq. ID 
Strand 

End 26158 
Method AAT/NAP 
End 15387 
Score 879 
,12826,. 13215. .13363, 13565 .. 13673, 
,14884, 14918. .15023, 15277. .15387 
(AL138648) inositol-1, 4, 5-trisphosphate 5-Phosphatase-like 
protein [Arabidopsis thaliana] 



43484 
91175 
11206 

OJ000350_52.0314.C9.o6.tm 
12610 
none 

12610. .12846, 12637. .12825, 12638 .. 12859, 12638 
13209. .13265, 13214.. 13267 



Seq. ID OJ000350_52.0314.C9 
Strand 

End 26158 

Method TBLASTX : Mai ze 

End 13267 

Score 153 

12826, 



43484 Seq. ID 

91175 Strand 

11206 End 

OJ000350_52.0314.C9.o4 .gp Method 

12634 End 

LIB3433-061-P1-K1-D1 Score 
12634. .12826, 13215 .. 13363, 



OJ000350_52.0314.C9 

26158 
AAT/GAP 
13673 
813 



13565. .13673 

•4263717/gb|AAD15403| 4.0e-47 (AC006223) putative inositol 
polyphosphate 5-phosphatase [Arabidopsis thaliana] ' 



43484 
91175 
11206 

OJ000350_52.0314 .C9.o3.tc 

12697 

none 

12697. .12825, 13229 13366, 
13766. .13960, 14399. . 14518, 



Seq. ID 
Strand 
End 

Method 
End , 
Score 



OJ000350 52. 0314. C9 



26158 

TBLASTX: Cress 
15384 
71 

13230. .13364, 13559 .. 13672, 
14399. .14533, 14888 .. 15019, 



44291 




15276. .15383, 15277 .. 15384 ■ 



Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 


.C9 


Gene No . 


91175 




Strand 






Start 


11206 




End 


26158 




Name 


OJ000350 52. 0314. C9. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


12754 




End 


13366 




GI 


none 




Score 


72 




Exons 


12754 . .12825, 12755. 


.12898, 


13209. .13358, 13214.. 13366 




Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91175 




Strand 






Start 


11206 




End 


26158 




Name 


OJ000350 52. 0314. C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


13268 




End 


13915 




GI 


none 




Score 


76 




Exons 


13268. .13366, 13269. 


.13364, 


13269. .13382, 13550 .. 13672, 






13793. .13915 










Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 


,C9 


Gene No. 


91175 




Strand 






Start 


11206 




End 


26158 




Name 


OJ000350 52. 0314. C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13604 




End 


14536 




GI 


none 




Score 


75 




Exons 


13604. .13672, 13811. 


.13960, 


13890. .13958, 14399 .. 14509, 






14399. .14536 










Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91175 




Strand 






Start 


11206 




End 


26158 




Name 


OJ000350 52. 0314. C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13917 




End 


14758 




GI 


none 




Score 


66 




Exons 


13917. .13958, 14398. 


.14547, 


14399. .14566, 14399 .. 14 602, 






14436. . 14609, 14623. 


.14748, 


14624. .14752, 14642 .. 14758, 






14643. .14756 










Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91175 




Strand 






Start 


11206 




End 


26158 




Name 


OJ000350 52. 0314. C9. 


o5 . ap 


Method 


AAT/GAP 




Start 


17210 




End 


17520 




GI 


none^i,*- 




Score 


594 




Exons 


17210. . 17520 










Seq. No. 


43484 




Seq. ID 


OJ000350_52.0314 


.C9 


Gene No. 


91175 




Strand 






Start 


11206 




End 


26158 




Name 


OJ000350 52. 0314. C9. 


o6.gp 


Method 


AAT/GAP 




Start 


20455 . 




End 


22449 




GI 


19336 1.R1084 




Score 


1,397 




Exons 


20455. .20837, 20977. 


.21063, 


21241. .21306, 21941. .22030, 






22120. .22200, 22332. 


.22449 









GI Descrip. 1 4336205/gb | AAD17694 | 3.0e-44 (AF077372) cytochrome b5 reductase. 
[Zea mays] 1 



44292 



Seq. No. 43484 

Gene No. 91175 

Start 11206 

Name OJ000350_52 . 0314 . C9 . 

Start 20680 

GI none 

Exons 20680. .20715, 20731. 

20974. .21066, 20981. 

21937. .22011, 21939. 

21941. .22042, 22117. 

22119. .22205, 22120. 

22559. .22660, 22561. 

22750. .22893 



o2.ts 



.20838, 
.21064, 
.22043, 
.22200, 
.22203, 
.22662, 



Seq. ID OJ000350_52.0314.C9 
Strand 

End 26158 

Method TBLASTX : Soybean 

End 22893 

Score 133 
20736. .2084 0, 2074 9. .20838, 
20999. .21067, 21241 21312 , 
21939. .22010, 21940 .. 22023, 
22118. .22201, 22118. .22201, 
22332. .22418, 22332 .. 224 12 , 
22749. .22832, 22749.-22892, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43484 
91175 
11206 

OJ000350_52.0314.C9.o5.tm 

20728 

none 

20728. .20841, 20742 .. 20840, 
20744. .20860, 20974 .. 21066, 
21241. .21312, 21939. .22031, 
21947. .22036, 22117 .. 22200, 
22120. .22203, 22305 .. 22412, 



43484 
91175 
11206 

OJ000350_52.0314.C9. 

20742 

none 

20742. .20840, 20746. 
20749. .20841, 20974, 
21241. .21312, 21934. 
21941. .22042, 22117, 
22320. .22418, 22332, 
22561. .22662, 22749, 



o2.tc 



.20841, 
.21066, 
.22023, 
.22200, 
.22412, 
.22835, 



Seq. ID OJ000350_52.0314.C9 
Strand 

End 26158 

Method TBLASTX : Mai ze 

End 22428 

Score 137 
20743. .20841, 20744 .. 20866, 
20978. .21064, 20978 .. 21067 , 
21939. .22025, 2194 1 .. 22042 , 
22118. .22201, 22118. .22201, 
22332. .22412, 22333.-22428 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 52. 0314. C9 



26158 

TBLASTX: Cress 
22889 
78 

20747. .20842, 20748 .. 20831 , 
20977. .21069, 2097 9 .. 21080, 
21938. .22042, 21939 .. 2204 3, 
22118. .22201, 22118. .22201, 
22336. .22428, 22559 .. 22660, 
22749. .22889, 22750.. 22887 



OJ000350 52. 0314. C9 



43484 Seq. ID 

91175 Strand 
11206 End 26158 

OJ000350_52.0314.C9.o4.np Method AAT/NAP 
20748 End 23266 

4336205 Score 1042 

20748. .20837, 20977 .. 21063, 2124 1 .. 21306, 21941 

22120. .22200, 22332 .. 22409, 22564 .. 22654 , 22750 
23146. .23266 



,22030, 
,22891, 



GI Descrip. (AF077372) cytochrome b5 reductase [Zea mays] 



Seq. No. 43484 

Gene No. 91175 

Start 11206 

Name OJ000350_52 . 0314 ,C9.ol . tw 

Start 21004 

GI none 
Exons 



Seq. ID OJ000350_52.0314.C9 



Strand 
End 

Method 

End 

Score 



26158 

TBLASTX: Wheat 

22899 

71 



21004. .21066, 21008. .21064, 21014 .. 21067 , 21215 21307 , 



44293 



21241. .21312, 21937. .22026/ 21939. .22043, 21939 .. 22025 , 

21941. .22042, 22117 .. 22200, 22118 .. 22201, 22118 .. 22201, 

22331. .22411, 22332 .. 224 18 , 22332 .. 22412, 22553 22660, 

22561. .22662, 22749 .. 22898, 22750.. 22899 



Seq. No. 43484 

Gene No. 91175 

Start 11206 

Name OJ000350_52 . 0314 . C9 . o3 . tm 

Start 22561 

GI none 

Exons 22561. .22659, 22561 .. 22662, 
22749.-22898, 22750.. 22899 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_52.0314.C9 
26158 

TBLASTX: Maize 

22899 

114 



22741. .22881, 22742 .. 22834 , 



Seq. No. 43484 Seq. ID 

Gene No. 91175 Strand 

Start 11206 . End 

Name OJ000350_52 . 0314 . C9 . o7 . gp Method 

Start 23215 End 

GI 454555 Score 

Exons 23215. .23363 



OJ000350__52.0314.C9 

26158 
AAT/GAP 
23363 
256 



Seq. No. 43484 

Gene No. 91175 

Start 11206 

Name OJ000350_52 . 0314 .C9 . 08 . tm 

Start 25893 

GI none 

Exons 25893. .26006, 25913 .. 26005, 
26007. .26105, 26007 .. 26102, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25914 

26009 



OJ000350 52. 0314. C9 



26158 

TBLASTX: Maize 
26158 
90 

26006, 25916. .26014, 
26128, 26105.. 26158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43485 
91176 
1122 

OJ000350_52. 0314. C10. ol.gs 
1122 
none 



End 

Method 
End 
Score 

1122. .1313, 1644. .1785, 2412. .2576, 2655. .2805, 3461. .3533, 
6550. .6775, 7152. .7224, 7302. .7371, 7921. .8658 



Seq. ID OJ000350_52. 0314. C10 
Strand + 

8658 
GEN SCAN 
8658 
.-71 



Seq. No. 43485 

Gene No. 91176 

Start 1122 

Name OJ000350_52 . 0314 . C10 . ol . np 

Start 6565 

GI 6223653 

Exons 6565.. 6775, 6847.. 6923, 7004, 

7921. .8472, 8533. .8655 

GI Descrip. (AC011698) transf actor-like [Arabidopsis thaliana] 



Seq. ID OJ000350_52. 0314. C10 

Strand + 

End 8658 

Method AAT/NAP 

End 8 655 

Score 606 

.7071, 7152.. 7224, 7302.. 7371, 



Seq. No. 43485 Seq. ID 

Gene No. 91177 Strand 

Start 13778 End 

Name OJ000350_52 . 0314 . C10 . o3 . gs Method 

Start 13778 End 

GI none Score 

Exons 13778. .13818, 14508 .. 14816, 15108.. 15651 



OJ000350_52 . 0314 . C10 
+ 

21718 
GEN SCAN 
15651 
.97 



44294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



43485 Seq. ID 

91177 Strand 
13778 End 
OJ000350_52 . 0314 . CIO . o3 . np Method 
14548 End 
5257279 Score 
14548. .15022, 15188 15455, 16060 17168 , 21479.. 21718 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza- sativa] 



OJ000350_52. 0314 .CIO 
+ 

21718 
AAT/NAP 
21718 
969 



43485 Seq. ID 

91177 Strand 

13778 End 
OJ000350_52 . 0314 . C10 . o4 . gs Method 

15875 End 

none Score 
15875. .16990 



OJ000350_52. 0314. C10 
+ 

21718 
GEN SCAN 
16990 
.59 



43485 Seq. ID 

91178 Strand 
22096 End 
OJ000350_52 . 0314 . C10 . o2 . gp Method 
22086 End 
uC-osflcypl07gllbl Score 

22086. .22408, 22585 .. 22647, 22823.. 22941 

•4204263 1.0e-10 (AC005223) 40409 [Arabidopsis thaliana] 1 



OJ000350_52. 0314. C10 
+ 

23726 
AAT/GAP 
22941 
906 



43485 
91178 
22096 

OJ000350_52. 0314. C10. o6.gs 
22096 
none 



Seq. ID OJ000350_52. 0314. C10 



Strand 
End 

Method 

End 

Score 



+ 

23726 
GEN SCAN 
23726 
.87 



22096. .22135, 22282 .. 22408, 22585.-22647, 22823.-23726 



43485 Seq. ID 

91179 Strand 

9841 End 

OJ000350_52 . 0314 .C10 . o2 . np Method 

9708 End 

6862922 Score 



OJ000350_52. 0314. C10 

10635 
AAT/NAP 
10635 
240 

10511. .10635 



9708. .9750, 9845. .10042, 10071 10404 , 
(AC018907) unknown protein [Arabidopsis thaliana] 



43485 
91179 
9841 

OJ000350_52. 0314. C10. o2.gs 

9841 

none 

9841. .10383 

43485 
91180 
13535 

OJ000350 52.0314.C10.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000350_52 . 0314 .C10 

10635 
GENSCAN 
10383 
.91 



OJ000350_52. 0314 .C10 

14027 
AAT/GAP 



44295 




Start 13535 End 14027 

GI 576771 Score 843 

Exons 13535. .13745, 13772.. 14027 

GI Descrip. 576771/gb I U16256 I OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3' -end sequence 



Seq. No. 


43485 








Seq. ID 


OJ000350_52. 0314. C10 


Gene No. 


91181 








Strand 




Start 


19057 








End 


21790 


Name 


OJ000350 52 


.0314 


.ClO.oS. 


gs 


Method 


GENSCAN 


Start 


19057 








End 


21790 


GI 


none 








Score 


. 63 


Exons 


19057. .19559, 20238 20355, 20427 .. 20585, 21464. .21790 


Seq. No. 


43485 








Seq. ID 


OJ000350_52. 0314. C10 


Gene No. 


91182 








Strand 




Start 


24792 








End 


27099 


Name 


OJ000350 52 


.0314 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6562 








End 


7027 


GI 


none 








Score 


73 


Exons 


6562. .6663, 


6579 


. . 6653, 


6643. 


.6774, 6654. .6776, 6655. .6774, 




6846. .6920, 


6847 


. .6924, 


6849. 


.6926, 6862.. 6927, 7000.. 7026, 




7004. .7027 












Seq. No. 


43485 








Seq. ID 


OJ000350_52 . 0314 . C10 


Gene No. 


91182 








Strand 




Start 


24792 








End 


27099 


Name 


OJ000350_52 


.0314 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6607 








End 


7057 


GI 


none 








Score 


208 


Exons 


6607. .6774, 


6612 


. .6776, 


6846. 


.6923, 6848. .6919, 7001. .7057 


Seq. No. 


43485 








Seq. ID 


OJ000350_52. 0314. C10 


Gene No. 


91182 








Strand 




Start 


24792 








End 


27099 


Name 


OJ000350 52 


.0314 


.C10.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6673 








End 


6923 


GI 


none 








Score 


126 


Exons 


6673. .6774, 


6675 


. .6776, 


6846. 


.6923, 6848. .6919 


Seq. No. 


43485 








Seq. ID 


OJ000350_52. 0314 .C10 


Gene No. 


. 91182 








Strand 




Start 


24792 








End 


27099 


Name 


OJ000350 52 


.0314 


.C10.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8503 








End 


8754 


GI 


none 








Score 


189 


Exons 


8503. .8658, 


8509 


. .8544, 


8516. 


.8662, 8661. .8750, 8662. .8751, 




8662. .8754 












Seq. No. 


43485 








Seq. ID 


OJ000350_52. 0314 .C10 


Gene No. 


91182 








Strand 




Start 


24792 








End 


27099 


Name 


OJ000350 52 


.0314 


.C10.O2. 


tc 


Method 


TBLASTX: Cress 


Start 


9836 








End 


10161 


GI 


none 








Score 


105 



Exons - 9836.. 9958, 9871.. 9972, 10072 .. 10161 , 10076.. 10150 



44296 



Seq. No. 


43485 


Gene No. 


91182 






Name 


nTfinn^n 59 0314 CIO o2 ts 


Start 




GI 


none 


F *V /~\ Y\ O 

Lxons 


9848 9958, 9871.. 9987, 1007 


Seq. No. 


43485 


Gene No. 


91182 


Of a v+- 


9479? 


Name 


nTnnmRfi 59 0314 no ol tw 


Start 


louu / 


GI 


none 


EiXOilb 


16007 16204, 16030 .. 16191, 


Seq. No. 


43485 


Gene No. 


91182 


OtaiL 


24792 


Name 


ninnn^sn 59 0314 C10 o2 tw 


Start 


I Dt>y / 


GI 


none 


Exons 


1 fifi97 16753 16814 17116, 


Seq. No. 


A A Q C 

4 J4oo 


Gene No. 


91182 


Start 


24792 


Name 


OJ000350 52 0314 . C10 . ol . tm 


btart: 


9^n^4 


GI 


none 


Exons 


9^n^4 9^HQfi 9^066 93104 




9^974 9^496 93546 23599 


Seq. No. 


43485 


Gene No. 


91182 


olaiu 


z, *± f y£. 


Name 


n.Tnnn^^n 59 0^14 rio o7 as 


start 


0 4 7 qo 

Z4 / yz 


GI 


none 


Exons 


94792 24862 25242 .. 25272 , 


Seq. No. 


43486 


Gene No. 


91183 


OLalL 


1197 


Name 


n to n n ^ n c ^9 n^i4 rn o? a«5 


Start 


1 1 07 
11Z / 


GI 


none 


Exons 


1107 1 9QQ 1 TOO 


Seq. No. 


4 J 4 O D 


Gene No. 


91184 


Start 


2093 


Name 


OJ000350 52.0314.Cll.o2.np 


Start 


2093 


GI 


7488841 


Exons 


2093. .2499 



Seq. ID OJ000350_52. 0314. CIO 

Strand • - 

End 27099 

Method TBLASTX : Soybean 

End 10155 

Score 106 



Seq. ID OJ000350_52. 0314. CIO 
Strand 

End 27099 

Method TBLASTX : Wheat 

End 16372 

Score 170 



Seq. ID OJ000350_52. 0314. CIO 
Strand 

End 27099 

Method TBLASTX : Wheat 

End 17116 

Score 58 



Seq. ID OJ000350_52. 0314. C10 
Strand 

End 27099 

Method TBLASTX : Mai ze 

End . 23599 

Score 47 



Seq. ID OJ000350_52. 0314. C10 
Strand 

End 27099 

Method GENS CAN 

End 27099 

Score .67 



Seq. ID OJ000350_52.0314.C11 

Strand + 

End 1509 

Method GEN SCAN 

End 1509 

Score .88 



Seq. ID OJ000350_52.0314.C11 

Strand + 

End 2499 

Method AAT/NAP 

End 24 99 

Score 54 



GI Descrip. 



44297 



(Y11824) hypothetical protein [Pisum sativum] 



Seq. No. 43486 Seq. ID 

Gene No. 91185 Strand 

Start 144 End 

Name OJ000350_52 . 0314 . CI 1 . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144.. 390 



OJ000350_52.0314.C11 
390 

GENS CAN 

390 

.99 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43486 Seq. ID 

91186 Strand 

1830 End 
OJ000350_52 . 0314 . Cll . o3 . gs Method 

1830 End 

none Score 

1830. .1925, 2205. .2309 



OJ000350_52. 0314. Cll 

2309 
GEN SCAN 
2309 
.46 





Seq. No. 


43487 






Seq. ID 


OJ000350_ 


_52.0314.C12 




Gene No. 


91187 






Strand 


+ 






Start 


74 






End 


215 






Name 


OJ000350 52 


.0314 


.C12.ol.gs 


Method 


GENSCAN 






Start 


74 






End 


215 






GI 


none 






Score 


.49 




El 

i a 


Exons 


74. .215 














Seq. No. 


43488 






Seq. ID 


OJ000250_ 


_57.0310.C1 




Gene No. 


91188 






Strand 


+ 




L _J 


Start 


1077 






End 


5758 






Name 


OJ000250 57 


.0310 


.Cl.ol.gs 


Method 


GENSCAN 






Start 


1077 






End 


5671 




n i 


GI 


none 






Score 


.68 






Exons 


1077. .1256, 


1533 


..2271, 2349. 


.2397, 2481. .2545, 


2655. .2709, 


r ~ 




3452. .3502, 


4227 


..4293, 5123. 


.5318, 5402. .5671 






Seq. No. 


43488 






Seq. ID 


OJ000250 


57. 0310. CI 




Gene No. 


91188 






Strand 


+ 






Start 


1077 






End 


5758 




z 


Name 


OJ000250 57 


.0310 


. CI . ol .np 


Method 


AAT/NAP 






Start 


1765 






End 


2211 






GI 


6016737 






Score 


280 






Exons 


1765. .2211 













GI Descrip. (AC009325) hypothetical protein [Arabidopsis thaliana] 

gi|6091741|gb|AAF03453.1|AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 43488 Seq. ID 

Gene No. 91188 Strand 

Start 1077 End 

Name OJ000250_57 . 0310 . CI . ol . gp Method 

Start 2057 End 

GI 12484_1.R1084 Score 

Exons 2057.. 2271, 2349. .2397, 2481.. 2545, 2655.. 2709, 2783.. 2821 

GI Descrip. » 6015437/dbj | AB008112 . 1 | AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ000250_57.0310.C1 
+ 

5758 
AAT/GAP 
2821 
717 



Seq. No. 



43488 



Seq. ID OJ000250_57.0310.C1 



44298 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



91188 Strand + 

1077 End 5758 

OJ000250_57 . 0310 . CI . o2 . gp Method AAT/GAP 
4035 End 5758 

52805_1.R1084 Score 1148 

4035. .4106, 4227. .4293, 5197. .5318, 5402. .5758 
'6016737/gb|AAF01563.1|AC009325_33 4.0e-09 (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091741_gb_AAF03453.1_AC0107 97_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] ' 



43488 
91189 
5873 

OJ000250_57.0310.Cl.ol.tm 

1574 

none 

1574. .1765, 1575. .1664, 1579. 
1619. .1807, 1790. .2173, 1797. 
2187. .2297, 2188. .2274, 2327. 
2779.-2859, 2781. .2858, 3996. 
4215. .4298, 4228. .4293 



Seq. ID OJ000250_57.0310.C1 
Strand 

End 5974 

Method TBLASTX : Mai ze 

End 4298 

Score 140 
.1803, 1593. .1805, 1615. .1806, 
.2228, 1809.. 2177, 1810.. 2229, 
.2395, 2337. .2402, 2349.. 2402, 
.4106, 4009. .4107, 4010. .4105, 



Seq. No. 43488 Seq. ID 

Gene No. 91189 Strand 

Start 5873 End 

Name OJ000250_57 . 0310 . CI . ol . ts Method 

Start 1774 End 

Gl none Score 
Exons 



OJ000250_57.0310.C1 
5974 

TBLASTX : Soybean 

4106 

370 



1774. .2124, 1806. .2126, 4026. .4106 



Seq. No. 


43488 








Seq. ID 


OJ000250_57.0310.C1 


Gene No. 


91189 








Strand 




Start 


5873 








End 


5974 


Name 


OJ000250 57 


.0310. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1810 








End 


2118 


GI 


none 








Score 


81 


Exons 


1810. .1881, 


1812. 


.1880, 


1896. 


.2117, 1897. .2118 


Seq. No. 


43488 








Seq. ID 


OJ000250_57.0310.C1 


Gene No. 


91189 








Strand 




Start 


5873 








End 


5974 


Name 


OJ000250 57 


.0310. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5194 








End 


5690 


GI 


none 








Score 


143 


Exons 


5194. .5316, 


5195. 


.5332, 


5295. 


.5330, 5402. .5515, 5402. .5515, 




5518. .5637, 


5519. 


.5647, 


5525. 


.5647, 5583.. 5690, 5583.. 5624, 



5611. .5670 



Seq. No. 43488 Seq. ID 

Gene No. 91189 Strand 

Start 5873 End 

Name OJ000250_57 . 0310 . CI . o2 . gs Method 

Start 5873 End 

GI none Score 

Exons 5873.. 5974 



OJ000250_57.0310.C1 

5974 
GEN SCAN 
5974 
.8 



44299 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43489 Seq. ID 
91190 *' • Strand 

1 End 

OJ000250_57.0310.C2.ol.gp Method 

1 End 

none Score 
1. .211 



OJ000250_57.0310.C2 
+ 

211 

AAT/GAP 

211 

410 



OJ000250_57.0310.C2 
+ 

807 

AAT/GAP 

807 

843 



43489 Seq. ID 

91191 Strand 
373 End 
OJ000250_57 . 0310 . C2 . o2 . gp Method 
373 End 
LIB34 31-04 3-P1-K1-B9 Score 
373. .807 

' 732174/sp | P34498 | YMS2_CAEEL 3.0e-54 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP-DEPENDENT RNA HELICASE K03H1.2 

>gi_3878176_emb_CAA82662.1_ (Z29560) similar to DEAH subfamily 
RNA helicases, especially yeast pre-mRNA splicing factors 22 and 
16; cDNA EST EMBL:D27770 comes from this gene; cDNA EST 
EMBL:D27769 comes from this gene; cDNA EST EMBL:D36247 comes 
fromthi... >gi_424 9768_gb_A' 



oeq . NO . 


43489 


Seq. ID 


OJ000250_57.0310. 


C2 


bene wo • 


91192 


Strand 


+ 




o car u 


13730 


End 


18095 




Name 


OJ000250 57.0310.C2.o3.gs 


Method 


GENS CAN 




Start 


13730 vt .-. . 


End 


15950 




GI 


none 


Score 


.63 




Exons 


13730. .14227, 14998 15059, 


15653. .15950 




Seq. No. 


43489 


Seq. ID 


OJ000250_57.0310. 


C2 


Gene No. 


91192 


Strand 


+ 




Start 


13730 


End 


18095 




Name 


OJ000250 57.0310.C2.o2.np 


Method 


AAT/NAP 




Start 


13911 


End 


17673 




GI 


7487478 


Score 


213 




Exons 


13911. .14227, 16850. .17082, 


17469. .17673 




GI Descrip. 


hypothetical protein T27E13 


.14 - Arabidopsis thaliana 






gi 13150408 | gb | AAC16960 . 1| (AC004165) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


43489 


Seq. ID 


OJ000250_57.0310. 


C2 


Gene No. 


91192 


. Strand 


+ 




Start 


13730 


End 


18095****-' ■ 




Name 


OJ000250 57.0310.C2.o4.gs 


Method 


GEN SCAN 




Start 


16871 


End 


18095 




GI 


none 


Score 


.85 




Exons 


16871. .17082, 17469. .17623, 


17836. .17912, 17988.. 18095 




Seq. No. 


43489 


Seq. ID 


OJ000250_57.0310. 


C2 


Gene No. 


91193 


Strand 






Start 


1 


End 


7783 




Name 


OJ000250 57.0310.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


6083 




GI 


3337389 


Score 


2753 




Exons 


1..1585, 1674. .1826, 1921.. 


1982, 2271 


..2519, 2869.. 3036, 





44300 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



3129. .3358, 3974. .4115, 6015. .6083 

(AC004682) pre-mRNA splicing factor (PRP16) (KIAA0224) [Homo 
sapiens] 



43489 
91193 
1 

OJ000250_57.0310.C2.ol.gs 
52 

none 



Seq. ID OJ000250_57.0310.C2 
Strand 

End 7783 

Method GENSCAN , 

End 7783 

Score .85 



52. .1558, 1674. .1826, 1921. .1982, 2271. .2519, 2869. .3048, 
3129. .3358, 3974. .4151, 4743.-4848, 5202. .5299, 6099. .6229, 
6324.. 6503, 6595.. 6859, 6973.. 7043, 7123.. 7338, 7563.. 7683, 
7778. .7783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43489 
91194 
18318 

OJ000250_57 . 0310 . C2 . o5 . tm 

130 

none 

130.. 351, 176.. 352 



Seq. ID OJ000250_57.0310.C2 
Strand 

End 26571 

Method TBLASTX : Mai ze 

End 352 

Score 217 



43489 
91194 
18318 

OJ000250_57.0310.C2.ol.ts 
133 
none 



Seq. ID OJ000250_57.0310.C2 
Strand 

26571 

TBLASTX : Soybean 
1311 
440 



End 

Method 
End 
Score 

133. .750, 176. .589, 199. .744, 608. .748, 751. .942, 764. .1087, 
772. .1311, 936. .1220, 997. .1311 



43489 
91194 
18318 

OJ000250_57.0310.C2.ol.tc 

205 

none 



Seq. ID OJ000250_57.0310.C2 
Strand 

End 26571 

Method TBLASTX : Cress 

End 3359 

Score 80 



205. .324, 212. .292, 340. .1362, 512. .667, 806. .874, 811. .1068, 
995. .1087, 1151. .1363, 1378. .1578, 1433. .1576, 1679. .1840, 
1689. .1826, 1923. .1985, 1932. .1985, 2271. .2486, 2275. .2487, 
2359.. 2520, 3204.. 3359 



43489 
91194 
18318 

OJ000250_57.0310.C2.ol.tm 

353 

none 



Seq. ID OJ000250_57.0310.C2 
Strand 

End 2 6571 

Method TBLASTX: Maize 

End 957 

Score 706 



353. .907, 355. .957, 355. .942, 666. .953 



Seq. No. 43489 

Gene No. 91194 

Start 18318 

Name OJ000250_57 . 0310 . C2 . o2 . tm 

Start 1238 

GI none 



Seq. ID OJ000250_57.0310.C2 
Strand 

End 26571 

Method TBLASTX : Mai ze 

End 1967 

Score 384 



44301 



Exons 


•1238. . 1585, 


1238. 


.1582, 


1240. 


.1584, 1278. .1598, 1399.. 1596, 




1673. .1831, 


1674. 


.1826, 


1676. 


.1828, 1913. .1966, 1920.. 1967 


Seq. No. 


43489 








Seq. ID 


OJ000250_57.0310.C2 


Gene No. 


91194 








Strand 




Start 


18318 ■ 








End 


26571 


Name 


OJ00jg^0~57 


.0310. 


C2.o3. 


ts 


Method 


TBLASTX: Soybean* . 


Start 


15'58 , ''™^;.r>' 








-End 


2355 * ' " 


GI 


none 








Score 


184 


Exons 


1558. .1581, 


1662. 


.1868, 


1674 . 


.1823, 1676.. 1831, 1920.. 1985, 




2271. .2354, 


2271. 


.2354, 


2272. 


.2355 




Seq. No. 


43489 








Seq. ID 


OJ000250_57.0310.C2 


Gene No. 


91194 








Strand 




Start 


18318 








End 


26571 


Name 


OJ000250 57 


.0310. 


C2.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


2271 








End 


2547 


GI 


none 








Score 


301 


Exons 


2271. .2522, 


2271. 


.2486, 


2272. 


.2547 




Sea. No. 


43489 








Seq. ID 


OJ000250_57.0310.C2 


Gene No. 


91194 








Strand 




Start 


18318 








End 


26571 


Name 


OJ000250 57 


.0310. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2361 








End 


3291 


GI 


none 








Score 


70 


Exons 


2361. .2483, 


2361. 


.2483, 


2395. 


.2484, 24 


B0. .2521, 2866.-2964, 




2867. .2977, 


2968. 


.3051, 


2969. 


.3046, 3123.. 3287, 3123.. 3290, 




3124. .3291 












Seq. No. 


43489 








Seq. ID 


OJ000250_57.0310.C2 


Gene No. 


91194 








Strand 




Start 


18318 








End 


26571 


Name 


OJ000250 57 


.0310. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2861 








End 


3203 


GI 


none 








Score 


100 


Exons 


2861. .2977, 


2866. 


.2964, 


2968. 


.3051, 2969.. 3046, 3123.. 3203, 




3124. .3201 












Seq. No. 


43489 








Seq. ID 


OJ000250_57.0310.C2 


Gene No . 


91194 








Strand 




Start 


18318 








End 


26571 


Name 


OJ000250 57 


.0310. 


C2.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2872 








End 


5263 


GI 


none 








Score 


246 


Exons 


2872. .3051, 


2873. 


.3049, 


2873. 


.3052, 3123. .3245, 3123.. 3245, 




3124. .3246, 


3179. 


.3358, 


3214. 


.3357, 3240.. 3374, 3243.. 3359, 




3965. .4150, 


3969. 


.4151, 


3974. 


.4156, 3976. .4155, 4743. .4847, 




4745. .4849, 


5191. 


.5256, 


5198. 


.5263 




Seq. No. 


43489 








Seq. ID 


OJ000250_57.0310.C2 


Gene No. 


91194 








Strand 




Start 


18318 








End 


26571 


Name 


OJ000250 57 


.0310. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


14042 








End 


14230 


GI 


none 








Score 


258 


Exons 


14042. .14227, 14048. .14230 







44302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



43489 
91194 
18318 

OJ000250_57 . 0310 . C2 . o7 . tm 
16699 

none * V - - 



OJ000250 57. 0310. C2 



Seq. ID 
Strand 
End 

Method 
End 
.Score 

16699. .16752", 16.802. .16876, 16821. .16*874> 16825. .1681%, i 
16879. .17007, 16880 .. 17026, 16880.. 17026 



26571 

TBLASTX: Maize 
17026 
-40 



Seq. No. 43489 
Gene No. 91194 
Start 18318 

Name OJ000250_57 . 0310 . C2 . o5 . gs 

Start 18318 
GI none 

Exons 18318. .18500, 19597 .. 19671, 

20075. .20272, 20389 204 90, 
22876.-22998, 23957 .. 24055, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19753 

21692 



OJ000250 57. 0310. C2 



26571 
GEN SCAN 
26571 
.88 

19842, 19922. 
21840, 22552. 



.19984, 
.22621, 



26560. .26571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43489 
91194 
18318 

OJ000250_57 . 0310 . C2 . o3 . gp 
18803 

75834JL.R1084 

18803. .19220, 19597.. 19695 
'5816992/emb | CAB53647.il 9, 
[Arabidopsis thaliana] 1 



43489 
91194 
18318 

OJ000250_57. 
19095 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_57.0310.C2 

26571 
AAT/GAP 
19695 
939 



Oe-18 (AL110123) putative protein 



0310.C2.o3.tm 



none 
19095. 



;19220, 



19591. .'19686, 
19750. .19842, 
19919. .19981, 
20074. .20247, 
20388. .20495, 
21687. .21764, 
22542. .22622, 
23948. .24022, 



19103 
19599 
19751 
19919 
20078 
20389 
21692 
22549 
23949 



.19222, 
.19673, 
.19843, 
.19981, 
.20272, 
.20532, 
.21841, 
.22626, 
.24002 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19104 

19616 

19752 

19935 

20078 



OJ000250 57. 0310. C2 



26571 

TBLASTX: Maize 
24022 
111 

19223, 19105 
19684, 19742 
19844, 19788 
19985, 20073 
20278, 20161 



20389. .20493, 20390. 
21692. .21841, 22541. 
22861. .23001, 22876. 



19224, 
19843, 
19865, 
20267, 
20283, 
20503, 
22624, 
23001, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43489 
91194 
18318 

OJ000250_57.0310.C2.o3.np 

19104 

7485521 

19104. .19220, 19597. .19671, 
20389. .20490, 21692 .. 21840, 
23957. .24016 

hypothetical protein F15J5. 
gi I 5816992 | emb | CAB53647.il 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 57. 0310. C2 



26571 
AAT/NAP 
24016 
811 

19753. .19842, 20075 .. 20272, 
22552. .22621, 22876. .22998, 



30 - Arabidopsis" thaliana 
(AL110123) putative protein 



44303 



[Arabidopsis thaliana] gi | 7268558 | emb | CAB78808 . 1 | 
putative protein [Arabidopsis thaliana] 



(AL161547) 



Seq. No. 43489 
Gene No. 91194 
Start 18318 

Name . ' OJ000250_57. 0310 . C2 . o2 . tc 
Start " * 19131 • *' ' 

GI none 

Exons 19131. .19220, 19132 19209, 

19750. .19842, 19919 .. 19996, 
20109. .20255 



Seq. ID 

Strand 

End 

Method * 

End 

Score 



OJ000250_57.0310.C2 
26571 

"TBLASTX: Cress - 

'20255 

87 



19591. .19689, 19748 .. 19843, 
20072. .20245, 20075 .. 20242, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43489 Seq. ID 

91194 Strand 

18318 End 

OJ000250_57 . 0310 . C2 . o4 . gp Method 

20242 End 

4968800 Score 

20242. .20272, 20389. . 20490, 21692.. 21855 
5816992/embl CAB53647.il 4.0e-24 (AL110123) 
[Arabidopsis thaliana] 



OJ000250 57. 0310. C2 



26571 
AAT/GAP 
21855 
460 



putative protein 



43489 
91194 
18318 

OJ000250_57 . 0310 . C2 . o2 . tw 
21704 
none 
21704. 
22549. 
23949. 



21841, 21707. .21841, 
22623, 22861. .23001, 
24002 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 57. 0310. C2 



26571 

TBLASTX: Wheat 
24004 
99 

22541. .22624, 22542 .. 22622, 
22876. .23001, 2394 8 .. 24004 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



43490 
91195 
1584 

OJ000250_57.0310.C3.ol.gs 
1584 
none 



Seq. ID OJ000250_57.0310.C3 
Strand + 

14397 
GEN SCAN 
14397 
.82 



End 

Method 
End 
Score 

1584. .1656, 2494. .2591, 5313. .5495, 5759. .6026, 7472. .7715, 
8518. .8677, 8765. .8922, 9033. .9126, 10300 .. 104 10, 10490 10577 , 
10796. .10899, 10977 .. 11048, 11131 .. 11220, 11332 .. 11489, 
12321. .12375, 12468 .. 12602, 12724 .. 12845, 13097 .. 13229, 
13773. .13874, 14227.. 14397 



43490 
91195 
1584 

OJ000250_57 . 0310 . C3 . ol . np 

2514 

2981233 



Seq. ID OJ000250_57.0310.C3 

Strand + 

End 14397 

Method AAT/NAP 

End 12791 

Score 161 



2514. .2544, 10977 .. 11048, 11131 .. 11220, 11332 .. 11475, 
12416. .12602, 12724.. 12791 

(AF053305) mitotic checkpoint kinase Bubl [Homo sapiens] 



43490 
91195 



Seq. ID OJ000250_57.0310.C3 
Strand + 



44304 




Start 


1584 




End 


14397 




Name 


OJ000250 57. 0310. C3. 


ol.gp 


Method 


AAT/GAP 




Q+- a r-+- 

otart 


1 flQ£9 




End 


1 1 927 




PT 


H739P. 




Score 


zoo 




Lxons 


1HQ69 1 1 04ft 11131 


.11227 








o± uescrip. 


A A RA A ft 3 /rrh 1 ZVAn9HQ3n 1 


5.0e-ll 


(AC006234) 


nnfat* i Vt na cp 






narf i a 1 r Z\ y^H i H nn q t g 
pal Llal LfM- aJJxuupo -i, o 


thaliana ],.;,; . 






oeq. ino . 


4 74 on 




Seq. ID 


OJ000250_57.0310 


P3 


Gene No. 


91196 




Strand 


+ 




Start 


27753 




End 


32268 




Name 


n.Tfion^Rn S7 n3in P3 


o4 . gs 


Method 


GEN SCAN 




Of a r*+- 


977^7 — 

Z / /DO 




End 


32268 




bJ. 


none 




Score 


.74 




Lxons 


977^3 97P.41 9fi1 R7 


.28242, 


28539. .28669, 28996 .. 29121, 






29701 29813 30560 


.30630, 


32179. .32268 




Seq. No. 


43490 




Seq. ID 


OJ000250_57.0310 


.C3 


Gene No. 


91197 




Strand 


+ 




Of a T~f 


3301 ft 




End 


33458 




Name 


nTnnn9R0 R7 n3in P3 


o5.gs 


Method 


GENSCAN 




otart 


77f)1 ft 




End 


33458 




p t 


none 




Score 


.97 




Exons 


77fl1 ft 73919 33943 


.33458 








oeq. JNO. 


4 74 Qfl 
ft J fl :?U 




Seq. ID 


OJ000250_57.0310 


P3 


Gene No. 


91198 




Strand 


+ 




Start 


43772 




End 


46279 




Name 


nTnnn9^n R7 n3in P3 


o2 . np 


Method 


AAT/NAP 




Q -f- -3 V+- 

o tare 


4 777 9 
ft J / / Z 




End 


46279 




P T 


fl -7 jDD4 u 




Score 


287 




Exons 


47779 4 "3QA1 4494fi 
ft J / / Z . * *± OyKJ ± / ft ft Z fi U . 


.44536, 


44654. .45012, 46170.. 46279 








finger protein [Oryza sativa] 




Seq. No. 


43490 




Seq. ID 


OJ000250_57.0310 


.C3 


Gene No. 


91198 




Strand 


+ 




q +- v~f- 


4 3779 




End 


46279 




Name 


nTnnn9Rn R7 n3in P7 


08 .gs 


Method 


GENSCAN 




Of- a y-f- 


449fi£ ~ 
ft ft Z U D 


End 


45285 




P.T 


none 




Score 


1 




Exons 


44 9Dfi 4 R9ft R 










Seq. No. 


43490 




Seq. ID 


OJ000250_57.0310 


.C3 


Gene No. 


91198 




Strand 


.+ 




Q f- a -w-4- 
Otait 


A 3779 
fi J / / Z 




End 


46279 




Name 


nTfinn^^n R7 H71 n P3 


o3.gp 


Method 


AAT/GAP 




Of a v-f- 


4 m R7 

fl o 10 / 




End 


45458 




p t 


none 




Score 


518 




Exons 


4R1 4^4 Rft 












43490 




Seq. ID 


OJ000250_57.0310 


-C3 


Gene No. 


91199 




Strand 


+ 




Start 


55950 




End 


56203 




Name 


OJ000250 57. 0310. C3. 


olO . gs 


Method 


GENSCAN 




Start 


55950 




End 


56203 




GI 


none 




Score 


.68 




Exons 


55950. .55952, 56084. 


.56203 









44305 



Seq. No. 43490 

Gene No. 91200 

Start 1 

Name OJ000250_57 . 0310 . C3 . o3 . np 

Start- 1 

GI - ... ' 6751696 . - V 

Exotis ' ' 1..43, 11467. .11542, 36863. 

44523. .44791, 57504.. 57608 

GI Descrip. (AC018908) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_57.0310.C3 

57608 
AAT/NAP 
57608 
165 • 



.36997, 38377. .38438, '44176 .. 44332, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43490 
91200 
1 

OJ000250_57. 

7510 

none 



0310.C3.o4.tm 



Seq. ID OJ000250_57.0310.C3 
Strand 
End 

Method 
End 
Score 



57608 

TBLASTX: Maize 

8677 

206 



7510. .7542, 7654. .7716, 8515. .8676, 8516. .8677 



43490 
91200 
1 

OJ000250_57 . 0310 . C3 . ol . tm 

10303 

none 

10303. .10410, 10308. .10406, 
10490. .10579, 10793. .10894, 
10795. .10923, 10795 10902, 
10972. .11052, 10975. .11049, 
11130. .11222, 11291. .11413, 

43490 
91200 
1 

OJ000250_57 . 0310 . C3 . o3 . tm 

13067 

none 

13067. .13276, 13086.. 13274 

43490 
91200 
1 

OJ000250_57.0310.C3.o2.gs 

14940 

none 



Seq. ID OJ000250_57.0310.C3 
Strand 

End 57608 

Method TBLASTX : Mai ze 

End 11414 

Score 113 
10470. .10562, 10489. .10578, 
10794. .10898, 10794. .10898, 
10953. .11048, 10959. .11048, 
11119. .11220, 11128. .11220, 
11326. .11409, 11331.. 11414 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_57.0310.C3 
57608 

TBLASTX: Maize 

13276 

242 



OJ000250_57.0310.C3 

57608 
GENSCAN 
17566 
.76 



14940. .15209, 15596 .. 15869, 15896 .. 16061, 16151 .. 16234 , 
16409. .16537, 17485.. 17566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43490 
91200 
1 

OJ000250_57, 
36107 
none 
36107, 
38594, 
39850, 



0310.C3.o7.gs 



.36220, 
.38775, 
.39874, 



36239. 
38821. 
40124. 



.36350, 
.38978, 
.40345, 



Seq. ID OJ000250_57.0310.C3 
Strand 

End 57608 

Method GENSCAN 

End 40991 

Score .56 
37450. .37522, 37634 .. 37754 , 
39352. .39446, 39780 .. 39810, 
40703.. 40991 



44306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43490 
91200 
1 

OJ000250_57.0310.C3.ol.tc 

44328 

none 

44328. .44516, 44329.. 44511 

43490 
91200 
1 

OJ000250_57. 0310. C3.o2. tin 

44331 

none 

44331. .44516, 44332. .44511 

43490 
91200 
1 

OJ000250_57.0310.C3.ol.ts 

44344 

none 

44344. .44511, 44355. .44513 

43490 
91200 
1 

OJ000250_57.0310.C3.o2.gp 
44384 

uC-osroM202007g08al 
44384. .44787 

•3927829 2.0e-18 (AC005727) 
[Arabidopsis thaliana] 1 

43490 
91200 
1 

OJ000250_57.0310.C3.o4.gp 

45837 

none 

45837. .46350 

43491 
91201 
253 

OJ000250_57.0310.C4.ol.gs 

253 
none 

253. .781, 1836. .2217, 2625. 
6971. .7285 

43491 
91201 
253 

OJ000250_57.0310.C4.o4.tm 
253 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_57.0310.C3 
57608 

TBLASTX: Cress 

44516 

.309 ■ 



OJ000250_57.0310.C3 
57608 

TBLASTX: Maize 

44516 

351 



OJ000250_57.0310.C3 
57608 

TBLASTX: Soybean 

44513 

316 



Seq. ID OJ000250_57.0310.C3 
Strand 

End 57608 

Method AAT/GAP 

End 44787 

Score 804 

putative zinc finger protein 



Seq. ID OJ000250_57.0310.C3 
Strand 

End 57608 

Method AAT/GAP 

End 46350 

Score 1004 



Seq. ID OJ000250_57.0310.C4 
Strand 

End 7285 

Method GENSCAN 

End 7285 



Score 



.79 



,2879, 4599. .4847, 4951. .5179, 



Seq. ID OJ000250_57.0310.C4 
Strand 

End 7285 

Method TBLASTX : Mai ze 

End 447 



44307 




Lrl 


none 




97 


Exons 


953 447 956 423- 359 445 






Seq. No. 


43491 


Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 


Strand 




O Lai L 


953 


End 


7285 


■Name 


n.Tnnn-95n 57 D310 C4 o2 ts 


Method ■ • 


TBLASTX " Sovbeari 


C f- a r-4- 


9 53 . ~ 

L J J 


End " 


.4 89 




none 


Score 


50 


Exons 


253 489 257 319. 359 478 






Seq. No. 


43491 


Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 


Strand 




Of- a -r f- 


253 


End 


7285 


Name 


0,7000950 57 0310 P4 n3 tr 


M<=*f- hnH 


TRT.A^TX * Cress 


Of a r-+- 


9 R3 _ 


FnH 


477 




none 




84 


Exons 


9R3 953 477 35Q 472 






o e q • in o • 


43491 


Seq. ID 


OJ000250 57 0310 C4 




91201 


Strand 






253 


End 


7285 


Name 


OJ000250 57.0310.C4.ol.np 


Method 


AAT/NAP 


Start 


256 


End 


5179 


GI 


7488157 


Score 


2323 


Hi X Oil is . 


256. .781, 1836. .2358, 2625. .2884, 3021 


. .3124, 3200. .3252, 




4021. .4281, 4569.-4847, 4951. 


.5179 




bi uescnp. 


probable potassium transport 


protein KT5 - Arabidopsis thaliana 




gi I 3859659 lemb ICAA20566.il (AL031394) 


putative potassium 




transporter AtKT5p (AtKT5) [Arabidopsis thaliana] 


oeq. wo. 


43491 


Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 


Strand 




Start 


253 


End 


7285 


Name 


OJ000250 57.0310.C4.ol.ts 


Method 


TBLASTX: Soybean 




536 


End 


2721 


(IT 


none 


Score 


48 


£jXons 


536.. 652, 571.. 612, 635. .799, 


649.. 783, 1832. .2275, 1833. .2360, 




1839.. 2357, 2588.. 2713, 2617. 


.2721, 2621. .2719, 2623. .2721 


Seq. No. 


43491 


Seq. ID 


OJ000250_57. 03.10. C4 


Gene No. 


91201 


Strand 






253 


End 


7285 


Nanie 


OJ000250 57.0310.C4.ol.tm 


Method 


TBLASTX: Maize 


Of a r f 

o tart 


667 


End 


2294 




none 


Score 


84 


Exons 


667. .783, 668. .799, 1827. .2294, 1832.. 


2272, 1842.. 2285 


Seq. No. 


43491 


Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 


Strand 




Start 


253 


End 


7285 


Name 


OJ000250 57.0310.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


1874 


End 


2303 


GI 


none 


Score 


330 


Exons 


1874.. 2269, 1875.. 2303 






Seq. No. 


43491 


Seq. ID 


OJ000250_57.0310.C4 



44308 



Gene No. 


91201 








Strand 




iD Lai L. 


253 








End 


7285 


v* attic 


OJ000250 57 


. 0310 . 


C4 . o2 . 


tm 


Method 


TBLASTX: Maize 


O Lai L. 


2295 ~ 








End 


2862 


CI T 


n on ^ 








Score 


99 


pvnn c: 

£jAU11D 


2295 2357. 


2297 . 


.2359, 


2576. 


.2857, 2623.-2862 




- 43491 * 








Seq. ID 


OJ000250_57.0310.C4 


Gene No.. 


91201 








Strand 




Start 


253 








End 


7285 


Name 


OJ000250 57 


.0310. 


C4 .o4 . 


tc 


Method 


TBLASTX: Cress 


OLai L 


2656 ~~ 








End 


4175 




none 








Score 


166 


TT von c: 


2656 2886. 


2666. 


. 2872, 


2984 . 


.3073, 3009.. 3125, 3216.. 3269 




4019. . 4174 . 


4020. 


.4175 








Seq. No. 


43491 








Seq. ID 


OJ000250 57. 0310. C4 


Gene No. 


91201 








Strand 




Start 


253 








End 


7285 


Name 


OJ000250 57 


. 0310. 


C4 .o5. 


ts 


Method 


TBLASTX: Soybean 


O Let J. l_ 


7199 ~ 








End 


3073 




none 








Score 


169 


F von c 


2722 2886 


2723 . 


.2875, 


2996. 


.3073 




Seq. No. 


43491 








Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 








Strand 




<D L.CLX. L. 


253 








End 


7285 


Mamo 


OJ000250 57 


. 0310. 


C4 .o4 . 


ts 


Method 


TBLASTX: Soybean 


OLul I 


4019 ~ 








End 


4740 












Score 


182 




4019 4276. 


4020. 


. 4280, 


4600. 


.4740 




CpfT No 


43491 








Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 








Strand 




Start 


253 








End 


7285 


Name 


OJ000250 57 


.0310. 


C4 . o3 . 


tm 


Method 


TBLASTX : Maize 


Start 


4172 ~~ 








End 


514 9 




none 








Score 


81 


F von Q 


4172 4276 


4601 . 


.4714, 


4601 . 


.4678, 4753. .4848, 4783. .4842 




4949 5101. 


5078 . 


. 5149 








Seq. No. 


43491 








Seq. ID 


OJ000250_57 . 0310 ,C4 


Gene No. 


91201 








Strand 




Start 


253 








End 


7285 


Name 


OJ000250 57 


. 0310. 


C4 . o2 . 


tc 


Method 


TBLASTX: Cress 




4804 _ 








End 


7072 


O T 

OX 










Score 


124 


TT von «? 


4804 4845. 


4952. 


.5185, 


4971. 


.5111, 6974. .7072 


Seer. No. 


43491 








Seq. ID 


OJ000250_57.0310.C4 


Gene No. 


91201 








Strand 




Start 


253 








End 


7285 


Name 


OJ000250 57 


.0310. 


C4.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4979 








End 


5185 


GI 


none 








Score 


141 


Exons 


4979. .5185, 


4983. 


.5180, 


5062. 


.5181 





44309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43492 Seq. ID 

91202 Strand 
1 End 
OJ000250_57 . 0310 . C7 . ol . np Method 
1 End 
7228438 Score 
1. .495 ■ 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000250_57.0310.C7 
+ 

495 

AAT/NAP 

495 

400 



43492 
91203 
933 

OJ000250_57.0310.C7.ol, 
933 

7406JL.R1084 
933. .1330 

1 1122315/emb | CAA63901 1 
[Pennisetum glaucum] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_57.0310.C7 

1330 
AAT/GAP 
1330 
550 



7.0e-10 (X94191) heat shock protein 17.0 



43493 
91204 
510 

OJ000250_57.0310.C8.ol.gs 
510 
none 

510. .648, 1588. .1685 

43494 
91205 
1 

OJ000250_57 . 0310 . C9 . ol . np 
1 

5852093 
1..208, 1925. .1944 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ000250_57 .0310.C8 

Strand + 

End 1685 

Method GEN SCAN 

End 1685 

Score .76 



Seq. ID OJ000250_57.0310.C9 

Strand + 

End 6477 

Method AAT/NAP 

End 1944 

Score 61 



43494 
91205 
1 

OJ000250_57.0310.C9.ol.gs 

1524 

none 



Seq. ID OJ000250_57.0310.C9 



Strand 
End 

Method 

End 

Score 



+ 

6477 
GENSCAN 
6273 
.76 



1524. .1531, 3274. .3431, 3727. .4091, 4551. .4714, 5220. .6273 



43494 Seq. ID 

91205 Strand 
1 End 
OJ000250_57 . 0310 . C9 . o2 . np Method 
3693 End 
7488961 Score 
3693.. 4042, 5220.. 6270 

phosphoadenosine-phosphosulfate reductase (EC 1.8.99.4) 
precursor, chloroplast - Madagascar periwinkle 

gi|1488043|gb|AAB05871.1| (U63784) PAPS-reductase-like protein 
[Catharanthus roseus] 



OJ000250_57.0310.C9 
+ 

6477 
AAT/NAP 
6270 
1556 



44310 




Seq. No. 


43494 


Seq. ID 


OJ000250__57.0310.C9 


Gene No. 


91205 


Strand 


+ 


C a v-+- 


1 


End 


6477 


Name 


OJ000250 57.0310.C9.ol.gp 


Method 


AAT/GAP 


Olall 


6012 


End 


6477 




■94086 1.-R10S4 


■ • Score 


844 


Exons 


6012.. 6477 








'2098778 9.0e-19 (U96045) APS reductase [Arabidopsis thaliana] 


Qpn Kin 


43494 


Seq. ID 


OJ000250_57.0310.C9 




91206 


Strand 


+ 


Start 


9764 


End 


10426 


Name 


OJ000250 57.0310.C9.o3.np 


Method 


AAT/NAP 


C-f- -3 r- f- 


9764 


End 


10426 


ul 


7469544 


Score 


406 


U 1 v 

Lxons 


9764. .10426 








hypothetical protein - Synechocystis 


sp. (strain PCC 6803) 




gil 1001603 |dbj | BAA10231.il 


(D64000) hypothetical protein 




[Synechocystis sp.] 






Seq. No. 


43494 


Seq. ID 


OJ000250_57.0310.C9 


Gene No. 


91207 


Strand 




Start 


11883 


End 


13040 


Name 


OJ000250 57.0310.C9.o2.gp 


Method 


AAT/GAP 


Start 


11124 


End 


11952 


GI 


none 


Score 


811 


Exons 


11124. .11363, 11576. .11810, 


11922.. 11952 



Seq. No. 43494 Seq. ID 

Gene No. 91207 Strand 

Start 11883 End 

Name OJ000250_57 . 0310 . C9 . o3 . gs Method 

Start 11883 End 

GI none Score 

Exons 11883. .12611, 12693.. 13040 



OJ000250_57.0310.C9 

13040 
GENSCAN 
13040 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43494 Seq. ID OJ000250_57 . 0310 . C9 

91207 Strand 

11883 End 13040 

OJ000250_57.0310.C9.o4.np Method AAT/NAP 

11886 End 13011 

7433486 Score 571 

11886. .12611, 12693. .13011 

rRNA (adenine-N6,N6-) -dimethyltransf erase homolog T30B22.28 - 
Arabidopsis thaliana gi I 2529685 | gb IAAC62868 . 1 1 (AC002535) 
putative dimethyladenosine transferase [Arabidopsis thaliana] 



Seq. No. 43494 

Gene No. 91208 

Start 19739 

Name OJ000250_57 . 0310 . C9 . ol . tc 

Start 3942 

GI none 

Exons 3942.. 4040, 3965.. 4042, 5214. 

5911. .6057, 5962. .6069, 6115. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5837, 5218. .5841, 
6273, 6162. .6278 



OJ000250_57.0310.C9 
23060 

TBLASTX: Cress 
6278 
109 

5910. .6035, 



44311 



Seq. No. 4 34 94 

Gene No. 91208 * • 

Start 19739 

Name OJ000250_57 . 0310 . C9 . ol . ts 

Start 3942 

GI none 
Exons 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method TBLASTX : Soybean 

End 6273 

Score 119 

3942. .4040, 5217. .5831/, 5218. .5832, -5910. .6032, .5911. .6057, 
6093.. 6272, 6115.. 6273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43494 
91208 
19739 

OJ000250_57 . 0310 . C9 . ol . tw 

5208 

none 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method TBLASTX : Wheat 

End 5625 

Score 408 



5208.. 5453, 5218.. 5466, 5463.. 5624, 5506.. 5625 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43494 
91208 
19739 

OJ000250_57 . 0310 . C9 . ol . tm 

5343 

none 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method TBLASTX: Maize 

End 6279 

Score 768 

5343.. 5834, 5344.. 5835, 5907.. 6035, 5908.. 6057, 5962.. 6075, 
6093.. 6272, 6115.. 6279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43494 
91208 
19739 

OJ000250_57.0310.C9.o2.tw 

5625 

none 



43494 
91208 
19739 

OJ000250_57.0310.C9.o2.ts 

9973 

none 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method TBLASTX : Wheat 

End 5835 

Score 295 



5625.-5762, 5626.. 5784, 5788.. 5835 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method TBLASTX : Soybean 

End 10422 

Score 185 



9973.. 10086, 9974.. 10102, 10103 .. 10207 , 10214 .. 104 14 , 
10216. .10293, 10393. .10422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43494 
91208 
19739 

OJ000250_57 . 0310 . C9 . o3 . tm 

9974 

none 



Seq. ID OJ000250_57 .0310.C9 
Strand 

End 23060 

Method TBLASTX : Mai ze 

End 10180 

Score 222 



9974. .10108, 9976. .10083, 1004 6 .. 10090, 10076 .. 10180, 
10154. .10180 



Seq. No. 43494 

Gene No. 91208 

Start 19739 

Name OJ000250_57 . 0310 . C9 . o2 . tc 

Start 9982 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method TBLASTX: Cress 

End 10414 



44312 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name.- 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 180 

9982.. 10086, 9983. .10111, 10109 .. 10414 , 10174. .10293 



43494 Seq. ID 

91208 Strand 

19739 End 

OJ000250_57.. 0310 . C9 . o4 . tm Method 

12211 End 

none Score 

12211. .12408, 12216. .12407 



OJ000250_57.0310.C9 
23060 

TBLASTX: Maize 

12408 

113 



OJ000250 57. 0310. C9 



43494 Seq. ID 

91208 Strand 
19739 End 
OJ000250_57.0310.C9.o3.ts Method 
12426 End 
5126986 Score 
12426. .12614, 12427 .. 12555, 
12775. .12948, 12789.. 12935 

2529685 1.0e-37 (AC002535) putative dimethyladenosine 
transferase [Arabidopsis thaliana] 



23060 

TBLASTX: Soybean 
12948 
92 

12670. .12804, 12690 .. 12785, 



43494 
91208 
19739 
OJ000250_ 
12429 
none 



57.0310.C9.o2.tm 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ000250_57.0310.C9 
23060 

TBLASTX: Maize 

12944 

143 



12429. .12632, 12690 .. 12944, 12727.. 12918 



43494 
91208 
19739 

OJ000250_57.0310.C9.o5.gs 
19739 
none 



Seq. ID OJ000250_57.0310.C9 
Strand 

End 23060 

Method GENS CAN 

End 23060 

Score .51 



19739. .19752, 19954 .. 20062, 20679 .. 20754 , 21556 21590, 





22944. .23060 












Seq. No. 


43495 


Seq. ID 


OJ000250_ 


_57 


.0310 


.C10 


Gene No. 


91209 


Strand 


+ 








Start 


76 


End 


1742 








Name 


. OJ000250 57.0310.C10.ol.np 


Method 


AAT/NAP 








Start 


76 


End 


1742 








GI 


7339719 


Score 


138 








Exons 


76. .111, 1331. .1397, 1466.. 


1528, 1610. 


.1742 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43495 


Seq. ID 


OJ000250_ 


_57 


.0310 


.C10 


Gene No. 


91209 


Strand 


+ 








Start 


76 


End 


1742 








Name 


OJ000250 57.0310.C10.ol.gs 


Method 


GEN SCAN 








Start 


774 


End 


1740 








GI 


none 


Score 


.64 








Exons 


774. .918, 1253. .1740 












Seq. No. 


43495 


Seq. ID 


OJ000250_ 


_57 


.0310 


.C10 



44313 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



91210 Strand 
1538 End 1787 

OJ000250_57 . 0310 . CIO . ol . gp Method AAT/GAP 
1538 End 1787 

LIB3475-004-P1-K2-A5 Score 430 

1538. .1787 

, 5777612/emb|AJ245900.1|OSA245900 .1.0e-94 Oryza sativa 
chromosome 4 BAG q3037-207Fl complete genome 1 



OJ000250_57.0310.C17 
+ 

1334 
AAT/GAP 
1334 
499 



43496 . Seq. ID 

91211 Strand 
1067 End 
OJ000250_57.0310.C17 .ol.gp Method 
1067 End 
76629_1.R1084 Score 
1067. .1334 

M454483/gb|AAD20930| 5.0e-ll (AC006234) putative kinase, 5' 
partial [Arabidopsis thaliana] 1 

Seq. ID OJ000250_57.0310.C17 
Strand 

End 1253 

Method GENSCAN 

End 1253 

Score .72 



Seq. ID OJ000250_57.0310.C18 

Strand + 

End 304 

Method GENSCAN 

End 304 

Score . 6 



Seq. ID OJ000250_57.0310.C22 

Strand + 

End 712 

Method AAT/GAP 

End 712 

Score 1084 



Seq. No. 


43496 






Gene No. 


91212 






Start 


1089 






Name 


OJ000250 57 


.0310 


.C17 .ol.gs 


Start 


1089 






GI 


none 






Exons 


1089. .1253 






Seq. No. 


43497 






Gene No. 


91213 






Start 


114 






Name 


OJ000250 57 


.0310 


.C18.ol.gs 


Start 


114 






GI 


none 






Exons 


114. .304 






Seq. No. 


43498 






Gene No. 


91214 






Start 


163 






Name 


OJ000250 57 


.0310 


.C22. ol.gp 


Start 


163 






GI 


858 1.R1084 






Exons 


163. .712 






GI Descrip. 


'3377509 0. 


0e+00 


(AF056027 




sativa] 1 







Seq. No. 


43498 








Seq. ID 


OJ000250_57.0310 


.C22 


Gene No. 


91214 








Strand 


+ 




Start 


163 








End 


712 




Name 


OJ000250 


57.0310.C22 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


308 








End 


712 




GI 


none 








Score 


618 




Exons 


308. .712, 


309. .710, 


658 


. .711 








Seq. No. 


43498 








Seq. ID 


OJ000250_57 .0310 


.C22 


Gene No. 


91214 








Strand 


+ 




Start 


163 








End 


712 




Name 


OJ000250 


57.0310.C22 


.ol 


.ts 


Method 


TBLASTX : Soybean 





44314 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



308 End 

none Score 

308. .598, 309. .599 

43498 Seq. ID 

91214 Strand 

163 0; End 
OJ000250_57 . 0310 . G22 . ol . tm . Method 

311 End 
none Score 
311.. 652, 312.. 650 

43498 Seq. ID 

91214 Strand 

163 End 
OJ000250_57 . 0310 . C22 . ol . gs Method 

312 End 
none Score 
312. .682 



599 
439 



OJ000250_57.0310.C22 
+ 

712 

TBLASTX: Maize 

652 

562 



OJ000250_57.0310.C22 
+ 

712 

GEN SCAN 

682 

.84 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 
+ 

712 

AAT/NAP 
712 
675 



57.0310.C22 



43498 
91214 
163 

OJ000250_57.0310.C22.ol.np 
312 

7489524 
312. .712 

probable auxin transport protein - rice 

gi|3377509|gb|AAC39514.1| (AF056027) auxin transport protein 
REH1 [Oryza sativa] 

Seq. ID OJ000250_50.0317.C6 



43499 
91215 
1 

OJ000250_50.0317 .C6.ol.np 

1 

4680179 
1..1791 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



1791 
AAT/NAP 
1791 
2900 



43499 Seq. ID 

91215 Strand 

1 End 
OJ000250_50 . 0317 . C6 . o4 . tw Method 

19 End 

none Score 
19. .324, 20.. 32*5 

43499 Seq. ID 

91215 Strand 

1 End 

OJ000250_50.0317 .C6.ol.tm Method 

4 6 End 

none Score 

46. .351, 49. .366, 53. .355 



OJ000250_50.0317.C6 
1791 

TBLASTX: Wheat 

325 

233 



OJ000250_50.0317.C6 
1791 

TBLASTX: Maize 

366 

174 



Seq. No. 



43499 



Seq. ID OJ000250_50.0317.C6 



44315 



Gene No. 91215 Strand 

Start 1 "End 

Name OJ000250_50 . 0317 . C6 . ol . gs Method 

Start 91 End 

GI none Score 

Exons 91.. 293, 441.. 985, 1331.. 1773 

Seq. No';^- 43499 Seq. ID 

Gene No. 91215 Strand 

Start 1 End 

Name OJ000250_50 . 0317 . C6 . o2 . ts Method 

Start 283 End 

GI ' none Score 

Exons 283.-543, 284.. 538 

Seq. No. 43499 Seq. ID 

Gene No. 91215 Strand 

Start 1 End 

Name OJ000250_50 . 0317 . C6 . ol . tc Method 

Start 307 End 

GI none Score 

Exons 307.. 450, 308.. 448, 451.. 624 



1791 
GENSCAN 
1773 
.78 



OJ000250_50.0317.C6 
1791 

TBLASTX : Soybean 

543 

151 



OJ000250_50.0317.C6 
1791 

TBLASTX: Cress 

624 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

; Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43499 Seq. ID 

91215 Strand 

1 End 

OJ000250_50.0317.C6.ol.tw Method 

331 End 

none Score 
331. .858, 332. .586, 337. .777 

43499 Seq. ID 

91215 Strand 

1 End 

OJ000250_50 . 0317 . C6 . o4 . tm Method 

367 End 

none Score 
367. .681, 368.. 571, 379.. 600 

43499 Seq. ID 

91215 Strand 

1 End 

OJ000250_50.0317.C6.o3.tm Method 

898 End 

none Score 
898. .1008, 902. .943, 1008. .1169, 1011. 
1171. .1215, 1175.. 1216 



OJ000250_50.0317.C6 
1791 

TBLASTX: Wheat 

858 

238 



OJ000250_50.0317.C6 
1791 

TBLASTX: Maize 

681 

101 



OJ000250_50.0317.C6 
1791 

TBLASTX: Maize 

1216 

57 

.1148, 1015. .1170, 



Seq. No. 43499 Seq. ID 

Gene No. 91215 Strand 

Start 1 End 

Name OJ000250_50 . 0317 . C6 . o3 . tw Method 

Start 898 End 

GI none Score 

Exons 898. .1002, 898. .1011, 980. .1012, 1011. 

1015. .1170, 1171. .1224, 1175. .1219 



OJ000250_50.0317.C6 
1791 

TBLASTX: Wheat 

1224 

73 

,1166, 1014. .1169, 



44316 




Seq. No. 


43499 




Seq. ID 


OJ000250 50.0317 


.C6 


Gene No. 


91215 




Strand 






Start 


1 




End 


1791 




Name 


OJ000250_50 


.0317.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1273 




End 


1632 




GI 


none 




Score 


242 




Exons 


1273. .,1632, 


1274 . . 1612 








Seq. No. 


43499 




Seq. ID 


OJ000250__50.0317 


.C6 


Gene No . . 


91215 




Strand 






Start 


1 




End 


1791 




Name 


OJ000250_50 


.0317.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1294 




End 


1788 




GI 


none 




Score 


100 




Exons 


1294 . .1629, 


1339. . 1542, 1615. 


. 1788 






Seq. No. 


43499 




Seq. ID 


OJ000250_50.0317 


,C6 


Gene No. 


91215 




Strand 






Start 


1 




End 


1791 




Name 


OJ000250_50 


.0317.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1345 




End 


1740 




GI 


none 




Score 


167 




Exons 


1345. .1704, 


1346. .1609, 1660. 


.1704, 1708. .1740 




Seq. No. 


43499 




Seq. ID 


OJ000250_50.0317 


,C6 


Gene No. 


91215 




Strand 






Start 


1 




End 


1791 




Name 


OJ000250 50 


.0317.C6.o5. tw 


Method 


TBLASTX: Wheat 




Start 


1633 




End 


1789 




GI 


none 




Score 


184 




Exons 


1633. . 1788, 


1640.. 1789, 1646. 


.1789 






Seq. No. 


43500 




Seq. ID 


OJ000250_50.0317 


,C7 


Gene No. 


91216 




Strand 


+ 




Start 


1024 




End 


1791 




Name 


OJ000250 50 


.0317.C7.o2.np 


Method 


AAT/NAP 




Start 


1024 




End 


1791 




GI . 


4680183 . 




Score 


180 




Exons 


1024 . . 1094, 


1702. .1791 ' 








GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


43500 




Seq. ID 


OJ000250_50.0317 


.C7 


Gene No. 


91217 




Strand 


+ 




Start 


2478 




End 


3071 




Name 


OJ000250_50 


.0317.C7.o2.gs 


Method 


GEN SCAN 




Start 


2478 




End 


3071 




GI 


none 




Score 


.99 




Exons 


2478. .3071 










Seq. No. 


43500 




Seq. ID 


OJ000250 50.0317 


. C7 


Gene No. 


91218 




Strand 


+ 




Start 


8610 




End 


10716 • 




Name 


OJ000250 50 


.0317.C7.o5.np 


Method 


AAT/NAP 




Start 


8610 




End 


10716 




GI 


7485509 




Score 


90 




Exons 


8610. .8736, 


10692. .10716 









GI Descrip. hypothetical protein F15B8.40 - Arabidopsis thaliana 

44317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - . . 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



gi|4678270|emb|CAB41178.1| (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 



43500 
91219 
1 

OJ000250_50 . 0317 .C7.ol.np. 
1 

4680179 
1..369, 2907. .3139 

(AF111709) polyprotein [Oryza sativa subsp. inciica] 



Seq. ID OJ000250_50.0317.C7 
Strand 

End 3139 

Method AAT/NAP 

End 3139 

Score 587 



43500 
91219 
1 

OJ000250_50.0317.C7.ol.gs 
47 

none 

47. .341, 1507. .1669 

43500 
91220 
6300 

OJ000250_50;0317 .C7 .ol.tw 
1 

none ' ' 

1..342, 2. .307, 128. .352 

43500 
91220 
6300 

OJ000250_50 . 0317 . C7 . ol . tm 
4 

none 

4. .342, 5. .271 



Seq. ID OJ000250_50.0317.C7 
Strand 

End 3139 

Method GEN SCAN 

End 1669 

Score .85 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_50.0317.C7 
8075 

TBLASTX: Wheat 

352 

240 



Seq. ID OJ000250_50.0317.C7 
Strand 

End 8075 

Method TBLASTX: Maize 

End 342 

Score 103 



OJ000250 50. 0317. C7 



43500 Seq. ID 

91220 ' * ■ Strand - - 

6300 End 8075 

OJ000250_50 . 0317 . C7 . o4 . np Method AAT/NAP 

6300 End 8075 

4960154 Score 119 
6300.. 6328, 7758.. 8075 

(AF153283) putative progesterone-binding protein homolog 
[Arabidopsis thaliana] 



43501 
91221 
11244 

OJ000250_50 . 0317 . C8 . o3 . gs 

11244 

none 

11244. .11281, 12910. .13303, 
13825. .14343, 14417. .14635 

43501 
91221 



Seq. ID OJ000250_50.0317.C8 

Strand + 

End 14635 

Method GENSCAN 

End 14635 

Score .74 
13327. .13530, 13552 .. 13728 , 



Seq. ID OJ000250_50.0317.C8 
Strand + 



44318 



Start 


11244 


End 


14635 


Name 


OJ000250 50.0317.C8.o4.gp 


Method 


AAT/GAP 


Start 


12653 


End 


13276 


GI 


none 


Score 


1004 


Exons 


12653. .13120, 13217.. 13276 






Seq. No. 


43501 


, Seq. ID OJ000250 50.0317.C8 


Gene No. 


91221 


"Strand 


+ 


Start 


11244 


End 


14635 


Name 


OJ000250 50.0317.C8.o2.np 


Method 


AAT/NAP 


Start 


13217 


End 


14632 


GI 


7488022 


Score 


780 


Exons 


13217. .13345, 13552 .. 13728, 


13825. .14343, 14417.. 14632 


GI Descrip. 


polygalacturonase homolog T9A21.20 - 


Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(fragment) gi I 2832691 1 emb | CAA16789 . 1 1 (AL021713) 
polygalacturonase-like protein [Arabidopsis thaliana] 



43501 
91222 
16166 

OJ000250_50.0317.C8.o5.gp 
16166 

3460_1.R1084 
16166. .16670 

•3786007 3.0e-10 (AC005499) 
thaliana] 1 



C8 



Seq. ID OJ000250_50.0317, 

Strand + 

End 16670 

Method AAT/GAP 

End 16670 

Score 909 



hypothetical protein [Arabidopsis 



43501 
91223 
29340 

OJ000250_50.0317.C8.o4.np 
29340 
7228457 

29340. .29706, 29768, 
33942. .35492 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

35492 
AAT/NAP 
35492 
9316 



50. 0317. C8 



.31703, 31767. .32601, 32724 .. 33875, 



Seq. No. 43501 Seq. ID OJ000250_50 . 0317 . C8 

Gene No. 91224 Strand + 

Start 40492 End 42404 

Name OJ000250_50.0317.C8.o7.gs Method GENS CAN 

Start 40492 End 42404 

GI none Score .43 

Exons 40492. .40569, 4 1063 .. 4 1199, 41251 .. 4 1317 , 41331 .. 41376, 
42277. .42404 



Seq. No. 43501 Seq. ID OJ000250 

Gene No. 91225 Strand + 

Start 44760 End 47329 

Name OJ000250_50 . 0317 .C8 . 08 .gs Method GENSCAN 

Start 44760 End 47329 

GI none Score .58 

Exons 44760. .44981, 4 6108 .. 4 6304 , 47143.. 47329 



50. 0317. C8 



Seq. No. 



43501 



Seq. ID OJ000250_50.0317.C8 



44319 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



91226 Strand + 

70797 End 78185 

OJ000250_50 . 0317 . C8 ; oil . gs Method GENSCAN 

70797 End 78030 

none Score . 67 

70797. .70869, 71515 .. 71777 , 73871 74150, 754 96 .. 75589, 

7.5708. .75871, 75877 .. 75959, 7 : 6,634 '. . 7 6681, ' 7 6785 . . 7 6986, 

77582. .77751, 778&£-: . 78030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

78185 
AAT/GAP 
78139 
1127 



50. 0317. C8 



43501 
91226 
70797 

OJ000250_50 . 0317 . C8 . oil . gp 
76275 

596_2.R1084 

76275. .76367, 76634 .. 76681, 
77866. .77994, 78084.. 78139 

, 548774/sp|P35685|RL7A__ORYSA 1.0e-112 60S RIBOSOMAL PROTEIN L7A 

>gi_542158_j?ir S38360 ribosomal protein L7a - rice 

>gi_303855_dbj_BAA02156_ (D12631) ribosomal protein L7A [Oryza 
sativa] ' 



76785.-76986, 77582 .. 77751, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43501 Seq. ID OJ000250_50 . 0317 . C8 

91226 Strand + 

70797 End 78185 

OJ000250_50 . 0317 . C8 . oil . np Method AAT/NAP 

76631 End 78185 

548774 Score 917 

76631. .76681, 76785.-76986, 77582 .. 77751 , 77866 .. 77994, 

78084. .78185 

60S RIBOSOMAL PROTEIN L7A gi | 542158 | pir | | S38360 ribosomal 
protein L7a - rice gi I 303855 I dbj | BAA02156 | (D12631) ribosomal 
protein L7A [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 50. 0317. C8 



43501 
91227 
206 

OJ000250_50.0317.C8.ol.gp 
206 

86185_1.R1084 
206. .671, 778. .894 

, 2653285/emb|CAA05816| 2.0e-23 (AJ003025) enoyl-ACP reductase 
[Oryza sativa] ' 



6109 
AAT/GAP 
894 
1015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43501 Seq. ID OJ000250_50 . 0317 . C8 

91227 Strand 

206 End 6109 

OJ000250_50 . 0317 . C8 . ol . np Method AAT/NAP 

544 End 4136 

7489537 Score 1494 

544. .671, 778. .883, 1129. .1203, 1369. .1420, 1505. .1556, 

1868. .1979, 2084. .2158, 2314. .2361, 2441. .2525, 2614. .2669, 

2761.. 2870, 3887.. 4136 

probable enoyl- [acyl-carrier-protein] reductase (NADH) (EC 
1.3.1.9) - rice gi | 2653285 | emb | CAA05816 . 1 | (AJ003025) enoyl-ACP 
reductase [Oryza sativa] 



44320 



Seq. No. 43501 

Gene No. 91227 

Start 206 

Name OJ000250_50 . 0317 . C8 . ol . gs 

Start 596 

GI none 
Exons 



Seq. ID OJ000250_50.03I7.C8 
Strand 

End 6109 

Method GENS CAN 

End 6109 

Score .48 



596. .724, 1146. .1203, 1868. .1979, 2092. .2158, 2314. .2361, 
2761. .2870, 3887. .3990, 4115.'. 4143, 4683.. 4738, 6073. .6109 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43501 
91227 
206 

OJ000250_50.0317.C8.o2.gp 
2461 

60938 1.R1084 



OJ000250 50. 0317. C8 



Seq. ID 
Strand 

End 6109 
Method AAT/GAP 
End 4 734 

_ Score 961 

2461. .2525, 2614. .2669, 2761. .2870, 3887. .4140, 4683. .4734 
, 2653285/emb|CAA05816| 6.0e-40 (AJ003025) enoyl-ACP reductase 
[Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43501 Seq. ID 

91228 Strand 

8627 End 

OJ000250_50 . 0317 . C8 . o2 . gs Method 

8627 End 

none Score 

8627.. 8933, 9065.. 9213 



OJ000250_50.0317.C8 

9213 
GENSCAN 
9213 
.44 



OJ000250 50. 0317. C8 



43501 Seq. ID _ 

91229 Strand 
9319 End 9409 

OJ000250_50 . 0317 . C8 . o3 . gp Method AAT/GAP 

9319 End 9409 

90742_1.R1084 Score 101 

9319.. 9409 

'5734616/dbj IAP000391. 1 IAP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43501 
91230 
16523 

OJ000250_50 . 0317 . C8 . o4 . gs 

16523 

none 



Seq. .ID OJ000250_50,0317.C8 
Strand 

End 21231 

Method GENSCAN 

End 21231 

Score . 92 



16523. .16798, 17654 .. 18229, 18313 .. 18 670, 18788 .. 19032, 
20298. .20494, 20624 .. 20717, 20953 .. 20987 , 21123.. 21231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



43501 
91230 
16523 

OJ000250_50.0317.C8.o3.np 

16526 

6850880 



Seq. ID OJ000250_50.0317.C8 
Strand 

End 21231 

Method AAT/NAP 

End 18983 

Score 1492 



16526. .16798, 17654 .. 18229, 18313 18670 , 18788. .18983 
(AL137898) putative protein [Arabidopsis thaliana] 



43501 
91230 



Seq. ID 
Strand 



OJ000250 50. 0317. C8 



44321 



Start 


16523 


End 


21231 


Name 


OJ000250_50.0317.C8.o6.gp 


Method 


AAT/GAP 


OLait 


1 7fi**4 


End 


18070 




T TR^4^1 -fi *34 — Pi — W\ — 


Score 


794 


Exons 


1 7 fi^4 i ft ri7n 

1 / Djfi . . 10U / u 






C* T Ha a r* 1 t* "i 
bl UcSCiip . 




Oe-56 (AL035539) putative protein 




[rt.X ciX->±U.(jpo J.o LI Id J. J.dlld J 






C a n M /-s 
IN U . 




Seq. ID 


OJ000250_50.0317.C8 




91230 


Strand 




Start 


16523 


End 


21231 


Name 


OJ000250_50 . 0317 . C8 . o7 . gp 


Method 


AAT/GAP 


Of r f 


1 R9Q4 


End 


18941 


rij 


Q6S4 4 1 R1 Oft 4 

JO J4 4 X ■ £\X VJ O *£ 


Score 


887 


LXUIlo 


1 ft?Q4~ 1ftfi70 1 ft7ftft 18Q41 








1 ^7 R fifl n 7 ^ ^AP00S4QQ^ 
j 'oouu / j , c*\j \ \j \j j i j ^ / 


hypothetical protein [Arabidopsi: 




Lliaxidila J 






Seq. No. 


43501 


Seq. ID 


UJUUUzdU Oil. UJl / .Lo 


Gene No. 


91231 


Strand 








End 


41006 


Name 




Method 


GEN SCAN 


OtdlL 




End 


39329 




none 


Score 


.91 


Exons 


jDIUZ , • 






oeq . iNu . 




Seq. ID 


OJ000250_50.0317.C8 


Gene No. 


91231 


Strand 




Start 


36102 


End 


41006 


Name 


OJ000250 50.0317.C8.o5.np 


Method 


AAT/NAP 




36105 


End 


39329 




6907089 


Score 


4082 


Exons 


36105. .37974, 38068.. 39329 






oi uescnp. 


(AP001129) hypothetical protein [Oryza 


sativa] 


O 6 q • in u . 


43501 


Seq. ID 


OJ000250_50.0317.C8 


flon^ Mo 

OCllC LVKJ • 


91231 


Strand 




O L GI X I_ 


36102 


End 


41006 


Name 


OJ000250 50.0317.C8.o6.np 


Method 


AAT/NAP 


Start 


38948 


End 


41006 




5922623 


Score 


413 


Exons 


38948. .38971, 40162 .. 40237, 


40405. .40552, 40926. .41006 




(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj IBAA85199.il 


(AP000570) : 


hypothetical protein 




[Oryza sativa] 






Cfao Mo 


43501 


Seq. ID 


OJ000250_50.0317.C8 


Gene No. 


91231 


Strand 




Start 


36102 


End 


41006 


Name 


OJ000250 50.0317.C8.o7.np 


Method 


AAT/NAP 


Start 


40162 


End 


41006 


GI 


5922623 


Score 


411 


Exons 


40162. .40237, 40405 40552, 


40926. .41006 



GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi| 6016856 | dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



44322 



Seq. No. 


43501 


Seq. ID 


OJ000250_ 


50.0317 


.C8 


Gene No. 


91232 


Strand 








Start 


51680 


End 


57702 






Name 


OJ000250 50 0317 C8 o9 as 


Method 


GENSCAN 






Start 


51680 


End 


^57702 






GI 


none 


Score 


.7 






Exons 


51680. .52312, 52801 .. 53884 , 


54003. .54100, 54139. 


.54751, 






55304; .55415, 55637 .. 55801 , 


55896. .55993, 56164. 


.56273, 






56372. .56471, 56523 56586, 


57203. .57489, 57668. 


.57702 




Seq. No. 


43501 


Seq. ID 


OJ000250_ 


50.0317 


-C8 


Gene No. 


91232 


Strand 








Start 


51680 


End 


57702 






Name 


OJ000250 50.0317.C8.o8.np 


Method 


AAT/NAP 






Start 


52774 


End 


56355 






GI 


4218991 


Score 


1703 






Exons 


52774. .53884, 54003 .. 54 100, 


54217. .54751, 55304. 


.55415, 






55637. .55801, 55896 .. 55993, 


56164. .56355 






GI Descrip. 


(AF098632) subtilisin-like 


protease [Arabidopsis 


thaliana] 


Seq. No. 


43501 


Seq. ID 


OJ000250_ 


50.0317 


.C8 


Gene No. 


91232 


Strand 








Start 


51680 


End 


57702 






Name 


OJ000250 50.0317.C8.o8.gp 


Method 


AAT/GAP 






Start 


55340 


End 


56527 






GI 


uC-osflM202043h!2bl 


Score 


928 






Exons 


55340. .55415, 55637 .. 55801, 


55896. .55993, 56164. 


.56273, 






56461. .56527 










GI Descrip. 


, 3695019/gb|AAC62611.1| 3.0e-43 (AF055848) subtilisin-like 




protease [Arabidopsis thaliana] 1 








Seq. No. 


43501 


Seq. ID 


OJ000250_ 


50.0317 


.C8 


Gene No. 


91233 


Strand 








Start 


58606 


End 


62120 






Name 


OJ000250 50.0317.C8.o9.gp 


Method 


AAT/GAP 






Start 


58606 


End 


60132 






GI 


59252 1.R1084 


Score 


1307 






Exons 


58606. .58792, 59368 .. 59543, 


59627. .59758, 59898. 


.60132 




GI Descrip. 


'2982942 1.0e-52 (AE000679) 


GMP synthase [Aquifex aeolicus 


Seq. No. 


43501 


Seq. ID 


OJ000250_ 


50.0317 


.C8 


Gene No. 


91233 


Strand 








Start 


58606 


End 


62120 






Name 


OJ000250 50.0317.C8.o9.np 


Method 


AAT/NAP 






Start 


58672 


End 


62120 






GI 


6456166 


Score 


1994 






Exons 


58672. .58792, 59368 .. 59543, 


59627. .59758, 59898. 


.60273, 






60358. .60608, 61572.. 62120 










GI Descrip. 


(AC011622) GMP synthase [Arabidopsis thaliana] 






Seq. No. 


43501 


Seq. ID 


OJ000250_ 


50.0317 


.C8 


Gene No. 


91234 


Strand 








Start 


64675 


End 


65037 






Name 


OJ000250 50.0317.C8.ol0.gp 


Method 


AAT/GAP 






Start 


64675 


End 


65037 






GI 


none 


Score 


645 






Exons 


64675. .65037 











44323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_50.0317.C8 
69697 

TBLASTX: Maize 
4143 
61 



Seq. ID 
Strand 
End 

Method 
End 
Score 

534. .665, 534. .668, 535.-672, 
780. .878, 781. .885, 1144. .1203, 
.1417, 1372. .1446, 1502. .1594, 
.1980, 2081. .2158, 2082. .2171, 
.2527, 2441. .2521, 2611. .2670, 
.2880, 2761. .2880, 2762. .2881, 
.3957, 388S..3959, 4047. .4139, 
.4140 

Seq. ID OJ000250_50.0317.C8 
Strand 

End 69697 
Method TBLASTX : Soybean 
End 1569 
Score 120 



43501 
91235 
65031 

OJ000250_50.0317.C8.o9.tm 
470 
none 

470. .532, 471. .533, 533. .664, 
535.. 672, 536.. 691, 779.. 877, 
1145.. 1222, 1366.. 1419, 1367. 
1505. .1567, 1861. .1980, 1861. 
2312. .2362, 2314. .2361, 2438. 
2613. .2669, 2614. .2670, 2719. 
2763. .2882, 3883. .3960, 3883. 
4047. .4142, 4051. .4143, 4060. 

43501 
91235 
65031 

OJ000250_50. 0317. C8 . oil. ts 
554 
none 

554. .691, 556. .672, 560. .676, 777. .866, 779. .877, 780. .878, 
1144. .1203, 1145. .1204, 1366. .1419, 1367. .1420, 1487. .1558, 
1502. .1561, 1504. .1569 



43501 
91235 
65031 

OJ000250_50.0317.C8.ol0.tw 
571 
none 



Seq. ID OJ000250__50.0317.C8 
Strand 

End 69697 

Method TBLASTX : Wheat 

End 1944 

Score 126 



571. .675, 571. .672, 575. .691, 779. .877, 780. .878, 1144. .1203, 
1145. .1222, 1359. .1421, 1366. .1428, 1366. .1419, 1484. .1570, 
1501. .1560, 1504. .1593, 1506. .1562, 1860. .1895, 1861. .1941, 
1861. .1944, 1862. .1942 



43501 
91235 
65031 

OJ000250_50. 0317. C8 . oil. tc 
571 
none 



Seq. ID OJ000250_50.0317.C8 
Strand 

End 69697 

Method TBLASTX : Cress 

End 1593 

Score 79 



571. .609, 610. .672, 614. .673, 631. .675, 779. .877, 779. .877, 
780. .878, 1139. .1204, 1144. .1203, 1366. .1419, 1367. .1420, 
1487. .1558, 1501. .1560, 1504. .1593 



43501 
91235 
65031. 

OJ000250_50.0317.C8.ol4.ts 

1860 

none 



Seq. ID OJ000250_50.0317.C8 
Strand 

End 69697 

Method TBLASTX : Soybean 

End 2524 

Score 141 



1860. .1982, 1867. .1980, 2081. .2158, 2082. .2159, 2314. .2361, 
2438.. 2518, 2438.. 2524 



Seq. No. 



43501 



Seq. ID OJ000250_50.0317.C8 



44324 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



91235 Strand 

65031 End 

OJ000250_50 . 0317 . C8 . olO . tc Method 

1887 End 

none - Score 



69697 

TBLASTX: Cress 

2881 

89 



1887. .1982, 1888. .1980, 2081. .2158, 2082. .2171, 2314. .2361, 
2318. .2362, 2438. .2524, 2438. .2524, 2611. .2670, 2616.. 2669, 
2719. .2880, 2762. .2881 



43501 
91235 
65031 

OJ000250_50 . 0317 . C8 . ol . tm 

13268 

none 

13268. .13336, 13276 .. 13335, 
13546. .13626, 13548 .. 13637 , 
13680. .13730, 13824 .. 13997 , 
14287. .14343, 14289 .. 14342, 
14419. .14652 



Seq. ID OJ000250_50.0317.C8 
Strand 

End 69697 

Method TBLASTX: Maize 

End 14652 

Score 113 
13326. .13358, 13546 .. 13638 , 
13644. .13727, 13645 .. 13728 , 
13825. .14295, 13827 .. 142 94 , 
14414. .14614, 14414. .14635, 



Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No . 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


13268 




End 


14557 




GI 


none 




Score 


70 




Exons 


13268. .13351, 13654. 


.13728, 


13825. .14229, 13833 .. 13898, 






13944. .14261, 14238. 


.14312, 


14239. .14316, 14423 .. 14503, 






14428. .14502, 14483. 


.14557 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


,C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13849 




End 


14556 




GI 


none 




Score 


385 




Exons 


13849. .14343, 13884. 


.13982, 


14019. .14321, 14423, .14503, 






14428. .14487, 14509. 


.14556 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o8.tc 


Method 


TBLASTX: Cress 




Start 


16482 




End 


16798 




GI 


none 




Score 


166 




Exons 


16482. .16790, 16535. 


.16798 








Seq." No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


16503 




End 


16756 




GI 


none 




Score 


153 




Exons 


16503. .16754, 16526. 


.16756 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 



44325 




fZo n a Mo 


91 ?3S 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


o2.tm 


Method 


TBLASTX: Maize. 




u Lai L 


16521 




End 


18954 




\J X 


none 




Score 


150 




Hi JlKJI iO 


16521 16799 16529 


. 16798, 


17654. .18010, 17 657. .18001, 






17658 18032 18009 


. 18215, 


•18023. .18232, 18310. .18423, 






18311 ' 18577/ 18313 


. 18672, 


18796. .18954 






43501 




Seq. ID 


OJ000250_50.0317 


.C8 




91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


16601 




End 


18672 






none 




Score 


180 




F von <? 


16601 16798. 16608 


. 16799, 


17654. .18010, 17657. .18007, 






17658 18014 18005 


. 18226, 


18009. .18215, 18014. .18238, 






18311 18385, 18313. 


. 18438, 


18313. .18672, 18476.. 18610 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




IN GULIC 


OJ000250 50 0317 C8 


o4 1" w 


Method 


TBLASTX: Wheat 




OLCII L 


1764A ~~ 

X f \J *s O 




End 


18013 




VJX 


non » 




Score 


85 






17648 17833 17655 


. 17828, 


17657. .18013, 17661.. 18002 




Cfarf Mo 


43501 




Seq. ID 


OJ000250_50.0317 


,C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317 C8 


ol . tc 


Method 


TBLASTX: Cress 




Cf art 


17693 ~ 




End 


18673 










Score 


315 






1769^ 1fl?^fl 1770? 


. 18232, 


18313. .18672, 18329. .18427, 






18334 18516 18455 

X U _J .J T • » X l»> -V X \y / X U ~ «_» * 


. 18673 








Corr Mo 


*± J *J \J X 




Seq. ID 


OJ000250_50.0317 


.C8 


?Gene No. 


, 91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317 C8 


ol4 . tm 


Method 


TBLASTX: Maize 






29519 ~~ 




End 


55829 




VJX 






Score 


68 




P 1 VOTl Q 


29519 29665 54445 

Zf A- Zs • • Z7 \J \J -~) f .J *3 1 *1 *y> • 


. 54675, 


54446. .54568, 54 674 .. 54754 , 






55635 55697 55692* 


55829 








• IN (J • 


43501 

*4 J J U X 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317 C8 


o9 . tw 


Method 


TBLASTX: Wheat 




JLal I 


29994 ~ 




End 


30386 




(ZJ 


none 




Score 


58 




Exons 


29994. .30041, 30048. 


.30146, 


30065. .30145, 30113. .30352, 






30129. .30386 










Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 





44326 






OJ000250 50 0317 C8 


nl 5 tm 

Ul J i L.1LI 


t* Vi nrl 


i o iinu i /\ • L id x c 




O L. G X U 


2 QQOQ ~~ 

^ j ^ j 




RnH 


30284 




\J X 








1 93 
i ? j 






29999 30283 30036 


. 30284 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand. 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317 C8 


o5 • tw 


Method 


TBLASTX: Wheat 




Start 


31124 ~~ 




End 


41403 




\j x 


none 




Score 


401 




R von 


31124 31297 31125 


. 31607, 


31319. .31579, 41239.. 41403 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 


- 




Start 


65031 




End 


69697 




Name 


OJ000250 50 0317 C8 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


31775 ~~ 




End 


32237 




GI 


none 




Score 


583 




Rvon <s 


31775 32236 31776 


. 32237 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






JLqI L 


65031 




End . 


69697 




INalllC 


OJ0002 50 50 0317 C8 


ol 7 f q 


Method 


TBLASTX : Soybean 




Start 


31815 _ 




End 


32180 






none 




Score 


117 




R von <? 


31815 32039 32046 


. 32180 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Mamo 
IN CL1LIC 


n.Tnnn250 50 0317 rft 


ofi "t m 

UO . LIU 


Method 


TBLASTX: Maize 




Start 


31905 ™" 




End 


32261 




GI 


none 




Score 


389 




R vnn q 


31905 32261 31940 


32251 


31956. .32261 




Seq. No. 


43501. 




Seq. .ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317 C8 


oil . tm 


Method 


TBLASTX: Maize 




O L. (31 L. 


32288 _ 

J £. o o 




End 


32672 




ox 


nnnp 




Score 


356 






32288 32653 32289 


32672 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






O LCII L. 


65031 




End 


69697 




Name 


0.1000250 50 0317 P8 


o2 tw 


Method 


TBLASTX: Wheat 






32345 _ 




End 


32770 




GI 


none 




Score 


483 




Exons 


32345. .32770, 32346. 


.32765 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


o9. ts- 


Method 


TBLASTX: Soybean 





44327 




Start 


32424 




End 


32795 




GI 


none 




Score 


279 




Exons 


32424. .32795, 32441 


. .32584 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start . 


65031 




End 


69697 . 




Name 


OJ000250 50. 0317. C8 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


33396 




End 


33854 




GI 


none 




Score 


234 




Exons 


33396.-33644, 33420 


. .33644, 


33485. .33658, 33705 .. 33854, 






33716.. 33853 










Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


• C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 


.ol6.ts 


Method 


TBLASTX ; Soybean 




Start 


33543 




End 


34109 




GI 


5666795 




Score 


68 




Exons 


33543. .33641, 33717 


. .33854, 


33909. .34109 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 ^ 




Name 


OJ000250 50 0317 C8 


. ol5 . tw 


Method 


TBLASTX: Wheat 




Start 


33857 




End 


34169 




GI 


none 




Score 


192 




Exons 


33857. .34033, 33909 


. .34169 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


,C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 


.olO. tm 


Method 


TBLASTX: Maize 




Start 


34362 




End 


34694 




GI 


none 




Score 


359 




Exons 


34362. .34685, 34379 


. .34672, 


34482.. 34694 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


34499 




End 


34880 




GI 


none 




Score 


373 




Exons 


34499.-34555, 34500 


. .34880, 


34601. .34849 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


34881 




End 


35483 




GI 


none 




Score 


265 




Exons 


34881. .35165, 34886 


. .35164, 


35357. .35479, 35358.-35483 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 





44328 




Name 


OJ000250 50. 0317. C8 . 


ol6 . tw 


Method 


TBLASTX: Wheat 




Start 


52764 




End 


52897 




GI 


none 




Score 


102 




Exons 


52764. .52814, 52765. 


.52893, 


52766. .52897 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


52771 




End 


54414 




GI 


none 




Score 


93 




Exons 


52771. .52836, 52864. 


.52983, 


53047. .53097, 5314 9 .. 53262, 






53150. .53263, 53269. 


.53832, 


53288. .53815, 53695 .. 53832, 






53815. .53886, 53816. 


.53887, 


54217. .54273, 54218 .. 54274 , 






54274. .54414, 54275. 


.54379 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No . 


91235 




Strand 






Start 


65031 "■ : 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


o2.tc 


Method 


TBLASTX: Cress 




Start 


52777 




End 


55416 




GI 


none 




Score 


77 




Exons 


52777 . .52950, 53041. 


.53091, 


53092. .53262, 53150 .. 53263, 






53269. . 53802, 53279. 


.53632, 


53687. .53815, 53815. .53877, 






54217. .54423, 54233. 


.54406, 


54445. .54675, 54 44 6 .. 54568 , 






54727. .54753, 55312. 


.55383, 


55381. .55416 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


52780 




End 


53878 




GI 


none 




Score 


283 




Exons 


52780. .52839, 52897. 


.53025, 


53041. .53073, 53128 .. 53643, 






53141. .53605, 53680. 


.53877, 


53681. .53878 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


54217 




End 


55971 




GI 


none 




Score 


98 




Exons 


54217. .54426, 54233. 


.54391, 


54445. .54678, 5444 6 .. 54562, 






54721. .54753, 55692. 


.55808, 


55891. .55971 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


ol3. tw 


Method 


TBLASTX: Wheat 




Start 


54232 




End 


54609 




GI 


none 




Score 


116 




Exons 


54232. .54414, 54233. 


.54406, 


54439. .54522, 54526.. 54609 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o5. tc 


Method 


TBLASTX: Cress 





44329 





cocci 
jODjI 




End 


59761 




PT 


none 




Score 


117 




Exons 


RP£R1 RP7Q1 trp^in 


• .JO I OO f 


59364. .59435, 59367 .. 59414, 






RQ407 RQRfiR RQ497 


R Q R f\A 


59624. .59761, 59625.. 59759 




oeq. wo. 






Seq. ID 


OJ000250_50.0317 


PR 


bene no . 


Q1 9^R 




Strand 






OLait 


OJUJi 




End 


69697 




Name 


ninnn^Rn rd 0*317 pp 


• o4 . tm 


Method 


TBLASTX: Maize 




Start 


58664 




End 


60413 




GI 


none 




Score 


172 




Hi X Olio 


RP664 RR7Q9 RRfififi 

JO U04 • t JO / / JODDD 


RR7Q1 

• • JO / -71/ 


58667. .58792, 58 669 .. 587 94 , 






RQ^fi4 RQRfil RQ"3fi/l 


• • J .7 J Dfl , 


59365. .59565, 59624 .. 597 61, 






RQ69R RQ7RQ RQf;9R 


RQ769 

• • J -7 / OZ , 


59626. .59760, 59895 60281, 






RQPQ7 fim "3fl RQRQP 

J .7 0 -7 / . • O U X J U , J 3D "0 


fifi97 9 


59956. . 60276, 60355. . 60411, 






fin^^7 fin 4 t ^ 










oeq • ino . 


4 JJU J. 




Seq. ID 


OJ000250_50.0317 


PP 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


nTnnn9Rn rd 7 pr 

UUUUUZ JU JU.Uj±/.L,0 


• o3 * tw 


Method 


TBLASTX: Wheat 




otarr, 






End 


59930 




pt 


none 




Score 


261 




Exons 


RQ*^^ RQRR1 RQ'}^ 

J" JO J • . J3JJ1, JlJjOfi 


CQCri 
• . J^JUl, 


59364. .59564, 59624 .. 597 61, 






RQ£9R RQ7RQ RQ£9£ 


• . J j 1 OU / 


59895. .59930 




oeq. no. 


/l "3 c,ni 




Seq. ID 


OJ000250_50.0317 


PR 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


nTnnn9R0 Rn n^i 7 pp 

UOUUUZ JU JU . UJl / . 


• o4 . tc 


Method 


TBLASTX: Cress 










End 


60479 




pt 


none 




Score 


162 




Exons 


RQPQP RQQfifi RQQR9 
j;70.70. . JJ7DD/ J jjjZ 




60072. .60269, 60136 .. 60270, 






f^n^RR 6n4£R ^n^R7 

DUjjj . .OUfiOJ, DUjj / 


. • OU fx / -7 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 








OjUjI 




End 


69697 




Name 


mnnno^n rh n?i 7 pp 

UJUKUZ JU JU . UJ1 / . LO 


r>1 C a 
•UlJilb 


Method 


TBLASTX: Soybean 




OtdlL 


DVJ u / z 




End 


60261 






none 




Score 


161 




Exons 


finn79 f;n9Ri 6nn7£ 


fiH9fi1 
• . DUZOl 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Cf ar f 
OLaiL 


OjUjI 




End 


69697 




Name 


m"non9Rn rh n**i7 pp 

UuUUUZjU jU . UjI / .LO 


^7 J- Q 

. O / . T.S 


Method 


TBLASTX: Soybean 




Of a >~4- 


OUjjj 




End 


60599 






none 




Score 


267 




jjXons 


fiO"}RR £flRQ1 £fi*3R7 
OUjjj. . OUOjlf DUjj / 


. • DVJ J y j , 


60369. .60593 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 


.ol2 .tm 


Method 


TBLASTX: Maize 




Start 


60414" 




End 


61613 




GI 


none 




Score 


286 





44330 




Exons 


60414 60611, 60415. 


. 60609, 


60418. V60612, 61569.. 61613 




Seq. No.. 


43501 




Seq. ID 


OJ000250_50.0317 


,C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317. C8. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


61689 ~~ 




End 


62096 




GI 


none 




Score 


271 






61689 61721. 61767. 


. 62096, 


61771. .62094 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50 0317. C8 . 


06 . tc 


Method 


TBLASTX: Cress 




Start 


61692 




End 


62091 




GI 


none 




Score 


254 




Exons 


61692 . . 61748, 61764 . 


. 62090, 


61765. . 62091 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Naitie 


OJ000250 50 0317 C8 . 


06 . tm 


Method 


TBLASTX: Maize 






61759 ~ 




End 


62109 




CI 


none 




Score 


471 : 






61759 62109. 61764 


. 62102 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No . 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


olO.np 


Method 


AAT/NAP 




Start 


65031 




End 


69697 




GI 


7488109 




Score 


1585 




Exons 


65031. .66154, 69279. 


.69697 








GI Descrip. 


probable glucanase - 


Arabidopsis thaliana 





gi|2245077|emb|CAB10499.1| (Z97343) glucanase like protein 
[Arabidopsis thaliana] gi | 7268469 | emb | CAB80989 . 1 1 (AL161545) 
glucanase like protein [Arabidopsis thaliana] 



Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


ol3. tm 


Method 


TBLASTX: Maize 




Start 


65090 




End 


65319 




GI 


none 




Score 


170 




Exons 


65090. .65314, 65094. 


.65318, 


65109. .65318, 65110.. 65319 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o8.ts 


Method 


TBLASTX : Soybean 




Start 


65265 




End 


65496 




GI 


none 




Score 


110 




Exons 


65265. .65492, 65265. 


.65495, 


65266. .65496, 65266. .65496 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 





44331 



# • 



Name 


OJ000250 50. 0317. C8. 


o9. tc 


Method 


TBLASTX: Cress 




Start 


65463 




End 


66156 




GI 


none 




Score 


35 




Exons 


65463. .65519, 65622. 


.65846, 


65873. .66034, 66133.. 66156 




Seq. No. 


43501 




Seq. ID 


OJ000250_50 . 0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


ol2. ts 


Method 


TBLASTX : Soybean 




Start 


65589 




End 


65822 




GI 


none 




Score 


121 




Exons 


65589. .65822, 65590. 


.65793 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


o3 . tm 


Method 


TBLASTX : Maize 




Start 


65620 




End 


66076 




GI 


none 




Score 


285 




Exons 


65620. .65856, 65622. 


.65858, 


65622. .65861, 65850 .. 65972, 






65861. .66076, 65868. 


.66074 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


,91235 




Strand 






Start 


: 65031 




End 


69697 




Name 


OJ000250 50. 0317. C8 . 


olO.ts 


Method 


TBLASTX : Soybean 




Start 


65823 




End 


66077 




GI 


none 




Score 


112 




Exons 


65823. .65864, 65862. 


.65990, 


65867. .65992, 65990 .. 6607 6, 






66000.. 66077 










Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


ol2.tc 


Method 


TBLASTX: Cress 




Start 


69278 




End 


69544 




GI 


none 




Score 


93 




Exons 


69278. .69544, 69284-. 


.69535 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91235 




Strand 






Start 


65031 




End 


69697 




Name 


OJ000250 50. 0317. C8. 


ol3 . ts 


Method 


TBLASTX : Soybean 




Start 


69368 




End 


69565 




GI 


none 




Score 


105 




Exons 


69368. . 69535, 69368 . 


.69565 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91236 




Strand 






Start 


76628 




End 


78139 




Name 


OJ000250 50.0317.C8. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


76628 




End 


78139 




GI 


none 




Score 


57 




Exons 


76628. .76678, 76745. 


.76882, 


76785. .76886, 76941 .. 76985, 






76946. .76990, 77579. 


.77749, 


77580. .77750, 77581 .. 77751, 






77674. .77751, 77858. 


.77983, 


77862. .77984, 77863 .. 77997, 






77863. .77991, 78084. 


.78137, 


78084. .78134, 78086.. 78139 





44332 



Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91236 




Strand 






Start 


76628 




End 


78139 




Name 


OJ000250 50. 0317. C8. 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


76633 




End 


76993 




GI 


none 




Score 


81 




Exons 


76633.-76695, 76634. 


.76681, 


•76785.-76886, 76785 .. 76985, 






76941. .76985, 76946. 


.76993 








Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No.. 


91236 




Strand 






Start 


76628 




End 


78139 




Name 


OJ000250 50. 0317. C8. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


76633 




End 


. 78139 




GI 


none 




Score 


84 




Exons 


76633. .76707, 76634 . 


.76681, 


76785.-76886, 76785 .. 76997, 






76941. .76985, 77580. 


.77750, 


77581. .77751, 77674 .. 77757, 






77862. .77993, 77863. 


.78027, 


77863. .77991, 78083 .. 78139, 






78084 . . 78137 










Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Qen@ No . 


91236 




Strand. 






Start 


76628 




End 


78139 




Name 


OJ000250 50. 0317. C8. 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


7-6784 




End 


78139 




GI 


none 




Score 


170 




Exons 


76784 . .76882, 76785. 


.76886, 


76941. .76985, 7694 6 .. 76990, 






77580. .77750, 77581. 


.77751, 


77624. .77764, 77697 .. 77762, 






77824 . .77991, 77858. 


.78028, 


77862. .78011, 77863 .. 78027, 






77864 . .78028, 78084. 


.78137, 


78084. .78137, 78086. .78139 




Seq. No. 


43501 




Seq. ID 


OJ000250_50.0317 


.C8 


Gene No. 


91236 




Strand 






Start 


76628 




End 


78139 




Name 


OJ000250 50. 0317. C8. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


77630 




End 


78139 




GI 


none 




Score 


142 




Exons 


77630. .77761, 77668. 


.77751, 


77676. .77762, 778 62 .. 77 993, 






77863. .77997, 77863. 


.77991, 


78083. .78139, 78084. .78137 




Seq. No. 


43502 




Seq. ID 


OJ000250_50.0317 


.C9 


Gene No . 


91237 




Strand 






Start 


15 




End 


76 




Name 


OJ000250 50. 0317. C9. 


ol . qs 


Method 


GENSCAN 




Start 


15 




End 


76 




GI 


none 




Score 


.61 




Exons 


15. .76 










Seq. No. 


43503 




Seq. ID 


OJ000250_50.0317 


-C14 


Gene No. 


91238 




Strand 






Start 


1 




End 


904 




Name 


OJ000250 50.0317.C14 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


904 




GI 


7484804 




Score 


263 




Exons 


1..63, 129. .227, 306 


. .344, 


432. .487, i 


694. .904 




GI Descrip. 


amidotransf erase (EC 


2.4.2. 


-) / cyclase - Arabidopsis thaliana 



44333 



gi|4455213|emb|CAB36536.1| (AL035440) glutamine 
amidotransferase/cyclase [Arabidopsis thaliana] 
gi|7269543|emb|CAB79545.1| (AL161566) glutamine 
amidotransferase/cyclase [Arabidopsis thaliana] 



Seq. No. 43503 

Gene No. 91238 

Start 1 

Name OJ000250_50 . 0317 . C14 . ol . tm 

Start 116 

GI none 
Exons 



Seq. ID OJ000250_50.0317.C14 
Strand 

End ' ' 904 

Method TBLASTX : Maize 

End . 4 94 

Score 86 



116. .220, 126. .182, 126. .230, 169. .228, 301. .351, 302. .334, 
303. .350, 423. .494, 424 . .489 



Seq. No. 43503 

Gene No. 91238 

Start 1 

Name OJ000250_50 . 0317 .C14 . ol . tc 

Start 121 

GI none 
Exons 



Seq. ID OJ000250_50.0317.C14 

Strand 

End 904 

Method TBLASTX : Cress 

End 809 

Score 70 



121. .228, 126. .230, 169. .228, 301. .351, 303. .350, 695. .808, 
696. .809, 696. .809 



Seq. No. 43503 Seq. ID 

Gene No. 91238 Strand 

Start 1 End 

Name OJ000250_50 . 0317 . C14 . ol . gs Method 

Start 129 End 

GI none Score 

Exons 129. .227, 306. .344, 647. .808 



OJ000250_50.0317.C14 
904 

GENSCAN 

808 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43504 Seq. ID 

91239 Strand 

1 End 1292 

OJ000250_50 . 0317 . C15 . ol . np Method AAT/NAP 

1 End 1292 

4680183 Score 144 
1..105, 1147. .1292 

(AF111709) gag-pol protein [Oryza sativa subsp. 



OJ000250_50.0317.C15 
+ 



indica] 



43504 Seq. ID 

91239 Strand 

1 End ■ 
OJ000250_50 . 0317 . C15 . ol . gs Method 

86 End 

none Score 

86.. 269, 1090.. 1189, 1203.. 1248 



OJ000250_50.0317.C15 
+ 

1292 
GENSCAN 
1248 
.58 



Seq. No. 43504 Seq. ID OJ000250_50 . 0317 . C15 

Gene No. 91240 Strand 

Start 463 End 569 

Name OJ000250_50 . 0317 . C15 . ol . gp Method AAT/GAP 

Start 4 63 - End 569 • 

GI uC-osflcyp088bl2bl Score 154 

Exons 4 63.. 569 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



44334 



Seq. No. 43505 

Gene No. 91241 

Start 61 

Name OJ000250_50 . 0317 . C17 . ol . gp 

Start 61 

GI 5594_1.R1084 

Exons 61. .24 6 * 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. ID OJ000250_50.0317.C17 

Strand 

End 24 6 

Method AAT/GAP 

End 246 

Score 321 



Seq. No. 43505 

Gene No. 91242 

Start 539 

Name OJ000250_50 . 0317 .C17 . ol . gs 

Start 539 

GI none 

Exons 539.. 566, 731.. 928 



Seq. ID OJ000250_50. 0317 .C17 

Strand 

End 928 

Method GENSCAN 

End 928 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43506 
91243 
436 

OJ000250_50.0317.C18.ol.gs 

436 

none 



Seq. ID OJ000250_50.0317.C18 
Strand 

End 2262 

Method GENSCAN 

End 2262 

Score .79 



436.. 938, 1733.. 1899, 2201.. 2262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43506 
91243 
436 

OJ000250_50.0317.C18.ol.tm 

517 

none 



Seq. ID OJ000250_50.0317.C18 
Strand 

End 2262 

Method TBLASTX: Maize 

End 850 

Score 216 



517. .579, 584. .838, 644. .850, 646. .849 



Seq. No. 43507 
Gene No. 91244 
Start 1 

Name OJ000250_50. 0317 .C19.ol.np 

Start 1 
GI 7485859 
Exons 1..470, 1554.. 1577 

GI Descrip. hypothetical protein F20D10. 300 - Arabidopsis thaliana 

gi|4467124|emb|CAB37558.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000250_50.0317.C19 
Strand 

End 1577 

Method AAT/NAP 

End 1577 

Score 212 



Seq. No. 43507 

Gene No. 91244 

Start 1 

Name OJ000250_50 . 0317 .C19 .ol . gs 

Start 50 

GI none 

Exons 50. .455 



Seq. ID OJ000250_50.0317.C19 
Strand 

End 1577 

Method GENSCAN 

End 455 

Score .98 



Seq. No. 
Gene No. 



43508 
91245 



Seq. ID OJ000250_50.0317.C23 
Strand + 



44335 



Start 


62 




End 


536 




Name 


OJ000250 50. 0317 .C23.ol 


. gs 


Method 


GENSCAN 




Start 


62 ~~ 


End 


536 




GI 


none 




Score 


. 63 




Exons 


62. .147, 446. . 536 










Seq. No. 


43509 




Seq. ID 


OJ000250 50.0317 


.C24 


Gene No. 


91246 




Strand 


+ 




Start 


67 




End 


1676 




Name 


OJ000250 50. 031.7. C24 ,ol 


. no 


Method 


AAT/NAP 




Start 


67 




End 


1676 




GI 


4680179 




Score 


1156 




Exons 


67. .1134, 1168. . 1676 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


43509 




Seq. ID 


OJ000250 50.0317 


.C24 


Gene No. 


91246 




Strand 


+ 




Start 


67 




End 


1676 




Name 


OJ000250 50.0317.C24.ol 


. as 


Method 


GENSCAN 




Start 


70 




End 


1246 




GI 


none 




Score 


.57 




Exons 


70. . 1246 










Seq. No. 


43509 




Seq. ID 


OJ000250_50.0317 


.C24 


Gene No . ■ 


91246 




Strand 


+ 




Start 


67 




End 


1676 




Name 


OJ000250 50 . 0317 .C24 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


149 ~~ 




End 


489 




GI 


none 




Score 


211 




Exons 


149. .181, 292. .489, 294 


. .488, 


340. .489 






Seq. No. 


43509 




Seq. ID 


OJ000250_50.0317 


.C24 


Gene No. 


91246 




Strand 


+ 




Start 


67 










Name 


OJ000250 50.0317.C24.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


512 ~ 




End 


876 




GI 


none 




Score 


51 




Exons 


512. .622, 525. .719, 526 


. . 876 








Seq. No. 


43509 




Seq. ID 


OJ000250_50.0317 


.C24 


Gene No. 


91246 




Strand 


+ 




Start 


67 




End 


1676 




Name 


OJ000250 50.0317 .C2 4 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


526 _ 




End 


831 




GI 


none 




Score 


232 




Exons 


526. .831, 540. .656 










Seq. No. 


43509 




Seq. ID 


OJ000250_50.0317 


.C24 


Gene No. 


91246 




Strand 


+ 




Start 


67 




End 


1676 




Name 


OJ000250 50 0317 C24 o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1195 




End 


1616 




GI 


none 




Score 


155 




Exons 


1195. .1404, 1450. .1503, 


1503. 


.1616 






Seq. No. 


43510 




Seq. ID 


OJ000250_50.0317 


.C25 


Gene No. 


91247 




Strand 


+ 





44336 



Start 1 

Name OJ000250_50 . 0317 . C25 . ol . np 

Start 1 

GI 4680179 

Exons 1 . - 1551 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 43510 

Gene No. 91247 

Start 1 

Name OJ000250_50 . 0317 . C25 . o4 . tw 

. Start 8 

GI none 

Exons 8.. 82, 64.. 144, 65.. 148, 152. 
253. .321 

Seq. No. 43510 

Gene No. 91247 

Start 1 

Name OJ000250_50 . 0317 . C25 .o3 . tm 

Start 14 

GI none 

Exons 14.. 181, 181.. 327 

Seq. No. " 43510 

Gene No. 91247 

Start 1 

Name OJ000250_50. 0317 .C25 .ol. ts 

Start 214 

GI none 

Exons 214.. 246, 216. .245, 250.. 609, 

Seq. No. 43510 

Gene No. 91247 

Start 1 

Name OJ000250_50 . 0317 .C25.o3. tw 

Start 322 

GI none £ 

Exons 322.. 624, 323.. 403, 324.. 626 

Seq. No. 43510 

Gene No. 91247 

Start 1 

Name OJ000250_50 . 0317 . C25 . ol . tm 

Start 343 

GI none 

Exons 343.. 744, 477.. 743, 732.-878, 

Seq. No. 43510 

Gene No. 91247 

Start 1 

Name OJ000250_50 . 0317 . C25 . ol . tw 
Start 628 

GI none 

Exons 628.. 741, 657.. 740, 726.. 881, 

895.. 1047, 1073.. 1114 



End 1551 

Method AAT/NAP 

End 1551 . 

Score 2121 

sativa subsp. indica] 

Seq. ID OJ000250_50.0317.C25 

Strand + 

End 1551 

Method TBLASTX : Wheat 

End 321 

Score 58 

.181, 180. .305, 180. .311, 181. .318, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_50.0317.C25 
+ 

1551 

TBLASTX: Maize 

327 

142 



OJ000250_50.0317.C25 
+ 

1551 

TBLASTX: Soybean 

609 

57 



252. .290, 318. .608 

Seq. ID OJ000250_50.0317.C25 

Strand + 

End 1551 

Method TBLASTX : Wheat 

End 626 

Score 378 



Seq. ID 

Strand 

End 

Method 
End 
Score 
896. .937 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_50.0317.C25 
+ 

1551 

TBLASTX: Maize 

937 

364 



OJ000250_50.0317.C25 
+ 

1551 

TBLASTX: Wheat 

1129 

92 



726. .878, 728..928, 887. .1129, 



44337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip;. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43510 
91247 
1 

OJ000250_50 . 0317 . C25 . o2 . tw 

1130 

none 

1130.. 1243, 1154.. 1237, 1275. 

43510 
91247 
1 

OJ000250_50 . 0317 . C25 . o2 . tm 

1300 

none 

1300. .1551, 1380. .1550 



Seq. ID OJ000250_50.0317.C25 

Strand + 

End . 1551 

Method TBLASTX : Wheat 

End 1551 

Score 87 
.1550, 1276.. 1551 

Seq. ID OJ000250_50. 0317 .C25 

Strand + 

End 1551 

Method TBLASTX: Maize * 

End 1551 

Score 219 



43511 Seq. ID OJ000250_50 . 0317 . C29 

91248 Strand + 

1 End 3019 

OJ000250_50 . 0317 . C29 . ol . gp Method AAT/GAP 

1 End 692 

uC-osflcyp078cl2bl Score 431 

1..104, 469. .577, 646. .692 

, 3219164/dbj IBAA28783I 1.0e-69 (AB006210) glutamine 
amidotransferase/cyclase [Arabidopsis thaliana] 1 . 



43511 
91248 
1 

OJ000250_50.0317.C29.ol.np 
1 

7484804 
1..104, 469. 
2385. .2551, 



.577, 646.. 699, 
2836. .2892 



Seq. ID OJ000250_50.0317.C29 

Strand + 

End 3019 

Method AAT/NAP 

End 2892 

Score 768 
1123. .1210, 1282. .1319, 1616. .1721, 



amidotransf erase (EC 2.4.2.-) / cyclase - Arabidopsis thaliana 
gi|4455213|emb|CAB36536.1| (AL035440) glutamine 
amidotransferase/cyclase [Arabidopsis thaliana] 
gi I 7269543 | emb | CAB79545.il (AL161566) glutamine 
amidotransferase/cyclase [Arabidopsis thaliana] 



43511 
91248 
1 

OJ000250_50 . 0317 . C29 . ol . tc 
18 

none 



Seq. ID OJ000250_50.0317.C29 

Strand + 

End 3019 

Method TBLASTX : Cress 

End 2553 

Score 115 



18. .104, 22. .105, 466. .585, 467. .580, 645. .692, 646. .699, 

1117. .1209, 1119. .1211, 1122. .1190, 1123. .1212, 1279. .1317, 

1280. .1324, 1281. .1325, 1615. .1722, 1616. .1723, 1637. .1741, 

2377. .2499, 2384. .2503, 2387. .2548, 2483. .2551, 2494. .2550, 
2500.. 2553 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43511 Seq. ID 

91248 Strand 

1 . End 

OJ000250_50 . 0317 . C2 9 . o2 . tm Method 

456 End 



OJ000250_50.0317.C29 
+ 

3019 

TBLASTX: Maize 
1175 



44338 



GI , : - 
Exons 



none Score 127 

456. .578, 466. .585, 467. .580, 626. .703, 646. .699, 648. .701, 
1119. .1175, 1123. .1173. 



Seq. No. 43511 Seq. ID OJ000250_50 . 0317 . C29 

Gene No. 91248 Strand + 

Start 1 End 3019 

Name OJ000250_50 . 0317 .C29. ol .gs Method GEN SCAN 

Start 469 End 2895 

GI none Score .98 

Exons 469.-577, 1123. .1210, 1282. .1319, 1616. .1721, 2385. .2551, 
2836. .2895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43511 Seq. ID 

91248 Strand 

1 End 

OJ000250_50.0317.C29.ol.ts Method 

539 ' End 

none Score 



OJ000250_50.0317.C29 
+ 

3019 

TBLASTX: Soybean 

2551 

56 



539. .580, 541. .585, 645. .692, 646. .699, 1117. .1194, 1119. .1211, 
1123. .1212, 1268. .1324, 1281. .1325, 1615. .1722, 1616. .1723, 
1652. .1723, 2377. .2550, 2384. .2551, 2387. .2551 



LLi 



^3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43511 Seq. ID 

91248 Strand 

1 End 

OJ000250_50.0317.C29.o2.gp Method 

1123 End 

18249 1.R1084 Score 



OJ000250_50.0317.C29 
+ 

3019 
AAT/GAP 
3013 
1014 



1123. .1210, 1282. .1319, 1616. .1721, 2385. .2551, 2836. .3013 
, 399942/sp|Q02028 |HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA49147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. - 43511 
Gene No. 91248 
Start 1 

Name OJ000250_50 . 0317 . C29 . ol . tm 

Start 1176 
GI none 

Exons 1176.. 1211, 1269.. 1325, 1279. 

1588.. 1722, 1615. .1722, 1616. 



Seq. ID OJ000250_50.0317.C29 

Strand + 

End 3019 

Method TBLASTX : Mai ze 

End 3019 

Score 4 6 

.1329, 1279. .1320, 1280. .1321, 
.1723, 2377. .2553, 2384.. 2554, 



2833.. 2916, 2833.. 2916, 2835.. 2918, 2960.. 3019, 2962.. 3018 



Seq. No. 43512 Seq. ID 

Gene No. 9124 9 Strand 

Start 56 End 

Name OJ000250_50 . 0317 . C30 . ol . gp Method 

Start 56 End 

GI none Score 

Exons 56.. 248 



OJ000250_50.0317.C30 
+ 

248 

AAT/GAP 

248 

351 



Seq. No. 
Gene No. 



43512 
91250 



Seq. ID OJ000250_50.0317.C30 
Strand + 



44339 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



469 



End 

Method 
End 
Score 



2067 
AAT/GAP 
1066 
388 



OJ000250_50 . 0317 . C30 . o2 . gp 
469 

25275_2.R1084 
469. .575, 936. .1066 

' 6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence* 



Seq. No. 


43512 






Seq. ID 


OJ000250 


Gene No. 


91250 






Strand 


+ 


Start 


469 






End 


2067 


Name 


OJ000250 


50.0317.C30. 


ol . gs 


Method 


GENSCAN 


Start 


471 






End 


2067 


GI 


none 






Score 


.46 


Exons 


471. .488, 


1231. .1324, 


1357. 


.1502, 2056 


. .2067 


Seq. No. 


43513 






Seq. ID 


OJ000250 


Gene No. 


91251 






Strand 




Start 


1 






End 


1286 


Name 


OJ000250 


50.0317.C34. 


ol . np 


Method 


AAT/NAP 


Start 


1 






End 


1286 


GI 


7489803 






Score 


1511 


Exons 


1. .1286 











GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi I 3645899 | gb | AAC49502 . 1 1 (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. No. 


43513 










Seq. ID 


OJ000250_50.0317 


.C34 


Gene No. 


91251 










Strand 






Start 


1 










End 


1286 




Name 


OJ000250 


_50. 


0317. 


C34.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


47 










End 


448 




GI 


none 










Score 


204 




Exons 


47. . 448 
















Seq. No. 


43513 










Seq. ID 


OJ000250_50.0317 


.C34 


Gene No. 


91251 










" Strand 






Start 


1 










End 


1286 




Name 


OJ000250 


_50. 


0317. 


C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


47 










End 


665 




GI 


none 










Score 


465 




Exons 


47. .592, 


51. 


.659, 


591. . 


665, 


593. .664 






Seq. No. 


43513 










Seq. ID 


OJ000250_50.0317 


.C34 


Gene No. 


91251 










Strand 






Start 


1 










End 


1286 




Name 


OJ000250 


50. 


0317. 


C34.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


74 










End 


484 




GI 


none 










Score 


40 




Exons 


74. .484, 


180 


. .248 


, 279. 


.464 








Seq. No. 


43513 










Seq. ID 


OJ000250_50.0317 


.C34 


Gene No. 


91251 










Strand 






Start 


1 










End 


1286 




Name 


OJ000250 


50. 


0317. 


C34.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


329 










End 


893 





44340 



GI 


none 


Score 


132 




Exons 


329. .613, 330. .617, 615. .641, 


617. . 640 


, 623. .892, 672.. 


893 


Seq. No. 


43513 


Seq. ID 


OJ000250_50.0317 


.C34 


Gene No. 


91251 


Strand 






Start 


1 


End 


1286 




Name 


OJ000250 50.0317.C34.o2.tm 


Method 


TBLASTX: Maize 




-ISt art"'--. 


665 


End 


1064 




GI 


none 


Score 


213 




Exons 


66S..892, 666. .893, 679. .894, 


679. .894 


, 951. .1064 




Seq. No. 


43514 


Seq. ID 


OJ000250_50.0317 


.C37 


Gene No. 


91252 


Strand 






Start 


121 


End 


2266 




Name 


OJ000250 50.0317.C37.ol.gp 


Method 


AAT/GAP 




Start 


121 


End 


1257 




GI 


5594 1.R1084 


Score 


1513 




Exons 


121. .554, 658. .826, 911. .1080, 


1192. .1257 




GI Descrip. 


•6069643/dbj IAP000616.il AP000616 1 . Oe- 


152 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


43514 


Seq. ID 


OJ000250_50.0317 


.C37 


Gene No. 


91252 


Strand 






Start 


121 


End 


2266 




Name 


OJ000250 50.0317.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


292 


End 


2266 




GI 


none 


Score 


181 





Exons 



292. .309, 401. .553, 407. .463, 411. .554, 481. .555, 640. .828, 
644. .859, 782. .829, 907. .1080, 908. .1081, 908. .1084, 1189. .1383, 
1190. .1372, 1192. .1383, 1469. .1534, 1470. .1535, 1470. .1535, 
1471. .1536, 1627. .1818, 1632. .1721, 1633. .1800, 2044. .2265, 
2045. .2107, 2046. .2264, 2047. .2265, 2102. .2266 



Seq. No. 43514 

Gene No. 91252 

Start 121 

Name OJ000250_50 . 0317 . C37 . ol . gs 

Start 411 

GI none 

Exons 411.. 554, 658.-826, 911 
1623.. 1799, 2048.. 2090 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1080, 1192 



OJ000250_50.0317.C37 

2266 
GENSCAN 
2090 
.88 

1370, 1469. .1534, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43514 

91252 - . 

121 

OJ000250_50.0317.C37.ol.ts 
411 
none 



Seq. ID OJ000250_50.0317.C37 
Strand 

2266 

TBLASTX: Soybean 
2265 
112 



End 

Method 
End 
Score 

411. .554, 412. .531, 652. .825, 659. .859, 907. .1080, 911. .1081, 
1189. .1371, 1190. .1372, 1469. .1525, 1470. .1535, 1471. .1536, 
1627. .1818, 1628. .1723, 1630. .1800, 2044. .2265, 2046. .2264 



Seq. No. 43514 Seq. ID 

Gene No. 91252 Strand 

Start 121 End 

Name OJ000250_50 . 0317 . C37 . ol . tc Method 

Start 411 End 



OJ000250_50.0317.C37 
2266 

TBLASTX: Cress 
1755 



44341 




GI ' none Score 136 

Exons 411.. 554, 415.. 549, 652.. 825, 662.. 823, 907.. 954, 911V. 955, 

922. .1080, 968. .1081, 989. .1084, 1189. .1299, 1190. .1297, 
1192. .1299, 1295. .1372, 1300. .1380, 1300. .1371, 1470. .1535, 





1471. .1536, 1473. .1544, 


1475. . 


1537, 1627.. 1755, 1628.. 1726 


OCI^i IM \J . 


43514 




Seq. ID 


OJ000250_50 . 0317 . C37 




91252 




Strand 




O Lai L 


121 




End 


2266 




OJ000250 50.0317.C37.ol. 


np 


Method 


AAT/NAP 


Cf art 
O Lai L. 


414 




End 


2266 


rir 


5672673 




Score 


1601 


Exons 


414. .554, 658. .826, 911. 


.1080, 


1192.. 1370, 1469. .1534, 




1626. .1799, 2048. .2266 










(AB018744) phosphoenolpyruvate carboxykinase [Zea mays] 


O C Lj . LN (J . 


43514 




Seq. ID 


OJ000250_50.0317.C37 


UClltJ LNU • 


91252 




Strand 




Cf ar-f 
O Lai L. 


121 




End 


2266 


Name 


OJ000250 50.0317.C37.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1756 




End 


2265 


GI 


none 




Score 


227 


Exons 


1756. .1818, 2044. .2265, 


2046. . 


2264 




oeq • IMO • 


43515 




Seq. ID 


OJ000250_50.0317.C38 




91253 




Strand 


+ 


O CdX L 


170 




End 


908 


Name 


OJ000250 50.0317.C38.ol. 


gs 


Method 


GENSCAN 


O Lai L. 


170 




End 


908 


GI 


none 




Score 


.6 


Exons 


170. .449, 533. .653, 760. 


. 908 






Can Mr» 
O LJ • IN U ■ 


43515 




Seq. ID 


OJ000250_50.0317.C38 


IJCllc LNvJ • 


91254 




Strand 




O Lai L 


1 




End 


409 




OJ000250 50.0317.C38.ol. 


np 


Method 


AAT/NAP 


O Lai l 


1 




End 


409 


GI 


5672673 




Score 


208 


Exons 


1..44, 176..409 










(AB018744) phosphoenolpyruvate carboxykinase [Zea mays] 


OfciLJ • 1NU . 


43515 




Seq. ID 


OJ000250_50.0317.C38 


VaCllC ViKJ • 


91254 




Strand 




O Lai L 


1 




End 


409 


Name 


OJ000250 50.0317.C38.ol. 


tm 


Method 


TBLASTX: Maize 


ij Ldi L 


179 




End 


406 


GI 


none 




Score 


245 


Exons 


179. .355, 180. .350, 365. 


.406, 


366. .404 




Seq. No. 


43515 




Seq. ID 


OJ000250_50.0317 .C38 


Gene No. 


91254 




Strand 




Start 


1 




End 


409 


Name 


OJ000250 50.0317.C38.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


192 




End 


406 


GI 


none 




Score 


94 


Exons 


192. .269, 194.. 271, 224. 


.358, 


246. .359, 


362... 406, 363.. 404 



44342 



Seq. No. 43516 Seq. ID 

Gene No. 91255 Strand 

Start 1187 End 

Name OJ000250_50 . 0317 . C39 . ol . gs Method 

Start 1187 End 

GI none Score 

Exons 1187.. 1516 



OJ000250_50.0317.C39 
+ 

1516 
GEN SCAN 
1516 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43517 
91256 
1 

OJ000250_50 
1 

7485968 
1..218, 685 



.0317.C45.ol.np 



Seq. ID OJ000250_50.0317.C45 
Strand + 
End 2135 
Method AAT/NAP 
End 2135 
Score 322 
957, 1034. .1241, 2110.. 2135 
hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi I 4220532 | emb| CAA23005.il (AL035356) putative protein 
[Arabidopsis thaliana] gi I 7269308 | emb | CAB7 9368 . 1 1 (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


43517 


Seq. ID 


OJ000250_50.0317.C45 


Gene No. 


-91256 


Strand 


+ 


Start 


1 


End 


2135 


Name 


OJ000250 50.0317.C45.ol.gs 


Method 


GENSCAN .. 


Start 


695 


End 


1252 


GI 


none 


Score 


.61 


Exons 


695.. 820, 1034.. 1252 






Seq. No. 


43517 


Seq. ID 


OJ000250_50.0317.C45 


OCUC IN (J • 


91257 


Strand 




Start 


1158 


End 


1255 


Name 


OJ000250 50.0317.C45.ol.gp 


Method 


AAT/GAP 


Start 


1158 


End 


1255 


GI 


uC-osflcypl25e02bl 


Score 


164 


Exons 


1158. .1255 






GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


43518 


Seq. ID 


OJ000250_50.0317.C47 


Gene No. 


91258 


Strand 




Start 


.1462 


End 


1796 


Name 


OJ000250 50.0317.C47.ol.gs 


Method 


GENSCAN 


Start 


1462 


End 


1796 


GI 


none 


Score 


.59 


Exons 


1462.. 1530, 1559.. 1666, 1755. 


.1796 




Seq. No. 


43519 


Seq. ID 


OJ000250 50.0317.C48 


Gene No. 


91259 


Strand 


+ 


Start 


2132 


End 


2545 


Name 


OJ000250 50.0317.C48.ol.gp 


Method 


AAT/GAP 


Start 


2132 


End 


2545 


GI 


uC-osroM202019d07al 


Score 


748 


Exons 


2132. .2545 






GI Descrip. 


'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence' 


Seq. No. 


43519 


Seq. ID 


OJ000250_50.0317.C48 



44343 






Gene No. 


91260 


Strand 








Start 


511 


End 


2502 






Name 




Method 


GENS CAN 






otart 


CI 1 

Oil 


End 


2502 






bl 


none 


Score 


.54 






Exons 




, 1196.. 1351, 1435.. 1522, 


















oeq . ino . 


43519 


Seq. ID 


OJ000250_50.0317 


„C48 




Gene No. 


91260 


Strand 








Start 


511 


End 


2502 






Name 


OJ000250 50.0317.C48.ol.tm 


Method 


TBLASTX: Maize 






o tar u 


799 


End 


1395 






bl 


none 


Score 


109 






Exons 


799. .906, 800. .907, 998. .1102, 999. .1181, 1196. .1384, 








1197. .1385, 1260. .1394, 1264. 


.1395 








oeq • ino . 


43520 


Seq. ID 




.C49 




Gene No. 


91261 


Strand 


-j- 






Start 


1 


End 


1204 






Name 


OJ000250 50.0317.C49.o2.np 


Method 


AAT/NAP 






otart 


1 


End 


1204 






C T 

bl 


5852093 


Score 


84 






Exons 


1..33, 1100.. 1204 








as 
%J 


bl uescrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






: 


Seq. No. 


43520 


Seq. ID 


OJ000250_50.0317 


.C49 




Gene No. 


91261 


Strand 


+ 






otart 


1 


End 


1204 




\ \\ 


Name 


OJ000250 50-0317. C49.ol.gs 


Method 


GENSCAN 




"■is? 


Of- -» v4- 


557 


End 


656 




i u 


bl 


none 


Score 


.75 




= 


Exons 


557. .656 










oeq. ino . 


43520 


Seq. ID 


OJ000250_50.0317 


. C49 




riono Ma 
LjcIIc 1NU . 


91262 


Strand 








Start 


1 


End 


728 






Name 


OJ000250 50.0317.C49.ol.np 


Method 


AAT/NAP 






OLart 


1 


End 


728 






bl 


7106512 


Score 


117 






tiXons 


1..144, 546.-595, 669.. 728 










bi uescrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


43521 


Seq. ID 


OJ000250_50.0317 


-C51 




Gene No. 


91263 


Strand 










671 


End 


965 






Name 


OJ000250 50.0317.C51.ol.gs 


Method 


GENSCAN 






otart 


671 


End 


965 






bl 


none 


Score 


.48 






Exons 


671. .754, 892.-965 










Seq. No. 


43522 


Seq. ID 


OJ000250_50.0317 


.C53 




Gene No. 


91264 


Strand 


+ 






Start 


516 


End 


1159 






Name 


OJ000250 50.0317.C53.ol.gs 


Method 


GENSCAN 






Start 


516 


End 


1159 





44344 




GI 


none 


Score 


.86 


Evnn q 


516. .594, 656. .809, 949. .1159 




Sea No 


43522 


Seq. ID 


OJ000250_50.0317.C53 


Gene No. 


91265 


Strand 




Start 


1 


End 


146 


Name 


OJ000250 50.0317.C53.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


146 


GI 


4878407 


Score 


271 


Rxnn s 


1. .146 








6069643/dbj IAP000616. 1 IAP000616 1.0e-152 Oryza sativa genomic 


DNA, chromosome 6, clone : P0514G12 




Sea. No. 


43523 


Seq. ID 


OJ000250_50.0317.C55 


Gene No. 


91266 


Strand 




Start 


1 


End 


562 


Name 


OJ000250 50.0317.C55.ol.np 


Method 


AAT/NAP 


OLQJ. U 


1 


End 


561 


GI 


6562266 


Score 


457 


R von q 

lit AUl 1 u 


1. .561 






GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


43523 


Seq. ID 


OJ000250_50 . 0317 .C55 


Gene No. 


91266 


Strand 




Start 


1 


End 


562 


Name 


OJ000250 50.0317.C55.ol.tw 


Method 


TBLASTX .Wheat 


Start 


70 


End 


350 


GI 


none 


Score 


111 


Exons 


70. .339, 78. .350, 99. .194, 


109. .348 




Cory No 


43523 


Seq. ID 


OJ000250_50.0317.C55 


Gene No . 


91266 


Strand 




Start 


1 


End 


562 


Name 


OJ000250 50.0317.C55.ol.gp 


Method 


AAT/GAP 


Start 


77 


End 


216 


GI 


2355 1.R1084 


Score 


202 


TTvnns 

i—J V—/ llij 


77. .216 








f 5803242/dbj IAP000399.il AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 1 




Seq. No. 


43523 


Seq. ID 


OJ000250_50.0317.C55 


Gene No. 


91266 


Strand 




Start 


1 


End 


562 


Name 


OJ000250 50.0317.C55.ol.tm 


Method 


TBLASTX : Maize 


Start 


96 


End 


406 


GI 


none 


Score 


138 


Rx on ^ 


96. .404, 99. .191, 101. .406, 


109. .405 




Seq. No. 


43523 


Seq. ID 


OJ000250_50.0317.C55 


Gene No. 


91266 


Strand 




Start 


1 


End 


562 


Name 


OJ000250 50.0317.C55.ol.ts 


Method 


TBLASTX : Soybean 


Start 


109 


End 


556 


GI 


none 


Score 


113 


Exons 


109. .294, 110. .295, 274. .555, 286. .552, 


. 293.-556 


Seq. No. 


43523 


Seq. ID 


OJ000250_50. 0317.C55 



44345 




Gene No. 


91266 




Strand 


_ 


Start 


1 




End 


562 


Name 


OJ000250 50.0317.C55.o2 


• gp 


Method 


AAT/GAP 


Start 


349 




End 


554 


GI 


9214 2.R1084 




Score 


357 


Exons 


349. .554 








GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 2.0e- 


12 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


43523 




Seq. ID 


OJ000250_50.0317.C55 


Gene No. 


91266 




Strand 




Start 


1 




End 


562 


Name 


OJ000250_50. 0317 .C55 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


407 




End 


562 


GI 


none 




Score 


192 


Exons 


407 . . 562, 409. . 552 








Seq. No. 


43524 




Seq. ID 


OJ000250_50.0317.C56 


Gene No. 


91267 




Strand 




Start 


802 




End 


906 


Name 


OJ000250 50.0317.C56.ol 


.gs 


Method 


GENSCAN 


Start 


802 




End 


906 


GI 


none 




Score 


.71 


Exons 


802. . 906 








Seq. No. 


43525 




Seq. ID 


OJ000250 50.0317.C57 


Gene No. 


91268 




Strand 




Start 


798 




End 


942 


Name 


OJ000250 50.0317.C57.ol 


• gp 


Method 


AAT/GAP 


Start 


798 




End 


942 


GI 


LIB3433-003-Q6-K6-F12 




Score 


269 


Exons 


798. .942 








GI Descrip. 


'6015437/dbj IAB008 112.1 


IAB008112 9.0e- 


12 Homo sapiens PEX1 mRNA, 




complete cds' 








Seq. No. 


43525 




Seq. ID 


OJ000250_50.0317.C57 


Gene No. 


91268 




Strand 




Start 


798 




End 


942 


Name 


OJ000250 50.0317.C57.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


798 




End 


940 


GI 


none 




Score 


218 


Exons 


798.-938, 800. .940, 801 


. .938 






Seq. No. 


43525 




Seq. ID 


OJ000250_50.0317.C57 


Gene No. 


91268 




Strand 




Start 


798 




End 


942 


Name 


OJ000250 50.0317.C57.ol 


.gs 


Method 


GENSCAN 


Start 


798 




End 


931 


GI 


none 




Score 


. 99 


Exons 


798. .931 








Seq. No. 


43526 




Seq. ID 


OJ000250_50.0317.C61 


Gene No. 


91269 




Strand 




Start 


27 




End 


1003 


Name 


OJ000250 50.0317.C61.ol 


.gs 


Method 


GENSCAN 


Start 


27 




End 


254 


GI 


none 




Score 


.56 



44346 



Exons 



27. .254 





Seq. No. 


43526 


Seq. ID 


OJ000250 




Gene No . 


91269 


Strand 






Start 


27 


End 


1003 




Name 


OJ000250 50.0317.C61.ol.np 


Method 


AAT /NAP 




Start 


120 


End 


1003 




GI 


6907088 


Score 


194 




R von s 


120. .575, 916. .1003 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Sea No. 


43527 


Seq. ID 


OJ000250 




Gene No . 


91270 


Strand 


+ 




Start 


468 


End 


602 




Name 


OJ000250 50.0317.C65.ol.gs 


Method 


GENSCAN 




Start 


4 68 


End 


602 




GI 


none 


Score 


.46 




Exons 


468. .602 








Seq. No. 


43527 


Seq. ID 


OJ000250 






91271 


Strand 






Start 


1 


End 


1718 




Name 


OJ000250 50.0317.C65.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1012 




GI 


4680186 


Score 


199 


cn 


F. von «; 


1..45, 129. .201, 783. .1012 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


43527 


Seq. ID 


OJ000250 




Gene No. 


91271 


Strand 






Start 


1 


End 


1718 




Name 


OJ000250 50.0317.C65.o2.np 


Method 


AAT /NAP 




Start 


193 


End 


1718 




GI 


7340860 


Score 


75 




Exons 


193. .286, 1619. .1718 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



43527 Seq. ID 

91271 Strand 

1 End 
OJ000250_50 . 0317 . C65 . o2 . gs Method 

1604 End 

none Score 
1604. .1718 



OJ000250_50.0317.C65 

1718 
GENSCAN 
1718 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



43528 Seq. ID 

91272 Strand 

548 End 877 

OJ000250_50 . 0317 . C68 . ol . np Method AAT /NAP 

548 End 877 

4680183 Score 120 
548. .639, 770. .877 

(AF111709) gag-pol protein [Oryza sativa subsp. 



OJ000250 50.0317.C68 



indica] 



43529 
91273 



Seq. ID OJ000250_50.0317.C79 
Strand + 



44347 






Start 


745 


End 


837 




Name 


OJ000250 50.0317.C79.ol.gs 


Method 


GENSCAN 




Start 


745 


End 


. 837 




GI 


none 


Score 


.56 




Exons 


745. .837 








Seq. No. 


43529 


Seq. ID 


OJ000250_50.0317.C79 






91274 


Cf ranr] 
OL1 CI i. 1 l_i 






Start 


1762 


End 


1937 




Name 


OJ000250 50.0317.C79.o2.gs 


Method 


GENSCAN 




Start 


1762 


End 


1937 




GI 


none 


Score 


.89 




Exons 


1762. .1937 








Seq. No. 


43530 


Seq. ID 


OJ000250_50 . 0317 .C80 




Gene No. 


91275 


Strand 


+ 




Start 


1470 


End 


1734 




Name 


OJ000250 50 0317 C80 ol cro 


Method 


AAT/GAP 




Start 


1470 


End 


1734 




GI 


uC-osroM202019d07bl 


Score 


447 




Exons 


1470. .1734 








GI Descrip. 


, 3367591/emb|CAA20043| 2 . Oe 


-12 (AL031135) putative protein 






[Arabidopsis thaliana] 1 








Seq. No. 


43531 


Seq. ID 


OJ000250_50.0317.C82 




Gene No. 


91276 


Strand 




X ==. 


Start 


1 


End 


1102 


fit 


Name 


OJ000250 50.0317.C82.ol.np 


Method 


AAT/NAP 


f 1 


Start 


1 


End 


1102 




GI 


5672673 


Score 


296 




Exons 


1..187, 290. .423, 523. .733, 


1067. .1102 




i y 


GI Descrip. 


(AB018744) phosphoenolpyruvate carboxykinase [Zea mays] 


s 


Seq. No. 


43531 


Seq. ID 


OJ000250_50 . 0317 .C82 




VJCUC 1.N ^ . 


91276 


Strand 






Start 


1 


End 


1102 




Name 


OJ000250 50.0317.C82.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


728 


w 


' GI 


none 


Score 


.89 




Exons 


74. .183, 295. .423, 523. .728 








Seq. No. 


43531 


Seq. ID 


OJ000250_50.0317.C82 




Gene No. 


91276 


Strand 






- Start 


1 


End 


1102 




Name 


OJ000250 50.0317.C82.ol.gp 


Method 


AAT/GAP 




Start 


98 


End 


378 




GI 


uC-osroM202032e08bl 


Score 


189 




Exons 


98. .183, 287. .378 








GI Descrip. 


, 4490732/emb ICAB38935.il 2.1 


Oe-87 (AL035709) phosphoenolpyruvat* 






carboxykinase (ATP) -like protein [Arabidopsis thaliana]' 




Seq. No. 


43532 


Seq. ID 


OJ000250 50.0317.C84 




Gene No. 


91277 


Strand 


+ 




Start 


602 


End 


1158 




Name 


OJ000250 50.0317.C84.ol.gs 


Method 


GENSCAN 




Start 


602 


End 


1158 




GI 


. none 


Score 


.77 



44348 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



602. .727, 1122.. 1158 



43533 
91278 
1 

OJ000250 50.0317.C85.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1270, 1372.. 1484, 1645 



OJ000250_50.0317.C85 
+ 

2538 
AAT/NAP 
2538 
195 

1722, 2108.. 2149, 



7485968 
1..39, 1121. 
2486. .2538 

hypothetical protein F22K18.220 - Arabidopsis thaliana 
gil 4220532 | emb | CAA23005.il (AL035356) putative protein 
[Arabidopsis thaliana] gi I 7269308 | emb | CAB79368 . 1 1 (AL161561) 
putative protein [Arabidopsis thaliana] 



43533 Seq. ID 

91278 Strand 

1 End 

OJ000250_50 . 0317 . C85 . ol . gs Method 

270 End 

none Score 



OJ000250_50.0317.C85 
+ 

2538 
GENSCAN 
2146 
.62 



270. .437, 1380. .1484, 1645. .1722, 1929. .1984, 2077. .2146 



43534 Seq. ID 

91279 Strand 
1 End 
OJ000250_50 . 0317 . C8 6 . ol . np Method 
1 End 
7485968 Score 
1..98, 692. .755, 837. .920, 1334. .1509 

hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi|4220532 | emb | CAA23005.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB79368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



OJ000250_50.0317.C86 
+ 

1509 
AAT/NAP 
1509 
102 



43534 
91279 
1 

OJ000250_50 . 0317 . C86 . ol . tm 

1133 

none 

1133.. 1249, 1135. 
1374. .1469, 1464. 

43535 
91280 



Seq. ID OJ000250_50.0317.C86 

Strand + 

End 1509 

Method TBLASTX : Mai ze 

End 1501 

Score 171 



,1248, 
1499, 



1330. .1470, 1331, 
1466. .1501 



,1474, 1331. .1468, 



OJ000250_50 . 0317 . C87 . ol . np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000250_50.0317.C87 

1670 
AAT/NAP 
1670 
255 



7489737 
1..499, 1623. .1670 

gag protein homolog - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



43535 
91281 



Seq. ID 
Strand 



OJ000250 50.0317.C87 



44349 




Start 


2603 " ' - 


End 


3037 








Name 


OJ000250 50. 0317 .C87 .o2.as 


Method 


GEN SCAN 








Start 


2603 _ 


End 


3037 








GI 


none 


Score 


.51 








Exons 

i-j *± \y a i *^ 


2603 3037 












Seq. No. 


43536 


Seq. ID 


OJ000250 


50. 


0317 


.C88 


Gene No. 


91282 


Strand 


+ 








Start 


1 


End 


466 








Name 


OJ000250 50.0317.C88.ol.np 


Method 


AAT/NAP 








Start 


1 ~~ 


End 


466 








GI 


4680186 


Score 


309 








Exons 


1 40. 266. .466 












CJT Descrio. 


(AF111709} unknown TOrvza i 


sativa subsp 


. indica] 








Sea. No. 


43536 


Seq. ID 


OJ000250 


50. 


0317 


.C88 


Gene No. 


91283 


Strand 


+ 








Start 


383 


End 


2336 








Name 


OJ000250 50 . 0317 .C88 .o2 .np 


Method 


AAT/NAP 








Start 


383 ~~ 


End 


2336 








GI 


4680186 

+ \j \j \y .i> \j w 


Score 


209 








Exons 


383. .452, 2132. .2336 












CtT Dp spt i r> 


(AF111709) unknown fOrvza j 


sativa subsp 


. indica] 








Seq. No. 


43536 


Seq. ID 


OJ000250 


50. 


0317 


-C88 


Gene No . 


91284 


Strand 










Start 


14 


End 


399 








Name 


OJ000250 50.0317.C88.ol.gp 


Method 


AAT/GAP 








Start 


14 


End 


399 








GI 


uC-osflcyp033a04bl 


Score 


637 








Exon s 


14. .399 












GI DpscriD 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


43536 


Seq. ID 


OJ000250 


__50. 


0317 


.C88 


Gene No. 


91285 


Strand 










Start 


1373 


End 


1878 








Name 


OJ000250 50.0317.C88.o3.gs 


Method 


GENSCAN 








Start 


1373 


End 


1878 








GI 


none 


Score 


. 56 








Exons 


1373.. 1439, 1802. .1878 












Seq. No. 


43536 


Seq. ID 


OJ000250 


_50. 


0317 


.C88 


Gene No . 


91286 


Strand 










Start 


1880 


End 


2265 








Name 


OJ000250 50.0317.C88.o3.gp 


Method 


AAT/GAP 








Start 


1880 


End 


2265 








GI 


uC-osflcyp033a04bl 


Score 


633 








Exon s 


1880. .2265 












GT DpspTir* 


•6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Orvza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


43537 


Seq. ID 


OJ000250 


_50. 


0317 


.C91 


Gene No. 


91287 


Strand 


+ 








Start 


156 


End 


275 








Name 


OJ000250 50.0317.C91.ol.gs 


Method 


GENSCAN 








Start 


156 


End 


275 









44350 





GI 


none 


Score 


. 98 - 






Exons 


156. .275 










Seq. No. 


43537 


Seq. ID 


OJ000250_50 


.0317. C91 




Gene No. 


91288 


Strand 








Start 


494 


End 


1404 






Name " 


OJ000250 50.0317.C91.o2.gs 


Method 


GENSCAN 






Start 


494 


End 


1404 






GI 


none 


Score 


.45 






Exons 


494. .528, 976. .1098, 1104. 


.1404 








Seq. No. 


43538 


Seq. ID 


OJ000250_50 


.0317. C92 




Gene No. 


91289 


Strand 








Start 


214 


End 


695 






Name 


OJ000250 50.0317.C92.ol.gs 


Method 


GENSCAN 






Start 


214 


End 


695 






GI 


none 


Score 


.5 






Exons 


214. .316, 619. .695 










Seq. No. 


43539 


Seq. ID 


OJ000250_50 


.0317. C94 




Gene No. 


91290 


Strand 








Start 


153 


End 


1061 






Name 


OJ000250 50.0317.C94.ol.gs 


Method 


GENSCAN 




?=! 


Start 


153 ~~ 


End 


1061 




"Z 


GI 


none 


Score 


.79 




~. ss 


Exons 


153. .281, 416. . 1061 








sr : 3 

= y 


Seq. No. 


43540 


Seq. ID 


OJ000250_50 


.0317.C97 


C3 


Gene No. 


91291 


Strand 


+ 






Start 


1246 


End 


1329 






Name 


OJ000250 50.0317.C97.ol.gs 


Method 


GENSCAN 






Start 


1246 


End 


1329 




ru 


GI 


none 


Score 


.84 




= 


Exons 


1246. . 1329 








^ ( 3 


Seq. No. 


43540 


Seq. ID 


OJ000250_50 


.0317. C97 




Gene No. 


91292 


Strand 








Start 


1 


End 


84 






Name 


OJ000250 50.0317.C97.ol.np 


Method 


AAT/NAP 




o 


Start 


1 


End 


84 






GI 


7488109 


Score 


88 






Exons 


1. .84 










GI Descrip. 


probable glucanase - Arabidopsis thaliana 








gi I 2245077 lemb ICAB104 99.il 


(Z97343) glucanase like 


protein 






[Arabidopsis thaliana] gi I 


7268469|emb| 


CAB80989. 1 1 


(AL161545) 






glucanase like protein [Arabidopsis thaliana] 






Sea No. 


43541 


Seq. ID 


OJ000250__54 


.0309.C2 




Gene No. 


91293 


Strand 


+ 






Start 


3831 


End 


4036 






Name 


OJ000250 54.0309.C2.ol.np 


Method 


AAT/NAP 






Start 


3831 


End 


4036 






GI 


4680186 


Score 


248 






Exons 


3831. .4036 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


43541 


Seq. ID 


OJ000250_54 


.0309.C2 



44351 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



91295 Strand 
1160 End 11139 

OJ000250_54 . 0309 . C2 . ol . gs Method GENSCAN 

1160 End 11139 

none Score .51 

1160. .1659, 1703. .2324, 2648. .2712, 4449. .4530, 4955. .5075, 

5081.. 5649, 5696.. 6079, 10625 .. 10754 , 10805.. 11139 



43541 Seq. ID 

91295 Strand 
1160 End 
OJ000250_54 . 0309 . C2 . o2 . np Method 
4429 End 
6907087 Score 
4429.. 4530, 5081.. 5735, 5944.. 6314 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000250_54.0309.C2 

11139 
AAT/NAP 
6314 
1274 



Seq. No. 


43541 




Seq. ID 


OJ000250_ 


_54. 


0309. 


C2 


Gene No . 


91296 




Strand 










Start 


12995 




End 


13334 








Name 


OJ000250 54. 0309. C2 


.o2.gs 


Method 


GENSCAN 








Start 


12995 




End 


13334 








GI 


none 




Score 


.92 








Exons 


12995. . 13180, 13191 


. . 13334 












Seq. No. 


43541 




Seq. ID 


OJ000250_ 


_54. 


0309. 


C2 


Gene No. 


91297 




Strand 










Start 


15426 




End 


17492 








Name 


OJ000250 54. 0309. C2 


.o3.gs 


Method 


GENSCAN 








Start 


15426 




End 


17492 








GI 


none 




Score 


.56 








Exons 


15426. .15499, 17375 


. .17492 












Seq. No. 


43541 




Seq. ID 


OJ000250_ 


_54. 


0309. 


C2 


Gene No. 


91298 




Strand 










Start 


18529 




End 


21851 








Name 


OJ000250 54. 0309. C2 


. o4 .gs 


Method 


GENSCAN 








Start 


18529 


End 


21486 








GI 


none 




Score 


.6 








Exons 


18529. .18844, 19042 


. .19813, 


19855. .19987, 20003 


. .20731, 






20749. .21486 














Seq. No. 


43541 




Seq. ID 


OJ000250 


_54. 


0309. 


C2 


Gene No. 


91298 




Strand 










Start 


18529 




End 


21851 


< 






Name 


OJ000250 54. 0309. C2 


. o3.np 


Method 


AAT/NAP 








Start 


18538 


End 


21851 








GI 


4539660 




Score 


3932 








Exons 


18538. .21851 














GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 








Seq. No. 


43542 




Seq. ID 


OJ000250_ 


_54. 


0309. 


C3 


Gene No. 


91299 




Strand 










Start 


1 




End 


1711 








Name 


OJ000250 54. 0309. C3 


.ol.np 


Method 


AAT/NAP 









44352 



Start 
GI 

Exons 

GI Descrip. 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1711- 
1021 



5257279 

1.-266, 894. .1130, 1478. .1711 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



43542 Seq. ID 

91299 Strand 

1 End 

OJ000250_54 .0309.C3.ol.gs Method 

45 End 

none Score 
45. .485 



OJ000250_54.0309.C3 

1711 
GEN SCAN 
485 
.58 



Seq. No. 43543 Seq. ID OJ000250_54 . 0309 . C4 

Gene No. 91300 Strand 

Start 1 End 1049 

Name OJ000250_54 . 0309 . C4 . ol . np Method AAT/NAP 

Start 1 End 104 9 

GI 7489400 Score 435 

Exons 1. .546, 1005. .1049 . 

GI Descrip. NBS-LRR type resistance protein - barley (fragment) 

gi|2792216|gb|AAB96983.1| (AF032686) NBS-LRR type resistance 
protein [Hordeum vulgare] 



Seq. No. 


43543 




Seq. ID 


OJ000250_ 


54 


.0309. 


C4 


Gene No. 


91300 




Strand 










Start 


1 




End 


1049 








Name 


OJ000250 54. 0309. C4. 


ol.gs 


Method 


GENSCAN 








Start 


20 




End 


542 








GI 


none 




Score 


.48 








Exons 


20. .542 














Seq. No. 


43544 




Seq. ID 


OJ000250_ 


_54 


.0309. 


C7 


Gene No. 


91302 




Strand 










Start 


116 




End 


835 








Name 


OJ000250 54. 0309. CI. 


ol . gs 


Method 


GENSCAN 








Start 


116 




End 


532 








GI 


none 




Score 


.56 








Exons 


116. .532 














Seq. No. 


43544 




Seq. ID 


OJ000250_ 


54 


.0309. 


C7 


Gene No. 


91302 




Strand 










Start 


116 




End 


835 








Name 


OJ000250 54. 0309. C7 . 


ol . np 


Method 


AAT/NAP 








Start 


194 




End 


835 








GI 


5852180 




Score 


210 








Exons 


194. .559, 740. .835 














GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 










Seq. No. 


43545 




Seq. ID 


OJ000250 


54 


.0309. 


C10 


Gene No. 


91303 




Strand 


+ 








Start 


1401 




End 


1847 








Name 


OJ000250 54. 0309. C10 


. o 1 . gp 


Method 


AAT/GAP 








Start 


1401 




End 


1847 








GI 


71481 1.R1084 




Score 


733 








Exons 


1401. .1847 















44353 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3660464/emb|AJ001753|ATI134T 1.0e-20 Arabidopsis thaliana mRNA 
for Inositol 1, 3, 4-Trisphosphate 5/6 Kinase* 



43545 Seq. ID 

91304 Strand 

2054 End 
OJ000250_54. 0309. CIO. o2.gp Method 

2054 End 

6024955 Score 
2054. .2494 



OJ000250_54. 0309. C10 
+ 

2494 
AAT/GAP 
2494 
784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43545 v-;. Seq. ID 

91305 Strand 

7088 End 
OJ000250_54 .0309. C10. o3.gs Method 

7088 End 

none Score 

7088. .7129, 7522. .7604, 7696. .7909 



OJ000250_54. 0309. C10 
+ 

7909 
GEN SCAN 
7909 
.64 



OJ000250 54. 0309. C10 



43545 Seq. ID 

91306 Strand 

1710 End 
OJ000250_54 .0309. C10. o2.tm Method 

18 End 

none Score 

18. .107, 23. .121, 29. .112, 120. .209, 120. .212, 200 
201. .227 



7624 

TBLASTX: Maize 
227 
130 



,226, 



Seq. No. 43545 

Gene No. 91306 

Start 1710 

Name OJ000250_54 . 0309. C10 .o2 .gs 

Start 1710 

GI none 

Exons 1710.. 2939, 3216.. 3305, 3325. 
4576. .4790 



Seq. ID OJ000250_54. 0309. C10 
Strand 

End 7 624 

Method GENSCAN 

End 4790 

Score . 68 

.3606, 3704. .3850, 4266. .4458, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43545 Seq. ID OJ000250_54 . 0309 . C10 

91306 Strand 

1710 End 7624 

OJ000250_54 .0309. C10. o2.np Method AAT/NAP 

1967 End 7624 

119714 Score 139 

1967. .2206, 2306. .2402, 3666. .3969, 4049. .4233, 4596. .4657, 
4846.. 4925, .6335.-6375, 6542.. 6621, 7352.. 7624 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi|82169|pir| IS06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb| CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



43545 
91306 
1710 

OJ000250_54. 0309. C10. ol.tm 

2175 

none 



Seq. ID OJ000250_54. 0309. C10 



Strand 
End 

Method 

End 

Score 



7624 

TBLASTX: Maize 

3553 

71 



2175.. 2222, 2207.. 2290, 2208.. 2303, 2224.. 2337, 2381.. 2512, 



44354 





2388. .2681, 


2389. .2544, 


2646. 


.2777, 2671.. 2772, 2675.. 2 




2766. .2945, 


2823. .2945, 


3322. 


.3552, 3323. .3553 


Seq. No. 


43545 






Seq. ID 


OJ000250 54 0309 


Gene No. 


91306 






Strand 




Start 


1710 






End 


7624 


Name 


OJ000250 54. 


0309. C10. o3 


.gp 


Method 


AAT/GAP 


Start 


2538 






End 


3450 


GI 


3759642 






Score 


1027 


Exons 


2538. .2939, 


3325. .3450 








Seq. No. 


43545 






Seq. ID 


OJ000250 54.0309 


Gene No . 


91306 






Strand 




Start 


1710 






End 


7624 


Name 


OJ000250 54. 


0309. C10. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2853 






End 


3561 


GI 


none 






Score 


80 


Exons 


2853. .2945, 


2860. .2940, 


3322. 


.3561 




Seq. No. 


43546 






Sea. ID 


OJ000250 54 0309 


Gene No . 


91307 






Strand 


+ ~~ 


Start 


255 






End 


2032 


Name 


OJ000250. 54. 


0309.Cll.ol 


.gs 


Mpf~ hod 


GENSCAN 


Start 


255 






End 


2032 


GI 


none 






Score 


.56 


Exons 


255.. 381, 1983.. 2032 








Seq. No. 


43546 






Seq. ID 


OJ000250_54.0309 


Gene No. 


91308 






Strand 


+ 


Start 


4315 






End 


5732 


Name 


OJ000250 54. 


0309.Cll.o2 


np 


Method 


AAT/NAP 


Start 


4315 




End 


5732 


GI 


83996 






Score 


174 


Exons 


4315. .5218, 


5260. .5732 








GI Descrip. 


hypothetical 


protein 1 


iCYb-COII intergenic region) - 



Sauroleishmania tarentolae mitochondrion (SGC6) (fragment) 
gi 1 896286 (M10126) NH2 terminus uncertain [Leishirtania 
tarentolae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43546 
91309 
176 

OJ000250_54.0309.Cll.ol.np 
176 

6721547 
176. .219, 3891. .3980 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ000250_54.0309.C11 
Strand 

End 4001 

Method AAT/NAP 

End 3980 

Score 87 



43546 
91309 
176 

OJ000250_54.0309.Cll.o2.gs 

2789 

none 

2789.. 2803, 3912.. 4001 



Seq. ID OJ000250__54 .0309.C11 
Strand 

End 4001 

Method GENSCAN 

End 4001 

Score .54 



Seq. No. 



43546 



Seq. ID OJ000250_54.0309.C11 



44355 






Gene No. 


91310 




Strand 








O Ldi. L 


7355 




End 


7567 






Name 


o.tooo2so ^4 o^oq n 1 o*^ 


■ y o 


Mpf h nH 


GFNSCAN 






O -a -v- 4- 
O Lai L 


7*3SS ~~ 
/ jjj 




Fno 1 


7567 








n ono 




J O <J -L c 


53 
■ j j 






IT von c 


7355 7567 
/ j j j . • / JU / 












Seq. No. 


43547 




Seq. ID 


OJ000250_54 


.0309. C12 




Gene No. 


91311 




Strand 








art 


2478 




End 


2783 






Name 


CK7000250 54 0309 C12 o2 




Mpf hod 


GENSCAN 






O LdX L 


2478 _ 




End 


2783 








none* 




Score 


. 84 






Hi A.UliO 


2478 2783 












Seq. No. 


43547 




Seq. ID 


OJ000250_54 


.0309. C12 




Gene No. 


91312 




Strand 








Cf art 


4153 




End 


7941 






LN cliUC 


OJ000250 54 0309 C12 o3 


. qs 


Mpt" hoH 


GENSCAN 








41 ^ ~~ 




FnH 

Hi 1 1U 


7941 








n on o 




uLUl " 


. 72 






F von c 


41S^ 4418 5588 5715 

11 JJ < .IriXO/ J J O O . • J r X J f 


7443 


i - .7941 








Seq. No. 


43548 




Seq. ID 


OJ000250_54 


.0309. C13 


==. 


Gene No. 


91313 




Strand 


+ 




Cil 


O LdX L 






End 


1264 






Name 


o.tooopro S4 o^oq ri^ oi 

UU UUUt JU J *i .UJUJiUlJ.Ul 


• LJ J 


t" hnH 

L1C LUUU 


fiF.NSTAN 




ru 


O LdX L 


16 — 

X o 






1264 








n on 






53 
■ j j 




: : £ 




16 539 1168 1264 










51 S 


Seq. No. 


43548 




Seq. ID 


OJ000250_54 


.0309. C13 




Gene No. 


91314 




Strand 






S 


O LdX L 


1805 

X O U J 




End 


2074 




u 


MamD 
in dxuc; 


OJ000250 54 0309 P13 o2 

vUUUUl JU J*x » U JU ^ . ^1 J • Ut 


* y o 




VJ ill IN ij 






O LdX L 


1 805 ~ 




FnH 


2074 






VjX 


n nnp 

11U11G 




OL-UI ~ 


. 87 




s3 


F von c 

Hi A.U1 lO 


1805 2074 












UCLJi Li<J • 


4^548 

1 JJiO 




iJC^ t X u 


OJ000250 54 


0309 C13 




(I|pno No 

\J C11C nu < 


91315 




Strand 








Start 


2962 




End 


3445 






Name 


OJ000250 54.0309.C13.ol 


• gp 


Method 


AAT/GAP 






O Lai L 


2962 




End 


3420 








10346 1.R1084 




Score 


854 






Exons 


2962. .3420 












/TZ T 0.ooot*i o 


•3128218 2.0e-48 (AC004077) 


putative endl3 protein 


[Arabidopsis 






thaliana] ' 












Sea No 


43548 




Seq. ID 


OJ000250_54 


.0309. C13 




Gene No. 


91315 




Strand 








Start 


2962 




End 


3445 






Name 


OJ000250 54 .0309.C13. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3256 




End 


3445 






GI 


none 




Score 


164 






Exons 


3256. .3414, 3257. .3445 











44356 



Seq. No. 


43548 




Sfcq^.ip 


OJ000250_54.0309.C13 


Gene No. 


91315 




Strand 




Start 


2962 




End 


3445 


Name 


OJ000250 54 


.0309.C13.ol.np 


Method 


AAT/NAP 


Start 


3283 




End 


3411 


GI 


3128218 




Score 


132 


Exons 


3283. .3411 








GI Descrip. 


(AC004077) 


putative katanin 


[Arabidopsis thaliana] 


Seq. No. 


43549 




Seq. ID 


OJ000250_54.0309.C14 


Gene No. 


91316 




Strand 




Start 


1 




End 


10264 


Name 


OJ000250 54 


.0309.C14.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


5582 


GI 


3128218 




Score 


965 


Exons 


1..201, 923 


..1024, 1437. .1597, 2555. .2639, 3257. .3323, 




4143. .4250, 


4348.. 4418, 5223 


..5399, 5541. .5582 


GI Descrip. 


(AC004077) 


putative katanin 


[Arabidopsis thaliana] 


Seq. No. 


43549 




Seq. ID 


OJ000250_54.0309.C14 


Gene No . 


91316 




Strand 




Start 


1 




End 


10264 


Name 


OJ000250 54 


.0309.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


1 




End . 


5402 


GI 


none 




Score 


269 


Exons 


1..201, 2.. 


202, 913. .1026, 920.. 1036, 


922.. 1026, 924.. 1034, 




1425. .1628, 


1434.. 1598, 1438 


..1638, 1438. .1608, 2553. .2642, 




2554. .2640, 


3257.. 3325, 3258 


..3332, 4140. .4253, 4140. .4250, 




4142. .4252, 


4347.. 4412, 4348 


..4413, 4348. .4413, 5033. .5095, 




5034 . .5108, 


5040.. 5111, 5199 


..5279, 5209. .5280, 5343. .5402, 




5355. .5402 








Seq. No. 


43549 




Seq. ID 


OJ000250_54 .0309.C14 


Gene No. 


91316 




Strand 




Start 


1 




End 


10264 


Name 


OJ000250 54 


.0309.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


1575 


GI 


none 




Score 


152 


Exons 


1..201, 29. 


.202, 920.. 1036, 


924. .1025, 


1353. .1511, 1441. .1497, 




1494. .1574, 


1495. .1575 






Seq. No. 


43549 




Seq. ID 


OJ000250_54 .0309.C14 


Gene No. 


91316 




Strand 




Start 


1 




End 


10264 


Name 


OJ000250 54 


.0309.C14.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2 




End 


1012 


GI 


none 




Score 


168 


Exons 


2. .202, 7.. 


198, 923.. 1006, 923.. 1012, 


924. .1010 


Seq. No. 


43549 




Seq. ID 


OJ000250_54.0309.C14 


Gene No. 


91316 




Strand 




Start 


1 




End 


10264 


Name 


OJ000250 54 


.0309.C14.ol.gs 


Method 


GENS CAN 


Start 


26 




End 


10235 


GI 


none 




Score 


.67 


Exons . 


26. .182, 925. .1024, 1^37..1611, 4143.. 


4286, 5049. .5095, 




5205. .5399, 


5633. .5836,. 6932 


..7156, 7251. .7280, 7312. .7392, 



44357 



7419.. 7533, 7684. .7861, 7958.. 8048, 8467.. 8508, 9298.. 9356, 
10007. .10093, 10208.. 10235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_54.0309.C14 
10264 

TBLASTX : Soybean 
4429 . 
133 

2553. .2642, 2554. .2640, 3256. .3321, 3257. .3325, 
4087. .4254, 4124. .4252, 4140. .4280, 4142. .4255, 



43549 
91316 
1 

OJ000250_54 .0309.C14.o2.ts 
2552 
none 

2552. .2641, 
3258. .3332, 
4336. .4413, 4347. .4412, 4358. .4429 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43549 
91316 
1 

OJ000250_54.0309.C14.o2.gp 
4147 

50029 1.R1084 



OJ000250 54.0309.C14 



Seq. ID _ 
Strand 

End 10264 
Method AAT/GAP 
End 5708 
_ Score 999 

4147. .4250, 4348. .4413, 5049. .5095, 5205. .5399, 5541. .5708 
1 3128218 1.0e-09 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] ' 

Seq. ID OJ000250_54.0309.C14 



43549 

91316 Strand 

1 End 
OJ000250_54 . 0309 . C14 . o3 . tc Method 

4154 End 

none Score 

4154. .4252, 4154. .4255, 4347. .4412 



10264 

TBLASTX: Cress 

4412 

132 



OJ000250 54.0309.C14 



43549 Seq. ID 

91316 Strand 
1 End 10264 

OJ000250_54.0309.C14.o3.gp Method AAT/GAP 
7556 End 10237 

3898_1.R1084 Score 1230 

7556. .7866, 7958. .8055, 8314. .8387, 8467. .8508, 9298.-9356, 
10007. .10093, 10208.. 10237 

, 5381319/gb|AAD42941.1|AF091621_l 5.0e-81 (AF091621) 
ubiquitin-conjugating enzyme E2 [Catharanthus roseus] * 



43549 
91316 
1 

OJ000250_54 . 0309.C14 .ol.tm 

7587 

none 

7587. .7712, 7597. .7707, 7610. 
7756. .7830, 7760. .7831, 7827. 
7951. .8064, 7953. .8057, 7960. 
8316. .8390, 8351. .8395, 8464. 
9297.. 9359, 9298.. 9357 

43549 
91316 
1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 54.0309.C14 



10264 

TBLASTX: Maize 
9359 
128 

.7708, 7722. .7766, 7723. .7758, 
.7862, 7829. .7867, 7830. .7874, 
.8076, 8314. .8388, 8315. .8389, 
.8511, 8469. .8510, 9295. .9351, 



Seq. ID 

Strand 

End 



OJ000250 54.0309.C14 



10264 



44358 



."Name 
Start 
GI 

Exons 



0 JO WMf_5'4 . 030 9 . C14 . ol . tw Method TBLASTX : Wheat 
7740 End 10089 

none Score 50 

7740. .7790, 7744. .7785, 7829. .7867, 7830. .7874, 7936. .8064, 
7953. .8057, 7958. .8080, 8314. .8388, 8316. .8390, 8316. .8360, 
8318. .8389, 8459. .8509, 8464. .8511, 9295. .9351, 9302. .9379, 
9303. .9380, 10003 .. 10086, 10005 10067, 10005 .. 10088 , 
10006.. 10089 



Seq. No. 


43549 






Seq. ID 


OJ000250 


54 .0309.C14 


Gene No. 


91316 






Strand 






Start 


1 






End 


10264 




Name 


OJ000250 54. 


0309.C14.o2 


.tc 


Method 


TBLASTX : 


Cress 


Start 


7827 






End 


10095 




GI 


none 






Score 


51 




Exons 


7827. .7874, 


7829. .7867, 


7951. 


.8064, 7953. .8138, 


8313. .8360, 




8314. .8388, 


8350. .8388, 


8459. 


.8509, 8464. .8511, 


9295. .9351, 




10005. .10094 


, 10006.. 10095 








Seq. No. 


43549 






Seq. ID 


OJ000250 


54.0309.C14 


Gene No. 


91316 






Strand 






Start 


1 






End 


10264 




Name 


OJ000250 54. 


0309.C14.o3 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


7829 






End 


9339 - 




GI 


none 






Score 


55 




Exons 


7829. .7870, 


7833. .7871, 


7951. 


.8082, 7956. .8057, 


7957. .8082, 




8314. .8388, 


8316. .8360, 


8461. 


.8511, 8464. .8511, 


9295. .9339 


Seq. No. 


43549 






Seq. ID 


OJ000250 


_54.0309.C14 


Gene No. 


91316 






Strand 






Start 


1 






End 


10264 




Name 


OJ000250 54. 


0309.C14.o2 


.np 


Method 


AAT/NAP 




Start 


7832 






End 


10264 




GI 


5381319 






Score 


514 




Exons 


7832. .7866, 


7958. .8055, 


8314. 


.8387, 8467. .8508, 


9298. .9356, 




10007. .10093 


, 10208.. 10264 








GI Descrip. 


(AF091621) ubiquit in-conjugating enzyme E2 [Catharanthus ros 


Seq. No. 


43550 






Seq. ID 


OJ000250 


_54.0309.C15 


Gene No. 


91317 






Strand 


+ 




Start 


1507 






End 


4235 




Name 


OJ000250 54. 


0309.C15.ol 


.gs 


Method 


GENSCAN 




Start 


1507 






End 


4235 




GI 


none 






Score 


.49 




Exons 


1507. .1572, 


2209. .2404, 


3102. 


.3203, 3632.. 3753, 


3900. .4235 


Seq. No. 


43550 






Seq. ID 


OJ000250 


_54.0309.C15 


Gene No. 


91318 






Strand 


+ 




Start 


4838 






End 


5034 




Name 


OJ000250 54. 


0309.C15.ol 


• gp 


Method 


AAT/GAP 




Start 


4838 






End 


5034 




GI 


LIB3434-040- 


P1-K1-B11 




Score 


358 




Exons 


4838. .5034 












GI Descrip. 


■4996647/dbj 


IAB028133.1 


IAB028133 5.0e- 


09 Oryza 


sativa mRNA f 




Dof zinc finger protein 


r complete cds 1 






Seq. No. 


43550 






Seq. ID 


OJ000250 


_54.0309.C15 



44359 



Gene No. 


91319 




Strand 




Start 


4650 




End 


4923 


Name 


OJ000250 54. 0309. CIS.. o2 . 


OS 


Method 


GEN SCAN 


Start 


4650 ~~ 




End 


4923 


GI 


none 




Score 


.71 


Exons 


4650. .4664, 4795. .4923 








Seq. No. 


43551 




Seq. ID 


OJ000250 54.0309.C16 


Gene No. 


91320 




Strand 


+ 


Start 


1 




End 


336 


Name 


OJ000250 54.0309.C16.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


336 


GI 


2130124 




Score 


166 


Exons 


1. .336 








GI Descrip. 


DNA-binding protein Dof2 




maize (fragment) 




git 1061306 |emb|CAA5 6287 . 


1| 


(X79934) Dof2 [Zea mays] 


Seq. No. 


43551 




Seq. ID 


OJ000250_54.0309.C16 


Gene No. 


91321 




Strand 


+ 


Start 


445 




End 


631 


Name 


OJ000250 54.0309.C16.ol. 


crs 


Method 


GEN SCAN 


Start 


445 ~~ 




- End 


631 


GI 


none 




Score 


.54 


Exons 


445. .511, 516. . 631 








Seq. No. 


43551 




Seq. ID 


OJ000250_54 .0309.C16 


Gene No . 


91322 




Strand 




Start 


1788 




End 


2899 


Name 


OJ000250 54.0309.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


1788 




End 


2591 


GI 


jC-osleLIB3474037h04al 




Score 


1363 


Exons 


1788. .2294, 2397. .2591 








GI Descrip. 


•3746067 6.0e-22 (AC005311) 


hypothetical protein [Arabidops 




thaliana] 1 








Seq. No. 


43551 




Seq. ID 


OJ000250_54 . 0309. C16 


Gene No. 


91322 




Strand 




Start * 


1788 




End 


2899 


Name 


OJ000250 54.0309.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2120 




End 


2468 


GI 


none 




Score 


147 


Exons 


2120.. 2296, 2123.. 2290, 


2124. .2294, 2131.. 2295, 2396.. 2464, 




2396.. 2467, 2400.. 2468 








Seq. No. 


43551 




Seq. ID 


OJ000250_54.0309.C16 


Gene No. 


91322 




Strand 




Start 


1788 




End 


2899 


Name 


OJ000250 54.0309.C16.o2. 


np 


Method 


AAT/NAP 


Start 


2130 


End 


2899 


GI 


3746067 




Score 


169 


Exons 


2130.. 2294, 2397.. 2465, 


2858.-2899 




GI Descrip. 


(AC005311) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


43551 




Seq. ID 


OJ000250_54 . 0309. C16 


Gene No. 


91322 




Strand 




Start 


1788 




End 


2899* 


Name 


OJ000250 54.0309.C16.o2. 


gs 


Method 


GEN SCAN 



44360 



Start 2159 End 2465 

GI none Score . 95 

Exons 2159.. 2294, 2397.. 2465 



Seq. No. 


43551 




Seq. ID 


OJ000250_54.0309.C16 


Gene No. 


91322 




Strand 




Start 


1788 




End 


2899 


Name 


OJ000250 54.0309.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2186 




End 


2467 


GI 


none 




Score 


77 


Exons 


2186. .2293, 2192. .2287, 


2199. 


.2294, 2388. .2453, 2399. .2467 


Seq. No. 


43552 




Seq. ID 


OJ000250_54.0309.C17 


Gene No. 


91323 




Strand 




Start 


1 




End • 


1395 


Name 


OJ000250 54.0309.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1356 


GI 


3746067 




Score 


335 


Exons 


1..252, 409. .501, 602.. 


701, 788. .837, 


1047. .1356 


GI Descrip. 


(AC005311) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


43552 




Seq. ID 


OJ000250_54.0309.C17 


Gene No. 


91323 




Strand 




Start 


1 




End 


1395 


Name 


OJ000250 54.0309.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


166 




End 


495 


GI 


11039 2.R1084 




Score 


266 


Exons 


166. .252, 409. .495 








GI Descrip. 


, 3063710/emb|CAA18601.1 


I 5.0e 


-09 (AL022537) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 43552 Seq. ID 

Gene No. 91323 Strand 

Start 1 End 

Name OJ000250_54 . 0309 . C17 . ol . gs Method 

Start 166 End 

GI none Score 

Exons 166.. 252, 409.. 507, 1036.. 1395 



OJ000250_54.0309.C17 

1395 
GENSCAN 
1395 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43552 Seq. ID 

91324 Strand 

1898 End 

OJ000250_54 . 0309 . C17 . ol . tm Method 

163 End 

none Score 



OJ000250_54 .0309.C17 
2137 

TBLASTX: Maize 

826 

107 



163. .252, 179. .253, 408. .488, 409. .507, 440. .508, 601. .720, 
602. .703, 646. .711, 770. .826, 790. .825 



Seq. No. 43552 

Gene No. 91324 

Start 1898 

Name OJ000250_54 . 0309 .C17 . ol . ts 

Start 632 

GI none 
Exons 



2137 

TBLASTX : Soybean 
1282 
140 

632. .703, 790. .840, 1057. .1137, 1156. .1272, 1157. .1282 



Seq. ID OJ000250_54.0309.C17 
Strand 
End 

Method 
End 
Score 



Seq. No. 43552 Seq. ID OJ000250_54 . 0309 . C17 

44361 




Gene No. 


91324 




Strand^"" 




Start 


1898 




End 


2137 


Name 


OJ000250 54 .0309.C17.o2 


.gp 


Method 


AAT/GAP 


Start 


1898 




End 


2137 


GI 


3767877 




Score 


372 


Exons 


1898. .2137 








GI Descrip. 


3063710/emb ICAA18601.il 


5.0e- 


09 (AL022537) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


43553 




Seq. ID 


OJ000250_54.0309.C18 


Gene No. 


91325 




Strand 




Start 


828 




End 


3781 


Name 


OJ000250 54.0309.C18.ol 


.gs 


Method 


GENSCAN 


Start 


828 




End 


3781 


GI 


none 




Score 


.73 


Exons 


828. .1001, 1514. .1597, 


1881. . 


2642, 2869.. 2996, 3668.. 3781 


Seq. No. 


43553 




Seq. ID 


OJ000250 54.0309.C18 


Gene No. 


91325 




Strand 




Start 


828 




End 


3781 


Name 


OJ000250 54.0309.C18.ol 


. gp 


Method 


AAT/GAP 


Start 


2799 




End 


3053 


GI 


428594 




Score 


429 


Exons 


2799.. 3053 








Seq. No. 


43554 




Seq. ID 


OJ000250 54.0309.C19 


Gene No. 


91326 




Strand 


+ 


Start 


1992 




End 


2777 


Name 


OJ000250 54 .0309.C19.ol 


. QP 


Method 


AAT/GAP 


Start 


1992 




End 


2777 


GI 


none 




Score 


803 


Exons 


1992. .2402, 2730. .2777 








Seq. No. 


43554 




Seq. ID 


OJ000250_54 . 0309. CI 9 


Gene No. 


91327 




Strand 




Start 


2124 




End 


2841 


Name 


OJ000250 54 .0309.C19.ol 


. gs 


Method 


GENSCAN 


Start 


2124 




End 


2810 


GI 


none 




Score 


. 99 


Exons 


2124. .2810 








Seq. No. 


43554 




Seq. ID 


OJ000250_54.0309.C19 


Gene No. 


91327 




Strand 




Start 


2124 




End 


2841 


Name 


OJ000250 54 .0309.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2124 




End 


2384 


GI 


none 




Score 


162 


Exons 


2124. .2384, 2128. .2358, 


2328. 


.2384 




Seq. No. 


43554 




Seq. ID 


OJ000250_54.0309.C19 


Gene No. 


91327 




Strand 




Start 


2124 




End 


2841 


Name 


OJ000250 54.0309.C19.ol 


.np 


Method 


AAT/NAP 


Start 


2247 




End 


2841 


GI 


4587547 




Score 


95 


Exons 


2247. .2418, 2710. .2841 








GI Descrip. 


(AC006577) Contains similarity to DNA-binding protein Gt-2 



44362 



gb|X68261 from Oryza sativa. [Arabidopsis thaliana] 



Seq, No. 


43555 








Gene No. 


91328 








Start 


1344 








Name 


OJ000250 54 


.0309, 


C20.ol. 


tm 


Start 


1146 








GI 


none 








Exons 


1146 1163 


1147 . 


. 1197, 


1154 




1274. .1438, 


1547. 


.1624, 


1551 




1844. .2137, 


2040. 


.2150, 


2307 




2575. .2595, 


2681. 


.2812, 


2681 




2689. .2820, 


3467. 


.3643, 


3481 




3649. .3759, 


3649. 


.3759, 


3656 




3868. .3924, 


3928. 


.3987, 


3928 




4205. .4306, 


4205. 


.4303, 


5037 


Seq. No. 


43555 








UC11C ■ 


91328 








Start 


1344 








Name 


OJ000250 54 


.0309. 


C20.ol. 


ts 


Start 


1338 








GI 


none 




.1430, 




Exons 


1338. .1427, 


1341. 


1342 




1843. .2136, 


1844. 


.2137, 


1865 




2308. .2412 










43555 








Gene No. 


91328 








Start 


1344 








Name 


OJ000250 54 


.0309. 


C20.ol. 


gs 


Start 


1344 








GI 


none 








Exons 


1344. .1426, 


1550. 


.1622, 


1846 




3865. .3985, 


4205. 


.4318, 


4868 


Seq. No. 


43555 








Gene No . 


91328 








Start 


1344 








Name 


OJ000250 54 


.0309. 


C20.ol. 


np 


Start 


1347 








GI 


6735381 








Exons 


1347. .1426, 


1550. 


.1622, 


1846 




3483. .3780, 


3861. 


.3985, 


4205 


GI Descrip. 


(AL137082) 


putative protein 


Seq. No. 


43555 








Gene No. 


91328 








Start ' 


1344 








Name 


OJ000250 54 


.0309. 


C20.o2. 


tc 


Start 


1350 








GI 


none 








Exons 


1350. .1430, 


1357. 


.1431, 


1525 


Seq. No. 


43555 








Gene No. 


91328 








Start 


1344 









Seq. ID OJ000250_54.0309.C20 
Strand 

End 5320 
Method TBLASTX : Mai ze 
End 5166 
Score 36 

.1180, 1266. .1430, 1272. .1430, 
.1631, 1552. .1623, 1843. .2136, 
.2465, 2308. .2466, 2575. .2598, 
.2812, 2688. .2813, 2688. .2813, 
.3624, 3636.. 3758, 3644.. 3736, 
.3760, 3863. .3925, 3866. .3922, 
.3987, 3929. .3991, 3930. .3995, 
.5141, 5038. .5166 

Seq. ID OJ000250_54.0309.C20 
Strand 

End 5320 

Method TBLASTX : Soybean 

End 2414 

Score 76 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_54.0309.C20 

5320 
GENSCAN 
4902 
.78 



Seq. ID OJ000250_54.0309.C20 
Strand 

End 5320 
Method AAT/NAP 
End 5320 
Score 1236 

.2134, 2308. .2482, 2665. .2811, 
.4286, 5033. .5144, 5279. .5320 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000250_54.0309.C20 
5320 

TBLASTX : Cress 

1623 

72 



OJ000250 54.0309.C20 



5320 



44363 



# 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_54 . 0309 . C20 . ol . tc 

1843 

none 

1843.. 2106, 1844.. 2107, 2307. 
2681. .2815, 2694. .2813 

43555 
91328 
1344 

OJ000250_54.0309.C20.ol.tw 

2004 

none 

2004.. 2135, 2005.. 2136, 2006. 
2307.. 2507, 2308.. 2466 

43555 
91328 
1344 

OJ000250_54 .0309.C20.o2.ts 
2703 
none 
2703. 
3482. 
5043. 

43556 



,2792, 2705. .2800, 2705. 
.3694, 3916. .3987, 3935. 
.5141 



Method TBLASTX: Cress 
End 2815 
Score 180 

.2465, 2365. .2451, 2575. .2592, 



Seq. ID OJ000250_54 .0309.C20 
Strand 

End 5320 

Method TBLASTX : Wheat 

End 2507 

Score 155 

.2137, 2022.. 2150, 2303.. 2461, 



Seq. ID OJ000250_54 .0309.C20 
Strand 

End . 5320 

Method TBLASTX : Soybean 

End 5141 

Score 122 

.2794, 2707. .2811, 3481. .3705, 
.3991, 4205. .4285, 4211. .4288, 



91329 
1 

OJ000250_54.0309.C21.ol.np 
1 

6735381 

1..134, 960. .1250, 1327. .1490, 1690. .1903, 2518. .2757 
(AL137082) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000250_54 .0309.C21 
Strand 

End 8439 

Method AAT/NAP 

End 2757 

Score 760 



43556 
91329 
1 

OJ000250_54 . 030 9 . C2 1 . ol . gs. 

848 

none 



Seq. ID OJ000250_54 .0309.C21 



Strand 
End 

Method 

End 

Score 



8439 
GENSCAN 
8439 
.53 



848. .959, 991. .1250, 1327. .1515, 1700. .1903, 4124. .4282, 
6869. .7037, 7049. .7221, 8046. .8208, 8300. .8439 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43556 

91329 Strand 

1 End 
OJ000250_54 . 0309 . C21 . ol . tc Method 

970 End 

none Score 

970. .1221, 984. .1220, 1009. .1221, 1028. .1228 



Seq. ID OJ000250_54.0309.C21 



8439 

TBLASTX: Cress 
1228 
168 



43556 Seq. ID 

91329 Strand 

1 End 

OJ000250_54 . 0309 . C21 . ol . ts Method 

982 End 

none Score 



OJ000250_54 .0309.C21 
8439 

TBLASTX : Soybean 

1515 

116 



44364 



Exons 



982. .1089, 993. .1091, 1049. .1093, 1086. .1241, 1089. .1250, 
1091. .1252, 1322. .1438, 1327. .1416, 1327. .1515, 1328. .1438 



Seq. No. 


43556 


Seq. ID 


OJ000250_54.0309.C21 


Gene No. 


91329 


Strand 




Start 


1 


End 


8439 


Name 


OJ000250 54.0309.C21.ol.gp 


Method 


AAT/GAP 


Start 


1139 


End 


1854 


GI 


uC-osroM202035f06bl 


Score 


848 


Exons 


1139. .1250, 1327. .1515, 1700 


. .1854 




GI Descrip. 


'3201625 1.0e-34 (AC004669) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


43557 


Seq. ID 


OJ000250_54.0309.C22 


Gene No. 


91330 


Strand 


+ 


Start 


842 


End 


2685 


Name 


OJ000250 54.0309.C22.ol.gs 


Method 


GENSCAN 


Start 


842 


End 


2685 


GI 


none 


Score 


.9 


Exons 


842. .864, 2325. .2685 






Seq. No. 


43557 


Seq. ID 


OJ000250_54.0309.C22 


Gene No. 


91331 


Strand 


+ 


Start 


5296 


End 


8869 ; ' 


Name 


OJ000250 54.0309.C22.o2.gs 


. Method 


GENSCAN 


Start 


5296 


End 


8869 


GI 


none 


Score 


.55 


Exons 


5296. .5402, 7471. .7771, 8081 


..8273, 8362. .8542, 8749.-8869 


Seq. No. 


43557 


Seq. ID 


OJ000250_54.0309.C22 


Gene No. 


91332 


Strand 


+ 


Start 


9912 


End 


10485 


Name 


OJ000250 54.0309.C22.ol.gp 


Method 


AAT/GAP 


Start 


9912 


End 


10485 


GI 


41439 1.R1084 


Score 


1140 


Exons 


9912. .10485 






GI Descrip. 


, 4309738/gb|AAD15508| 1.0e-25 (AC006439) putative tubby protein 




[Arabidopsis thaliana] 1 






Seq. No. 


43557 


Seq. ID 


OJ000250_54.0309.C22 


Gene No. 


91333 


Strand 




Start 


10241 


End 


14336 


Name 


OJ000250 54.0309.C22.bl.tm 


Method 


TBLASTX: Maize 


Start 


10221 


End 


13336 


GI 


none 


Score 


551 


Exons 


10221. .10688, 10221. .10379, 


10226. .10813, 10226. .10801, 




11951. .12094, 11952. .12092, 


11959. .12111, 11967. .12119, 




11968. .12093, 13236. .13331, 


13238. .13333, 13241.. 13336 


Seq. No. 


43557 


Seq. ID 


OJ000250_54.0309.C22 


Gene No. 


91333 


Strand 




Start 


10241 


End 


14336 


Name 


OJ000250 54.0309.C22.o2.tw 


Method 


TBLASTX : Wheat 


Start 


10223 


End 


10402 


GI 


none 


Score 


106 


Exons 


10223. .10402, 10242.. 10367 







44365 




Seq. No. 


43557 




Seq. ID 


OJ000250_54.0309. 


C22 








Strand 






Start 


10241 




End 


14336 




Name 


OJ000250 54.0309.C22 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10238 




End 


10687 




GI 


none 




Score 


165 




Exons 


10238. .10504, 10238. 


.10531, 


10425. .10511, 10592.. 10687 




Seq. No. 


43557 




Seq. ID 


OJ000250_54.0309. 


C22 








Strand 






Start 


10241 




End 


14336 




Name 


' OJ000250 54.0309.C22 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10241 




End 


10521 




GI 


none 




Score 


159 




Exons 


10241. .10519, 10242. 


.10370, 


10265. .10519, 10291.. 10521 




Seq. No. 


43557 




Seq. ID 


OJ000250_54.0309. 


C22 


Cone Mo 






Strand 






Start 


10241 




End 


14336 




Name 


OJ000250 54.0309.C22 


.o3.gs 


Method 


GENSCAN 




Start 


10241 


End 


13303 




GI 


none 




Score 


.9 




Exons 


10241. .10799, 11968. 


.12097, 


13237. .13303 




Seq. No. 


43557 




Seq. ID 


OJ000250_54.0309. 


C22 


Gene No. 


91333 




Strand 






Start 


10241 




End 


14336 




Name 


OJ000250 54.0309.C22 


. ol . np 


Method 


AAT/NAP 




Start 


10244 




■ End 


14336 




GI 


3738302 




Score 


572 




Exons 


10244. .10799, 11968. 


.12097, 


13231. .13332, 14305. .14336 




GI Descrip. 


(AC005309) putative 


lub family protein 


[Arabidopsis thaliana] 


Seq. No. 


43557 




Seq. ID 


OJ000250_54 .0309. 


C22 


Gene No. 


91333 




Strand 






Of ar f 






End 


14336 




Name 


OJ000250 54.0309.C22 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


10460 




End 


12048 




GI 


none 




Score 


76 




Exons 


10460. .10801, 10473. 


.10517, 


10584. .10688, 10742 .. 10804 , 






10746. .10814, 11967. 


.12047, 


11968. .12048 




Seq. No. 


43557 




Seq. ID 


OJ000250_54.0309. 


C22 


Gene No. 


91333 




Strand 






Start 


10241 




End 


14336 




Name 




.o2.tc 


Method 


TBLASTX: Cress 




Start 


10532 




End 


13333 




GI 


none 




Score 


97 




Exons 


10532. .10801, 10581. 


.10688, 


10736. .10795, 10752. .10814, 






11951. .12088, 11967. 


.12119, 


11968. .12090, 13241. .13333, 






13242. .13331 










Seq. No. 


43557 




Seq. ID 


OJ000250_54.0309. 


C22 


Gene No. 


91333 




Strand • 






Start 


10241 




End 


14336 




Name 


OJ000250 54.0309.C22 


. o2 . gp 


Method 


AAT/GAP 




Start 


10674 




End 


13353 





44366 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
1% Gene No. 
!;! Start 

Name 
□ Start 

LJ gi 
=s Exons 



39232_1.R1084 Score 644 

10674. .10799, 11968 .. 12097, 13237.. 13353 

•3738302 5.0e-31 (AC005309) tubby-like protein [Arabidopsis 
thaliana] >gi_424 9398 (AC006072) putative tubby protein 
[Arabidopsis thaliana] ' 



43558 
91334 
11 

OJ000250 
11 

none 
11. .198 



54.0309.C23.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_54 .0309.C23 
198 

GENSCAN 

198 

.4 



Seq. ID OJ000250_54.0309.C25 
Strand + 
End 7327 
Method GENSCAN 
End 7327 
Score .78 
3159, 3241.. 3429, 3554.. 3667, 
4061. .4151, 4223. .4337, 4943. .5417, 5912. .6199, 6285.-6468, 
6875.-6959, 7192.. 7327 



43559 
91335 
431 

OJ000250_54 .0309.C25.ol.gs 
431 
none 

431. .1779, 2574. .2765, 3078 



43559 
91335 
431 

OJ000250_54.0309.C25.ol.np 
1683 
4587517 



Seq. ID OJ000250_54.0309.C25 

Strand + 

End 7327 

Method AAT/NAP 

End 628 6 

Score 1372 



1683. .1779, 2574. .2765, 3078. .3159, 3241. .3429, 3554. .3667, 
4061. .4151, 4223. .4411, 4937. .5417, 5945.-6286 



GI Descrip. (AC007060) T5I8.6 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43559 
91336 
8189 

OJ000250_54.0309.C25.ol.tc 

3075 

none 

3075. .3158, 
3258. .3362, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3076.. 3162, 3082.. 3159, 3244 
3351.. 3431, 3352.. 3432, 3388 



OJ000250 54.0309.C25 



8396 

TBLASTX: Cress 

3438 

104 

3363, 3256.. 3345, 
3438 



Seq. ID OJ000250_54.0309.C25 
Strand 

End 8396 
Method TBLASTX : Mai ze 
End 4273 
none Score 138 

3326. .3364, 3351. .3431, 3352.-3432, 3380. .3451, 3385. .3441, 
3451. .3486, 3540. .3668, 3553.-3669, 3554. .3670, 3554. .3670, 
3559.. 3681, 4049. .4150, 4051.. 4149, 4058.. 4150, 4217.. 4273, 
4222. .4272 



43559 
91336 
8189 

OJ000250_54 . 0309.C25.o2 .tm 
3326 



43559 
91336 
8189 



Seq. ID 

Strand 

End 



OJ000250 54.0309.C25 



8396 



44367 



Name 

Start 

GI 

Exons 



OJ000250 54.0309.C25.ol.tm 



Method TBLASTX : Mai ze 



4312 End 6310 

none Score 128 

4312. .4383, 4314. .4382, 4315. .4383, 4983. .5009, 4989. .5417, 

5006. .5419, 5007. .5417, 5009. .5419, 5938. .6198, 5942. .6229, 

5942.. 6223, 6203.. 6304, 6227.. 6310 



Seq. No. 43559 Seq. ID 

Gene No. 91336 Strand 

Start 8189 . End 

Name OJ000250_54 . 0309 . C25 . o2 . gs Method 

Start 8189 End 

GI none Score 

Exons 8189.. 8396 



OJ000250_54 .0309.C25 

8396 
GEN SCAN 
8396 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



43560 Seq. ID OJ000250_54 . 0309 . C26 

91337 Strand + 

1 End 2222 

OJ000250_54 . 0309 . C26 . ol . np Method AAT/NAP 

1 End 2222 

7340883 Score 115 

1..48, 392. .521, 2151. .2222 

(AP001551) Similar to Arabidopsis thaliana chromosome 4 BAC 
clone F28A21 ; putative protein (AL035526) [Oryza sativa] 



43560 Seq. ID 

91337 Strand 

1 End 
OJ000250_54 .0309.C26.ol.gs Method 

184 End 

none Score 

184. .280, 389. .521, 878. .1034 



OJ000250_54.0309.C26 
+ 

2222 
GENS CAN 
1034 
.83 



OJ000250 54.0309.C28 



43561 Seq. ID 

91338 Strand 
1 End 738 

OJ000250_54 . 0309 . C28 . ol . np Method AAT/NAP 
1 End 738 

7486276 Score 220 

1. .151, 470. .638, 698. .738 

hypothetical protein F28A21.50 - Arabidopsis thaliana (fragment) 
gi |4539383|emb|CAB37449.1| (AL035526) putative protein 
(fragment) [Arabidopsis thaliana] 



43561 
91338 
1 

OJ000250_54 . 0309 . C28 . ol . gs 
44 

none 

44. .151, 470. .624 

43562 
91339 
1 

OJ000250_54.0309-.C29.ol.np 
1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_54 .0309.C28 
738 

GEN SCAN 

624 

.63 



OJ000250_54 .0309.C29 

1198 

AAT/NAP 

1198 



44368 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



72S8658 Score 113- - 

1..82, 263.-649, 830. .1030, 1115. .1198 

(AL161549) putative protein (fragment) [Arabidopsis thaliana] 



Seq. ID 
Strand 
.End 
Method 
End 
Score 



OJ000250 54.0309.C31 



43563 
91340 
68 

OJ000250_54 .0309.C31.ol.np 
68 

2129478 
68. .465 

chitinase (EC 3.2.1.14) precursor - beet gi I 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi I 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



465 

AAT/NAP 

465 

114 



43563 
91340 
68 

OJ000250 

115 

none 

115. .291 



54.0309.C31.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 43564 Seq. ID 

Gene No. 91341 Strand 

Start 622 End 

Name OJ000250_54 . 0309 . C32 . ol .gs Method 

Start 622 End 

GI none Score 

Exons 622.. 766, 943.. 1016 



OJ000250_54.0309.C31 
465 

GENSCAN 

291 

.63 



OJ000250_54.0309.C32 
+ 

1016 
GENSCAN 
1016 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_54 .0309.C34 

Strand + 

End 24 97 

Method GENSCAN 

End 24 97 

Score .65 



43565 
91342 
38 

OJ000250_54.0309.C34.ol.gs 
38 

none 

38. .101, 391. .578, 2417. .2497 

43566 
91343 
319 

OJ000250_54 .0309.C35.ol.gs 
319 
none 

319. .332, 1169. .1589, 1598. .1920, 2040. .3609 



Seq. ID OJ000250_54.0309.C35 



Strand 
End 

Method 

End 

Score 



+ 

3679 
GENSCAN 
3609 
.8 



43566 Seq. ID 

91343 Strand 

319 End 

OJ000250_54 .0309.C35.o3.np Method 

1169 End 

6721549 Score 



OJ000250_54.0309.C35 
+ 

3679 
AAT/NAP 
3679 
202 



1169. .1589, 1627. .2396, 3652.. 3679 

(AP001073) Similar to Disease resistance gene homolog 9N. 
(AF105140) [Oryza sativa] 



44369 



Q orr Mo 
OCLJ . Vi \J » 


4JJOO 


Seq. ID 


OJ000250_54.0309.C35 




91343 


Strand 


+ 


Start 


319 


End 


3679 


Name 


OJ000250 54.0309.C35.o2.np 


Method 


AAT/NAP 




1250 


End 


3679 


\J X 


4680207 


Score 


126 




12S0 1^06 1^40 1597 1636 


.2373, 3653.-3679 




fAFl1417"M Hisp^sp rpcji ^fanrp 

\ n £ X X rt X / X / X COXO L. CI 1 1 C» 


protein 


RPM1 homolog [Sorghum 




UXUVXU1 J 






Cpff Wn 


43566 


Seq. ID 


OJ000250_54.0309.C35 


uciic vtyj • 


91344 


■Strand 




J Lui. L 


491 


End 


1031 




OJ000250 54.0309.C35.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


1031 


GI 


6539553 


Score 


214 




491. .586, 825. .1031 








(AP000836) Similar to Oryza australiensis retrotransposon RIR 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


43567 . . , . 


Seq. ID 


OJ0.00250_54.0309.C37 . 


Gene No. 


9i345 ; ;■ . ■ / v ' : - ' ■ - X ■ 


Strand.'* 


+ ■' * ■ . 


OLai L 


295 


End ' 


. 1897 


LNcUUt: 


OJ000250 54.0309.C37.ol.gs 


Method 


GENSCAN 


Of arf 
OLdi L 


295 


End 


1897 




none 


Score 


.72 


TT Vi^tTl Q 


295.-363, 403. .625, 1550. .1691, 1813.. 


,1897 




43567 


Seq. ID 


OJ000250_54.0309.C37 


ripnp No 


91346 


Strand 




Start 


1262 


End 


2191 


Name 


OJ000250 54.0309.C37.ol.np 


Method 


AAT/NAP 


ouai l 


1262 


End 


2191 


<J X 


4567295 


Score 


290 




1262. .1874, 2040. .2191 






f^T Hp cpr i n 


(AC006918) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Can No 


43568 


Seq. ID 


OJ000250_54.0309.C38 


OCHC 1NU • 


91347 


Strand 


+ 


Start 


1396 


End 


4570 


Name 


OJ000250 54.0309.C38.o3.np 


Method 


AAT/NAP 




1396 


End 


4567 




7248403 


Score 


751 


CjAUUo 


1396.. 1416, 4006.. 4567 








(AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, ] 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Sea No 


43568 


Seq. ID 


OJ000250_54.0309.C38 


Gene No. 


91347 


Strand 


+ 


Start 


1396 


End 


4570 


Name 


OJ000250 54.0309.C38.o2.gs 


Method 


GENSCAN 


Start 


2736 


End 


4570 


GI 


none 


Score 


.78 


Exons 


2736.-2767, 3822. .3999, 4154., 


.4570 





44370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43568 Seq. ID 

91348 Strand 

1 End 
OJ000250_54 . 0309 . C38 . ol . np Method 

1 End 

6691191 Score 
1..1994, 4948. .4974 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ000250_54.0309.C38 

4974 
AAT/NAP 
4974 
1682 



43568 Seq. ID 

91348 Strand 

1 End 
OJ000250_54 . 0309 . C38 . ol . gs Method 

88 End 

none Score 
88. .498 



OJ000250_54 .0309.C38 

4974 
GENSCAN 
498 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43568 Seq. ID 

91348 Strand 

1 End 

OJ000250_54.0309.C38.o2.np Met hod 

740 End 

5852181 ' *~ Score- 

740. .766, 1996. .2150 

(AL117265) zhbOOll.l [Oryza sativa] 



OJ000250_54.0309.C38 

4974 

AAT/NAP 

2150 

124 . ■ . :. 



OJ000250 54.0309.C38 



43568 Seq. ID 

91348 Strand 
1 End 4974 

OJ000250_54.0309.C38.o4.np Method AAT/NAP 
3935 End 4771 

7248404 Score 151 

3935.. 4065, 4605.. 4771 

(AP001389) ESTs AU082409 (E30736) , C74252 (E30736) correspond to a 
region of the predicted gene. -hypothetical protein [Oryza 
sativa] 



43569 
91349 
1 

OJ000250_54.0309.C39.ol.np 



OJ000250 54.0309.C39 



Strand 

End 3000 
Method AAT/NAP 
1 ' End 3000 

7248394 Score 2613 . 

1..57, 326.-357, 794. .1862, 2133. .3000 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



43569 Seq. ID 

91349 Strand 

1 End 

OJ000250_54.0309.C39.ol.gs Method 

264 End 

none Score 



OJ000250_54.0309.C39 

3000 
GENSCAN 
2424 
.52 



44371 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



264. .449, 1065. .1158, 1501. .1638, 1731. .2039, 2268. .2424 



43570 
91350 
1 

OJ000250_54.0309.C40.ol.np 
1 

5852181 
1..67, 428. .529, 992. .1144 
(AL117265) zhbOOll.l [Oryza sativa] 



Seq. ID OJ000250_54 .0309.C40 
Strand 

1144 
AAT/NAP 
1144 
119 



End 

Method 
End 
Score 



Seq. ID OJ000250_54.0309.C42 
Strand + 

1897 
AAT/NAP 
1700 
2331 



43571 
91351 
1 

OJ000250_54.0309.C42.ol.np 
1 

6630696 
1. .1700 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94.' (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



43572 
91352 . : 
1' 

OJ000250_54.0309.C44 .ol.np 
1 

5852175 



Seq. ID OJ000250_54.0309.C44 
Strand 

End '3082 

Method AAT/NAP 

End 3082 

Score 66 



1..40, 2072. .2209, 3045. .3082 
(AL117265) zhbOOOS.l [Oryza sativa] 



43572 
91352 
1 

OJ000250_54.0309.C44.ol.gs 
759 
none 

759. .889, 1108. .1207 

43573 
91355 
683 

OJ000250_54.0309.C47.ol.gs 
683 
none 

683. .735, 1003. .1180, 2259. .2304, 3000. .3379 



Seq. ID OJ000250_54.0309.C44 
Strand 

End 3082 

Method GENSCAN 

End 1207 

Score .82 



Seq. ID OJ000250_54.0309.C47 

Strand + 

End 337 9 

Method GENSCAN 

End 3379 

Score .82 



43573 
91356 
4481 

OJ000250_54.0309.C47.o2.gs 

4481 

none 

4481.. 6121 



Seq. ID OJ000250_54.0309.C47 
Strand 

End 6210 

Method GENSCAN 

End 6121 

Score .99 



Seq. No. 
Gene No. 



43573 
91356 



Seq. ID OJ000250_54.0309.C47 
Strand 



44372 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4481 End 6210 

OJ000250_54 . 0309 . C4 7 . ol . np Method AAT/NAP 

4484 End 6210 

4680179 Score 2962 
4484. .6210 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



43574 
91357 
1 

OJ000250_54 . 0309. C48 . ol . np 
1 

4680179 
1. .2406 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_54.0309.C48 
Strand 

2406 
AAT/NAP 
2406 
3851 



End 

Method 

End 

Score 



43574 
91357 
1 

OJ000250_54 . 030 9 . C4 8 . ol . gs 
79 

none 



Seq. ID OJ000250_54 .0309.C48 
Strand 

End 2406 

Method GENSCAN 

End 2361 

Score .5 



79. .660, 777. .1106, 1344. .1681, 2096. .2361 



43575 
91359 
2647 

OJ000250_54.0309.C4 9.o2, 

2647 

5852179 

2647. .2667, 3654. .3817, 



' Seq. - ID 
Strand 
End 

np Method 
End 
Score 

3893. .4239 



(AL117265) zhb0009.1 [Oryza sativa] 

43575 Seq. ID 

91360 Strand 
225 End 
OJ000250_54 . 0309 . C4 9 . ol . gs Method 
225 End 
none Score 

225.. 1001, 1080.. 1157, 1367.. 1378 



OJ000250_54.0309.C49 
+ 

4239 
AAT/NAP 
4239 
301 



OJ000250_54.0309.C49 

1378 
GENSCAN 
1378 
.68 



OJ000250 54.0309.C49 



43575 Seq. ID 

91360 Strand 

225 End 1378 

OJ000250_54 . 0309 . C4 9 . ol . np Method AAT/NAP 

228 End 1091 

5042448 Score 1297 

228. .1091 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



43575 
91361 
3627 

OJ000250_54. 

3627 

none 



0309.C49.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_54.0309.C49 

4180 
GENSCAN 
4180 
.82 



44373 




Exons 


oroi qqoi ooin A fl*7 ^ /ill 
jDi / . , jOZI, J0/U..4U/J, 4111. 


A 1 ftfi 
• 4 ± OV 








Seq. No. 


43576 


Seq. ID 


OJ000250_54. 


0309. 


C52 


Gene No. 


91362 


Strand 


+ 






C -a 
OLaiL 


1 "37 


FnH 


^ \j \j 






Name 






\3 £j LN O V^rllN 






Of a v+- 


1 "37 


FnH 

Hi HQ. 


P R R 






C T 

ul 


none 


Score 


69 






Exons 


1 **7 Rfld ££d 

Ij / . . 00 4 , 0 04 . . 0 DO 










oeq. no. 


4 jD / O 


oeq . l u 














+ 






Start. 


137 


End 


900 






Name 


OJ000250_54.0309.C52.ol.np 


Method 


AAT/NAP 






o rare 


1 "37 
1 J / 


FnH 


900 






L>1 


0:7 0 JO DU 


Score 


889 






Exons 


1 "57 ann 










bl UcSCIip. 


^zipnniifiR^ Qitni i ar i- 0 oo 

\nrUUllDO / ollUlldr LO J\.Ucl 


If a f i y i n i 


cluster; Ty3-Gypsy 


type 




^/icuoi^.o^; [uryza sativaj 










oeq. no. 


^ o R77 
4 jj / / 


C P n T n 

oeq ■ iu 


OJ000250_54. 


0309. 




Utille LNU • 


91364 


Strand 










1 


End 


1091 






Name . 


OJ000250 54.0309.C53.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1091 






C T 
Lll 


7489400 


Score 


157 






Exons 


1..21, 856. .1091 










GI Descrip. 


NBS-LRR type resistance protein - barley (fragment) 








gil 2792216 |gb IAAB96983.il (AF032686) NBS-LRR type resistance 




protein [Hordeum vulgare] 










Seq. No. 


43578 


Seq. ID 


OJ000250_54. 


0309. 


C54 


Gene No. 


91365 


Strand 








ol art- 


1363 


End 


2016 






Name 


OJ000250 54.0309.C54.ol.gs 


Method 


GENS CAN 






o tarr. 


1363 


End 


2016 






ul 


none 


Score 


.57 






TP *vr y~v t™i o 


1363.. 1397, 1555.. 1653, 1863. 


.2016 








Seq. No. 


43579 


Seq. ID 


OJ000250_54. 


0309. 


C55 


Gene No. 


91366 


Strand 








otarc 


2879 


End 


3206 






Name 


OJ000250 54.0309.C55.ol.gs 


Method 


GENS CAN 






btarr 


2879 


End 


3206 








none 


Score 


.71 






Exons 


2879.-2986, 3138.. 3206 










Seq. No. 


43580 


Seq. ID 


OJ000250_54. 


0309. 


C56 


Gene No. 


91367 


Strand 










1214 


End 


1410 






Name 


OJ000250 54.0309.C56.ol.gs 


Method 


GENSCAN 






Start 


1214 


End 


1410 






GI 


none 


Score 


.69 






Exons 


1214. .1300, 1363. .1410 










Seq. No. 


43581 


Seq. ID 


OJ000250_54. 


0309. 


C57 


Gene No. 


91368 


Strand 


+ 







44374 




C 4- ~i v-4- 

otarc 


*"IQ "3 
JO O 






tinu 


1 *54 
/ Oft 




Name 


UJUUUZ jU 




Ol . gS 


\^ >™v i^i 


P TT M Q C Zi M 




otart 


JO J 






tiinci 


/ j*± 




PT 


none 






Score 


ft Q 

■ o y 




Exons 


JOJ. . 


J?U. • / J *i 










JCC}> IN (J • 










ojnnnpso S4 


0309 C59 

U JU J . N^JJ 


Gene No. 


91369 






Strand 


+ — 




Start 


837 






End 


5109 




Name 


OJ000250 


54.0309.C59. 


ol.gs 


Method 


GEN SCAN 




Start 


837 






End 


5109 




GI 


none 






Score 


.73 




Exons 


837. .919, 


1607. .1830, 


2246. 


.2596, 2720 


..2836, 2942 


.3096, 



3179. .3253, 3317. .3625, 3814. .4125, 4227. .4572, 5078. .5109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43582 Seq. ID OJ000250 

91369 Strand + 

837 End 5109 

OJ000250_54.0309.C59.ol.gp Method AAT/GAP 

1877 End 2802 

none Score 1581 

1877.. 2621, 2720.. 2802 



54.0309.C59 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2942. .3096, 



OJ000250 
+ 

5109 
AAT/NAP 
4598 
1094 
3179. .3253, 



54.0309.C59 



43582 
91369 
837 

OJ000250_54 .0309.C59.ol.np 
1960 
7485668 

I960.. 2171, 2716.. 2836, 
3814. .4125, 4227. .4598 

hypothetical protein F17N18.130 - Arabidopsis thaliana 
gi|4753658|emb|CAB41934.1| (AL049751) putative protein 
[Arabidopsis thaliana] gi | 7268026 | emb | CAB78366 . 1 1 (AL161535) 
putative protein [Arabidopsis thaliana] 



3353. .3625, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43582 
91369 
837 

OJ000250_54.0309.C59.o2.gp 
2932 

30412 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
2932.. 3096, 3179.. 3253, 3353. .3625, 3814.. 4172 
, 4753658/emb|CAB41934.1| 1.0e-107 (AL049751) putative protein 
[Arabidopsis thaliana] 1 



OJ000250_54 .0309.C59 
+ 

5109 
AAT/GAP 
4172 
1552 



43582 Seq. ID 

91370 Strand 
13066 End 
OJ000250_54 . 0309 . C59 . o3 . np Method 
13066 End 
7340860 Score 
13066. .13167, 14565.. 14590 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000250_54.0309.C59 
+ 

14590 
AAT/NAP 
14590 
111 



Seq. No. 



43582 



Seq. ID OJ000250_54 .0309.C59 



44375 



Gene No. 91371 Strand + 

Start 17427 End 17898 

Name OJ000250_54 . 0309 . C59. o5 . gp Method AAT/GAP 

Start 17427 End 17898 

GI none Score 920 

Exons 17427. .17898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43582 
91372 
4220 

OJ000250_54.0309.C59.o3.gp 
4220 

37430JL.R1084 
4220. .4782 

1 4753658/emb | CAB41934 
[Arabidopsis thaliana 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000250_54.0309.C59 

4782 
AAT/GAP 
4782 
1083 



.11 
i • 



3.0e-13 (AL049751) putative protein 



43582 Seq. ID 

91373 Strand 

5444 End 

OJ000250_54.0309.C59.o4 .gp Method 

54 4 4 End 

4 970 1.R1084 Score 



OJ000250_54.0309.C59 

7618 
AAT/GAP 
7618 
1694 



5444.. 5908, 6194.. 6273, -7278- .7618 

, 4928472/gb|AAD33602.1|AF133302_l* 2.0e-69 (AF133302) type 2 
peroxiredoxin [Brassica rapa subsp. pekinensis] 1 



43582 
91373 
5444 

OJ000250 54.0309.C59.o2.np 



OJ000250 54.0309.C59 



Seq. ID _ 
Strand 

End 7618 

Method AAT/NAP 

5658 End 7432 

4928472 Score 603 

5658.. 5908, 6194.. 6273, 7278.. 7432 

(AF133302) type 2 peroxiredoxin [Brassica rapa subsp. 
pekinensis] 



Seq. No. 43582 

Gene No. 91374 

Start 14290 

Name OJ000250_54 . 0309.C59. o3 . tm 

Start 2612 

GI none 

Exons 2612.. 2686, 2710.. 2832, 2716. 
2937. .3059, 2951. .3064 



OJ000250_54 . 0309. C59 
15372 

TBLASTX: Maize 

3087 

38 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2835, 2718. .2834, 2926. .3087, 



Seq. No. 


43582 






Seq. ID 


OJ000250_54.0309.C59 


Gene No. 


91374 






Strand 




Start 


14290 






End 


15372 


Name 


OJ000250 54 


.0309.C59.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2718 






End 


3457 


GI 


none 






Score 


148 


Exons 


2718. .2834, 


2719. .2835, 


2907. 


.3074, 2938. .3075, 3353.-3457 


Seq. No. 


43582 






Seq. ID 


OJ000250_54.0309.C59 


Gene No. 


91374 






Strand 




Start 


14290 






End 


15372 



44376 




Name 


OJ000250 54 


.0309. 


C59.o5 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3185 








End 


3544 




GI 


none 








Score 


85 




Exons 


3185. .3283, 


3185. 


.3256, 


3342. 


.3530, 3346.. 3543, 


3353. .3544 


Seq. No. 


43582 








Sea ID 


OJ000250 


_54.0309.C59 


OCIIC ISiKJ . 


Q1 ^74 








o u j. ciiiu 






Start 


14290 








End 


15372 




Name 


OJ000250 54 


.0309. 


C59.o2 


.tc 






Cress 


Start 


3436 








End 


3945 




GI 


none 








Score 


195 




Exons 


3436.-3624, 


3437. 


.3625, 


3811. 


.3945 






Seq. No. 


43582 








Seq. ID 


OJ000250 


_54.0309.C59 


Gene No. 


91374 








Strand 






o Lai L 


lit 








End 


15372 




Name 


OJ000250 54 


.0309. 


C59.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3542 








End 


4122 




GI 


none 








Score 


106 




Exons 


3542. .3625, 


3795. 


.3974, 


3811. 


.3984, 3811. .3975, 


3967. .4122, 




3969. .4112 














Seq. No. 


43582 








Seq. ID 


OJ000250 


_54.0309.C59 


Gene No. 


91374 








Strand 






Start 


14290 








End 


15372 




NTs mo 


O.Tfl f) 0 9 R n ^4 






fm 


Method 


TBLASTX: 


Fid. 


Start 


3545 








End 


4274 




GI 


none 








Score 


114 




Exons 


3545.-3625, 


3550. 


.3621, 


3795. 


.3998, 3805. .3999, 


3809. .4000, 




3811. .3999, 


3999. 


.4127, 


4000. 


.4122, 4011. .4133, 


4225. .4263, 




4226. .4273, 


4227. 


.4274 










Seq. No. 


43582 








Seq. ID 


OJ000250 


_54.0309.C59 


Gene No. 


91374 








Strand 






Start 


14290 








End 


15372 




IN ailic 




. v «J v .7 • 


^ *J -7 • sJ X 


f w 


Method 


TBLASTX : 


Wl ltr ci L. 


Start 


5552 








End 


7330 




GI 


none 








Score 


47 




Exons 


5552. .5614, 


5555. 


.5614, 


5557. 


.5616, 5599.. 5901, 


5609. .5908, 




5610. .5909, 


5616. 


.5912, 


5617. 


.5958, 6160. .6276, 


6191. .6271, 




6195. .6275, 


7278. 


.7328, 


7280. 


.7330, 7280.. 7330 




Seq. No. 


43582 








Seq. ID 


OJ000250 


_54 .0309.C59 


Gene No. 


91374 








Strand 






OLal I. 


1 49Q0 








End 


15372 




Name 


OJ000250 54 


.0309. 


C59.o2 


.tm 


Method 


TBLASTX : 


Maize 


Start 


5640 








End 


7462 




GI 


none 








Score 


202 




Exons 


5640. .5912, 


5679. 


.5909, 


5680. 


.5970, 6195.. 6275, 


6198. .6275, 




7278. .7433, 


7280. 


.7462, 


7280. 


.7438 






Seq. No. 


43582 








Seq. ID 


OJ000250 


_54.0309.C59 


Gene No. 


91374 








Strand 






Start 


14290 








End 


15372 




Name 


OJ000250 54 


.0309. 


C59.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5652 








End 


7444 




GI 


none 








Score 


204 





44377 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5652.. 5915, 5680. .5958, 6160. .6276, 6195. .6275, 7278. .7442, 
7280. .7444 



Seq. ID OJ000250_54.0309.C59 
Strand 

End 15372 

Method TBLASTX : Soybean 

End 7438 

Score 133 

5655. .5912, 5679. .5909, 5680. .5958, 6195. .6275, 7278. .7433, 
7280. .7438 



43582 
91374 
14290 

OJ000250_54.0309.C59.o2.ts 

5655 

none 



Seq. No. 43582 

Gene No. 91374 

Start 14290 

Name OJ000250_54 . 0309 . C59 . o3 .gs 

Start 14290 

GI none 

Exons 14290.. 15372 



Seq. ID OJ000250_54.0309.C59 
Strand 

End 15372 

Method GEN SCAN 

End 15372 

Score .77 



Seq. No. 43582 

Gene No. 91375 

Start 17681 

Name V- - OJ000250_54 . 0309 . C59 . o4 .tin 

Start ' : 17681 

GI none 
Exons 



Seq. ID OJ000250_54.0309.C59 
Strand 

End 17955 

Method TBLASTX: Maize 

End 17955 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17681. .17767, 17685 .. 17768 , 17812 .. 17955, 17812 .. 17952, 
17814. .17954 

43583 Seq. ID OJ000250_55 . 0303 . C2 

91376 Strand + 

132 End 1694 

OJ000250_55.0303.C2.ol.np Method AAT/NAP 

132 End 1494 

6453859 Score 666 

132. .325, 764. .990, 1018. .1494 

(AC011717) putative carnitine/acylcarnitine translocase 
[Arabidopsis thaliana] 



43583 
91376 
132 

OJ000250_55 . 0303 . C2 . ol . gs 

805 

none 

805. .1500 



Seq. ID OJ000250_55.0303.C2 

Strand + 

End 1694 

Method GEN SCAN 

End 1500 

Score .97 



Seq. No. 43583 

Gene No. 91376 

Start 132 

Name OJ000250_55 . 0303. C2 .ol .gp 

Start 1283 

GI LIB3477-004-P1-K1-B8 

Exons 1283.. 1694 

GI Descrip. * 6015437/dbj | AB008112 . 1 1 AB008112 3.0e-ll Homo sapiens PEX1 mRNA, 
complete cds' 



Seq. ID OJ000250_55.0303.C2 
Strand + 

1694 
AAT/GAP 
1694 
700 



End 

Method 

End 

Score 



44378 





43583 


Seq. ID 


OJ000250_55.0303.C2 


Gene No. 


91377 


Strand 


- 


Start 


1560 


End 


3155 


Name 


OJ000250 55.0303.C2.o2.np 


Method 


AAT/NAP 


Start 


1560 


End 


3155 




6539588 


Score 


100 


Exons 


1560.. 1609, 2891.. 3155 






\J A. i*r C k3 \*> -1- • 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43583 


Seq. ID 


OJ000250_55.0303.C2 


Gene No. 


91378 


Strand 




Start 


5107 


End 


9385 


LVCU LLC 


OJUUUZOU OD.UjUj.UZ.OZ . LS 


Method 


TBLASTX: Soybean 


o u a. J- u 


772 


End 


1091 




none 


Score 


157 


R von Q 


772. .960, 798. .950, 943. .990, 


1014. .1091, 1018. .1089 


OcCj* IN (J . 


43583 


Seq. ID 


OJ000250_55.0303.C2 


ucUc INU . 


91378 


Strand 






5107 


End 


9385 


Name 


OJ000250_55 . 0303 . C2 . ol . tm 


Method 


TBLASTX: Maize 


Start 


t no 
79z 


End 


1527 




none 


Score 


69 




792. .845, 799. .864, 799. .870, 


862. .981, 


864.-983, 868. .984, 




1015. .1194, 1017.. 1172, 1191. 


.1295, 1192.. 1296, 1255.. 1305, 




1273. .1467, 1278.. 1340, 1288. 


.1494, 1315. .1443, 1405. .1527, 




1430. .1516, 1446. .1502 








43583 


Seq. ID 


OJ000250_55.0303.C2 


Gene No. 


91378 


Strand 




Start 


5107 


End 


9385 ■ 


Name 


OJ000250 55.0303.C2.ol.ts 


Method 


TBLASTX: Soybean 


O L.CLL L 


1111 


End 


1476 


GI 


none 


Score 


78 


rvnn d 


1111. .1161, 1116.. 1151, 1189. 


.1293, 1191.. 1289, 1306.. 1476, 




1308.. 1430 






OCU • IN • 


43583 


Seq. ID 


OJ000250_55.0303.C2 


Gene No. 


91378 


Strand 




Start 


5107 


End 


9385 


Name 


OJ000250 55.0303.C2.o3.gs 


Method 


GENSCAN 


Start 


5107 


End 


9163 


GI 


none 


Score 


.56 


Exons 


5107.. 5212, 5501.. 5666, 6329. 


.6405, 6577.. 6625, 6770.. 6828, 




7228. .7316, 7756.. 7791, 9045. 


.9163 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 55. 0303. C2 



43583 
91378 
5107 

OJ000250_55 . 0303 . C2 . o3 . np 
7617 
6069646 
7617.. 7747, 9272.. 9385 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 



9385 
AAT/NAP 
9385 
91 



44379 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43584 Seq. ID 

91379 Strand 
248 End 
OJ000250_55 . 0303 . C3 . ol . gs Method 
24 8 End 
none Score 
248.-335, 1129. .1354 

43584 Seq. ID 

91380 Strand 
8333 End 
OJ000250_55. 0303.C3.o2.gp Method 
8333 End 
41430_1.R1084 Score 
8333. .8475 

' 488 6280/emb | CAB43430 . 1 1 6. 
[Arabidopsis thaliana] ' 

43584 Seq. ID 

91381 Strand 
11015 End 
OJ000250_55.0303.C3.o3.gp Methpd 
11015 End" 
none Score 
11015. .11126 

43584 

91382 Strand 
7986 End 
OJ000250_55 . 0303 . C3 . o3 . gs Method 
7986 End 
none Score 



OJ000250_55.0303.C3 
+ 

1354 
GEN SCAN 
1354 
.82 



55. 0303. C3 



OJ000250 
+ 

8475 
AAT/GAP 
8475 
235 



Oe-09 (AL050300) putative protein 



OJ000250_55.0303.C3 
+ 

11126 
AAT/GAP 
11126 
191 



Seq. ID OJ000250_55.0303.C3 



10943 
GENS CAN 
10943 
.94 



7986. .8064, 8115. .8290, 8295. .8525, 8569.-8688, 10929. .10943 



OJ000250_55.0303.C6 
+ 

4746 
AAT/GAP 
4746 
652 



43585 Seq. ID 

91383 Strand 
4371 End 
OJ000250_55.0303.C6.ol.gp Method 
4371 End 
59410_1.R1084 Score 
4371. .4746 

1 24 99945/sp | Q42586 | PYR5_ARATH 3.0e-51 URIDINE 5 1 
SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 

PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 ' 1 -PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi_1076363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / 
orotidine-5 1 '-phosphate decarboxylase (EC 4.1.1.23) - 
Arabidopsis thaliana >gi_443818_emb_CAA50686_ (X71842) pyrE-F 
[Ara» 



'-MONOPHOSPHATE 



43585 Seq. ID 

91384 Strand 

787 End 

OJ000250_55 . 0303 . C6 . ol . gs Method 

787 End 



OJ000250_55 . 0303 . C6 

7741 

GENSCAN 

7741 



44380 





none 


Score 


.68 


Exons 


787. .906, 1037. .1132, 2101. .2230, 3400 


..3440, 3836. .4031, 




AC\Q0 A000 ^fs^A 


.5719, 5823. .5906, 5999.-6374, 6504. .6634, 




7ft?? 7S66 


.7741 




Q art Mo 
JCVj • LNU . 


43585 


Seq. ID 


OJ000250_55.0303.C6 


f!ono Mo 


91384 


Strand 




Start 


787 


End 


7741 


Name 


OJ000250 55.0303. 


C6.ol.np Method 


AAT/NAP 


O U di L 


3824 


End 


6652 




3702329 


Score 


445 


Exons 


3824.. 3924, 3997. 


.4222, 5080. .5154, 5654. .5719, 5823. .5906, 




5999.. 6317, 6504. 


.6652 




UX L-'C O ^— i- • 


(AC005397) hypothetical protein [Arabidopsis thaliana] 


Qorr Mo 


43585 


Seq. ID 


OJ000250_55.0303.C6 


Cprip No 


91384 


Strand 




Start 


787 


End 


7741 


Name 


OJ000250 55.0303. 


C6.o2.gp Method 


AAT/GAP 


Q+- a -rf- 
OLdl L 


5654 


End 


5719 


P T 


5861 1.R1084 


Score 


105 


iLXonb 


5654. .5719 






KdL UcSCIip. 


'3702329 2.0e-14 


(AC005397) hypothetical protein [Arabidopsis 




thaliana] 1 






O XT 

beq. no. 


43585 


Seq. ID 


OJ000250_55.0303.C6 


bene inu . 


91384 


Strand 




Start 


787 


End 


7741 


Name 


OJ000250 55.0303. 


C6.ol.tm Method 


TBLASTX: Maize 


Of a r f 

o Lai l 


5682 


End 


6328 




none 


Score 


49 


Exons 


5682.. 5726, 5684. 


.5719, 5811. .5909, 5822.. 5905, 5828. .5914, 




5990.. 6226, 5994. 


.6152, 5995. .6222, 6068.. 6232, 6075. .6230, 




6227.. 6328, 6231. 


.6311 




oeq. jno . 


43586 


Seq. ID 


OJ000250_55.0303.C7 


O r\r\ r\ Ma 

bene lno . 


91385 


Strand 


+ 


C +- -j r-f- 
OlaiL 


21 


End 


5426 


Name 


OJ000250 55.0303. 


C7.ol.np Method 


AAT/NAP 


Start 


21 


End 


5423 




6692099 


Score 


2290 


CjXUIIo 


21. .214, 957. .1078, 1174. .1262, 1340.. 


1382, 2374.. 2425, 




2514. .2595, 2710. 


.3278, 3354. .3441, 3611. .3733, 4006. .4574, 




4689.. 4827, 4903. 


.5181, 5313. .5423 






(AC007764) F22C12 


1 . 12 . [Arabidopsis thaliana] 


oeq • ino . 


43586 


Seq. ID 


OJ000250_55.0303.C7 


Gene No . 


91385 


Strand 


+ 


Start 


21 


End 


5426 


Name 


OJ000250 55.0303. 


C7.ol.gs Method 


GENSCAN 


Start 


42 


End 


5426 


GI 


none 


Score 


.93 


Exons 


42.-232, 957. .1078, 1174. .1262, 1340.. 


1378, 1600.. 1693, 




2383.. 2425, 2514. 


.2614, 2720. .3278, 3354. .3441, 3572. .3739, 




4006.. 4574, 4689. 


.4827, 4903. .4971, 5065. .5181, 5313. .5426 


Seq. No. 


43586 


Seq. ID 


OJ000250_55.0303.C7 



44381 



Gene No. 9138 6 Strand + 

Start 11332 End 12676 

Name OJ000250_55 . 0303 . C7 . o3 . np Method AAT/NAP 

Start 11332 End 12676 

GI 6630699 Score 87 
Exons 11332. .11402, 12596.. 12676 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


43586 


Seq. ID 


OJ000250_ 


55. 0303. C7 


Gene No. 


91387 


Strand 


+ 




Start 


12812 


End 


18747 




Name 


OJ000250 55.0303.C7.o4.np 


Method 


AAT/NAP 




Start 


12812 


End 


18747 




GI 


6539570 


Score 


193 




Exons 


12812. .13006, 13195. .13272, 


17185. .17360, 17980. 


.18029, 




18146. .18276, 18641. .18747 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43586 


Seq. ID 


OJ000250_ 


55. 0303. C7 


Gene No. 


91387 


Strand 


+ 




Start 


12812 


End 


18747 




Name 


OJ000250 55.0303.C7.o4.gp 


Method 


AAT/GAP 




Start 


18295 


End 


18 618 




GI 


none 


Score 


634 




Exons 


18295. .18618 








Seq. No. 


43586 


Seq. ID 


OJ000250_ 


55. 0303. C7 


Gene No. 


91388 


Strand 






Start 


6754 


End 


11550 




Name 


OJ000250 55.0303.C7.ol.gp 


Method 


AAT/GAP 




Start 


6414 


End 


7059 




GI. 


47717 1.R1084 


Score 


1033 




Exons 


6414. .6920, 7020.. 7059 








GI Descrip. 


f 5596468/emb|CAB51406.1| 2. 


Oe-22 (AL096882) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


43586 


Seq. ID 


OJ000250_ 


55. 0303. C7 


Gene No. 


91388 


Strand 






Start 


6754 


End 


11550 




Name 


OJ000250 55.0303.C7.o2.np 


Method 


AAT/NAP 




Start 


6754 


End 


8855 




GI 


7486694 


Score 


675 





Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6754. .6920, 7020. .7089, 7172. .7313, 7427. .7607, 8558. .8621, 
8676. .8855 

hypothetical protein F8L21.10 - Arabidopsis thaliana 
gi I 5596468 | emb | CAB51406.il (AL096882) putative protein 
[Arabidopsis thaliana] gi I 7267821 1 emb | CAB81223 . 1 1 (AL161531) 
putative protein [Arabidopsis thaliana] 



43586 Seq. ID 

91388 Strand 

6754 End 

OJ000250_55 . 0303 . C7 . o2 . gs Method 

6754 End 

none Score 



OJ000250_55.0303.C7 

11550 
GENSCAN 
11550 
.55 



44382 



Exons 



6754. .6920, 7020. .7089, 7172. .7313, 8253. .8281, 8616. .8900, 
11422. .11550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43586 Seq. ID 

91388 Strand 

6754 End 
OJ000250_55 . 0303 . C7 . o2 . gp . Method 

7182 End 

23661JL.R1084 Score 

7182. .7313, 7427. .7607, 8558. .8908 



OJ000250_55.0303.C7 

11550 
AAT/GAP 
8908 
1264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'4454032/emb| CAA23029.il 
[Arabidopsis thaliana] 1 

43586 
91389 
12812 

OJ000250_55.0303.C7.o3.tc 

138 

none 



5.0e-47 (AL035394) putative protein 



Seq. ID OJ000250_55.0303.C7 



Strand 
End 

Method 

End 

Score 



18526 

TBLASTX: Cress 
1683 
- 92 



138. .227, 951. .1043, 951. .1076, 955. .1077, 1165. .1242, 
1173. .1265, 1182. .1265, 1606. .1683 



Seq. No. 43586 Seq. ID 

Gene No. 91389 s . . • Strand 

Start 12812 End 

Name OJ000250_55 . 0303 . C7 . o3 . tm Method 

Start 951 End 

GI none Score 
Exons 



OJ000250_55.0303.C7 
18526 

TBLASTX: Maize 

3003 

186 

.1260, 1169.. 1261, 



951. .1076, 955. .1077, 959.. 1078, 1165. 

1172. .1261, 1182. .1265, 1335. .1376, 1337. .1375, 1588. .1695, 

1605. .1694, 2378. .2431, 2381. .2464, 2382. .2441, 2502. .2597, 

2502. .2609, 2512. .2631, 2513. .2635, 2713. .3003, 2713. .3003 



Seq. No. 43586 Seq. ID 

Gene No. 91389 Strand 

Start 12812 End 

Name OJ000250_55 . 0303 . C7 . 06 . ts Method 

Start 951 * End 

GT none Score 

Exons 951.. 1046, 951.. 1061, 955.. 1059, 1120. 
1169. .1261, 1182. .1265 



OJ000250_55.0303.C7 
18526 

TBLASTX : Soybean 

1265 

50 . 

.1254, 1162. .1239, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_55.0303.C7 
18526 

TBLASTX: Soybean 
2940 
197 



43586 
91389 
12812 

OJ000250_55.0303.C7.o5.ts 
2716 
none 

2716. .2940, 2718. .2939 

43586 
91389 
12812 

OJ000250_55.0303.C7.o3.ts 
2944 
none 

2944. .3138, 2951. .3172, 2953. .3174, 2985. .3179, 3334. .3420 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250__55.0303.C7 
18526 

TBLASTX: Soybean 

3420 

118 



44383 






Seq. No. 


43586 








Seq. ID 


OJ000250_55.0303.C7 




Gene No. 


91389 








Strand 






Of a r 4- 
O Lai U 










End 


18526 




Name 


o.tooopso 




Cl n1 


f w 

u w 


Method 


TBLASTX: Wheat 




Of flr f 
O Lai L 


9Q6S ~ 
£* y o j 








End 


4347 














Score 


164 




Ex oris 


L JUJ i • _) Z. ' •*) 1 


J ^ O J 


41 7Q 


4017 . 


.4172, 4155. .4337, 4161. .4331, 






4 1 fiR 4^4 7 














O/irf M/-\ 
ocq • INO . 


4 ^Rft 








Seq. ID 


OJ000250_55.0303.C7 




Gene No. 


91389 








Strand 






Start 


12812 








End 


18526 




Name 


O.T0009S0 s<s 


o^o? 


P7 nl 


tm 


Method 


TBLASTX: Maize 




Q f- -j 


"30ft ft ~~ 








End 


4971 














Score 


258 




TT von c 


^088 ^276 


^090 


^278 

. • JL ' Of 


j j j 4 • 


.3381, 4004. .4504, 4011. .4574, 






4014 4 S74 

iU14 i • 4 J / 4 , 


4U1 J 


• • 4 J / J; 


401 5 

*i W -L .J • 


.4575, 4295. .4576, 4683.-4823, 






4fifi7 4ft97 

400 / . • 4 O Z. / , 


4 fift 7 

4 DO / 


4ft 4 9 

• .4046/ 


4 Q00 

4 _7 U VJ • 


.4971 






Seq. No. 


43586 








Seq. ID 


OJ000250_55.0303.C7 




bene ino . 


Q1 "3ft Q 








Strand 






Q f- -j ff 


1 9ft 1 9 
1 Z O 1Z 








End 


18526 


C 3 


Name 


nT0009 c io 


0^0^ 
. UjUj 


P7 nl 
. / . Ol • 




Method 


TBLASTX : Soybean 




Q f- 0 v-f- 


^1 ft ^ 








End . 


4488 




CT 


none 








Score 


81 


tn 


Exons 


TIQ'J "397ft 


^1 ft7 

JlO / 


"397 *3 


401 4 
4 u 1 4 • 


.4478, 4015. .4488 


\ y 


Seq. No. 


43586 








Seq. ID 


OJ000250_55.0303.C7 






Q1 "3ft Q 

71 jO y 








Strand 








1 9ft1 9 








End 


18526 




Name 


otooo9^o 


0^0^ 


Cl r\A 


4- 

Lt 


Method 


TBLASTX: Cress 


f y 




*i UUU 








End 


4179 






none 








Score 


186 


sss. 


Exons 


4000 4 1 7Q 


4 017 

4U1 / 


4179 










Seq. No. 


43586 








Seq. ID 


OJ000250_55.0303.C7 






Q1 ^ft Q 








Strand 






Cf r f 


1 9R 1 9 








End 


18526 


»" "a 
~=? 


Name 


o.tooo9ro 


030^ 


P7 nl 




Method 


TBLASTX: Cress 


~ !~ 
^ 3? 


Of ar f 


4 1 Q1 _ 

4 151 








End 


4575 




bl 


none 








Score 


596 




Exons 


4 1 Q1 4 S74 


41 Q9 
ft 1 


. . 4 J / J 










Seq. No. 


43586 








Seq. ID 


OJ000250_55.0303.C7 




Gene No. 


91389 








Strand 






Of ar f 


1 9R1 9 








End 


18526 




Name 


nT0009 c iO 


• UjUj 


Cl r\"\ 


f w 


Method 


TBLASTX: Wheat 




Of -a r-f 

o cart 


4 TOO ~~ 
ijOj 








End 


4974 




GI 


none 








Score 


247 




Exons 


4383. .4577, 


4384 


. .4575, 


4683. 


.4826, 4687. .4827, 4900. .4974, 






4918. .4965 














Seq. No. 


43586 








Seq. ID 


OJ000250_55.0303.C7 




Gene No. 


91389 








Strand 






Start 


12812 








End 


18526 




Name 


OJ000250 55 


.0303 


.C7.o4. 


ts 


Method 


TBLASTX : Soybean 



44384 





btalt 


4 4 QR 










bl 


none 










Exons 


44QR 4S7S 


4503 


. 4574 , 


4686. 






4902 4931 










beg. no. 


4 jjOD 










Gene No. 


91389 










Start 


12812 










Name 


OJ000250 55, 


.0303. 


C7 .o4 . 


tm 




CI+- a -r +- 
uLcJIL 


SI 04 ~~ 






















C o 

hiXons 


SI 04 SI 7S 

J1U4 i • >J ± f <J f 


SI 1 ft 


5189 


5127 . 






5299 5421, 


5353. 


. 5424 






Seq. No. 


43586 










Gene No. 


91389 










O Lai L. 


12812 










Name 


OJ000250 55 


. 0303 . 


C7 .o5 . 


tw 




OLdlL 


SI ^1 _ 
Jljl 
























5131 5193. 


5307 . 


. 5426, 


5309. 




Seq. No. 


43586 










Gene No. 


91389 








ar 


O l_ a. -L L. 


12812 








J 


Name 


o.tooo9so ss 


0303 


C7 . o7 . 


ts 




ocarr 


S^09 _ 








is 




none 








ST 




5302 5409. 


5306. 


. 5428, 


5307 . 


y 


beq. wo. 


4jjoD 










Gene No . 


Q1 *3RQ 








y 


btarr 


1 981 9 










Name 


ninnn 9 so ss 


0^0^ 


n o9 






Start 


6470 










GI 


none 










IT von q 


6470 6511. 


6509. 


. 6568, 


6512. 


£: 




6697 6674 


6732 . 


. 6941, 


6739. 


~; 




7091 70RQ 


7099 


7090 


7052 


==. 




71 7fl 7*300 


7181 

/ x O X . 


7315 


7426. 


sa. 




8541 8615. 


8548 . 


.8610, 


8559. 




Seq. No. 


43586 










Gene No. 


91389 










o Lai U 


12812 










Name 


O.T0009S0 SS 


0303 


C7 o4 


t- w 




otart 


D J 3U 












none 










Exons 


6550 6624. 


6550 . 


. 6624, 


6657. 




o © q . IN U • 


4^SR6 










Gene No. 


91389 










Start • 


12812 










Name 


OJ000250 55 


.0303. 


C7.o2. 


ts 




Start 


6688 










GI 


none 










Exons 


6688. .6918, 


6760. 


.6942, 


6761. 



End 4 974 

Score 121 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 

Method TBLASTX : Maize 

End 5424 

Score 7 9 

,5183, 5282. .5419, 5298. .5417, 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 

Method TBLASTX : Wheat 

End 5426 

Score 181 
.5422, 5322.. 5423 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5432 



OJ000250_55.0303.C7 
18526 

TBLASTX : Soybean 

5432 

89 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 
Method TBLASTX: Maize 
End 8795 
Score 50 

.6553, 6623.-6667, 6626.. 6673, 
.6951, 6743.-6946, 7021.. 7089, 
.7090, 7170. .7265, 7177. .7311, 
.7605, 7426. .7605, 7427. .7606, 
.8795, 8560. .8691, 8605. .8709 



OJ000250_55.0303-C7 
18526 

TBLASTX: Wheat 
6913 
61 

,6683, 6730.. 6912, 6737.. 6913 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_55.0303.C7 
18526 

TBLASTX: Soybean 

8615 

85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6946, 7021;. 7089, 7024. .7089, 



44385 



7178. .7300, 7181*.. 7315, 7426. .7605, 7427. .7606, 8559. .8615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43586 
91389 
12812 

OJ000250_55.0303.C7.o2.tc 
6787 
none 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 

Method TBLASTX : Cress 

End 8795 

Score 101 



6787. .6942, 6788.-6946, 7021. .7089, 7022. .7090, 7181. .7315, 
7426. .7602, 7426. .7605, 7445. .7606, 8559. .8615, 8712. .8795 



43586 
91389 
12812 

OJ000250_55.0303.C7.o2.tw 
7048 
none 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 

Method TBLASTX : Wheat 

End 8615 

Score 45 



7048. .7089, 7048. .7089, 7169. .7312, 7170. .7316, 7181. .7330, 
7426. .7605, 7442. .7606, 8559. .8615, 8560. .8610 



43586 
91389 
12812 

OJ000250_55.0303.C7.o3.gs 
12812 
none 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 

Method GEN SCAN 

End 18526 

Score .61 



12812. .12925, 14397 .. 14502, 17450 .. 174 8 6, 17713 .. 17823, 
17900. .18157, 18253.. 18526 



Seq. ID OJ000250_55.0303.C7 
Strand 

End 18526 

Method AAT/GAP 

End 14102 

Score 166 



43586 
91389 
12812 

OJ000250_55.0303.C7.o3.gp 
13991 

LIB3431-033-P1-K1-F4 
13991.. 14102 

'3273244/dbj IAB004814 IAB004814 2.0e-22 Oryza sativa DNA for NLS 
receptor, complete cds 1 



Seq. No. 


43587 




Seq. ID 


OJ000250_ 


Gene No. 


91390- 




Strand 




Start 


1162 




End 


1753 


Name 


OJ000250 55. 0303. C8. 


ol.np 


Method 


AAT/NAP 


Start 


1162 




End 


1753 


GI 


5042454 




Score 


162 


Exons 


.1162. .1216, 1581. .1753 




sativa] 


GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


Seq. No. 


43588 




Seq. ID 


OJ000250 


Gene No. 


91391 




Strand 




Start 


166 




End 


959 


Name 


OJ000250 55. 0303. C9. 


ol .gs 


Method 


GENSCAN 


Start 


166 




End 


959 


GI 


none 




. Score 


.42 


Exons 


166. .277, 347. .645, 


746. .959 






Seq. No. 


43588 




Seq. ID 


OJ000250 



44386 



Gene No. 


91392 




Strand 




3733 




End 


Name 


OJ000250 55.0303.C9.o2.gs 


Method ( 




j / jj 




End 




none 




Score 


U 1 \s r\ c? 


3733.-3979, 7426.. 7505 






Seq. No. 






Seq. ID 


Gene No. 


Q1 ^Q? 

-7 J. J .7 J 




Strand 


C+- a -r+- 
OLait. 


DO 




End 


Name 


n.Tnnn^so ss 0303 cio ol. 


QS 


Method 


OLaX U 


a r> ~ 




End 




none 




Score 


EjXOIIo 


63. .198, 569.-743, 863.. 


918, 


1518. .1553 


Seq. No. 


•1 JJ7U 




Seq. ID 


Gene No. 


Q1 ^Q4 




Strand 




4 4 9 
*1 ft z 




End 


Name 




QS 


Method 




4 4 9 ~~ 




End 




none 




Score 


Exons 


442. .639, 674. .758, 933. 


.1007 




Seq. No. 






Seq. ID 


Gene No. 






Strand 


OLart. 


1711 




End 


Name 


0.70009^0 nifll C12 o2 . 


gs 


Method 


C -H -j r-4- 
OLalt 


1711 ~~ 




End 




none 




Score 


Exons 


1711.. 1791, 2185.. 2358 






C /-\ /-T M/^l 

oeq • lNu . 


43591 




Seq. ID 


Gene No. 


91396 




Strand 


Start 


2305 




End 


Name 


OJ000250 55.0303.C12.ol 


.np 


Method 


otaiL 


2305 




End 


PT 


5042454 




Score 


Exons 


2305.. 2358, 2550.. 2604 








(AC007789) putative polyprotein [Oryza 


Seq. No. 


43592 




Seq. ID 


Gene No. 


91397 




Strand 


oLdl L 


2266 




End 


Name 


0 JO 00250 55.0303.C13.o2 


.gs 


Method 




2266 




End 




none 




Score 


Exons 


2266.. 2592, 2636.-5536 






o e q . in o • 


43592 




Seq. ID 


Gene No . 


91397 




Strand 


Start 


2266 




End 


Name 


OJ000250 55.0303.C13.o2 


.np 


Method 


Start 


2266 




End 


GI 


6907089 




Score 


Exons 


2266.-3524, 3619.. 5533 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 



7505 
GEN SCAN 
7505 
.49 



OJ000250_55. 0303. CIO 

1553 
GENSCAN 
1553 
.44 



OJ000250_55.0303.C11 

1007 
GENSCAN 
1007 
.78 



OJ000250_55.0303.C12 

2358 
GENSCAN 
2358 
.83 



OJ000250_55.0303.C12 

2604 
AAT/NAP 
2604 
65 



OJ000250_55.0303.C13 
+ 

5536 
GENSCAN 
5536 
.53 



OJ000250_55. 0303.C13 
+ 

5536 
AAT/NAP 
5533 
5045 



44387 



Seq. ID OJ000250_55.0303.C13 
Strand 

End 1201 

Method AAT/NAP 

End 612 

Score 907 



Seq. No. 43592 
Gene No. 91398 
Start 1 

Name OJ000250_55 . 0303 . C13. ol .np 

Start 1 
GI 6721562 
Exons 1 . . 612 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303. 


C13 


f!pnp Mo 


91398 








Strand 






Start 


1 








End 


1201 




Name 


OJ000250 55. 


0303. 


C13.ol. 


gs 


Method 


GEN SCAN 




Start 


59 








End 


1201 




CI 


none 








Score 


.48 




CjAUUO 


59 222. 246 


1 . .686, 723.. 


897, 


1145. .1201 




Cpn No 


43592 








Seq. ID 


OJ000250_55.0303. 


C13 


OC11C 1^ w . 


91399 








Strand 


- 






6164 








End 


11584 




Name 


OJ000250 55. 


0303. 


C13.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3882 








End 


1 0S33 
± \j «j ^ j 




GI 


none 








Score 


163 




P. von <? 


3882 4034 


10047 


'...10532 


, 10078. .10338, 


10360. .10533 




Seer No 


43592 








Seq. ID 


OJ000250_55.0303. 


C13 


Gene No . 


91399 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303. 


C13.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4785 








End 


9314 




GI 


none 








Score 


59 






4785 4883 


8894. 


.9313, 


8901. 


.9314 






Seq. No. 


43592 








Seq. ID 


OJ000250__55.0303. 


C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303. 


C13.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6161 








End 


6307 




GI 


none 








Score 


129 




Exons 


6161. .6307, 


6162. 


.6302 










Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303. 


C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303. 


C13.o3. 


gs 


Method 


GENS CAN 




Start 


6164 








End 


9829 




GI 


none 








Score 


1 




Exons 


6164. .9829 














Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303. 


C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303. 


C13.o3. 


np 


Method 


AAT/NAP 





44388 




Start 6167 End 11584 

GI 7228457 Score 8595 

Exons 6167.. 7717, 7784.. 8935, 9058.. 9890, 9954.. 11584 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Oct}. INU . 


4 

*i J J 








Seq. ID 


OJ000250_55.0303. 


C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 




\j j \j -j 




. tw 


Method 


TBLASTX: Wheat 




Of a r"t- 


DI / u 








End 


6778 






none 








Score 


74 




Exons 


6176 t;;ni 

OX / U • . DjUI, 


61 ftf) 

O J- 0 vj 


6^09 




.6778, 6495. .6773 




Oo/T Mo 

064. IN U . 










Seq. ID 


OJ000250_55.0303. 


C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 






PI ^ n4 


• l_ W 


Method 


TBLASTX: Wheat 






677Q _ 








End 


7160 






none 








Score 


168 




Exons 


0 / / y . • / ± o y , 


6P.1 n 

DO 1 U 


70 Rft 


6ft 1 ff 

DO J. O • 


.7156, 7104. .7160 




Goo * Klo 

beq . wo . 


4 

fl J D j £. 








Seq. ID 


OJ000.250_55.0303. 


C13 


Gene No. 


91399 








Strand 


- 




Start 


6164 








End 


11584 




Name 








• L.HL 


Method 


TBLASTX: Maize 




DtQlt 


6Q74 _ 








End 


7297 




bl 


none 








Score 


213 




Exons 


6Q74 79Q7 


6Qft7 


796R 










oeq . ino . 










Seq. ID 


OJ000250_55.0303. 


C13 


f* o o M 0 

bene ino . 


Q1 ^QQ 

X O I? .7 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303 


.C13.08 


.tw 


Method 


TBLASTX: Wheat 






74 QD 








End 


7802 




b± 


none 








Score 


67 




Exons 


7 4 qd 77 r n 


7 69 6 


. .7802 










beq. wo. 










Seq. ID 


OJ000250_55.0303. 


C13 


bene no . 










Strand 






0 Lai L 










End 


11584 




Name 


OJ000250 55. 


0303 


.C13.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


7550 








End 


8116 




GI 


5666795 








Score 


68 




Exons 


7550. .7750, 


7805 


. .7942, 


8018. 


.8116 






GI Descrip. 


4206306 2.0e 


i-lO 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303. 


C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303 


.C13.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


7805 








End 


11263 




GI 


none 








Score 


88 




Exons 


7805. .7954, 


7806 


. .7943, 


7808. 


.7945, 7989. .8174, 8009. .8239, 



8015.. 8239, 11210.. 11263 



44389 




Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 






OLaiL 


61 64 

O J- O *i 








End 


11584 




Name 




U JU J 


. C13 . ol 


. ts 


Method 


TBLASTX : Soybean 




otar u 


8R64 ~ 








End 


9235 




bl 


none 








Score 


263 




TT 1 1» an y\ « 


8864 993S 














Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 








61 64 








End 


11584 




Name 




0303 

\J «J VJ »J 


C13 o3 


. tm 


Method 


TBLASTX: Maize 




btait 


8Q87 ~~ 

O JO » 








End 


9371 




bl 


none 








Score 


213 






8987 9370 

(J J O I . . J «J 1 \J f 


9006 


. . 9371 










Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 








61 64 








End 


11584 




Name 


UuUUU^ Jv J J • 


U JU J 


ci 3 r>i 


. tm 




TBLASTX : Maize 






QTQO _ 








End 


9754 




b± 


none 








Score 


124 




cjXons 


QTQO Q7fl*^ 
JO . . 3 / U J/ 


9*^98 


97 S4 


9408 


9719 






Seq. No. 


43592 








Seq; ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 








61 64 

U J. O *i 








End 


11584 




Name 


UOUUUt, JU w> J . 




CI 3 ol 


. tw 


Method 


TBLASTX: Wheat 




otarr. 


Q499 ~ 

j4Z^ 








End 


9885 




bl 


none 








Score 


221 




EjXons 


Q499 QfiRfl 

J*x £ £ • • JOOU; 


9498 


9874 


9429 


..9881, 9442. .9885 




Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 






C 4- -a y-+- 


61 64 








End 


11584 




Name 






CI 3 o3 


. ts 


Method 


TBLASTX : Soybean 






Q47 Q ~~ 

j*» / J 








End 


9844 




b± 


none 








Score 


111 




EjXOHS 


Q47 Q 961 ^ 


9690 


9844 










Seq. No. 


43592 








Seq. ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 








61 64 








End 


11584 




Name 


\JU\JvJ\J£.*J\J «J «J • 


U JU J 


CI ? n4 


. y £> 


Method 


GENSCAN 




otaiL 


qoqi — 








End 


11396 




bl 


none 








Score 


.94 




CjXUIIo 


9891 11 396 

J O J X • . X -L »J J O 














Can Wn 


43592 








Seq. ID 


OJ000250_55.0303 


.C13 


Gene No. 


91399 








Strand 






Start 


6164 








End 


11584 




Name 


OJ000250 55. 


0303 


.C13.07 


.tw 


Method 


TBLASTX: Wheat 




Start 


11274 








End 


11584 




GI 


none 








Score 


74 




Exons 


11274. .11495, 11305. .11493, 


11476. .11529, 11512. .11583, 





11519. .11584 



44390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



43593 Seq. ID 

91400 Strand 

1 End 

OJ000250_55. 0303. C14 .ol.np Method 

1 End 

7523512 Score 
1..21, 82. .208 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000250_55 . 0303 .G14 
+ 

1600 
AAT/NAP 
208 
147 



43593 Seq. ID 

91400 Strand 

1 End 

OJ000250_55.0303.C14 .o2.np Method 

100 End 

6069657 Score 



OJ000250_55.0303.C14 
+. 

1600 
AAT/NAP 
1600 
66 



100. .139, 1395. .1499, 1554. .1600 

(AP000616) hypothetical protein [Oryza sativa] 



OJ000250_55.0303.C14 
+ 

4502 
AAT/GAP 
4418 
675 



43593 Seq. ID 

91401 Strand 
4041 End 
OJ000250_55.0303.C14.ol.gp Method 
4041 End 
2280878 . Score 
'4041. .4418 

1170745/sp|P46518|LE14_GOSHI 8.0e-26 LATE EMBRYOGENES IS ABUNDANT 
PROTEIN LEA14-A >gi_167326 (M88321) Group 4 late 
embryogenesis-abundant protein [Gossypium hirsutum] >gi_167328 
(M88322) Group 4 late embryogenesis-abundant protein [Gossypium 
hirsutum] 



43593 Seq. ID 

91401 Strand 
4041 End 
OJ000250_55.0303.C14.o3.np Method 
4050 End 
1170745 Score 
4050. .4502 

LATE EMBRYOGENESIS ABUNDANT PROTEIN LEA14-A gi | 167326 (M88321) 
Group 4 late embryogenesis-abundant protein [Gossypium hirsutum] 
gi 1 167328 (M88322) Group 4 late embryogenesis-abundant protein 
[Gossypium hirsutum] 



OJ000250_55.0303.C14 
+ 

4502 
AAT/NAP 
4502 
534 



43593 Seq. ID 

91402 Strand 

5176 End 

OJ000250_55 . 0303 . C14 . o4 . np Method 

5176 End 

5596996 Score 



OJ000250_55.0303.C14 
+ 

6981 
AAT/NAP 
6981 
40 



5176.. 5206, 6680.. 6843, 6886.. 6981 

(Y14 600) putative protein serine /threonine kinase [Sorghum 
bicolor] 



43593 
91403 
258 

OJ000250 55.0303.C14.ol.gs 



Seq. ID OJ000250_55.0303.C14 
Strand 

End 4847 

Method GENSCAN 



44391 




O Lai C. 


258 




End 


4847 


fT 


none 




Score 


.61 


Exons 


258. .580,. 1057. .1115, 1420.. 


1685, 1890. 


.1893, 2664. .2811, 




.3063.. 3197, 3634.. 3937, 


3955 


..4058, 4298. .4563, 4810. .4847 


Seq. No. 


43593 




Seq. ID 


OJ000250_55.0303.C14 


Gene No. 


91404 




Strand 




3 T t~ 

OLai i 






End 


11594 


Name 


OJ000250 55 0303 C14 ol 

vU U & J v J J • w j.v j • ^ x i * u x . 


tm 


Method 


TBLASTX: Maize 


O Lai L 


3890 ~~ 

JO 




End 


4505 


pT 


none 




Score 


536 




3890. .3904, 3974. .4114, 


3975 


. .4505, 4193. .4495 


Seq. No. 


*3 J J ^ J 




Seq. ID 


OJ000250_55.0303.C14 


Gene No. 


Q1 404 




Strand 


- 


O Lai. L 


/ u j u 




End 


11594 


Name 


n.TOon?50 55 n30^ n 4 ni 


tc 


Method 


TBLASTX: Cress 


C +- -j 
Oldil 


4 04^ ~~ 




Hi 1 l\Ji 


4 478 


pT 


none 




Score 


412 


Exons 


4043. .4114, 4050. .4478, 


4193 


. .4468 




Seq. No. 


4 ^5Q? 




Seq. ID 


OJ000250_55.0303.C14 


Gene No. 


Q1 404 




Strand 


- 


Qt" a r*+- 
uLdi L 






End 


11594 


Name 


0,1000950 ss 0^0^ ri4 ni 


L O 


Method 


TBLASTX: Soybean ' 


oldil 


4 050 ~~ 

4UJU 




End 


4502 


C T 


none 




Score 


519 


IT 1 V/"*lT"l c? 

HiXOZlo 


4050. .4502, 4196. .4495 








Seq. No. 


4 ^5Q^ 




Seq. ID 


OJ000250_55.0303.C14 


Gene No. 


Q1 404 




Strand 




OLdl I 






End 


11594 


Name 


H.T0009 50 55 0*30^ PI 4 ni 




Method 


TBLASTX: Wheat 


olaiL 


4 ^fi4 ~~ 

4 JU4 




End 


4502 




none 




Score 


184 


Exons 


4364.. 4501, 4368.. 4502 








Co/* ■ \7/^ 

ocq. in u . 


43593 




Seq. ID 


OJ000250_55.0303.C14 


Para \T/~\ 


91404 




Strand 




u Lai L 


7636 




End 


11594 


Name, 


OJ000250 55.0303.C14 .o2. 


gp 


Method 


AAT/GAP 


Start 


7636 




End 


11594 


r*T 

o J. 


LIB3477-003-P1-K1-E9 




Score 


152 


CjXoho 


7636.. 7690, 11548.. 11594 








'2498586/sp|Q40638 IMP01 


ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Cpn NFr» 

OCI^ i IN (J ■ 


43594 




Seq. ID 


OJ000250_55.0303.C15 


Gene No. 


91405 




Strand 


+ 


Start 


19 




End 


1992 


Name 


OJ000250 55.0303.C15.ol. 


np 


Method 


AAT/NAP 


Start 


19 




End 


1971 


GI 


6850844 




Score 


1003 


Exons 


19. .127, 223. .521, 619.. 


825, 


920. .1066, 


1561. .1605, 1717. .1 



GI Descrip. (AL132962) 3-methyl 7 2-oxobutanoate 

hydroxy-methyl-transf erase-like protein [Arabidopsis thaliana] 



44392 






Seq. No. 


43594 




Seq. ID 


OJ000250_55.0303.C15 




UC11C t 


91405 




Strand 


+ 




Start 


19 




End 


1992 




Name 


OJ000250 55 . 0303 .C15 . ol . 


as 


Method 


GEN SCAN 




Start 


159 ~ 




End 


1992 




GI 


none 




Score 


.99 






159 521, 619 825. 920. 


. 1066 


, 1561.. 1611, 1726.. 1992 




Qprr Mo 


43594 




Seq. ID 


OJ000250_55.0303.C15 




Gene No . 


91406 




Strand 


+ 




Start 


2947 




End 


5104 




Name 


OJ000250 55.0303.C15.o2. 


np 


Method 


AAT/NAP 




Start 


2944 




End 


5083 




GI 


3702336 




Score 


1238 




v von s 


2944.. 3054, 3091.. 3381, 


4001. 


.4207, 4309. .4455, 4692. .4745, 






4853. .5083 












(AC005397 ) 3-methyl-2-oxobutanoate hydroxy-methyl-transf erase 






[Arabidopsis thaliana] 










Seq. No. 


43594 




Seq. ID 


OJ000250_55.0303.C15 




fzpne No . 


91406 




Strand 


+ 


-= =; 




2947 




End 


5104 


~~tr} 




OJ000250 55.0303.C15.o2. 


gs 


Method 


GENSCAN 






2947 




End 


5104 




ox 


none 




Score 


.86 






2947. .3381, 4001. .4207, 


4309. 


.4455, 4853. .5104 




Seq. No. 


43594 




Seq. ID 


OJ000250_55.0303.C15 






91407 




Strand 






9r art 


5850 




End 


25432 




Name 


OJ000250 55.0303.C15.o4. 


tm 


Method 


TBLASTX: Maize 


5 


Start 


236 




End 


3297 




GI 


none 




Score 


236 


J 


T* 1 von c; 


236. .436, 237. .437, 3096. .3296, 3097.. 


3297 




Seq. No. 


43594 




Seq. ID 


OJ000250_55.0303.C15 




Gene No. 


91407 




Strand 






Start 


5850 




End 


25432 




Name 


OJ000250 55.0303.C15.ol. 


tc 


Method 


TBLASTX: Cress 


L J 


Start 


237 




End 


4048 




GI 


none 




Score 


372 




F, von *=! 


237. .515, 242. .505, 618. 


.656, 


619. .666 


, 2998. .3054, 3006. .3050, 






3097. .3375, 3102.. 3368, 


4001. 


. 4048 






Seq. No. 


43594 




Seq. ID 


OJ000250_55.0303.C15 






91407 




Strand 






i_> L. d X U 


5850 




End 


25432 




IN dlLLC 


OJ000250 55.0303.C15.o2. 


ts 


Method 


TBLASTX: Soybean 




art 


237 




End 


3326 




GI 


none 




Score 


298 




Exons 


237. .461, 239. .460, 2998 


..3051, 3093.. 


3326, 3094.. 3321 




Seq. No. 


43594 




Seq. ID 


OJ000250_55.0303.C15 




Gene No. 


91407 




Strand 






Start 


5850 




End 


25432 




Name 


OJ000250 55. 0303. CIS. ol. 


tm 


Method 


TBLASTX: Maize 



44393 



Start 
GI 

Exons 



655 End 4935 

none Score 188 

655. .828, 666. .827, 917. .1069, 917. .976, 1030. .1071, 1558. .1605, 
1560.. 1592, 1717.. 1806, 1724.. 1807, 1725.. 1808, 4037.. 4210, 
4069. .4209, 4307. .4372, 4307. .4456, 4309. .4467, 4689. .4748, 
4691. .4747, 4850. .4933, 4850. .4933, 4852. .4935 



Seq. No. 43594 Seq. ID 

Gene No. 91407 Strand 

Start 5850 End 

Name OJ000250_55 . 0303 . C15 . o3 . ts Method 

Start 655 End 

GI none Score 
Exons 



OJ000250_55.0303.C15 
25432 

TBLASTX : Soybean 

4368 

184 



655.-828, 666. .827, 917. .961, 4037. .4210, 4037. .4210, 
4069.. 4236, 4302.. 4367, 4309.. 4368 



Seq. No. 43594 Seq. ID 

Gene No. 91407 Strand 

Start 5850 End 

Name 0 J000250_55 . 0303 . C15 . o3 . tm Method 

Start 5839 End 

GI none Score 

Exons 5839.. 6075, 5842.. 6042, 5850.. 6080 



OJ000250_55.0303.C15 
25432 

TBLASTX: Maize 

6080 

276 



Seq. No. ' 43594 ' > . 

Gene No. 91407 
Start 5850 

Name OJ000250_55 . 0303 . C15 . o3 . gs 

Start 5850 
GI none 

Exons 5850.. 6093, 6326.. 6574, 7064 

8117.. 8158, 8363.-8442, 9021 
11148. .11282, 11345. .11635, 
12828. .12965, 13669 .. 13848 , 
15910. .16166, 16269. .16568, 
19500. .19566, 19697 19803, 
20325. .20395, 20820 .. 21040, 
22915. .23113, 23518 .. 23543, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 55.0303.C15 



25432 
GENSCAN 
25236 
.76 

..7242, 7333. .7513, 7915. .8042, 
..9112, 10111. .10542, 10919. .11073, 
12153. .12271, 12346. .12529, 
14796. .14921, 15218 .. 15504 , 
17038. .17257, 17342 .. 17496, 
19871. .19938, 20177 .. 20233, 
21547. .21636, 22307 .. 22424 , 
24810. .25236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43594 
91407 
5850 

OJ000250_55.0303.C15.ol.ts 

5895 

none 



Seq. ID OJ000250_55.0303.C15 
Strand 

End 25432 

Method TBLASTX : Soybean 

End 814 6 

Score 137 



5895.. 5954, 5929.. 6078, 5929.. 6042, 5946.. 6071, 7063.. 7242, 
7064. .7243, 7072. .7245, 7317. .7502, 7330. .7512, 7331. .7513, 
7333. .7515, 7911. .8042, 7912. .7995, 8103. .8144, 8108. .8146 



Seq. No. 43594 

Gene No. 91407 

Start 5850 

Name OJ000250_55 . 0303 . C15 . o3 . np 

Start * 11396 

GI 7471588 
Exons 



Seq. ID OJ000250_55.0303.C15 
Strand 

End 25432 

Method AAT/NAP 

End 17096 

Score 311 



11396. .11644, 12833. .12953, 13657 .. 13828, 14797 .. 14 921, 
15218. .15413, 15942. .16166, 16269 .. 164 93, 17038.. 17096 



44394 



GI Descrip. conserved hypothetical protein - Deinococcus radiodurans (strain 
Rl) gi| 6460115 | gb I AAF11852 . 1 i AE002062_5 (AE002062) conserved 
hypothetical protein [Deinococcus radiodurans] 





4 "3RQ4 

4 J J 




Seq. ID 


OJ000250 


55 . 0303 


.C15 


bene inu . 


Q1 407 

.7 J. *i U / 




Strand 








otaiL 


Sfl SO 
jo ju 




End 


25432 






Ma mo 


o.tooo^so ss n^n^ ns 


. o2 . tm 


Method 


TBLASTX : 


Niai ze 




o uairi. 


llOUfl 




End 


15448 






GI 


none 




Score 


135 






Exons 


14804. .14920, 14805. 


.14930, 


14805. .14930, 14806 


. .14952, 






1 S91 S 1 S44? 1 6 


. 15440, 


15221. .15448, 15229 


. . 15447 




Con M/-\ 
oeq . INO . 


4 ^SQ4 




Seq. ID 


OJ000250 


55 0303 


.C15 


belle LNU • 


Q1 407 

_7 J. *i U / 




Strand 








CH- ar 4- 
oLdl L 


Sfl SO 
JO ju 




End 


25432 






Name 


O.T0009S0 SS 0^0*3 n s 

UUUUUi jU jj. UjUj.^Ij 


. \J*i • Lb 


Method 


TBLASTX : 






Q4- -a -r-t- 
o Lai U 


1 S94ft _ 
J. Oz.fi 0 




End 


15976 








none 




Score 


171 






Exons 


15248. .15448, 15252. 


.15386, 


15917. .15976 






Qart Mo 
064 ■ 1NO • 


43594 




Seq. ID 


OJ000250 


_55.0303 


.C15 


/"^ r*^ K7 /"v 


91407 




Strand 








C -H -3 -*-+- 
otait 


5850 




End 


25432 






Name 


OJ000250 55.0303.C15 


.ol.gp 


Method 


AAT/GAP 






0 tar u 


18776 




End 


19917 








12526 1.R1084 




Score 


1074 






Exons 


18776. .19158, 19500. 


.19566, 


19697. .19803, 19871 


. .19917 




LjI uescrip. 


, 3201477/emb|CAA06808.1| 6. 


0e-30 (AJ006021) putative PRL1 




associated protein [Arabidopsis thaliana] 1 






beg, wo. 


43594 




Seq. ID 


OJ000250 


_55.0303 


.C15 


oclie INO . 


91407 




Strand 








otait 


5850 




End 


25432 






Name 


OJ000250 55. 0303. CIS 


. o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


18785 




End 


24890 








none 




Score 


36 






Exons 


18785. .18829, 18785. 


.18829, 


18900. .18950, 18949 


. .19005, 






18956. .19015, 18962. 


.19114, 


19039. .19158, 19039 


. .19158, 






19049. .19174, 19506. 


.19562, 


19508. .19567, 19509 


. .19562, 






19691. .19804, 19695. 


.19805, 


19698. .19805, 19870 


. .19938, 






19873. .19941, 20177. 


.20236, 


20178. .20234, 20325 


. .20420, 






20325. .20396, 20818. 


.20964, 


20819. .20965, 20957 


. .21049, 






22195. .22365, 22199. 


.22363, 


22200. .22364, 22309 


. .22365, 






24805. .24888, 24813. 


.24890, 


24814. .24888 






Seq. No. 


43594 




Seq. ID 


OJ000250 


_55.0303 


.C15 


Gene No. 


91407 




Strand 








Start 


5850 




End 


25432 






Name 


OJ000250 55.0303.C15 


.o4 .np 


Method 


AAT/NAP 






Start 


19036 




End 


20967 






GI 


3201477 




Score 


291 






Exons 


19036. .19158, 19499. 


.19566, 


19694. .19803, 19871 


. .19938, 






20177. .20233, 20325. 


.20403, 


20813. .20967 







GI Descrip. (AJ006021) putative PRL1 associated protein [Arabidopsis 
thaliana] 



44395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43594 Seq. ID OJ000250_55 . 0303 . C15 

91407 Strand 

5850 End 25432 

OJ000250_55 . 0303 . C15 . o2 . gp Method AAT/GAP 

21001 End 25049 

LIB3434-029-P1-K1-D1 Score 948 

21001. .21040, 21547. .21626, 22198 22362, 23518 2354 3, 

24810. .25049 

, 3201477/emb|CAA06808.1| 6.0e-15 (AJ006021) putative PRL1 
associated protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43594 Seq. ID 

91407 Strand 

5850 End 

OJ000250_55 . 0303 . C15 . o5 . np Method 

22379 End 

3201477 Score 



OJ000250_55.0303.C15 

25432 
AAT/NAP 
25432 
94 



22379. .22401, 24810 .. 25042, 25232.. 25432 

(AJ006021) putative PRL1 associated protein [Arabidopsis 

thaliana] 



Seq. No. 43594 Seq. ID OJ000250_55 . 0303 . C15 

Gene No. 91407 Strand 

Start 5850 End 25432 

Name OJ000250_55 . 0303 . C15 . o3 .gp Method .AAT/GAP 

Start 25160 End 25432 

GI uC-osflM202037fl0bl Score 514 

Exons 25160.. 25432 

GI Descrip. ' 1170745/sp | P46518 | LE14_GOSHI 8.0e-26 LATE EMBRYOGENESIS 
ABUNDANT PROTEIN LEA14-A >gi_167326 (M88321) Group 4 late 
embryogenesis-abundant protein [Gossypium hirsutum] >gi_167 328 
(M88322) Group 4 late embryogenesis-abundant protein [Gossypium 
hirsutum] ' 



Seq. No. 


43595 


Seq. ID 


OJ000250 


_55. 


0303 


.C18 


Gene No. 


91408 


Strand 










Start 


344 


End 


889 








Name 


OJ000250 55.0303.C18.ol.gp 


Method 


AAT/GAP 








Start 


344 


End 


889 








GI 


none 


Score 


875 








Exons 


344. .779, 859. .889 












Seq. No. 


43595 


Seq. ID 


OJ000250_ 


_55. 


0303 


.C18 


Gene No. 


91408 


Strand 










Start 


344 


End 


889 








Name 


OJ000250 55.0303.C18.ol.gs 


Method 


GEN SCAN 








Start 


682 


End 


779 








GI 


none 


Score 


.81 








Exons 


682. .779 












Seq. No. 


43596 


Seq. ID 


OJ000350_ 


_56. 


0322 


.CI 


Gene No. 


91409 


Strand 


+ 








Start 


1 


End 


2441 








Name 


OJ000350 56.0322.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


861 








GI 


7485542 


Score 


272 








Exons 


1.-58, 549. .861 













44396 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein F16B22.20 - Arabidopsis thaliana 
gi|3341691|gb|AAC27473.1| (AC003672) putative heterogeneous 
nuclear ribonucleoprotein [Arabidopsis thaliana] 



Seq. ID OJ000350_56.0322.C1 
Strand + 
End 24 41 

Method GEN SCAN 
End 24 41 

Score .84 

151. .225, 301. .540, 627. .763, 1112. .1139, 1354. .1501, 
1522. .1673, 1732. .1871, 1959. .2053, 2157. .2233, 2346. .2441 



43596 
91409 
1 

OJ000350_5 6 . 0322 . CI . ol . gs 

151 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43596 
91409 
1 

OJ000350_56.0322.Cl.ol.gp 
703 

uC-osflcyp080d04bl 
703. .849, 951. .1230 
•3341691 3.0e-14 (AC003672) 



Seq. ID OJ000350_56.0322.C1 

Strand + 

End 24 41 

Method AAT/GAP 

End 1230 

Score 751 

putative heterogeneous nuclear 



ribonucleoprotein Al [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 56. 0322. CI 



43596 
91409 
1 

OJ000350_56 . 0322 . CI . o2 . np 
1318 
7485543 

1318. .1673, 1762. .1871, 1959. .2055, 2156. .2227, 2346.. 
hypothetical protein F16B22.21 - Arabidopsis thaliana 
gi I 3341692 | gb | AAC27474.il (AC003672) unknown protein 
[Arabidopsis thaliana] 



+ 

2441 
AAT/NAP 
2438 
413 



2438 



43596 Seq. ID 

91409 Strand 

1 End 

OJ000350_56 . 0322 . CI . o2 . gp Method 

1458 End 

LIB3431-028-P1-K1-D7 Score 



OJ000350_56.0322.C1 
+ 

2441 
AAT/GAP 
2201 
832 



1458. .1673, 1762. .1871, 1959. .2053, 2157. .2201 

'3341692 6.0e-30 (AC003672) unknown protein [Arabidopsis 

thaliana] \ 



Seq. No. 43596 
Gene No. 91410 
Start 2346 

Name OJ000350_56 . 0322 . CI . o3 . gp 

Start 2346 

GI 1729_1.R1084 

Exons 2346.. 2442, 2648.. 3026 

GI Descrip. * 2463510/emb | Y11048 | ZMSNORNA1 

genes snoRl.l, snoR2.2, snoR3. 

U14.1d' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 
+ 

3026 
AAT/GAP 
3026 
917 



56. 0322. CI 



5.0e-27 Z.mays 
2, U14.1a, U14, 



small nuclear RNA 
lb, U14.1c and 



Seq. No. 
Gene No. 



43596 
91411 



Seq. ID OJ000350_56.0322.C1 
Strand + 



44397 



Start 8648 End 10551 

Name OJ000350_56.0322.Cl.o3.np Method AAT/NAP 

Start 8527 End 10551 

GI 7485544 Score 123 
Exons 8527.. 8899, 10521.. 10551 

GI Descrip. hypothetical protein F16B22.22 - Arabidopsis thaliana 

gi|3341693|gbiAAC27475.1| (AC003672) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 43596 

Gene No. 91411 

Start 8648 

Name OJ000350_56 . 0322 .CI . o3 . gs 

Start 8648 

GI none 

Exons 8648.. 9265 

Seq. No. 43596 

Gene No. 91412 

Start 3353 

Name OJ000350_5 6 . 0322 . CI . o4 . gp 

Start 3353 

GI none 

Exons 3353.. 3802 



Seq. ID OJ000350_56.0322.C1 

Strand + 

End * 10551 

Method GENSCAN 

End 9265 

Score .86 



Seq. ID OJ000350_56.0322.C1 
Strand 

End 3802 

Method AAT/GAP 

End 3802 

Score 879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43596 Seq. ID 

91413 Strand 

5508 End 

OJ000350_56 . 0322 . CI . o2 . gs Method 

5508 End 

none Score 



OJ000350_56.0322.C1 

7773 
GENSCAN 
7773 
.61 



5508.. 5624, 5673.. 5810, 6253.. 6412, 7317.. 7410, 7415.. 7549, 
7614. .7773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43596 
91414 
8578 

OJ000350_56 . 0322 . CI . ol . tm 
19 

none 

19. .57, 21. .71, 136. .162, 137. 
158. .226, 295. .540, 296. .541, 
372. .548, 618. .776, 619. .771, 
759. .848, 821. .850, 948. .1067, 
1134.. 1229, 1162.. 1230, 1167.. 
1353.. 1433, 1353.. 1430, 1439.. 
1500.. 1673, 1764.. 1874, 1765.. 
1957.. 2064, 1957.. 2079, 2147.. 
2156.. 2239, 2330.. 2371, 2347.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 56. 0322. CI 



9474 

TBLASTX: Maize 
2409 
52 

.160, 156. .224, 157. .231, 
297. .548, 301. .555, 302. .571, 
626. .772, 691. .849, 741. .851, 

949. .1134, 950. .1066, 1117. .1227, 
1256, 1227.. 1259, 1234.. 1260, 
1474, 1478. .1675, 1481. .1666, 
1872, 1794. .1874, 1949.. 2056, 
2236, 2154. .2255, 2155. .2235, 
2409, 2348.-2377 



43596 
91414 
8578 

OJ000350_56.0322.Cl.o2.ts 

346 

none 



Seq. ID OJ000350_56.0322.C1 



Strand 
End 

Method 

End 

Score 



9474 

TBLASTX: Soybean 

1058 

195 



346. .555, 375. .548, 442. .606, 601. .771, 618. .776, 619. .771, 



44398 



626. .772, 682. .849, 762. .845, 775.-882, 948. .1058, 950. .991 



Can M/-\ 


4 ^Qfi 








Seq. ID 


OJ000350^56.0322.C1 


Gene No. 


91414 








Strand 




Start 


8578 








End 


9474 


IN CllUG 


OJ000350 56 


0322 . 


CI . ol . 


ts 


Method 


TBLASTX : Soybean 




1 1 67 ~ 

J. X \J 1 








End 


2442 


vjx 


n one 
nunc 








Score 


121 




1 1 67 1 9S6 

J.1U / • ■ X Z. J U , 


1 36fl 


1427 


14 39 

X 1 J -7 . 


.1516, 1524. .1604, 1596. .1667, 




1613 1675 

X U X J . • X V / »J / 


17 61 

X 1 \J X • 


1874 


1762 . 


.1875, 1944. .1994, 1946. .1993, 




1 Qftl 90^ 


909^ 


90 S4 

. iUJ4, 


9096 


.2055, 2154. .2234, 2154.. 2234, 




91 99?R 


91 Sfi 


• Z Z J U , 


9324 

6 Jc4 . 


.2389, 2327. .2371, 2347.. 2442 


Seq. No. 


43596 








Seq. ID 


OJ000350_56.0322.C1 




91414 

.7 J. 1 X *4 








Strand 




O td XL, 


ft S7ft 








End 


9474 


Name 


o.Tnnn^sn sfi 

vOuuU JJU JD. 


0^99 

U JlZ • 


PI 

O X ■ tJ J . 


L.1LI 


Method 


TBLASTX: Maize 


O Lai L 


9 fifiS ~~ 








End 


2920 




none 








Score 


113 


Exons 


966^ 97S7 

LUOJ i • Z. / J / , 


Z U U _7 • 


97 S R 


9671 

Z U / X . 


.2763, 2808.. 2918, 2812.. 2919, 




2813. .2914, 


2834. 


.2920 


















Seq. ID 


OJ000350_56.0322.C1 


n r^i ^ XT /-\ 

bene imo . 


Q1 4 1 4 








Strand 




Of a rf 


ft ^7ft 








End 


9474 


Name 


UUUUU JJU JO • 


n^99 

U OZ Z . 


PI 

OX . UJ . 


9P 


Method 


AAT/GAP 




ft ^7ft — 








End 


9474 


PT 


none 








Score 


1734 


Exons 


ftc-70 Q474 
oj / o . .3*1 / *± 












Seq. No. 


43596 








Seq. ID 


OJ000350_56.0322.C1 




Q1 4 1 4 

51414 








Strand 




O Lai L. 


ft S7ft 

OJ / W 








End 


9474 


Name 


o.Tnnn^^n ^6 

UuuuUjju Jvi 


0^99 


PI n9 
ox • u z • 


LIU 


Method 


TBLASTX: Maize 




Q1 94 ~~ 








End 


9420 


OX 


none 








Score 


191 


Exons 


Q194 Q967 

31^,4 • • -7Z O / , 


Q1 9^ 


Q9 fiR 


Q97 1 


.9348, 9300.. 9329, 9329.-9382, 




7JJJi • JJO J/ 


Q^7 ^ 


Q4 90 








Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91415 








Strand 


+ 


O Lai L 


4437 








End 


17978 


Name 


OJ000350 56. 


0322. 


C2.o2. 


gs 


Method 


GENSCAN 


Of arf 


4437 








End 


12171 


Ul 


none 








Score 


.67 


Exons 


4437. .4723, 


4750. 


.4897, 


7541. 


.7727, 8861. .8934, 9012. .9300, 




9481. .9617, 


9848. 


.10130, 10406. .10731, 


10843. .11754, 




12013. .12171 










Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91415 








Strand 


+ 


Start 


4437 








End 


17978 


Name 


OJ000350 56. 


0322. 


C2.ol. 


gp 


Method 


AAT/GAP 


Start 


7545 








End 


9070 


GI 


uC-osrocyp004c09bl 




Score 


852 


Exons 


7545. .7727, 


8641. 


.8705, 


8784. 


.8934, 9012.. 9070 


GI Descrip. 


, 431176/dbj IBAA04839I 5 


.Oe-26 


(D21815) 


serine proteinase [L 



44399 



longiflorum] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43597 Seq. ID 

91415 Strand 
44 37 End 
OJ000350_56 . 0322 . C2 . o2 . np Method 
8515 End 
431176 Score 
8515. .8695, 8789. .8934, 9012. .9406, 9522. .9617, 

9848.. 10130, 10406. .10731, 10843.. 11796 

(D21815) serine proteinase [Lilium longif lorum] 



OJ000350_56.0322.C2 
+ 

17978 
AAT/NAP 
11796 
2068 



9704. .9773, 



43597 Seq. ID 

91415 Strand 

4437 End 

OJ000350_56 . 0322 . C2 . o2 . gp Method 

10695 End 

4968773 Score 
10695. .10731, 10843. .11163 
431176/dbj IBAA04839I 5.0e-26 
longiflorum] 

43597 Seq. ID 

91415 Strand 

4437 End 

OJ000350_56 . 0322 . C2 . o4 . np Method 

11284 End 

5042454 Score 
11284. .11609, 17402. .17690, 17925.. 17978 
(AC007789) putative polyprotein [Oryza sativa] 



OJ000350_56.0322.C2 
+ 

17978 
AAT/GAP 
11163 
590 



(D21815) serine proteinase [Lilium 



OJ000350_56.0322.C2 
+ 

17978 
AAT/NAP 
17978 
243 





Seq. No. 


43597 


Seq. ID 


OJ000350_56. 


0322. C2 




Gene No. 


91416 


Strand 


+ 




5 


Start 


19773 


End 


21741 






Name 


OJ000350 56.0322.C2.o5.gs 


Method 


GENSCAN 




~ uz 
*n 


Start 


19773 


End 


21662 






GI 


none 


Score 


.59 






Exons 


19773. .19880, 19966 20100, 


21542. .21662 




E3 


Seq. No. 


43597 


Seq. ID 


OJ000350_56. 


0322. C2 


C3 


Gene No. 


91416 


Strand 


+ 






Start 


19773 


End 


21741 






Name 


OJ000350 56.0322.C2.o5.np 


Method 


AAT/NAP 






Start 


19773 


End 


21741 






GI 


4150965 


Score 


596 






Exons 


19773. .19880, 19988 20100 , 


21542. .21741 






GI Descrip. 


(AJ011096) glutamate dehydrogenase [Asparagus officinalis] 




Seq. No. 


43597 


Seq. ID 


OJ000350_56. 


0322. C2 




Gene No. 


91416 


Strand 


+ 






Start 


19773 


End 


21741 






Name 


OJ000350 56.0322.C2.o6.gp 


Method 


AAT/GAP 






Start 


21602 


End 


21741 






GI 


15088 1.R1084 


Score 


250 






Exons 


21602. .21741 










GI Descrip. 


, 2196878/emb|CAA69600| l.Oe 


-138 (Y08292) NADH glutamate 



dehydrogenase [Nicotiana plumbaginif olia] ' 



44400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43597 
91417 
212 

OJ000350_56 . 0322 . C2 . ol . np 
212 

7413539 



Seq. ID OJ000350_56.0322.C2 
Strand 

End 4 035 

Method AAT/NAP 

End 4 035 

Score 1284 



212. .753, 1686. .1908, 1997. .2336, 2806. .3028, 3208. .3565, 
3991. .4035 

(AL162972) amino acid transport-like protein [Arabidopsis 
thaliana] 



Seq. No. 43597 

Gene No. 91417 

Start 212 

Name OJ000350_5 6 . 0322 . C2 . ol . gs 

Start 215 

GI none 
Exons 



Seq. ID OJ000350_56.0322.C2 
Strand 

End 4035 

Method GEN SCAN 

End 3568 

Score .66 



215. .753, 878. .967, 1686. .1917, 2006. .2336, 2806. .3028, 
3208. .3568 



Seq. No. 43597 

Gene No. 91418 

Start 11141 

Name OJ000350_56 . 0322 . C2 . o3 . gp 

Start 11141 

GI 49665_1.R1084 

Exons 11141.. 11905 

GI Descrip. ' 5922603/dbj | AP000492 . 1 | AP000492 4.0e-57 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 ' 



Seq. ID OJ000350_56.0322.C2 
Strand 

End 11905 

Method AAT/GAP 

End 11905 

Score 1462 



Seq. No. 


43597 






Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91419 






Strand 






Start 


12881 






End 


13219 




Name 


OJ000350 56.0322. 


C2.o3. 


gs 


Method 


GENSCAN 




Start 


12881 






End 


13219 




GI 


none 






Score 


.7 




Exons 


12881. . 13219 












Seq. No. 


43597 






Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 






Strand 






Start 


15578 






End 


18008 




Name 


OJ000350 56.0322. 


C2.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1684 






End 


1906 




GI 


none 






Score 


134 




Exons 


1684. .1830, 1685. 


.1828, 


1831. 


.1905, 1832.. 1906 




Seq. No. 


43597 






Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 






Strand 






Start 


15578 






End 


18008 




Name 


OJ000350 56.0322. 


C2 .06. 


tc 


Method 


TBLASTX: Cress 




Start 


2000 






End 


2231 




GI 


none 






Score 


103 




Exons 


2000.. 2224, 2055. 


.2231 










Seq. No. 


43597 






Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 






Strand 







44401 




Q-t- art 
O Lai L. 


1 SRTft 
1 j j ' u 








End 


18008 


NcLITIS 


nTnnn^^n Rfi 

UuUUU jZ)U OO. 




P9 nil 
. \*c. . Oft . 


UC 


Method 


TBLASTX: Cress 




OOOQ ~ 
Z O Z .7 








End 


3541 


PT 


none 








Score 


146 


LXQllb 


9R9Q 9Q1 S 


Z .7 *J X 


^047 

• • Jul / , 




.3371, 3206.. 3541 


Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 


- 


OLalL 


1 ^S7ft 








End 


18008 


Name 


Pi.THfin^RD ^fi 
UOUUUOjU jo. 




P9 


LIU 


Mot - hnH 

11G L. 1 IUU 




otart 


9Q99 — 

Z :7ZZ 








End 


3541 


O J. 


none 








Score 


124 


Exons 


9Q99 ?f)47 

Z -7ZZ . • / , 


^1 Qft 


^74 


«JZ U O . 


.3541 




Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 


- 




i R R7ft 








End 


18008 


Name 


UJUUUjjU 00. 


n^99 


P9 o9 
. v_z . uz . 




Method 


TBLASTX : Soybean 












End 


3547 


PT 
Lj J. 


none 








Score 


209 


Exons 


OQ7Q ?047 




• • JjU O , 


*^9 1 9 
OZ X z • 


.3547 




oeq . jno . 


/I O C Q7 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 




Start 


15578 








End 


18008 


Name 


UUUUUjjU -3D. 


0^99 


P9 
• k^Z .UJ. 


lb 


Method 


TBLASTX: Soybean 


Of a v~+- 


Q1 Q9 
J. :7Z 








End 


10075 


PT 


none 








Score 


158 


TP «» /^v « 


Q1 Q9 Q4 H 4 


Q9 "3Q 


Q41 R 

■ . -7ft J. D t 


Q9 Qfi 

_?Z 3D • 


.9406, 9520. .9618, 9525. .9614, 




07-39 Q77"3 


Qft 4 S 

3 0 ft O 


Qft Q9 
• • :70 jZ , 


Qft 4 7 


.9891, 9902. .10042, 9953. .10075 


Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 




Q+- 3 r*T- 
Otdl L. 


1 ^R7ft 








End 


18008 


Name 


UJUUUjjU jO. 




P9 0 R 
• k*Z . OO . 


LC 


Method 


TBLASTX: Cress 












End 


9898 


P.T 


none 








Score 


108 


Exons 


Q-ann Q404 
UjUU • . :7fi Ufi , 




Qfil ft 


QR9 R 


.9614, 9732. . 9773, 9845. .9898 


Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 






1 RR7ft 








End 


18008 


Name 


UJUvJUjjU ju. 


m9 9 


P9 
. k^Z . OO • 


tm 


Method 


TBLASTX: Maize 




Q7 ^9 _ 








End 


10129 


PT 


none 








Score 


58 


Exons 


Q700 Q77"3 


Qft 4 R 
jO ft 3 


Qft Qft 


Qft 4 7 
ft / . 


.9897, 9902. .10129, 9934. .10128 


Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 




Q+- 0 y»- 


15578 








End 


18008 


Name 


OJ000350 56. 


0322 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


10894 








End 


11421 


GI 


none 








Score 


363 


Exons 


10894. .11283, 10899. .11282, 11304 11420, 11305.. 11421 


Seq. No. 


43597 








Seq. ID 


OJ000350_56.0322.C2 


Gene No. 


91420 








Strand 





44402 






15578 




End 


18008 




IN culler 


OJ000350 56 0322. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Q1- a r*+- 


10896 _ 




End 


11268 




ol 






Score 


364 






10896 11252. 10897. 


. 11268 








Seq. No. 


43597 




Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 




Strand 






Start 


15578 




End 


18008 




LNCtllLC 


OJ000350 56 0322. C2 . 


o3. tc 


Method 


TBLASTX: Cress 




O L. a. J. L- 


10950 ~ 




End 


11229 






none 




Score 


255 






10950 11081. 10960. 


. 11229, 


11109. .11207 






43597 




Seq. ID 


OJ000350_56.0322 


,C2 


Gene No. 


91420 




Strand 






Start 


15578 




End 


18008 




Name 


OJ000350 56. 0322. C2. 


ol . tm 


Method 


TBLASTX: Maize 




OUdJ. L. 


11002 ~~ 




End 


11769 






none 




Score 


274 




Exons 


i i no? 11981 11016 

llUUc ) . X X O *J , x x w x w » 


. 11276, 


11296. .11463, 11301. .11462, 






11487 11765 11491 

X X i U / a » XX f \J f X X X a 


. 11769 








Seq. No. 


43597 




Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 . 




Strand 






Cfarf 
OLClJ. L 


15578 




End 


18008 




IN dlLlt: 


OJ000350 56 0322. C2 . 


o2 . tc 


Method 


TBLASTX: Cress 




OLdl L. 


11349 _ 




End 


11777 




ol 






Score 


112 






11349 11420, 11350. 


. 11463, 


11487. .11777, 11488. .11769 




Seq. No. 


43597 




Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 




Strand 






Qf art 


15578 




End 


18008 




Mamo 
LN cUue 


OJ000350 56 0322 C2 . 


o4 fgs 


Method 


GEN SCAN 




0 4- ar f 

O Ldl L 


15578 ~~ 




End 


18008 




Ol 


nunc 




Score 


.7 






15578 15743. 17272. 


. 17347, 


17587. .17748, 17903. .18008 




l_) C VJ • IN W a 


43597 




Seq. ID 


OJ000350_56.0322 


.C2 


Gene No. 


91420 




Strand 






Start 


15578 




End 


18008- 




iNCtiLLC 


OJ000350 56. 0322. C2. 


o3 . np 


Method 


AAT/NAP 




q r a r f 
OLdl L 


17098 




End 


17219 




ul 


7523512 




Score 


135 




XT' v r\Y\ c 
IjAUIlb 


17098. .17219 












(AP001633) hypothetical protein [Oryza 


sativa] 




o e q . in o ■ 


43597 




Seq. ID 


OJ000350_56.0322 


.C2 


bene ino • 


91421 




Strand 






Start 


19772 




End 


21741 




Name 


OJ000350 56. 0322. C2 . 


ol. tc 


Method 


TBLASTX: Cress 




Start 


19772 




End 


21741 




GI 


none 




Score 


155 




Exons 


19772. .19882, 19773. 


.19883, 


19954. .20037, 19982 .. 20038 , 






20034. .20102, 20035. 


.20103, 


21536. .21691, 21539 .. 21598 , 






21541. .21693, 21650. 


.21715, 


21694. .21741, 21696. .21740 





44403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43597 
91421 
19772 

OJ000350_56.0322.C2.o4.ts 
19772 



OJ000350 56. 0322. C2 



none 

19772. 

19981. 

21528. 

21650. 



- Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.19879, 19772. .19882, 19773 .. 19883, 19971 20036, 
,20037, 19982. .20038, 20034 .. 20102 , 20035 .. 20103, 
,21635, 21536. .21640, 21539 .. 21598 , 21541 .. 21633, 
,21688 



21741 

TBLASTX: Soybean 

21688 

59 



Seq. No. 43597 

Gene No. 91421 

Start 19772 

Name OJ000350_56 . 0322 . C2 . o2 . tm 

Start 19772 

GI none 

Exons 19772, 
20034, 



.19882, 19773. .19883, 
.20084, 20035. .20103, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19982 

21539 



OJ000350 56. 0322. C2 



21741 

TBLASTX: Maize 
21741 
169 

20038, 19987. .20037, 
21598, 21539. .21703, 



21541. .21669, 21650 .. 21715, 21694 .. 21741, 21694. .21738 



Seq. No. 43598 Seq. ID 

Gene No. 91422 Strand 

Start 1 End 

Name OJ000350_56 . 0322 . C3 . ol . np Method 

Start 1 End 

GI 1336084 Score 

Exons 1..25, 402.. 657, 947. .1022, 1123.. 1208, 
GI Descrip. 



OJ000350_56.0322.C3 
+ 

1798 
AAT/NAP 
1478 
689 
1297. .1478 



(U56635) Arabidopsis thaliana glutamate dehydrogenase 2 (GDH2) 
mRNA, complete cds. [Arabidopsis thaliana] 



Seq. No. 43598 Seq. ID 

Gene No. 91422 Strand 

Start 1 End 

Name OJ000350_56 . 0322 . C3 . ol . gp Method 

Start 399 End 

GI 15088_1.R1084 ' Score 

Exons 399.. 657, 947.. 1022, 1123.. 1208, 1297. 
GI Descrip. 



OJ000350_56.0322.C3 
+ 

1798 
AAT/GAP 
1798 
1717 
.1798 



'2196878/emb|CAA69600| 1.0e-138 (Y08292) NADH glutamate 
dehydrogenase [Nicotiana plumbaginif olia] 1 



Seq. No. 43598 Seq. ID OJ000350 

Gene No. 91422 Strand + 

Start 1 End 1798 

Name OJ000350_56.0322.C3.ol.gs Method GENSCAN 

Start 407 End 1356 

GI none Score .72 

Exons 407.. 657, 947.. 1022, 1297.. 1356 



56. 0322. C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43598 Seq. ID 

91423 Strand 

2605 End 

OJ000350_56 . 0322 . C3 . o2 . np Method 

2605 End 

7476150 Score 

2605.. 2627, 4846.. 5298, 7783.. 7825 



OJ000350_56.0322.C3 
+ 

7825 
AAT/NAP 
7825 
170 



44404 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical glycine-rich protein Rv3507 - Mycobacterium 
tuberculosis {strain H37RV) gi | 2924444 | emb | CAA17744 . 1 | 
(AL022022) PE_PGRS [Mycobacterium tuberculosis] 



43598 



Seq. ID OJ000350_56.0322.C3 
+ 

7825 
AAT/GAP 
3819 
451 



Strand 
End 

Method 

End 

Score 



91423 
2605 

OJ000350_56.0322.C3.o4 .gp 
3575 
2796620 
3575. .3819 

2463510/embl Y11048 | ZMSN0RNA1 5.0e-27 Z.mays small nuclear RNA 
genes snoRl.l, snoR2.2, snoR3.2, U14.1a, U14.1b, U14.1c and 
U14.1d 





O C \^ * I'W • 


43598 




Seq. ID 


OJ000350 56. 0322. C3 






91423 




Strand 


+ 




Start 


2605 




End 


7825 




Name 


OJ000350 56.0322.C3.o2. 


gs 


Method 


GEN SCAN 




Start 


4834 




End 


5280 






none 




Score 


.92 






4834 5280 








■e :=? 


JC^j • HU • 


43598 




Seq. ID 


OJ000350_56.0322.C3 






91424 




Strand 




f:R 


JLul L 


7819 




End 


10344 


f: 1 




OJ000350 56 0322 C3 ol. 


tc 


Method 


TBLASTX: Cress 


U 




398 — 




End 


666 






nunc 




Score 


333 






398 658. 405 662, 406 


. . 540, 


409. .663 


, 622. .666 


j?j = 


Seq. No. 


43598 




Seq. ID 


OJ000350_56.0322.C3 


r 




91424 




Strand 






O LaL L. 


7819 




End 


10344 




LNa.1 LLC 


OJ000350 56 0322 C3 o2 


ts 


Method 


TBLASTX: Soybean 


~"~4 




398 _ 




End 


1481 


i = 
pes 


GI 


none 




Score 


281 




Exons 


398.-658, 406.. 537, 936 


. .1046 


, 945. .1046, 1120. .1161, 






1163.. 1207, 1164.. 1217, 


1267. 


.1341, 1282. .1341, 1350. .1481, 






1350. .1481 










Seq. No. 


43598 




Seq. ID 


OJ000350_56.0322.C3 




Gene No. 


91424 




Strand 






Start 


7819 




End 


10344 




Name 


OJ000350 56.0322.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


402 




End 


1602 




GI 


none 




Score 


190 




Exons 


402. .662, 403. .648, 422 


. .658, 


431. .664 


, 936. .1022, 945. .1046, 






1113.. 1169, 1120.. 1161, 


1163. 


.1204, 1164. .1217, 1164. .1214, 






1256.. 1330, 1274.. 1327, 


1281. 


.1340, 1282. .1341, 1297. .1353, 






1347. .1490, 1347. .1487, 


1378. 


.1491, 1505. .1531, 1506. .1535, 






1537.. 1575, 1543.. 1602 










Seq. No. 


43598 




Seq. ID 


OJ000350_56.0322.C3 




Gene No. 


91424 




Strand 






Start 


7819 




End 


10344 




Name 


OJ000350 56.0322.C3.o2. 


tc 


Method 


TBLASTX: Cress 



44405 




Ofarf 


918 




End 


1481 


\J X 


none 




Score 


132 




918. .1022, 945. .1046, 1120.. 


1161, 1163 


.1204, 1164. .1217, 




1267 1341 1281 1340 


1282 


..1341, 1344. .1472, 1347. .1481 




134 9 . . 1477 








Can Mn 


43598 




Seq. ID 


OJ000350_56.0322.C3 


f^ono Wo 


91424 




Strand 




Start 


7819 




End 


10344 


Name 


OJ000350 56 0322 C3 ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1122 ~~ 




End 


1602 


\J X 


none 




Score 


48 


DAUllO 


1122 1169 1123 1161 

X X £• . •XXV/-', X X £• <*J . . X X V X , 


1163 


..1207, 1164. .1217, 1167. .1214 




1281 1349 1282 1341 


1288 


..1482, 1344. .1484, 1344. .1484 




1534 . .1602, 1535. . 1594 








O " • LN U . 


43598 




OCT ^ • 1U 


OJ000350 56 0322 C3 


Gene No . 


91424 




L. X Clll^X 




Start 


7819 




End 


10344 


Name 


OJ000350 56 0322 C3 06 






AAT/GAP 


Start 


7756 ~~ 




End 


8248 


\j± 


3767459 




Score 


948 


rvnn q 

LAUi lo 


7756 8248 








VJX 1^ • 


4314371/gb|AAD15582| 1. 


0e-41 


^ VJ VJ U J *± U J 






[Arabidopsis .thaliana] 








Seq. No. 


4 35QR 

*i J *J J O 








Gene No. 


91424 




^t* ranrl 
o l. x aiiu 




O L. QX L. 


7819 




End 


10344 


Name 


OJ000350 56 0322 C3 ol 


ts 


Method 


TBLASTX ■ Sovbean 


o Lai u 


7807 "~ 




End 


8110 


ox 


none 




Score 


192 


pyrin q 


7807. .8100, 7819. .8100, 


7823 


. .8110 




Seq. No. 


43598 




Seq. ID 




Gene No. 


91424 




Strand 




Start 


7819 




End 


x Uj 4 ft 




Ol70003S0 56 0322 C3 o3 




Method 


GEN SCAN 


JLui L 


7819 ~~ 




End 


10344 


GI 


none 




Score 


.99 


P 1 von q 


7819. . 10344 








Q/zj/-r Mr, 
O C • Vi\J • 


43598 




Seq. ID 


OJ000350_56.0322.C3 


fjpnp Ts]o 


91424 




Strand 




Start 


7819 




■ End 


10344 


Name 


OJ000350 56.0322.C3.o3. 


np 


Method 


AAT/NAP 


J Lai L 


7822 




End 


9258 




3668088 




Score 


1067 


Fvon c 


7822.. 8103, 8179.. 9258 










(AC004 667) similar to mammalian MHC III 


region protein G9a 




[Arabidopsis thaliana] 








Seq. No. 


43598 




Seq. ID 


OJ000350_56.0322.C3 


Gene No. 


91424 




Strand 




Start 


7819 




End 


10344 


Name 


OJ000350 56.0322.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7891 




End 


8470 



44406 




GI 


none 




1 ^4 


Exons 


7RQ1 ft4fiQ 7P.Q9 ftl 04 R1 47 

/ 0 " J. • • O ft O _/ , / O • . OIUI; Oil / • 


. 8470 




Seq. No. 


43598 


Seq. ID 


OJ000350_56.0322.C3 


Gene No. 


91424 


Strand 




btart 




End 


10344 


Name 


UuUUU jOU jD.UJ^t •Lj.Oj. Lb 


Mot" hnH 
lie L.iiuu 


TRT.A9TX • Sovbpan 


O 4- — , -w- 4- 

btar t 






8485 


GI 


none 




67 


Exons 


R97** P.4P.4 P,9^7 fi*39fi ft^Qfi 

0i J J . • O ft 0 ft , 0 £3 f • . O J^D; OJJDi 






Seq. No. 


43598 


Seq. ID 


OJ000350_56.0322.C3 


Gene No. 


91424 


Strand 




C 4 , — 4- 

bran. 




End 


10344 


Name 


omnn^t^n ^£ n*^99 p*} r»9 i-w 

UJUUU JJv DO • UjlZ .Lj • I.W 


Method 


TBLASTX: Wheat 


b tart 


O H U X 


End 


8841 




none 


Score 


85 


Exons 


Qyirii q^qq P4H9 P.4Q7 


.8667, 8689. .8841 


Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322.C4 


Gene No. 


91425 


Strand 


+ 


C4- v- 4- 

btarc 


i no 


End 


1029 


Name 


U 0 UUUjjU 00 • Uj^^ . ft • O -L . y £> 


Method 


GENSCAN 


Start 


J.UU 


End 


1029 


GI 


none 


Score 


.78 


Exons 


i f\n 1^9 491 RP.7 7P.4 

-J.UU. . 1 JZ; fiZl • .000/ DO / . . / OH f 


994. .1029 


Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322.C4 


Gene No. 


91426 


Strand 




otart 




End 


8958 


Name 


UJUUUJOU DO . U JZZ • Ufi . . y S 


Method 


GENSCAN 


btart 


c;9 

jZOO 


End 


8958 


GI 


none 


Score 


.46 


Exons 


cofrf: cc/o cqo'J 7"5in QP1H 


.8958 




beq. ino. 




Seq. ID 


OJ000350_56.0322.C4 


bene ino . 


91426 


Strand 




btart 


5266 


End 


8958 


Name 


OJ000350 56.0322.C4.ol.np 


Method 


AAT/NAP 


Start 


5269 


End 


7264 




7485545 


Score 


402 


Exons 


5269.-5542, 6903.. 7264 






GI Descrip. 


hypothetical protein F16B22.23 - Arabidopsis thaliana 




gi|3341694|gb|AAC27476.1|. (AC003672) putative PREGl-like 




negative regulator [Arabidopsis thaliana] 


Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322.C4 


Gene No. 


91427 


Strand 




Start 


8953 


End 


16337 


Name 


OJ000350 56.0322.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


5258 


End 


6973 


GI 


none 


Score 


43 


Exons 


5258.. 5353, 5264.. 5332, 5377. 


.5436, 5377. .5541, 5387. .5500 




5497. .5529, 6900. .6971, 6902. 


.6973 




Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322.C4 


Gene No. 


91427 


Strand 





44407 






8953 


End 


16337 




Name 


OJ000350 56.0322.C4.o3.np 


Method 


AAT/NAP 




Start 


8953 


End 


16166 




GI 


7485111 


Score 


285 




IT vnri o 


8953.. 9019, 14910. .15225, 


15882. .16166 






vjJ. UcoLIip. 


hypothetical protein - Arabidopsis thaliana 






gi I 2245115 lemb ICAB10537.il 


(Z97343) hypothetical protein 




[Arabidopsis thaliana] gi | 7268509 | emb | CAB78760 . 1 1 (AL16154 




hypothetical protein [Arabidopsis thaliana] 






43599 


Seq. ID 


OJ000350_56.0322 


. C4 


Gene No. 


91427 


Strand 






Start 


8953 


End 


16337 




LN CLlllC 


OJ000350 56.0322.C4.o2.np 


Method 


AAT/NAP 




O Lai U 


9614 


End 


12050 






2317908 


Score 


1022 




Exons 


9614.. 10827, 11694.. 12050 










(U89959) Unknown protein [Arabidopsis 


thaliana] 




C y-N /-t Mr\ 

oeq. in o . 


43599 


Seq. ID 


OJ000350_56.0322 




Gene No. 


91427 


Strand 






Start 


8953 


End 


16337 




Name 


OJ000350 56.0322.C4.o3.gs 


Method 


GENSCAN 




OLalL 


9676 


End 


16142 






none 


Score 


:47 




Exons 


9676.. 10827, 11694 .. 12153, 


13618. .13725, 14811 .. 15087 , 






15888. .15947, 15995.. 16142 








Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 


Strand 






o Lai L 


8953 


End 


16337 




Name 


OJ000350 56.0322.C4.ol.ts 


Method 


TBLASTX : Soybean 






9880 


End 


10311 






none 


Score 


143 






9880.. 9951, 9991.. 10278, 9992.. 10279, 


10009. .10311 




Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 


Strand 






OLdlL 


8953 


End 


16337 




Name 


OJ000350 56.0322.C4.o2.tc 


Method 


TBLASTX: Cress 




OLdi L 


9949 


End 


10242 






none 


Score 


109 




Exons 


9949.. 10242, 9950.. 10222, 


10075. .10242 






Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 


Strand 








8953 


End 


16337 




Name 


OJ000350 56.0322.C4.o2.tm 


Method 


TBLASTX: Maize 




OLaiL 


10321 


End 


10713 






none 


Score 


86 




Exons 


10321. .10713, 10330.. 10533 


, 10622.. 10681 




Seq. No. 


43599 


Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 


Strand 






Start 


8953 


End 


16337 




Name 


OJ000350 56.0322.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


10459 


End 


11912 





44408 




GI 


none 




Score 


63 




Exons 


10459. .10827, 10550 


. . 10672, 


10632. .10829, 10651 .. 10830, 






11691. .11795, 11826 


. . 11912 








Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 




Strand 






Start 


8953 




End 


16337 




Name 


OJ000350 56. 0322. C4 


.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


10522 




End 


10770 




GI 


none 




Score 


109 




Exons 


10522. .10770, 10550 


. . 10762, 


10603. .10770 




Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


-C4 


Gene No. 


. 91427 




Strand 






Start 


8953 




End 


16337 




Name 


OJ000350_56.0322 .C4 


.ol.gp 


Method 


AAT/GAP 




Start 


13640 




End 


13953 




GI 


427418 




Score 


612 




Exons 


13640. .13953 










Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


.C4 


Gene No . 


91427 




Strand 






Start 


8953 




End 


16337 




Name 


OJ000350 56. 0322. C4 


. o4 .np 


Method 


AAT/NAP 




Start 


15918 




End 


16337 




GI 


6911855 




Score 


43 




Exons 


15918. .16049, 16127 


. .16243, 


16318. .16337 




GI Descrip. 


(AL138649) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 




Strand 






Start 


8953 




End 


16337 




Name 


OJ000350 56. 0322. C4 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


16110 




End 


16247 




GI 


none 




Score 


102 




Exons 


16110. .16247, 16144 


. .16242 








Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


.C4 


Gene No. 


91427 




Strand 






Start 


8953 




End 


16337 




Name 


OJ000350 56. 0322. C4 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


16119 




End 


16248 




GI 


none 




Score 


148 




Exons 


16119. .16247, 16119 


. .16247, 


16138. .16248, 16138.. 16248 




Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


• C4 


Gene No. 


91427 




Strand 






Start 


8953 




End 


16337 




Name 


OJ000350 56. 0322. C4 


,o2 .gp 


Method 


AAT/GAP 




Start 


16124 




End 


16243 




GI 


none 




Score 


207 




Exons 


16124. .16243 










Seq. No. 


43599 




Seq. ID 


OJ000350_56.0322 


-C4 


Gene No. 


91427 




Strand 






Start 


8 953 




End 


16337 




Name 


OJ000350_56.0322.C4 


.o3.ts 


Method 


TBLASTX : Soybean 





44409 



o Lai u 


16129 


End 


16235 










non o 


Score 


112 








Hi Awl 1 O 


16129. . 16224, 16131 16235, 


16138. .16233 








Seq. No. 


43600 


Seq. ID 


OJ000350 


_56. 


0322 


,C5 


Gene No. 


91428 


Strand 


+ 








Start 


542 


End 


2069 








Name 


OJ000350 56.0322.C5.ol.gs 


Method 


GEN SCAN 








O Lai L. 


542 


End 


2069 










none 


Score 


.89 








Exons 


542. .755, 818. .918, 2003. .2069 










Seq. No. 


43600 


Seq. ID 


OJ000350 


_56. 


0322 


.C5 


Gene No. 


91429 


Strand 


+ 








Start 


11675 


End 


12084 










OJ000350 56.0322.C5.o3.gp 


Method 


AAT/GAP 








Cf art 
O Lai L 


11675 


End 


12084 










none 


Score 


816 








F, von 


11675. .12084 












Seq. No. 


43600 


Seq. ID 


OJ000350 


_56. 


0322 


.C5 


Gene No. 


91430 


Strand 


— 








Start 


472 


End 


861 










OJ000350 56.0322.C5.ol.gp 


Method 


AAT/GAP 








OLai L 


472 


End 


861 








(ZT 


none 


Score 


- 753 










472. .861 












O C VJ • Liv • 


43600 


Seq. ID 


OJ000350 


56. 


0322 


.C5 


Cpnp "Mo 


91431 


Strand 


- 








Start 


3729 


End 


4022 








Name 


OJ000350 56.0322.C5.o2.gp 


Method 


AAT/GAP 








Start 


3729 


End 


4022 










15591 1.R1084 


Score 


444 








F von q 


3729.. 4022 














'5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


14 Oryza 


sativa genomic 




DNA, chromosome 8, clone: P0026F07 1 










Seq. No. 


43600 


Seq. ID 


OJ000350 


_56. 


0322 


.C5 


Gene No. 


91432 


Strand 










Start 


4169 


End 


19197 








Name 


OJ000350 56.0322.C5.ol.np 


Method 


AAT/NAP 








Start 


4169 


End 


8531 








GI 


6907106 


Score 


449 









Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4169. .4353, 4388. .4699, 4748. .4930, 8374. .8531 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



43600 
91432 
4169 

OJ000350_56 . 0322 . C5 . o2 . tm 
4266 
none 

4266.. 4301, 4268.. 4321, 4269. 
4376. .4561, 4380. .4562, 4452.-4577 



OJ000350_56.0322.C5 
19197 

TBLASTX: Maize 

4577 

45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4307, 4337. .4375, 4339.-4368, 



44410 



O.J000350_56.0322.C5 

19197 
GENS CAN 
19197 
.73 

5643. .5935, 6362. .6412, 8371. .8457, 8462. .8617, 9824. .9909, 
10216. .10417, 12201. .12345, 12367 12460, 12902 .. 12967 , 
13048. .13138, 13358. .13440, 13544 .. 13612 , 13950 .. 14017 , 
15976. .16047, 16447 .. 16505, 1664 1 .. 16758 , 1738 9 .. 17550, 
17989. .18030, 18737 18900, 19017.. 19197 



Seq. No. 43600 

Gene No. 91432 

Start. 4169 

Name OJ000350_56 . 0322 . C5 . o3 . gs 

Start 5643 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43600 
91432 
4169 

OJ000350_56 . 0322 . C5 . o2 . np 

8041 

7299245 



Seq. ID OJ000350_56.0322.C5 
Strand 

End 19197 

Method AAT/NAP 

End 18898 

Score 382 



8041. .8074, 13040. .13138, 13358 .. 13416, 13517 .. 13612, 
13950. .14017, 14097. .14183, 14531 .. 14 602 , 15151 .. 15258 , 
15931. .16137, 16649. .16758, 17389 .. 17463, 17551 .. 17 618 , 
17870. .17915, 17989. .18030, 18815. .18898 
(AE003684) CG8412 gene product [Drosophila melanogaster] 



43600 : v Seq. ID 

91432 Strand 
4169 End 
OJ000350_56 . 0322 . C5 . o3 . tm Method 
12050 End 
none Score 

12050. .12091, 12061. .12090, 

12117. .12200, 12118. .12201, 

12898. .12969, 12904 .. 12987 , 

13044. .13139, 13045. .13155, 

13357. .13440, 13359 .. 13448, 



OJ000350_56.0322.C5 
19197 

TBLASTX: Maize 
13448 
53 

12063. .12101, 12114. .12200, 
12361. .12462, 12365 12460, 
12909. .12989, 1304 4 .. 13139, 
13049. .13153, 13355. .13441, 
13360. .13443 



Seq. No. 43600 

Gene No. 91432 

Start 4169 

Name OJ000350_56. 0322 .C5 ,o4 . gp 

Start 12781 

GI 32197_1.R1084 

Exons 12781.. 12873 

GI Descrip... 1 4455192/emb | CAB36515 . 1 1 

• [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_56.0322.C5 

19197 
AAT/GAP 
12873 
128 



2.0e-13 (AL035440) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43600 
91432 
4169 

OJ000350_56.0322.C5.ol.tm 

13945 

none 

13945. .13992, 13945 .. 14019, 
13973. .14020, 14067 .. 14 183, 
14110. .14193, 14528. .14602, 
15151. .15240, 15151. .15267, 
15357. .15398 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13946. .14059, 
14089. .14184, 
14529. .14603, 
15152. .15256, 



OJ000350 56. 0322. C5 



19197 

TBLASTX: Maize 
15404 
65 

13947. .14018, 
14094. .14204, 
15150. .15236, 
15351. .15404, 



44411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43601 Seq. ID OJ000350_56 . 0322 . C6 

91433 Strand 

1412 End 3326 

OJ000350_56 . 0322 . C6 . ol . np Method AAT/NAP 

1412 End 3326 

7486052 Score 126 

1412.. 1603, 3286.. 3326 

hypothetical protein F23K16.40 - Arabidopsis thaliana 

gi I 5042157 | emb| CAB44676.il (AL078620) putative WRKY DNA-binding 

protein [Arabidopsis thaliana] gi | 7270925 | emb | CAB80604 . 1 1 

(AL161595) putative WRKY DNA-binding protein [Arabidopsis 

thaliana] 



43601 
91433 
1412 

OJ000350_56. 0322.C6.ol.tm 

1475 

none 

1475. .1597, 1476. .1523 

43601 
91433 
1412 

OJ000350_56.0322.C6.ol.ts 

1478 

none 

1478. .1597 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_56.0322.C6 
3326 

TBLASTX: Maize 

1597 

61 



OJ000350_56.0322.C6 
3326 

TBLASTX : Soybean 

1597 

221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43602 Seq. ID 

91434 Strand 
1 End 
OJ000350_56.0322.C7.ol.np Method 
1 End 
6721508 Score 
1..45, 222. .404 

(AP001072) hypothetical protein [Oryza 

43602 Seq. ID 

91435 Strand 
1970 End 
OJ000350_56.0322.C7.ol.ts Method 
1970 End 
none Score 
1970.. 2131, 1982.. 2086, 1984.. 2130 



OJ000350_56.0322.C7 
404 

AAT/NAP 

404 

59 

sativa] 

OJ000350_56.0322.C7 
2131 

TBLASTX : Soybean 

2131 

155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



43602 
91435 
1970 

OJ000350_56 . 0322 -C7.ol.tc 

1972 

none 

1972.. 2097, 1982.. 2098 

43602 
91435 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000350_56.0322.C7 
2131 

TBLASTX: Cress 

2098 

108 



OJ000350 56. 0322. C7 



44412 




Start 


1970 


End 


2131 








Name 


OJ000350 56. 0322 .C7 .ol. tm 


Method 


TBLASTX: Maize 




Start 


1972 


End 










GI 


none 


Score 


1 lo 








Exons 


1972.. 2130, 1980.. 2060, 1982. 












Seq. No. 


43603 


Seq. ID 




e; £ 
D O 


n t o o 


.C10 


Gene No. 


91436 


Strand 


+ 








Start 


5565 


Lna 


T A *7 O A 

1U /z4 








Name 


OJ000350 56 . 0322 . C10 . o2 . gs 


Method 


GENSCAN 








Start 


5565 


End 


H O O A 








GI 


none 


Score 


A "1 

. 4 1 








Exons 


5565. .5718, 7357.. 7556/ 7574. 


i o n a 










Seq. No. 


43603 


Seq. ID 


OJ000350 


_56 


.0322 


.LIU 


Gene No. 


91436 


Strand 


+ 








Start 


5565 


End 


10724 








Name 


OJ000350 56.0322.C10.o2.np 


Method 


AAT/NAP 








Start 


7291 


End 


10724 








GI 


6522545 


Score 


237 








Exons 


7291. .7446, 8588.. 8809, 10651 


. .10724 










GI Descrip. 


(AL132955) putative protein [Arabidopsis thaliana] 






Seq. No. 


43603 


Seq. ID 


OJ000350_ 


_56 


.0322 




Gene No. 


91437 


Strand 


+ 








Start 


19621 


End 


20242 








Name 


OJ000350 56.0322.C10.o5.np 


Method 


AAT/NAP 








Start 


19131 


End 


20239 








GI 


6815053 


Score 


791 








Exons 


19131. .19277, 19778. .19953, 20002.. 20239 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43603 


Seq. ID 


OJ000350 


_56 




.C10 


Gene No. 


91437 


Strand 


+ 








Start 


19621 


End 


20242 








Name 


OJ000350 56.0322.C10.o5.gs 


Method 


GENSCAN 








Start 


19621 


End 


20242 








GI 


none 


Score 


.69 








Exons 


19621. .19725, 19778.. 20242 












Seq. No. 


43603 


Seq. ID 


OJ000350 


_56 


.0322 


. C1U 


Gene No. 


91438 


Strand 










Start 


1 


End 


4579 








Name 


OJ000350 56.0322.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


4579 








GI 


6686396 


Score 


1570 








Exons 


1..830, 885. .1041, 1123. .1312 


, 1427.. 1561, 1649 


. . 1746, 






2850.. 3022, 3119.. 3394, 4477. 


.4579 










GI Descrip. 


(AC007234) F1E22.10 [Arabidopsis thaliana] 








Seq. No. 


43603 


Seq. ID 


OJ000350 


_56 


.0322 


.LIU 


Gene No. 


91438 


Strand 










Start 


1 


End 


4579 








Name 


OJ000350 56.0322.C10.ol.gs 


Method 


GENSCAN 








Start 


343 


End 


3539 








GI 


none 


Score 


.64 








Exons 


343.. 850, 927.. 1041, 2850.. 3539 











44413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



43603 Seq. ID OJ000350_56 . 0322 . CIO 

91439 Strand 

9000 End 9320 

OJ000350 56.0322.C10.ol.gp Method AAT/GAP 
9000 End 9320 

2569_2.R1084 Score 440 

9000. .9320 

, 5042437/gb|AC007789.1|AC007789 1.0e-79 Oryza sativa BAG T49B20 
genomic sequence, complete sequence 1 

43603 Seq. ID OJ000350_56 . 0322 . C10 

91440 Strand 

10436 End 10614 

OJ000350_56 . 0322 . C10 . o2 . gp Method AAT/GAP 
10436 End 10614 

LIB3434-053-P1-K1-H7 Score 276 

10436. .10614 

1 6041757/gb|AC011806.1|AC011806 2.0e-12 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

43603 Seq. ID OJ000350_56 . 0322 . C10 

91441 Strand 

14391 -End 14490 

OJ000350_56. 0322. C10. o3.gp Method AAT/GAP 
14391 End 14490 

LIB3477-003-P1-K1-E9 Score 108 

14391. .14490 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


43603 






Seq. ID 


OJ000350__56.0322 


Gene No. 


91442 






Strand 




Start 


15092 






End 


15473 


Name 


OJ000350 


56. 0322. C10. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


132 






End 


723 


GI 


none 






Score 


56 


Exons 


132. .245, 


133.. 243, 230. 


.421, 


235. .723, 


237. .722 


Seq. No. 


43603 






Seq. ID 


OJ000350_56.0322 


Gene No. 


91442 






Strand 




Start 


15092 






End 


15473 


Name 


OJ000350 


56. 0322. C10. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


132 






End 


317 


GI 


none 






Score 


125 


Exons 


132. .317, 


133. .312 








Seq. No. 


43603 






Seq. ID 


OJ000350_56.0322 


Gene No. 


91442 






Strand 




Start 


15092 






End 


15473 


Name 


OJ000350 


56. 0322. C10. o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


132 






End 


486 


GI 


none 






Score 


211 


Exons 


132. .485, 


133. .486 









'44414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43603 
91442 
15092 

OJ000350_56 . 0322 .CIO . o2 . tm 

132 

none 

132.. 425, 133.. 423, 135.. 425 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43603 
91442 
15092 

OJ000350_56. 0322. C10. ol.tm 
426 
none 



OJ000350_56. 0322. CIO 
15473 

TBLASTX: Maize 

425 

419 



OJ000350 56. 0322. C10 



Seq. ID 
Strand 
End 

Method 
. End 

11UJ1C Score 

42-6. .848, 427. .795, 427. .852, 429. .848, 928. .1041, 929. .1042, 
929. .1042, 1100. .1324, 1108. .1323, 1114. .1329, 1427. .1561, 
1428. .1559, 1435. .1563, 1645. .1749, 1649. .1744 



15473 

TBLASTX: Maize 
1749 
496 



43603 



91442 
15092 

OJ000350_56. 0322. C10. o3.ts 
511 

none _ „ 

511. .633, 532. .618, 2838. .3005, 2842. .3039, 3117. .3380, 

3118.. 3387 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 56. 0322. C10 



15473 

TBLASTX: Soybean 

3387 

62 



43603 
91442 
15092 

OJ000350_56. 0322. C10. ol.ts 
634 
none 



Seq. ID OJ000350_56. 0322. C10 
Strand 

15473 

TBLASTX : Soybean 
1738 
107 



Seq. No. 


43603 


Gene No. 


91442 


Start 


15092 


Name 


OJ000350 


Start 


759 


GI 


none 


Exons 


759. .815, 


Seq. No. 


43603 


Gene No. 


91442 


Start 


15092 


Name 


OJ000350 


Start 


2845 


GI 


none 


Exons 


2845. .297 


Seq. No. 


43603 


Genei No. 


91442 


Start 


15092 



End 

Method 
End 
Score 

634*7.795, 636.. 833, 937.. 1041, 938.. 1042, 1108.. 1305, 
1116.. 1301, 1123.. 1323, 1130.. 1312, 1434.. 1523, 1435.. 1560, 
1435. .1563, 1439. .1564, 1637. .1732, 1639. .1734, 1640. .1738, 
1648. .1737 

Seq. ID OJ000350_56. 0322. C10 
Strand 

End 15473 
Method TBLASTX : Cress 
End 1308 
Score 44 

759. .815, 962. .1027, 973. .1038, 1108. .1308, 1121. .1306 

Seq. ID OJ000350_56. 0322. C10 
Strand 

End 15473 

Method TBLASTX : Mai ze 

End 3387 

Score 101 
2845.. 2976, 2847.. 2978, 3117.. 3380, 3118.. 3387 

Seq. ID OJ000350_56. 0322. C10 
Strand 

End 15473 



44415 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



OJ000350_56 . 0322 . CIO . o3 . tc Method 

3136 End 

none Score 
3136.. 3387, 3138.. 3380 

43603 Seq. ID 

91442 Strand 

15092 End 

OJ000350_56 . 0322 .C10 . o4 . tm Method 

8603 End 

none Score 



TBLASTX: Cress 

3387 

126 



OJ000350_56. 0322. C10 
15473 

TBLASTX: Maize 
8915 
79 



8603. .8662, 8613. .8675, 8614. .8676, 8662. .8805, £666. .8806, 
8853. .8915 





oeq. lno . 


43603 






Seq. ID 


OJ000350_56.0322 


.C10 






91442 






Strand 








Start 


15092 






End 


15473 






Name 


OJ000350 56.0322. 


C10.O4 


.ts 


Method 


TBLASTX: Soybean 






Start 


8605 






End 


8883 






GI 


none 






Score 


294 






Exons 


8605.. 8799, 8609. 


.8809, 


8817. 


.8870, 8818. .8883 






Seq. No. 


43603 






Seq. ID 


OJ000350_56.0322 


.C10 




Gene No. 


91442 






Strand 








Start 


15092 . 






End 


15473 




? Fs 


Name 


OJ000350 56.0322. 


C10.o2 


.tc 


Method 


TBLASTX: Cress 




f\ I 


Start 


8606 






End 


8806 




— s=. 


GI 


none 






Score 


295 




1 j 


Exons 


8606. .8806, 8620. 


.8790 










- ST 


Seq. No. 


43603 






Seq. ID 


OJ000350_56.0322 


.C10 




Gene No. 


91442 






Strand 








Start 


15092 






End 


15473 






Name 


OJ000350 56.0322. 


C10.O4 


.gp 


Method 


AAT/GAP 






Start 


15092 






End 


15473 






GI 


5002855 






Score 


708 






Exons 


15092.. 15473 













Seq. ID OJ000350_56.0322.C11 

Strand + 

End 3739 

Method AAT/GAP 

End 3739 

Score 436 



43604 
91443 
3456 

OJ000350_56.0322.Cll.ol.gp 
3456 
none 

3456. .3739 

43604 
91444 
9649 

OJ000350_56.0322.Cll.o3.gs 
9649 

none 

9649. .9705, 10203 .. 10371, 10568 .. 10842, 10953 .. 11015, 
11348. .11458, 12131. .12244, 12951 .. 13544 ,- 13597 13725 , 
13811. .14047 



Seq. ID OJ000350_56.0322.C11 

Strand + 

End 14289 

Method GENSCAN 

End 14047 

Score .82 



43604 



Seq. ID OJ000350_56.0322.C11 



44416 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



91444 
9649 

OJ000350_56.0322.Cll.o3.gp 
10589 



none 



Strand 
End 

Method 

End 

Score 



+ '• 

14289 

AAT/GAP 

11406 

673 



10589. .10842, 10953 11015, 11348.. 11406 



43604 Seq. ID 

91444 Strand 

964 9 End 

OJ000350_56 . 0322 . Cll . o4 . gp Method 

11401 End 

3766824 Score 



OJ000350_56. 0322. Cll 
+ 

14289 
AAT/GAP 
13097 
565 



11401. .11422, 11504. .11587, 12205 .. 1227 6, 12951.. 13097 



43604 Seq. ID 

91444 Strand 

964 9 End 
OJ000350_56 . 0322 . Cll . o2 . np Method 

11538 End 

5302811 Score 

11538. .11599, 12951. .13203, 



OJ000350_56. 0322. Cll 
+ 

14289 
AAT/NAP 
14112 
785 



13242. .13601, 13802. .14112 
(Z97342) putative serine protease-like protein [Arabidopsis 
thaliana] 



43604 Seq. ID 

91444 Strand 

964 9 End 

OJ000350_56. 0322. Cll. o5.gp Method 

13301 End 

33499 1.R1084 Score 



OJ000350_56. 0322. Cll 
+ 

14289 
AAT/GAP 
14289 
1533 



13301. .13571, 13654. .13725, 13811.. 14289 

'5302811/emb|CAB46052.1| 4.0e-48 (Z97342) putative serine 
protease-like protein [Arabidopsis thaliana] ' 



Seq. No. 


43604 


Seq. ID 


OJ000350_56. 0322. Cll 


Gene No. 


91445 


Strand 




Start 


3743 


End 


7568 


Name 


OJ000350 56 


. 0322 . Cll . o2 . gs Method 


GEN SCAN 


Start 


3743 


End 


7568 


GI 


none 


Score 


.82 


Exons 


3743. .4879, 


5018.. 5207, 5332.. 5466, 5588.. 5685, 6085.. 6257, 




6350. .6694, 


6709. .6822, 7158. .7277, 7514.. 7568 


Seq. No. 


43604 


Seq. ID 


OJ000350_56. 0322. Cll 


Gene No. 


91445 


Strand 




Start 


3743 


End 


7568 


Name 


OJ000350 56 


.0322. Cll. ol.np Method 


AAT/NAP 


Start 


3749 


End 


6737 


GI 


2262105 


Score 


1986 


Exons 


3749. .4633, 


4733. .4875, 5014. .5189, 5332. .5466, 5588. .5685, 




6085. .6257, 


6350. .6737 




GI Descrip. 


(AC002343) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


43604 


Seq. ID 


OJ000350_56. 0322. Cll 


Gene No. 


91445 


Strand 




Start 


3743 


End 


7568 



44417 



Name 


OJ000350 56.0322. 


Cll.o2 


.gp 


Method 


AAT/GAP 


Start 


4323 






End 


5164 . 


GI 


11117 1.R1084 






Score 


1084 


Exons 


4323. .4671, 4762. 


.4879, 


5018. 


.5164 




GI Descrip. 


'2262105/gb|AAB63613.1 | 


l.Oe- 


34 (AC002343) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


43604 






Seq. ID 


OJ000350_56.0322.C11 


Gene No. 


91446 






Strand 




Start 


13832 






End 


17904 


Name 


OJ000350 56.0322. 


Cll.ol 


.tc 


Method 


TBLASTX : Cress 


Start . 


3746 






End 


4537 


GI 


none 






Score 


178 


Exons 


3746.. 4057, 3753. 


.4058, 


4050. 


.4328, 4052. .4537, 4401. .4496 


Seq. No. 


43604 






Seq. ID 


OJ000350_56.0322.C11 


Gene No. 


91446 






Strand 




Start 


13832 






End 


17904 


Name 


OJ000350 56.0322. 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3752 






End 


5221 


GI 


none 






Score 


380 


Exons 


3752.. 4666, 3753. 


.4328, 


4244 . 


.4546, 4398. .4646, 4811. .4876, 




5003. .5221 










Seq. No.. 


43604 






Seq. ID 


OJ000350_56.0322.C11 


Gene No. 


91446 






Strand 




Start 


13832 






End 


17904 


Name 


OJ000350 56.0322. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3755 






End 


4136 


GI 


none 






Score 


267 


Exons 


3755.. 4132, 3759. 


.4136 








Seq. No. 


43604 






Seq. ID 


OJ000350_56.0322.C11 


Gene No. 


91446 






Strand 




Start 


13832 






End 


17904 


Name 


OJ000350 56.0322. 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3755 






End 


4654 


GI 


none 






Score 


200 


Exons 


37S5..3997, 3759. 


.4004, 


4001. 


.4153, 4011. .4148, 4158. .4328, 




4178.. 4330, 4220. 


.4345, 


4373. 


.4654, 4401. .4646 


Seq. No. 


43604 






Seq. ID 


OJ000350_56.0322.C11 


Gene No. 


91446 






Strand 




Start 


13832 






End 


17904 


Name 


OJ000350 56.0322. 


Cll.06 


.tc 


Method 


TBLASTX: Cress 


Start 


4577 






End 


5203 


GI 


none 






Score 


63 


Exons 


4577.. 4636, 4578. 


.4631, 


4811. 


.4876, 5013.. 5201, 5015.. 5203 


Seq. No. 


43604 






Seq. ID 


OJ000350_56.0322.C11 


Gene No. 


91446 






Strand 




Start 


13832 






End 


17904 


Name 


OJ000350 56.0322. 


Cll.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


4811 






End 


5677 


GI 


none 






Score 


75 


Exons 


4811.. 4882, 4997. 


.5206, 


5018. 


.5206, 5019.. 5207, 5322.. 5471, 




5334.. 5471, 5338. 


.5475, 


5585. 


.5677, 5587. .5676 



44418 




Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322. 


Cll.o4 . tm 


Method 


TBLASTX: Maize 




Start 


5307 




End 


5688 




GI 


none 




Score 


82 




Exohs 


5307.. 5465, 5322. 


.5471, 5332 


..5475, 5587. .5688, 5588.-5677 


Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17 904 




Name 


OJ000350 56.0322. 


Cll.o5.tm 


Method 


TBLASTX: Maize 




Start 


6082 




End 


6603 




GI 


none 




Score 


76 




Exons 


6082.. 6213, 6086. 


.6196, 6348 


..6602, 6361.. 6603 




Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322. 


Cll.o5.ts 


Method 


TBLASTX : Soybean 




Start 


6082 




End 


6603 




GI 


none 




Score 


121 




Exons 


6082.. 6228, 6083. 


.6262, 6348 


..6602, 6367.. 6603 




Seq.. No". 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322. 


Cll.o5.tc 


Method 


TBLASTX: Cress 




Start 


6367 




End 


6603 




GI 


none . 




Score 


115 




Exons 


6367.. 6603, 6369. 


.6602 








Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322. 


Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7002 • 




End 


15101 




GI 


none 




Score 


62 




Exons 


7002.. 7169, 14688 


..14927, 14692.. 14925 


, 15024. .15101, 






15025. .15081 










Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322. 


Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10654 




End 


14056 




GI 


none 




Score 


75 




Exons 


10654. .10755, 12939 .. 13007, 


13002. .13517, 13025. .13450, 






13484. .13516, 13542 .. 13571, 


13636. .13725, 13647 .. 13721, 






13810. .14004, 13811. .14008, 


13811. .14011, 14012.. 14056 




Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322. 


Cll.o6.tm 


Method 


TBLASTX: Maize 




Start 


12174 




End 


13098 





44419 




GI 


none 




Score 


69 




Exons 


12174. .12275, 12188. 


.12313, 


12220. .12288, 12947 .. 13096, 






12948. .13097, 12949. 


.13098, 


12949.. 13098 




Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322.C11 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


13037 




End 


13571 




GI 


none 




Score 


606 




Exons 


13037. .13516, 13041. 


.13532, 


13532. .13564, 13533.. 13571 




Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350_56.0322.C11 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13101 




End 


14168 




GI 


none 




Score 


505 




Exons 


13101. .13523, 13116. 


.13268, 


13118. .13522, 13180. .13533, 






13523. .13570, 13524. 


.13571, 


13636. .13725, 13651 .. 13725, 






13810. .13923, 13810. 


.14046, 


13811. .14050, 14126. .14167, 






14127. .14168 










Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322.C11 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


13636 




End 


14055 




GI 


none 




Score 


125 




Exons 


13636. .13722, 13653. 


.13721, 


13764. .13955, 13810 . . 13890, 






13810. .14055, 13811. 


.14047 








Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322.C11 


,o3.np 


Method 


AAT/NAP 




Start ■ 


13832 




End 


15968 




GI 


7248457 




Score 


727 




Exons 


13832. .13980, 14562. 


.14924, 


15027. .15149, 15230. .15495, 






15582. .15968 










GI Descrip. 


(AF131222) protein serine/threonine kinase [Lophopyrum 






elongatum] 










Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322.C11 


. o4 . gs 


Method 


GENSCAN 




Start 


14355 




End 


17904 




GI 


none 




Score 


.55 




Exons 


14355. .15149, 15230. 


.15490, 


15508. .15726, 15773 15975, 






17580. .17904 










Seq. No. 


43604 




Seq. ID 


OJ000350_56.0322 


.Cll 


Gene No. 


91446 




Strand 






Start 


13832 




End 


17904 




Name 


OJ000350 56.0322.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14586 




End 


15747 





44420 



GI 

Exons 



none 



Score 



108 



14586. .14927, 14692 .. 14925, 15024 .. 15152, 15025 .. 15147, 
15030. .15152, 15245. .15391, 1524 6 .. 15392, 154 07 154 93, 
15652. .15747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43604 
91446 
13832 
OJ000350 
14592 
none 
14592. 
15248. 
15652. 



56.0322.Cll.o3.tc 



14927, 
15310, 
15747 



14764. 
15323. 



.14925, 
,15382, 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 
15024. .15152, 
15392. .15493, 



OJ000350 56.0322.C11 



17904 

TBLASTX: Cress 
15747 
110 

15025. .15147, 
15577. .15639, 



Seq. No. 43604 Seq. ID 

Gene No. 9144 6 Strand 

Start 13832 End 

Name 0 J000350_56 . 0322 . Cll . o4 . ts Method 

Start 14592 End 

GI none Score 

Exons 14592. .14927, 14761 .. 14 925, 15024. 

15245. .15382, 15246. . 15386, 15392. 



OJ000350_56. 0322. Cll 
17904 

TBLASTX: Soybean 

15493 

170 



,15149, 
15493 



15025. .15138, 



Seq. No. 43605 Seq. ID 

Gene No. 91447 Strand 

Start 160 End 

Name OJ000350_56 . 0322 . C12 . ol . gs Method 

Start 160 End 

GI none Score 

Exons 160.. 300 



OJ000350_56.0322.C12 
300 

GEN SCAN 

300 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_58.0327.C7 
+ 

1264 
GENSCAN 
1264 
.63 



43606 Seq. ID 

91448 Strand 
26 < End 
OJ000350_58 . 0327 . C7 . ol . gs Method 
26 End 
none Score 
26. .161, 796. .930, 978. .1264 

43606 Seq. ID 

91449 Strand 
8897 End 
OJ000350_58 . 0327 . C7 . ol . np Method 
8897 End 
3885339 Score 
8897. .9544, 9617. .9749, 9951. .10211, 
11728. .11951, 12440. .12868, 12911. .13144 

(AC005623) hypothetical protein [Arabidopsis thaliana] 



OJ000350_58.0327.C7 
+ 

20989 
AAT/NAP 
13144 
1239 

10430. .10504, 10804. .11018, 



43606 
91449 
8897 

OJ000350_58.0327.C7.o3.gs 

8897 

none 



Seq. ID OJ000350_58 .0327.C7 

Strand + 

End 20989 

Method GENSCAN 

End 20085 

Score . 65 



8897.. 10211, 10804. .11018, 11728 .. 11951, 11992 .. 12075 , 



44421 





12440. .13135, 13834. 


.13919, 


14930. .15322, 15367. 


.15404, 






15961. .15987, 17319. 


.17402, 


17530. .17610, 18454. 


.18546, 






19484. .19551, 19634. 


.19694, 


19836. .19889, 19966. 


.20085 




Seq. No. 


43606 




oeq. ±u 


n ~rnnrn 


■J 0 




.C7 


Gene No. 


Q 1 A A Q 

y 1 4 4 y 




S trand 


T 








Start 


8897 




CiUU 










Name 


OJ000350 58. 0327. C7. 


o2.gp 


hj\ /~\ ^ V"i /~\ 


aat /cap 








Start 


15064 




EjIICL 


i fin 








GI 


5002851 




Score 


615 








Exons 


15064. .15322, 15961. 


.16052 












Seq. No. 


43606 




Seq. ID 


OJ000350_ 


58 


.0327 


-C7 


Gene No. 


91449 




Strand 


+ 








Start 


8897 




End 


20989 








Name 


OJ000350 58. 0327. C7. 


o2 .np 


Method 


AAT /NAP 








Start 


15182 




End 


20720 








C T 


6970282 




Score^ 


1064 








Exons 


15182. .15322, 15961. 


.16034, 


17319. .17402, 17530. 


.17610, 






18210. .18290, 18454. 


.18546, 


19207. .19386, 19484. 


.19551, 






19634. .19694, 19836. 


.19889, 


19966. .20055, 20449. 


.20515, 






20632. .20720 














GI Descrip. 


(AC021666) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


43606 




Seq. ID 


OJ000350_ 


58 


.0327 


.C7 


Gene No . 


91449 




Strand 


+ 








Start 


8897 




End 


20989 








Name 


OJ000350 58. 0327. C7 . 


o3.gp 


Method 


AAT /GAP 








Start 


17543 




End 


18506 








GI 


none 




Score 


289 








Exons 


17543. .17610, 18210. 


.18290, 


18454. .18506 








Seq. No. 


43606 




Seq. ID 


OJ000350_ 


58 


.0327 


.C7 


Gene No. 


91449 




Strand 


+ 








Start 


8897 




End 


20989 








Name 


OJ000350 58. 0327. C7 . 


o4 . gp 


Method 


AAT /GAP 








Start 


19616 




End 


20989 








GI 


5273 1.R1084 




Score 


1150 








Exons 


19616. .19694, 19836. 


.19889, 


19966. .20055, 20449. 


.20515, 





20632. .20989 

GI Descrip. 1 4689108/gb I AAD27763 . 1 | AF077030_1 2.0e-28 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 1 

Seq. No. 43606 Seq. ID OJ000350_58 . 0327 . C7 

Gene No. 91450 Strand 

Start 2800 End 8401 

Name OJ000350_58 . 0327 . C7 . o2 . gs Method GENS CAN 

Start 2800 End 8401 

GI none Score .51 

Exons 2800.. 3093, 3656.. 3756, 4003.. 4163, 5086.. 5114, 7308.. 7469, 

8378. .8401 



Seq. No. 
Gene No. 
Start 



43606 
91451 
13052 



Seq. ID 

Strand 

End 



OJ000350 58. 0327. C7 



13475 



44422 




Name 


OJ000350 58. 0327. C7 . 


ol.gp 


Method 


AAT/GAP 






Start 


13052 






End 


13475 






GI 


none 






Score 


808 






Exons 


13052. 


.13475 












Seq. No. 


43606 






Seq. ID 


OJ000350 


_58.0327 


.CI 


Gene No. 


91452 






Strand 








Start 


20481 






End 


23733 






Name 


OJ000350 58. 0327. C7. 


o2 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


10425 






End 


12525 






GI 


none 






Score 


299 






Exons 


10425. 


.10487, 10805. 


.10990, 


10806. .11012, 10814 


. .11020, 






11704. 


.11946, 11722. 


.11949, 


11726. .11947, 11727 


. .11951, 






12429. 


.12500, 12432. 


.12497, 


12437. .12499, 12502 


. .12525 




Seq. No. 


43606 






Seq. ID 


OJ000350 


_58.0327 


.C7 


Gene No. 


91452 






Strand 








Start 


20481 






End 


23733 






Name • 


OJ000350 58. 0327. CI. 


o3 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


11167 






' End 


11700 






GI 


none 






Score 


173 






Exons 


11167. 


.11241, 11257. 


.11487, 


11258. .11488, 11259 


. .11486, 






11274. 


.11510, 11294. 


.11488, 


11477. .11536, 11481 


. .11531, 






11489. 


.11536, 11499. 


.11537, 


11536. .11700, 11550 


. .11696 




Seq. No. 


43606 






Seq. ID 


OJ000350 


_58.0327 


.CI 


Gene No. 


91452 






Strand 








Start 


20481 






End 


23733 






Name 


OJ000350 58. 0327. C7. 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


11739 






End 


11958 






GI 


none 






Score 


215 






Exons 


11739. 


.11897, 11740. 


.11946, 


11750. .11953, 11779 


. .11958 




Seq. No. 


43606 






Seq. ID 


OJ000350 


_58.0327 


.C7 


Gene No. 


91452 






Strand 








Start 


20481 






End 


23733 






Name 


OJ000350 58. 0327. C7. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12450 






End 


12871 






GI 


none 






Score 


66 






Exons 


12450. 


.12575, 12463. 


.12516, 


12504. .12710, 12572 


. .12664, 






12740. 


.12871, 12741. 


.12863 










Seq. No. 


43606 






Seq. ID 


OJ000350 


_58.0327 


.C7 


Gene No. 


91452 






Strand 








Start 


20481 






End 


23733 






Name 


OJ000350 58. 03.27. C7. 


ol.tm 


Method 


TBLASTX : i 


Maize 




Start 


17309 






End 


20747 






GI 


none 






Score 


117 






Exons 


17309. 


.17401, 17319. 


.17402, 


17321. .17401, 17365 


. .17403, 






17529. 


.17609, 17529. 


.17609, 


17530. .17613, 18208 


. .18285, 






18210. 


.18290, 18215. 


.18289, 


18451. .18555, 18462 


. .18545, 






19194. 


.19391, 19195. 


.19392, 


19481... 19546, 19483 


. .19551, 






19484. 


.19561, 19485. 


.19562, 


19634. .19696, 19635 


. .19700, 






19826. 


.19903, 19827. 


.19901, 


19962. .20057, 19963 


. .20058, 






19965. 


.20057, 19987. 


.20079, 


20446. .20505, 20446 


. .20505, 






20448. 


.20507, 20474. 


.20512, 


20630. .20686, 20631 


. .20723, 





20634. .20747 

44423 



Seq. No. 43606 
Gene No. . 91452 
Start 20481 

Name OJ000350_58 . 0327 . C7 . o3 . ts 

Start 17566 
GI none 

Exons 17566. .17613, 18210 18290, 

18468. .18542, 2044 6 20520, 
20631. .20726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18218. .18289, 
20448. .20516, 



OJ000350 58. 0327. C7 



23733 

TBLASTX: Soybean 
20726 
6 6 

18451. .18555, 
20624. .20704, 



43606 Seq. ID 

91452 Strand 

20481 End 

OJ000350_58 . 0327 . C7 . ol . tc Method 

18451 End 

none Score 



OJ000350_58.0327.C7 
23733 

TBLASTX: Cress 

19889 

120 



18451. .18555, 184 68 .. 18542 , 19195 19392 , 1 9197 .. 19391 , 
19483. .19548, 19484 .. 19564 , 19671 .. 19691 , 1 9675 .. 19695, 
19833. .19889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43606 
91452 
20481 

OJ000350_58. 
19195 
none 
19195. 
19484. 
19827. 
20017. 



0327.C7.ol.ts 



.19392, 
.19561, 
.19901, 
.20058 



19197. .19367, 
19670. .19696, 
19963. .19995, 



Seq. ID OJ000350_58.0327.C7 
Strand 

End 23733 

Method TBLASTX : Soybean 

End 20058 

Score 216 
19204. .19386, 19483 .. 19551, 
19671. .19700, 19826. .19888, 
19968. .19988, 20016 .. 20057 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43606 
91452 
20481 

OJ000350_58.0327.C7.o4.gs 

20481 

none 

20481. .20783, 21218 21240, 
224S9..22634, 234 63 23566, 

43607 
91453 
66 

OJ000350_58.0327.C8.ol.gs 
66 

none 

66.. 156, 280.. 361 

43607 
91454 
918 

OJ000350_58.0327.C8.o2.gs 

918 

none 

918.. 1133 



Seq. ID 

Strand 

End 

Method 

End 
* Score 
21279' 
23632 



21477, 
23733 



OJ000350_58.0327.C7 

23733 
GENSCAN 
23733 
.43 

21874. .22034, 



Seq. ID OJ000350_58.0327.C8 

Strand + 

End 361* 

Method GENSCAN 

End 361 

Score . 92 



Seq. ID OJ000350_58.0327.C8 
Strand 

End 1133 

Method GENSCAN 

End 1133 

Score .52 



44424 



Seq. No. 43608 Seq. ID 

Gene No. 91455 Strand 

Start 481 End 

Name OJ000350_58 . 0327 . C9 . ol . gs Method 

Start 481 End 

GI none Score 

Exons 481.. 526, 705.. 736 



OJ000350_58.0327.C9 
+ 

736 

GENSCAN 

736 

.82 



Seq. No. 43608 

Gene No. 91456 

Start 6646 

Name OJ000350_58 . 0327 .C9.o3.gs 

Start 664 6 

GI none 
Exons 



OJ000350_58.0327.C9 
+ 



Seq. ID 
Strand 

End 14367 
Method GENSCAN 
End 14367 
Score .55 

6646.. 6687, 7457.. 7635, 8888.. 8992, 9408.. 9730, 9732.. 10348, 
10394. .10510, 10704. .11284, 11430 .. 11663, 11892 .. 11939, 
12019. .12274, 12366. .13412, 13577 .. 13631, 13993 .. 14 192, 
14290. .14367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43608 Seq. ID 

91456 Strand 

664 6 End 

OJ000350_58 . 0327 . C9 . ol . np Method 

7975 End 

4512618 Score 



OJ000350_58.0327.C9 
+ 

14367 
AAT/NAP 
14111 
1644 



7975. .8000, 10736. .11372, 11539 .. 11740, 11872 .. 13515, 
13993. .14111 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327.C9 


Gene No. 


91457 




Strand 




Start 


3154 




End 


4362 


Name 


OJ000350 58.0327.C9.o2. 


gs 


Method 


GENSCAN 


Start 


3154 




End 


4308 


GI 


none 




Score 


1 


Exons 


3154. .4308 








Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327.C9 


Gene No. 


91457 




Strand 




Start 


3154 




End 


4362 


Name 


OJ000350 58.0327.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


3920 




End 


4362 


GI 


53224 1.R1084 




Score 


838 


Exons 


3920. .4362 








GI Descrip. 


, 2832643/emb|CAA16718| 


4.0e- 


13 (AL021710) hypothetical protein 




[Arabidopsis thaliana] 1 









Seq. No. 43608 

Gene No. 91458 

Start 13868 

Name OJ000350_58 . 0327 . C9 . ol . tm 

Start 3151 

GI none 

Exons 3151.. 3264, 3157.. 3252, 3295. 

3716.. 3883, 3970.. 4023, 4039. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 58. 0327. C9 



16935 

TBLASTX: Maize 
4245 
37 

,3648, 3296.-3649, 3715. 
,4245, 4118. .4228, 4126. 



.3885, 
.4245 



44425 



Seq. No. 


43608 






Seq. ID 


OJ000350_58.0327 


.C9 


Gene No. 


91458 






Strand 






Start 


13868 






End 


16935 




Name 


OJ000350 58. 


0327. C9. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


3154 






End 


4194 




GI 


none 






Score 


67 




Exons 


3154. .3441, 


3430.. 3606, 3736 


..3879, 3740. .3847, 4090. .4194 


Seq. No. 


a s~ r\ n 

43608 






Seq. ID 


OJ000350_58.0327 


.C9 


Gene No. 


91458 






Strand 






Start 


13868 






End 


16935 




Name 


OJ000350 58. 


0327. C9. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


3154 






End 


3639 




GI 


none 






Score 


265 




Exons 


3154. .3246, 


3295.-3636, 3296 


..3634, 3505.. 3639, 3536.. 3637 


Seq. No. 


43608 






Seq. ID 


OJ0003.50_58.0327 


. C9 


Gene No. 


91458 






Strand 






Start 


13868 






End 


16935 . 




Name 


OJ000350 58. 


0327. C9. 


oS.ts 


Method 


TBLASTX : Soybean 




Start 


3721 






End 


11552 




GI 


none 






Score 


109 




Exons 


3721. .3885, 


3734.. 3883, 4087 


..4194, 11436.. 11552 




Seq. No. 


43608 






Seq. ID 


OJ000350_58.0327 


. cy 


Gene No. 


91458 






Strand 






Start 


13868 






End 


16935 




Name 


OJ000350 58. 


0327. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10151 






End 


10651 




GI 


none 






Score 


76 




Exons 


10151. .10216 


, 10244. 


.10309, 


10326. .10523, 10352 .. 10651, 






10354. .10557 












Seq. No. 


43608 






Seq. ID 


OJ000350_58.0327 


/"I ft 


Gene No. 


91458 






Strand 






Start 


13868 






End 


16935 




Name 


OJ000350 58. 


0327. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10880 






End 


11339 




GI 


none 






Score 


125 




Exons 


10880. .10987 


, 10884. 


.10985, 


10962. .11339, 10988.. 11299 




Seq. No. 


43608 






Seq. ID 


OJ000350_58.0327 


.C9 


Gene No. 


91458 






Strand 






Start 


13868 






End 


16935 




Name 


OJ000350 58. 


0327. C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


10890 






End 


11348 




GI 


none 






Score 


255 




Exons 


10890. .11348, 11045. 


.11260 








Seq. No. 


43608 






Seq. ID 


OJ000350_58.0327 


.C9 


Gene No. 


91458 






Strand 






Start . 


13868 






End 


16935 




Name 


OJ000350 58. 


0327. C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


10920 






End 


11369 




GI 


none 






Score 


315 




Exons 


10920. .11369 


i 11129. 


.11365 









44426 






Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327 


.C9 




Gene No . 


91458 




Strand 








Start 


13868 




End 


16935 






Name 


OJ000350 58. 0327. C9. 


o2. tw 


Method 


TBLASTX: Wheat 






Start 


11010 




End 


11372 






GI 


none 




Score 


344 






Exons 


11010. .11372, 11010. 


.11357, 


11174. .11359 






Seq. No. 


43608 




Seq. ID 


QJ000350 58.0327 


.C9 




Gene No. 


91458 




Strand 








Start 


13868 




End 


16935 






Name 


OJ000350 58. 0327. C9. 


o3 . ts 


Method 


TBLASTX : Soybean 






Start 


12005 




End 


12458 






GI 


5509260 




Score 


273 






Exons 


12005. .12388, 12381. 


.12458 










GI Descrip. 














Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327 


.C9 




Gene No. 


91458 




Strand 








Start 


13868 




End 


16935 






Name 


OJ000350 58,0327. C9. 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


12049 




End 


12301 






GI 


none 




Score 


289 






Exons 


12049. .12288,- 12050. 


.12301 








ti 


Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327 


,C9 


? ! | 


Gene No. 


91458 




Strand 






fl 


Start 


13868 




End 


16935 




s : 


Name 


OJ000350 58. 0327. C9. 


o3 . tc 


Method 


TBLASTX: Cress 




~ ~? 


Start 


12113 




End 


12388 






GI 


none 




Score 


244 




i y 


Exons 


12113. .12388, 12131. 


.12388 










Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327 


.C9 




Gene No. 


91458 




Strand 








Start 


13868 




End 


16935 






Name 


OJ000350 58. 0327. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




W 


Start 


12146 




End 


12434 






GI 


none 




Score 


166 




5! S3. 


Exons 


12146. .12388, 12381. 


.12434 










Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327 


.C9 




Gene No. 


91458 




Strand 








Start 


13868 




End 


16935 






Name 


OJ000350 58. 0327. C9. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


12301 




End 


12661 






GI 


none 




Score 


124 






Exons 


12301. . 12387, 12302. 


. 12388, 


12387. .12659, 12395.. 12661 






Seq. No. 


43608 




Seq. ID 


OJ000350_58.0327 


.C9 




Gene No. 


91458 




Strand 








Start 


13868 




End 


16935 






Name 


OJ000350 58. 0327. C9. 


ol . tw 


Method 


TBLASTX -.Wheat 






Start 


12639 




End 


13070 






GI 


none 




Score 


140 






Exons 


12639. .12788, 12639. 


.12812, 


12799. .13053, 12803. . 13057, 





44427 



12804. .13070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43608 
91458 
13868 

OJ000350_58 . 0327 . C9 . o2 . tm 

12681 

none 



Seq. ID OJ000350_58.0327.C9 
Strand 

End 16935 

Method TBLASTX : Maize 

End 13127 

Score 541 



12681. .13127, 12690. .12983, 12698.. 13126 



43608 
91458 
13868 

OJ000350_58.0327.C9.ol.ts 

12834 

none 



Seq. ID OJ000350_58.0327.C9 
Strand 

End 16935 

Method TBLASTX : Soybean 

End 13439 

Score 473 



12834. .13439, 12839 .. 12952, 13025.. 13342 



OJ000350_58.0327.C9 
16935 

TBLASTX: Maize 
13472 
369 

13128. .13436, 13133 .. 13432, . 13440 13472 , 13442. .13468 



Seq. No. 43608 Seq. ID 

Gene No. 91458 Strand 

Start 13868 End 

Name OJ000350_58 . 0327 . C9 . o5 . tm Method 

Start 13128 End 

GI none Score 
Exons 



Seq. No. 43608 Seq. ID 

Gene No. 91458 Strand 

Start 13868 End 

Name 0 J000350_58 . 0327 . C9 . o4 . tw Method 

Start 13296 End 

GI none Score 

Exons 13296. .13472, 13400.. 13498 

Seq. No. 43608 Seq. ID 

Gene No. 91458 Strand 

Start 13868 End 

Name OJ000350_58 . 0327 . C9 . o2 . gp Method 

Start 13868 End 

GI 5005373 Score 

Exons 13868. .14311 



OJ000350_58.0327.C9 
16935 

TBLASTX: Wheat 

13498 

184 



OJ000350_58.0327.C9 

16935 
AAT/GAP 
14311 
835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43608 Seq. ID 

91458 - Strand 

13868 End 

OJ000350_58 . 0327 . C9 . o2 . np Method 

14056 End 

4960154 Score 



OJ000350_58.0327.C9 

16935 
AAT/NAP 
16601 
165 



14056. .14299, 15086 15303, 16568.. 16601 

(AF153283) putative progesterone-binding protein homolog 

[Arabidopsis thaliana] 



43608 Seq. ID 

91458 Strand 

13868 End 

OJ000350_58.0327.C9.o4.gs Method 

14472 End 



OJ000350_58.0327.C9 

16935 

GENSCAN 

16935 



44428 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 62 

14472. .14513, 14609 .. 14682, 15079 15290, 16922.. 16935 



Seq. ID OJ000350_58.0327.C9 
Strand 

End 16935 

Method AAT/GAP 

End 15292 

Score 656 



43608 
91458 
13868 

OJ000350_58 . 0327 . C9 . o3 . gp 
14948 

24769_1.R1084 
14948.. 15292 

M960156/gb|AAD34616.1|AF153284_l 5.0e-25 (AF153284) putative 
progesterone-binding protein homolog [Arabidopsis thaliana] ' 

43609 Seq'. ID OJ000350_58 . 0327 . C17 

91459 Strand 

846 End 3669 

OJ000350_58 . 0327 . C17 . o5 . tm Method TBLASTX : Maize 

513 End 751 

none Score 98 

513. .623, 514. .612, 661. .750, 662. .751, 663. .746 

43609 Seq. ID OJ000350_58 . 0327 . C17 

91459 Strand 

846 End 3669 

OJ000350_58 . 0327 . C17 . ol . np Method AAT/NAP 

626 End 3669 

6630696 Score 4856 

626. .3669 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


43609 






Seq. ID 


OJ000350_58.0327. 


C17 


Gene No. 


91459 






Strand 






Start 


846 . 






End 


3669 




Name 


OJ000350 58 


.0327.C17. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


762 






End 


1241 




GI 


none 






Score 


63 




Exons 


762. .875, 767. .886, 767. .886 


, 795. .899, 


855. .1151, 879.. 


1148, 




883. .1152, 


883. .1167, 


1167. . 


1241, 1168. 


.1236, 1176. ;1241 


Seq. No. 


43609 






Seq. ID 


OJ000350_58.0327. 


C17 


Gene No. 


91459 






Strand 






Start 


846 






End 


3669 




Name 


OJ000350 58 


.0327.C17. 


ol.gs 


Method 


GENS CAN 




Start 


846 






End 


3561 




GI 


none 






Score 


.46 




Exons 


846. .1643, 


1742. .1863 


, 1992. 


.3149, 3324 


. .3561 




Seq. No. 


43609 






Seq. ID 


OJ000350_58.0327. 


C17 


Gene No. 


91459 






Strand 






Start 


846 






End 


3669 




Name 


OJ000350 58 


.0327.C17. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


894 






End 


1235 




GI 


none 






Score 


96 




Exons 


894. .1103, 


973. .1098, 


1122. . 


1235, 1132. 


.1200 





44429 




Seq. No. 


43609 








Seq. ID 


OJ000350_58 . 0327 . C17 


Gene No. 


91459 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1097 








End 


1445 


GI 


none 








Score 


121 


Exons 


1097. .1411, 


1098 


. . 1445, 


1099. 


.1431 




Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327.C17 


Gene No. 


91459. 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1242 








" End 


1992 


GI 


none 








Score 


61 


Exons 


1242. .1295, 


1449 


. .1655, 


1650. 


.1691, 1700. .1957, 1812. .1937, 




1942. .1992 












Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327.C17 


Gene No. 


91459 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1245 








End 


1616 


GI 


none 








Score 


67 


Exons 


1245. .1421, 


1248 


- .1436, 


1249. 


.1434, 1437. .1616, 1549. .1596 


<Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327.C17 


Gene No. 


91459 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1530 








End 


1992 


GI 


none 








Score 


60 


Exons 


1530. .1691, 


1697 


. .1936, 


1703. 


.1858, 1924. .1992, 1942. .1977 


Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327.C17 


Gene No. 


91459 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1617 








End 


1957 


GI 


none 








Score 


59 


Exons 


1617. .1694, 


1680 


. .1742, 


1682. 


.1957 




Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327.C17 


Gene No. 


91459 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2047 








End 


2802 


GI 


none 








Score 


163 


Exons 


2047. .2802, 


2051 


. .2230, 


2297. 


.2794 




Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327.C17 


Gene No. 


91459 








Strand 




Start 


846 








End 


3669 


Name 


OJ000350 58 


.0327 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2452 








End 


2850 


GI 


none 








Score 


100 


Exons 


2452. .2625, 


2629 


. .2850, 


2636. 


.2848 





44430 




Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327 


.C17 


Gene No. 


91459 








Strand 






Start 


846 








End 


3669 




Name 


OJ000350 58 


.0327. 


C17.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2638 








End 


3102 




GI 


none 








Score 


77 




Exons 


2638. .3102, 


2645. 


.2821 










Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327 


.C17 


Gene No.. 


91459 








Strand 






Start 


846 








End 


3669 




Name 


OJ000350 58 


.0327. 


C17.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2803 








End 


2995 




GI 


none 








Score 


212 




Exons 


2803. .2994, 


2804. 


.2995 










Seq. No. 


43609 








Seq. ID 


OJ000350_58.0327 


.C17 


Gene No. 


91459 








Strand 






Start 


846 








End 


3669 




Name 


OJ000350 58 


.0327. 


C17.o5 


.ts 


Method 


TBLASTX: Soybean 




Start 


2860 








End 


3240 




GI 


none 








Score 


77 




Exons 


2860. .3108, 


3091. 


.3240 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ000350 58.0327.C17 



43609 Seq. ID 

91459 Strand 
84 6 End 
OJ000350_58 . 0327 . C17 . ol . tm Method 
3188 End 
none Score 

3188.. 3253, 3202.. 3255, 3273.. 3470, 3292.. 3471, 3293. 

3304. .3486, 3317. .3472, 3461. .3565, 3463. .3561, 3464. 



3669 

TBLASTX : Maize 

3565 

45 



,3472, 
,3562 



43609 Seq. ID OJ000350_58 . 0327 . C17 

91459 Strand 

846 End 3669 

OJ000350_58 . 0327 . C17 . ol . gp Method AAT/GAP 

3487 End 3561 

101595_1.R1084 Score 91 
3487. .3561 

•3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 

43610 Seq. ID OJ000350_58 . 0327 . C18 

91460 Strand 

1 End 2412 

OJ000350_58 . 0327 . C18 . ol . np Method AAT/NAP 
1 End 1164 

6630696 Score 1779 

1. .1164 

(AP000969) ESTs D22114 {C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



43610 
91460 
1 



Seq. ID 

Strand 

End 



OJ000350 58.0327.C18 



2412 



44431 




Name 


OJ000350 58.0327.C18.ol.tm Method 


TBLASTX: Maize 




Start 


42 End 


285 




GI 


none Score 


133 




Exons 


42. .209, 48. .209, 50. .226, 55. .210, 200. .283, 201. .284, 






202. .285, 203. .283 






Seq. No- 


43610 Seq. ID 


• OJ000350 58.0327 


.C18 


Gene No. 


91460 Strand 






Start 


1 End 


2412 




Name 


OJ000350 58.0327.C18.ol.gs Method 


GENS CAN 




Start 


167 ~~ End 


2412 




GI 


none Score 


.74 




Exons 


167. .300, 507. .858, 913. .1140, 2296.. 


2412 




Seq. No. 


43610 Seq. ID 


OJ000350_58.0327 


.C18 


Gene No. 


91460 Strand 






Start 


1 End 


2412 




Name 


OJ000350 58.0327.C18.ol.gp Method 


AAT/GAP 




Start 


226 End 


1055 




GI 


101595 1.R1084 Score 


1149 




Exons 


226. .300, 416. .1055 






QT Descric 


'3047066 3.0e-15 (AF058825) contains 


similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


43610 Seq. ID 


OJ000350_58.0327 


.C18 


Gene No. 


914 60 Strand 






Start 


1 End 


2412 




Name 


OJ000350 58 . 0327 . C18 . o2 . tm Method 


TBLASTX: Maize 




Start 


814 End 


1122 




GI 


none Score 


113 




Exons 


814. .1122, 817. .996, 893. .1075 






Seq. No. 


43610 Seq. ID 


OJ000350_58.0327 


.C18 


Gene No. 


91460 Strand 






Start 


1 End 


2412 




Name 


OJ000350 58.0327.C18.ol.tw Method 


TBLASTX: Wheat 




Start 


874 End 


1270 




GI 


none Score 


122 




Exons 


874. .996, 874. .1158, 893. .1165, 1135. 


.1269, 1172.. 1270 




Seq. No. 


43611 Seq. ID 


OJ000350_58.0327 


.C19 


Gene No. 


91461 Strand 


+ 




Start 


1650 End 


4830 




Name 


OJ000350 58.0327.C19.ol.gs Method 


GENSCAN 




Start 


1650 End 


4282 




GI 


none Score 


.97 




Exons 


1650. .1846, 1951. .1976, 1988. .2158, 2687. .4144, 4200. .4282 


Sea. No. 


43611 Seq. ID 


OJ000350_58.0327 


.C19 


Gene No. 


91461 Strand 


+ 




Start 


1650 End 


4830 




Name 


OJ000350 58.0327.C19.o2.np Method 


AAT/NAP 




Start 


2674 End 


4830 




GI 


2130042 Score 


2033 




Exons 


2674. .2772, 2800. .4111, 4200. .4289, 4769. .4830 




GI Descrip. 


Mg-chelatase chain Xantha-f - barley gi 1861199 (U26916) 





protoporphyrin IX Mg-chelatase subunit precursor [Horde urn 



44432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



vulgare] 



43611 Seq. ID 

91461 Strand 
1650 End 
OJ000350_58 . 0327 . C19 . o2 . gp Method 
3262 End 
3768414 Score 
3262. .3523 

2130042/pir | IS64721 4.0e-34 Mg-chelatase chain Xantha-f - barley 
>gi_861199 (U26916) protoporphyrin IX Mg-chelatase subunit 
precursor [Hqrdeum vulgare] 



OJ000350_58.0327.C19 
+ 

4830 
AAT/GAP 
3523 
503 



43611 Seq. ID 

91462 Strand 

1 End 
OJ000350_58 . 0327 . C19 . ol . np Method 

1 End 

5852093 Score 

1..27, 1379. .1485, 2811. .2870 

(AL117264) zwhl6.1 [Oryza sativa] 

43611 Seq. ID 

91462 Strand 

1 End 
OJ000350_58.0327.C19.ol.gp Method 

1888 End 

702592 Score 
1888. .2141 



OJ000350_58.0327.C19 

4282 
AAT/NAP 
2870 
67 



OJ000350__58.0327.C19 

4282 
AAT/GAP 
2141 
496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43611 
91462 
1 

OJ000350_58.0327.C19.ol.ts 

2671 

none 

2671.. 2766, 2845.-2886, 2944. 
3019.. 3102, 3063.. 3305, 3295. 
4198. .4275, 4199. .4282 

43611 
91462 
1 

OJ000350_58.0327.C19.ol.tm 

2943 

none 

2943. .3119, 2944.. 3120, 3066. 

43611 
91462 
1 

OJ000350_58.0327.C19.ol.tc 

3241 

none 

3241.. 3306, 3243.. 3305, 3295. 
3664. .3690 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3015, 2946 
.4101, 3309 



OJ000350 58.0327.C19 



4282 

TBLASTX : Soybean 
4282 
49 

2993, 3004.. 3306, 
4013, 3655.. 4098, 



OJ000350_58.0327.C19 
4282 

TBLASTX: Maize 

3179 

265 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3179 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.3675, 3309.. 3674, 3663. .3689, 



OJ000350_58.0327.C19 
4282 

TBLASTX: Cress 

3690 

107 



44433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



43611 
91462 

1. 

OJ000350_58.0327.C19.o2.tc 

3856 

none 



Seq. ID OJ000350_58.0327.C19 
Strand 

End 4282 

Method TBLASTX : Cress 

End 4282 

Score 400 



3856. .4101, 3858. .4097, 3889. .4101, 4198. .4281, 4199. .4282 



43612 
91463 
89 

OJ000350_58 . 0327 . C27 . ol . gs 
89 

none 

89.-366, 396.-492, 918. .1244 



Seq. ID OJ000350_58.0327.C27 

Strand + 

End 124 4 

Method GENSCAN 

End 1244 

Score .56 



Seq. ID OJ000350_58.0327.C28 

Strand + 

End 2145 

Method AAT/NAP 

End 2145 

Score 315 



43613 
91464 
1 

OJ000350_58 . 0327 .C28 .ol .np 
1 

7529728 

1..467, 653. .770, 2112. .2145 

(AL132969) late embryogenesis abundant protein-like [Arabidopsis 
thaliana] 



43613 
91464 
1 

OJ000350_58.0327.C28.ol.gs 
48 

none 

48. .457, 544. .820 

43613 
91465 
3155 

OJ000350_58.0327.C28.ol.gp 

3155 

none 

3155. .3405 



Seq. ID OJ000350_58.0327.C28 

Strand + 

End 2145 

Method GENSCAN 

End 820 

Score .86 



Seq. ID OJ000350_58.0327.C28 

Strand + 

End . 3405 

Method AAT/GAP 

End 3405 

Score 419 



Seq. No. 43613 

Gene No. 914 66 

Start 1205 

Name OJ000350_58 . 0327 . C28 . o2 . gs 

Start 1205 

GI none 

Exons 1205.. 1435 



Seq. ID OJ000350_58.0327.C28 
Strand 

End 1435 

Method GENSCAN 

End 1435 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43613 
91467 
3375 

OJ000350_58 . 0327 . C28 . o3 . tm 
2 

none 



Seq. ID OJ000350_58.0327.C28 
Strand 

End 5805 

Method TBLASTX : Maize 

End 323 

Score 346 



2. .289, 3. .290, 12. .314, 81. .314, 81. .323, 177. .323, 203. .304 



44434 






Seq. No. 


43613 




Seq. ID 


OJ000350_58.0327.C28 




Gene No. 


91467 




Strand 






Start 


3375 




End 


5805 




Name 


OJ000350 58.0327.C28.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6 




End 


323 




GI 


none 




Score 


242 




Exons 


6. .314, 6. .314, 6. .314, 


6. .314, 6. .299 


, 6. .323, 8. .313, 9.. 






12. .305, 14. .313, 15. .314, 15 


..314, 15 


..314, 57. .314, 105..; 






194. .304, 222. .314 










Seq. No. 


43613 




Seq. ID 


OJ000350_58.0327.C28 




Gene No. 


91467 




Strand 






Start 


3375 




End 


5805 




Name 


OJ000350 58.0327.C28.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6 




End 


323 




GI 


none 




Score 


240 




Exons 


6. .314, 12. .314, 15. .31 


4, 15. 


.299, 15. 


.320, 15. .299, 15. .29 






21. .314, 21. .314, 60. .278, 66 


..314, 78 


..314, 159. .323, 191. 






194. .313, 194. .313, 194 


. .313, 


194. .313 






Seq. No. 


43613 




Seq. ID 


OJ000350_58 .0327 .C2 8 




Gene No. 


91467 




Strand 




ass 
s 5 


Start 


3375 




End 


5805 


. s% 


Name 


OJ000350 58.0327.C28.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


536 




End 


823 




GI 


none 




Score 


54 


i U 


Exons 


536. .586, 541.. 612, 578 


. .613, 


638. .823 


, 691. .822 




Seq. No. 


43613 




Seq. ID 


OJ000350_58.0327.C28 


- 


Gene No. 


91467 




Strand 






Start 


3375 




End 


5805 


= y 


Name 


OJ000350 58.0327.C28.o5 


. tm 


Method 


TBLASTX: Maize 


5 


Start 


3369 




End 


3641 


1 Ji 


GI 


none 




Score 


108 




Exons 


3369.-3479, 3383.. 3475, 


3564. 


.3641, 3564.. 3641 




Seq. No. 


43613 




Seq. ID 


OJ000350_58.0327.C28 




Gene No. 


91467 




Strand 




L -i 


Start 


3375 




End 


5805 




Name 


OJ000350 58.0327.C28.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3375 




End 


3836 




GI 


none 




Score 


45 




Exons 


3375.. 3470, 3375.. 3494, 


3553. 


.3633, 3562.. 3636, 3564.. 3647, 






3564.. 3710, 3786.. 3836 










Seq. No. 


43613 




Seq. ID 


OJ000350_58.0327.C28 




Gene No. 


91467 




Strand 






Start 


3375 




End 


5805 




Name 


OJ000350 58.0327.C28.o3 


.gs 


Method 


GENS CAN 




Start 


3375 


End 


5805 




GI 


none 




Score 


.83 




Exons 


3375.-3476, 3564.. 3706, 


3752. 


.3917, 4342.. 4410, 5651.. 5805 




Seq. No. 


43613 




Seq. ID 


OJ000350_58.0327.C28 




Gene No. 


91467 




Strand 






Start 


3375 




End 


5805 
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Name OJ000350_58 . 0327 . C28 . o2 . np Method AAT/NAP 

Start 3378 End 4258 

GI 6091761 Score 596 

Exons 3378. .3476, 3564. .3706, 3797. .3917, 4000. .4054, 4131. .4258 

GI Descrip. (AC009327) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


43613 








Seq. ID 


OJ000350_58.0327.C28 


Gene No. 


91467 








Strand 




Start 


3375 








End 


5805 


Name 


OJ000350 58 


.0327 


.C28.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3642 








End 


4416 


GI 


none 








Score 


69 


Exons 


3642. .3710, 


3642 


. .3710, 


3650. 


.3724, 3789..3929, 3792.. 3929, 




3793 . . 3930, 


3975 


. . 4079, 


3980. 


.4084, 3995. .4087, 4124. .4252, 




4125. .4253, 


4129 


. .4257, 


4329. 


.4397, 4336. .4416, 4336. .4416 


Seq. No. 


43613 








Seq. ID 


OJ000350_58.0327.C28 


Gene No. 


91467 








Strand 




Start 


3375 








End 


5805 


Name 


OJ000350 58 


.0327 


.C28.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3858 








End 


5792 


GI 


none 








Score 


82 


Exons 


3858. .3914, 


3998 


. .4060, 


4000. 


.4056, 4130. .4240, 4131. .4241, 




4340. .4411, 


4342 


. .4413, 


5406. 


.5519, 5411. .5518, 5416. .5520, 




5422. .5526, 


5684 


. .5791, 


5685. 


.5792 




Seq. No. 


43613 








Seq. ID 


OJ000350_58.0327.C28 


Gene No. 


91467 








Strand 




Start 


3375 








End 


5805 


Name 


OJ000350_58 


.0327 


.C28.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4000 








End 


4413 


GI 


none 








Score 


53 


Exons 


4000. .4056, 


4001 


. .4060, 


4130. 


.4246, 4131. .4250, 4342. .4413 


Seq. No. 


43613 








Seq. ID 


OJ000350_58.0327.C28 


Gene No. 


91467 








Strand 




Start 


3375 








End 


5805 


Name 


OJ000350_58 


.0327 


.C28.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4494 








End 


5800 


GI 


none 








Score 


76 


Exons 


4494. .4517, 


4524 


. .4589, 


4525. 


.4590, 5422. .5541, 5422. .5541, 




5648. .5794, 


5649 


. .5795, 


5649. 


.5795, 5651. .5800 


Seq. No. 


43613 








Seq. ID 


OJ000350_58.0327.C28 


Gene No . 


91467 








Strand 




Start 


3375 








End 


5805 


Name 


OJ000350 58 


.0327 


.C28.o2 


.gp 


Method 


AAT/GAP 


Start 


4502 








End 


5805 


GI 


none 








Score 


614 


Exons 


4502. .4588, 


5430 


. .5538, 


5651. 


.5805 




Seq. No. 


43614 








Seq. ID 


OJ000350 58.0327.C29 


Gene No. 


91468 








Strand 


+ 


Start 


102 








End 


548 


Name 


OJ000350 58 


.0327 


.C29.ol 


.gs 


Method 


GENSCAN 


Start 


102 








End 


548 


GI 


none 








Score 


.41 



44436 



Exons 



102. .548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43614 Seq. ID 

91469 Strand 
268 End 
OJ000350_58 . 0327 . C29 . ol . gp Method 
268 End 
none Score 
268. .458 

43614 Seq. ID 

91470 Strand 
2365 End 
OJ000350_58 . 0327 . C2 9 . ol . np Method 
2365 End 
5852084 Score 
2365.. 2448, 3719.. 3790 

(AL117264) zwh0007.1 [Oryza sativa] 

43615 Seq. ID 

91471 Strand 
690 End 
OJ000350_58 . 0327 . C30 . ol . np Method 
690 End 
7489324 Score 



OJ000350_58 . 0327 .C29 
458 

AAT/GAP 

458 

354 



OJ000350_58.0327.C29 

3790 
AAT/NAP 
3790 
93 



OJ000350_ 
+ 

6621 
AAT/NAP 
6621 
197 



58.0327.C30 



690. .723, 2781. .2951, 3150. .3325, 3417. .3488, 6544. .6621 
Dc3 promoter-binding factor-2 - common sunflower 
gi|2228773|gb|AAC49760.1| (AF001454) Dc3 promoter-binding 
factor-2 [Helianthus annuus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



OJ000350_58.0327.C30 
+ 

12551 
AAT/NAP 
12551 
175 



43615 Seq. ID 

91472 Strand 
11563 End 
OJ000350_58 . 0327 . C30 . o3 . np Method 
11563 End 
7485171 Score 
11563. .11945, 12518. .12551 

hypothetical protein - Arabidopsis thaliana 

gi I 2244915 | emb | CAB10337.il (Z97339) reverse transcriptase like 
protein [Arabidopsis thaliana] gi | 7268307 | emb | CAB78 601 . 1 1 
(AL161542) reverse transcriptase like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43615 
91473 
6986 

OJ000350_58 . 0327 . C30 . ol . gp 

6986 

none 

6986. .7218, 7404. .7560, 7649. 
8369.-8438 



Seq. ID OJ000350_58.0327.C30 
Strand 

End 12551 

Method AAT/GAP 

End 8438 

Score 1175 

.7738, 7901. .7935, 8182. .8262, 



Seq. No. 43615 Seq. ID 

Gene No. 91473 Strand 

Start 6986 End 

Name OJ000350_58 . 0327 . C30 . o3 . tm Method 

Start 7087 End 



OJ000350_58 . 0327 . C30 
12551 

TBLASTX: Maize 
7731 



44437 



_GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 117 

7087. .7233, 7105. .7221, 7119. .7253, 7401. .7562, 7402. .7560, 
7652. .7729, 7654. .7731, 7666. .7731 



43615 
91473 
6986 

OJ000350_58 . 0327 . C30 . o2 . gs 

7102 

none 



Seq. ID OJ000350_58.0327.C30 



Strand 
End 

Method 

End 

Score 



12551 
GENSCAN 
12236 
.71 



7102. .7218, 7518. .7560, 7649. . 7738,- 7901 7935, 8548. .8673, 
8726. .8910, 10089. .10206, 10737 .. 10812 , 12190. .12236 



Seq. No. 43615 

Gene No. 91473 

Start 6986 

Name OJ000350_58 . 0327 . C30 . o2 . gp 

Start 9616 

GI 630_1.R1084 

Exons 9616.. 10002, 10089. . 10206, 

GI Descrip. ' 4996286/dbj I BAA78386 . 1 | 4. 

[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10737. .10826 
0e-29 (AB020975) 



OJ000350 '58.0327.C30 



12551 
AAT/GAP 
10826 
1074 



lipoyltransf erase 



Seq. No. 43615 Seq. ID 

Gene No. 91473 Strand 

Start 6986 End 

Name OJ000350_58 . 0327 .C30 . o2 . tm Method 

Start 9844 End 

GI none Score 
Exons 



OJ000350_58.0327.C30 
12551 

TBLASTX: Maize 

10839 

99 



9844. .9876, 9935. .10000, 9936. .9998, 9937. .10008, 10059. . 10208, 
10060. .10212, 10082. .10207, 10089 .. 10211, 10726 .. 10839, 
10737. .10829 



Seq. No. 43615 Seq. ID 

Gene No. 91473 Strand 

Start 6986 End 

Name OJ000350_58 . 0327 . C30 . ol . tc Method 

Start ".9917 End 

GI none Score 
Exons 



OJ000350_58.0327.C30 
12551 

TBLASTX: Cress 

10829 

76 



9917.. 10000, 9932.. 10000, 10060 .. 10212, 10082 .. 10213, 
10726. .10827, 10735 .. 10827 , 10737. .10829 



Seq. No. 43615 Seq. ID 

Gene No. 91473 Strand 

Start 6986 End 

Name OJ000350_58 . 0327 . C30 . o2 . np Method 

Start 9938 End 

GI 1177047 Score 

Exons 9938.. 10002, 10089 .. 10206, 
GI Descrip. 14 KD ZINC-BINDING PROTEIN 



OJ000350_58.0327.C30 

12551 
AAT/NAP 
11739 
394 



10737. .10826, 11629. .11739 
(PROTEIN KINASE C INHIBITOR) (PKCI) 
gi I 629857 Ipir | | S44158 protein kinase C inhibitor - maize 
gi I 473187 |emb|CAA82751| (Z29643) protein kinase C inhibitor [Zea 
mays] 



Seq. No. 
Gene No. 
Start 



43615 
91473 
6986 



Seq. ID 

Strand 

End 



OJ000350 58.0327.C30 



12551 



44438 




Name 


OJ000350 58.0327.C30 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9947 




End 


10829 




GI 


none 




Score 


101 




Exons 


9947. .10000, 9948. .10001, 9948. .10001, 


10060. .10212, 






10082. .10213, 10726. 


.10827, 


10737. .10829 




Seq. No. 


43615 




Seq. ID 


OJ000350_58.0327 


.C30 


Gene No. 


91473 




Strand 






Start 


6986 




End 


12551 




Name 


OJ000350 58.0327.C30 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


11582 




End 


11914 




GI 


none 




Score 


139 




Exons 


11582. .11740, 11602. 


.11703, 


11729. .11914, 11749. .11853 




Seq. No. 


43615 




Seq. ID 


OJ000350_58.0327 


.C30 


Gene No. 


91473 




Strand 






Start 


6986 




End 


12551 




Name 


OJ000350 58.0327.C30 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11582 




End 


12082 




GI 


none 




Score 


262 




Exons 


11582. .11911, 11590. 


.11886, 


11906. .11944, 11990. .12082 




Seq. No. 


43615 




Seq. ID 


OJ000350_58.0327 


.C30 


Gene No. 


91473 




Strand 






Start 


6986 . 




End 


12551 




Name 


OJ000350 58.0327.C30 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


11582 




End 


11782 




GI 


none 




Score 


256 




Exons 


11582 .. 11782, 11584. 


. 11781 








Seq. No. 


43615 




Seq. ID 


OJ000350_58.0327 


.C30 


Gene No. 


91473 




Strand 






Start 


6986 




End 


12551 




Name 


OJ000350 58.0327.C30 


. ol .tm 


Method 


TBLASTX: Maize 




Start 


11986 




End 


12458 




GI 


none 




Score 


118 




Exons 


1198 6 .. 12084 , 11987. 


. 12085, 


12069. .12347, 12084 12359, 






12227. .12349, 12366. 


.12458, 


12377. .12448 




Seq. No. 


43615 




Seq. ID 


OJ000350_58.0327 


.C30 


Gene No. 


91473 




Strand 






Start 


6986 




End 


12551 




Name 


OJ000350 58.0327.C30 


.ol .tw 


Method 


TBLASTX: Wheat 




Start 


12186 




End 


12551 




GI 


none 




Score 


317 




Exons 


12186. .12551, 12296. 


.12550 








Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91474 




Strand 


+ 




Start 


2178 




End 


2885 




Name 


OJ000350 58.0327.C31 


. o2 .gs 


Method 


GENSCAN 




Start 


2178 




End 


2885 




GI 


none 




Score 


. 99. 




Exons 


2178. .2885 










Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91474 




Strand 


+ 





44439 




Start 


2178 




End 


2885 




Name 


OJ000350 58.0327.C31.o2. 


np 


Method 


AAT/NAP 




Start 


2313 




End 


2710 




GI 


5734617 




Score 


482 




Exons 


2313. .2710 










GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91475 




Strand 






Start 


360 




End 


1502 




Name 


OJ000350 58.0327.C31.ol. 


gs 


Method 


GENSCAN 




Start 


360 




End 


1432 




GI 


none . 




Score 


.96 




Exons 


360.. '371, 407.. 464, 1377 


. .1432 






Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91475 




Strand 






Start 


360 




End 


1502 




Name 


OJ000350 58.0327.C31.ol. 


gp 


Method 


AAT/GAP 




Start 


394 




End 


1502 




GI 


630 1.R1084 




Score 


326 




Exons 


394. .464, 1377. .1502 










GI Descrip. 


■4996286/dbj I BAA78386.il 


4.0e 


-29 (AB020975) lipoyltransf erase 




[Arabidopsis thaliana] ' 










Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91475 




Strand 






Start 


360 




End 


1502 




Name 


OJ000350 58.0327.C31.ol. 


np 


Method 


AAT/NAP 




Start 


394 




End 


1432 




GI 


629858 




Score 


108 




Exons 


394. .464, 1377. .1432 










GI Descrip. 


protein kinase C inhibitor - 


maize 






Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91476 




Strand 






Start 


3755 




End 


6640 




Name 


OJ000350 58.0327.C31.o3. 


gs 


Method 


GENSCAN 




Start 


3755 




End 


6640 




GI 


none 




Score 


.8 




Exons 


3755. .3897, 4034.. 4086, 


6098. 


.6422, 6490. .6640 




Seq. No. 


43616 




Seq. ID 


OJ000350_58.0327 


.C31 


Gene No. 


91476 




Strand 






Start 


3755 




End 


6640 




Name 


OJ000350 58.0327.C31.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6267 




End 


6528 




GI 


none 




Score 


84 




Exons 


6267. .6347, 6283. .6348, 


6361. 


.6423, 6381. .6413, 6459. .6527, 




6463. .6528 










Seq. No. 


43617 




Seq. ID 


OJ000350_58.0327 


.C32 


Gene No. 


91477 




Strand 


+ 




Start 


448 




End 


6406 




Name 


OJ000350 58.0327.C32.ol. 


gs 


Method 


GENSCAN 




Start 


448 




End 


6039 




GI 


none 




Score 


.48 





44440 




Exons 448.. 518, 688.. 916, 1015.. 1158, 1225.. 1304, 2097.. 2290, 

2333. .2418, 2466. .2599, 2657. .2866, 3172. .3228, 3491. .3523, 
4251.. 6039 



Seq. No. 


43617 




Seq. ID 


OJ000350_58.0327.C32 




91477 




Strand 


+ 


Start 


448 




End 


6406 


Name 


OJ000350 58.0327.C32.ol 


. np 


Method 


AAT/NAP 


Start 


4775 




End 


6406 


GI 


7329636 




Score- • 


614 


Exons 


4775.. 6010, 6240. .6406 








GI DescriDi 


(AL132970) centromere protein 


-like [Arabidopsis thaliana] 


Cprf Mo 


43617 




Seq. ID 


OJ000350_58.0327.C32 


(!pnp "Mo 

VJ CllC I 1 ! Vjf * 


91477 




Strand 


+ 


Start 


448 




End 


6406 


Nam© 


OJ000350 58.0327.C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5548 




End 


5918 


GI 


none 




Score 


93 


Exons 


5548.. 5631, 5572. .5625, 


5647. 


.5850, 5649. .5846, 5862. .5918 




43618 




Seq. ID 


OJ000350_58.0327.C33 


fjfinp No 


91478 




Strand 


+ 


O L. Cl -L u 


53 




End 


265 


LNC3.11LC 


OJ000350 58.0327.C33.ol 


.gs 


Method 


GEN SCAN 


Start 


53 




End 


265 


GI 


none 




Score 


.86 


Exons 


53. .265 








Qpri No 


43618 




Seq. ID 


OJ000350_58.0327.C33 




91479 




Strand 


+ 


Start 


6818 




End 


7532 


Name 


OJ000350 58.0327.C33.ol 


.np 


Method 


AAT/NAP 


Start 


6818 




End 


7532 


GI 


4996286 




Score 


773 


Exons 


6818. .7532 








GI Descrip. 


(AB020975) lipoyltransf erase 


[Arabidopsis thaliana] 


Sea No 


43618 




Seq. ID 


OJ000350_58.0327.C33 


(^pnp Mo 


91479 




Strand 


+ 


Start 


6818 




End 


7532 


Nam© 


OJ000350 58.0327.C33.o2 


-gp 


Method 


AAT/GAP 


Start 


7074 




End' 


7382 


GI 


5039076 




Score 


500 


Exons 


7074. .7382 








GI Descrip. 


4996286/dbj |BAA78386.1| 


4.0e- 


29 (AB020975) lipoyltransf erase 




[Arabidopsis thaliana] 








Seq. No. 


43618 




Seq. ID 


OJ000350_58.0327.C33 


Gene No. 


91480 




Strand 




Start 


3227 




End 


6221 


Name 


OJ000350 58.0327.C33.o2 


.gs 


Method 


GENSCAN 


Start 


3227 




End 


5764 


GI 


none 




Score 


. 62 


Exons 


3227.. 3639, 5045.. 5148, 


5441. 


.5537, 5623.. 5764 


Seq. No. 


43618 




Seq. ID 


OJ000350_58. 0327.C33 



44441 



Gene No. 


91480 


Strand 






Start 


3227 


End 


6221 






OJ000350 58 . 0327 .C33 . ol . gp 


Method 


AAT/GAP 




Of- a r f- 


5655 ~~ 


End 


6221 






3107326 


Score 


314 




uAUl 1 0 


5655. .5782, 6179. .6221 








O C \J * L"« • 


43618 


Seq. ID 


OJ000350_58 


.0327. C33 


Gene No . 


91481 


Strand 






Start 


7171 


End 


11237 




Name 


OJ000350 58.0327.C33.o2.np 


Method 


AAT/NAP 




Start 


7171 


End 


11237 




GI 


4559382 


Score 


97 






7171.. 7200, 8978.. 9157, 9450. 


.9544, 11205.. 11237 






(AC006526) putative WRKY-type 


DNA binding protein 


[Arabidopsis 




thaliana] 








Seq. No. 


43618 


Seq. ID 


OJ000350_58 


.0327.C33 


Gene No. 


91481 


Strand 






Start 


7171 


End 


11237 




Name 


OJ000350 58.0327.C33.o3.gp 


Method 


AAT/GAP 




Start 


9099 


End 


9566 * 




GI 


LIB34 33-042-P1-K1-H2 


Score 


859 




Exons 


9099. .9566 









% GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



? 2130042/pir I IS64721 4.0e-34 Mg-chelatase chain Xantha-f - 
barley >gi_861199 (U26916) protoporphyrin IX Mg-chelatase 
subunit precursor [Hordeum vulgare] ' 



43618 
91482 
16897 

OJ000350_58.0327.C33.o3.tm 

5669 

none 

S669..5794, 5669. .5782, 
6359.. 6409, 6361.. 6402 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_58.0327.C33 
17017 

TBLASTX: Maize 

6409 

174 



5671. .5796, 6179. .6244, 6180. .6245, 



43618 Seq. ID 

91482 Strand 

16897 End 

OJ000350_58 . 0327 . C33 . ol . tm Method 

6818 End 

none Score 



OJ000350_58.0327.C33 
17017 

TBLASTX: Maize 

7547 

129 



6818. .6907, 6844. .6912, 6923. .6982, 6924. .6983, 6975. .7391, 
7037. .7378, 7231. .7392, 7401. .7529, 7401. .7547 



Seq. No. 


43618 






Seq. ID 


OJ000350_58.0327 


.C33 


Gene No. 


91482 






Strand 






Start 


16897 






End 


17017 




Name 


OJ000350 58 


.0327.C33.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


8959 






End 


9557 




GI 


none 






Score 


131 




Exons 


8959. .9186, 


8960. .9160, 


9446. 


.9556, 9447.. 9557 




Seq. No. 


43618 






Seq. ID 


OJ000350_58.0327 


.C33 


Gene No. 


91482 






Strand 






Start 


16897 






End 


17017 





44442 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_58.0327.C33.o4.gs 

16897 

none 

16897. .17017 

43619 
91483 
315 

OJ000350_59.0328.Cl.ol.gs 

315 

none 

315. .440 



Method GEN SCAN 
End 17017 
Score .47 



Seq. ID OJ000350_59.0328.C1 

Strand + 

End 440 

Method GENSCAN 

End 440 

Score .71 



43619 Seq. ID 

91484 Strand 
600 End 
OJ000350_59.0328.Cl.ol.gp Method 
600 ' End 
2428323 Score 
600. .1061 

5803242/dbj | AP000399.il AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 



OJ000350_59.0328.C1 
+ 

1061 
AAT/GAP 
1061 
838 





iJC^i Vi\J • 


43619 


Seq. ID 


OJ000350 






91485 


Strand 






Start 


1069 


End 


4316 


Cn 


Name 


OJ000350 59.0328.Cl.o2.gs 


Method 


GENSCAN 




Start 


1069 


End 


4316 




GI 


none 


Score 


.78 




Exons 


1069.. 2959, 3055.. 4316 








Seq. No. 


43619 


Seq. ID 


OJ000350 


ru 


Gene No. 


91485 


Strand 






Start 


1069 


End 


4316 


f =5 
a. _z 


Name 


OJ000350 59.0328.Cl.ol.np 


Method 


AAT/NAP 




Start 


1072 


End 


4316 




GI 


5803259 


Score 


5146 


~~i 


Exons 


1072.. 2959, 3055.. 4316 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43619 


Seq. ID 


OJ000350 




Gene No. 


91486 


Strand 






Start 


4697 


End 


4812 




Name 


OJ000350 59.0328.Cl.o3.gs 


Method 


GENSCAN 




Start 


4697 


End 


4812 




GI 


none 


Score 


.53 




Exons 


4697. .4812 








Seq. No. 


43620 


Seq. ID 


OJ000350 




Gene No. 


91487 


Strand 


+ 




Start 


333 


End 


1207 




Name 


OJ000350 59.0328.C2.ol.gs 


Method 


GENSCAN 




Start 


333 


End 


1207 




GI 


none 


Score 


.8 




Exons 


333.. 491, 661.. 831, 1190.. 


1207 





Seq. No. 



43620 



Seq. ID OJ000350_59.0328.C2 



44443 



Gene No. 91488 - Strand 

Start 7000 End 

Name OJ000350_5 9 . 0328 . C2 . olvgp Method 

Start 6911 End 

GI 229_1.R1084 Score 

Exons 6911.. 7080, 7162.. 7294, 8824.. 9644, 
GI Descrip. ' 113690/sp | P2794 1 | AMC2_ORYSA 



+ 

10819 
AAT/GAP 
10819 
3300 
10188. .10819 



0.0e+00 ALPHA- AMYLASE ISOZYME C2 
PRECURSOR (1,4-ALPHA-D-GLUCAN GLUCANOHYDROLASE) 

>gi_100658_pir S19990 alpha-amylase (EC 3.2.1.1) - rice 

>gi_20173_emb_CAA45903_ (X64619) alpha-amylase [Oryza sativa] ' 



Seq. No. 


43620 


Seq. ID 


OJ000350_59.0328.C2 


Gene No. 


91488 


Strand 


+ 


Start 


7000 


End 


10819 


Name 


OJ000350 59.0328.C2.o3.gs 


Method 


GENSCAN 


Start 


7000 


End 


7981 


GI 


none 


Score 


.73 


Exons 


7000.. 7080, 7162.. 7294, 7911 


. .7981 




Seq. No. 


43620 


Seq. ID 


OJ000350_59.0328.C2 


Gene No. 


91488 


Strand 


+ 


Start 


7000 


End 


10819 


Name 


OJ000350 59.0328.C2.o3.np 


Method 


AAT/NAP 


Start 


7000 


End 


10491 


GI 


113690 


Score 


2245 


Exons 


7000.. 7080, 7162.. 7294, 8824 


. .9644, -10188. .10491 


GI DescriD. 


ALPHA-AMYLASE ISOZYME C2 PRECURSOR (1, 


4-ALPHA-D-GLUCAN 


GLUCANOHYDROLASE) gi | 100658 | 


pir||S19990 alpha-amylase (EC 




3.2.1.1) - rice gi | 20173 | emb | CAA45903 | 


(X64 619) alpha-amylas' 




[Oryza sativa] 






Seq. No. 


43620 


Seq. ID 


OJ000350_59.0328.C2 


Gene No. 


91488 


Strand 


+ 


Start 


7000 


End 


10819 


Name 


OJ000350 59.0328.C2.o4.gs 


Method 


GENSCAN 


Start 


8721 


End 


10490 


GI 


none 


Score 


.93 


Exons 


8721. .9644, 10188. .10490 






Seq. No. 


43620 


Seq. ID 


OJ000350_59.0328.C2 


Gene No. 


91489 


Strand 




Start 


1 


End 


864 


Name 


OJ000350 59.0328,C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


864 


GI 


5922623 


Score 


240 


Exons 


1..78, 246. .398, 780. .864 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi | 6016856 |dbj | BAA85199.il (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


43620 


Seq. ID 


OJ000350_59.0328.C2 


Gene No. 


91490 


Strand 




Start 


2164 


End 


6262 


Name 


OJ000350 59.0328.C2.o2.gs 


Method 


GENSCAN 


Start 


2164 


End 


6262 


GI 


none ■ 


Score 


.54 


Exons 


2164. .2210,- 2266. .2331, 6187 


. .6262 





44444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43620 Seq. ID OJ000350_59 . 0328 . C2 

91490 Strand 

2164 End 6262 

0 J000350_59 . 0328 . C2 . o2 . np Method AAT/NAP 

5649 End 5981 

114445 Score 212 

5649. .5981 

ATP SYNTHASE A CHAIN (PROTEIN 6) gi I 67913 | pir | | PWZM6M 
H+-transporting ATP synthase (EC 3.6.1.34) protein 6 - maize 
mitochondrion gi 1897620 (M16223) ATPase subunit 6 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43620 
91491 
13391 

OJ000350_59.0328.C2.ol.ts 
7127 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 59. 0328. C2 



22722 

TBLASTX: Soybean 
13549 

none score 39 

7127. .7204, 7149. .7199, 7182. .7295, 7186. .7296, 8819. .9142, 
8820. .9185, 9186. .9272, 9339. .9404, 9368. .9637, 9375. .9644, 
10187. .10276, 10188. .10430, 10343 .. 10429, 134 19 .. 13490, 
13469. .13549 



Seq. No. 43620 

Gene No. 91491 

Start 13391 

Name OJ000350_59 . 0328 .C2 . ol . tm 

Start 7135 

GI none 
Exons 



Seq. ID OJ000350_59.0328 .C2 
Strand 

End 22722 

Method TBLASTX : Mai ze 

End 13549 

Score 220 



7135. .7218, 7159. .7296, 7160. .7222, 7161. .7295, 7352. .7381, 
8820. .9185, 8822. .9142, 9186. .9272, 9191. .9271, 9263. .9403, 
9264. .9404, 9413. .9643, 9414. .9644, 9520. .9645, 10188 .. 10433, 
10188. .10277, 10190. .10432, 13418 13483, 13419 .. 13490, 
13475. .13549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name .- 
Start 



43620 
91491 
13391 

OJ000350_59.0328.C2.o3.tc 

7198 

none 

7198.. 7296, 8859.. 9002, 9057, 
9333.. 9404 

43620 
91491 
13391 

OJ000350_59.0328.C2.ol.tc 

9459 

none 



Seq. ID OJ000350_59.0328.C2 
Strand 

End 22722 

Method TBLASTX: Cress 

End 9404 

Score 97 

.9182, 9189. .9275, 9282. .9326, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_59.0328.C2 
22722 

TBLASTX: Cress 

10352 

263 



9459.-9644, 9470. .9637, 9501. .9644, 10224. .10352 



43620 Seq. ID 

91491 Strand 
13391 End 
OJ'000350__59 . 0328 . C2 . o5-. gs . . Method 

13391 ' ' ' End 



OJ000350_59.0328.C2 

22722 
GEN SCAN 
22658 



44445 



GI 

Exons 



none 



Score 



.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13391. .13548, 1374 3 .. 13828 , 14222 .. 14338, 14430 .. 14484 , 

15196. .15253, 15632 .. 15801, 16389 16441, 17050 .. 17229, 

18879. .18927, 19714 19813, 19920 20033, 20620 .. 20667 , 

21050. .21252, 21542 .. 21603, 21733 .. 21800, 22157 .. 22231 , 

22320. .22402, 22601.. 22658 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 59.0328.C2 



43620 
91491 
13391 

OJ000350_59 . 0328 . C2 . o2 . gp 
13871 

52366_1.R1084 
13871. .14338, 14430, 
16389. .16765 

•6069643/dbj | AP000616. 1 IAP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



22722 
AAT/GAP 
16765 
2124 



,14484, 15196. .15253, 15632 15801 , 



43620 
91491 
13391 

OJ000350_59 . 0328 . C2 . o3 . tm 

14117 

none 

14117. .14158, 14198. .14338, 
14424. .14477, 14427 14483, 
15632. .15658, 15665 .. 15802 , 
16384. .16428 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14200. .14340, 
14429. .14482, 
15676. .15786, 



OJ000350 59. 0328. C2 



22722 

TBLASTX: Maize 
16428 
37 

14210. .14341, 
15629. .15655, 
15701. .15802, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43620 
91491 
13391 

OJ000350_59 . 0328 . C2 . o4 . np 

14221 

6562262 



Seq. ID OJ000350_59.0328.C2 
Strand 

End 22722 

Method AAT/NAP 

End 17301 

Score 326 



14221. .14351, 15106. .15253, 15632 .. 15801, 1638 9 16508 , 
17241. .17301 



GI Descrip. (AL132980) putative protein [Arabidopsis thaliana] 



Seq. No. 43620 
Gene No. 91491 
Start 13391 

Name OJ000350_59 . 0328 . C2 . o2 . tm 

Start 18473 
GI none 

Exons 18473. .18571, 18487 18561, 

18880. .18930, 1888 1 .. 18928 , 

19029. .19136, 19562. .19639, 

19716. .19817, 19913. .20035, 

20617. .20670, 20618 .. 20671, 

20771. .20836, 20772 .. 20837, 

21317. .21403, 21318. .21392, 

21498. .21602, 21732 .. 21788 , 

22157. .22288, 22161 .. 22232, 

22320. .22403, 22320 .. 22403, 



Seq. ID OJ000350_ 
Strand 

End 22722 
Method TBLASTX 
End 22665 - 

Score 68 
18589. .18624, 18595 
19018. .19149, 19028 
19564. .19638, 19715 
19920. .20036, 19921 
20770. .20862, 20770 
21047. .21220, 21048 
21493. .21603, 21497 
21733. .21801, 22156 
22163. .22234, 22306 
22599. .22664, 22600 



59. 0328. C2 



Maize 



. .18624, 
. .19135, 
. .19828, 
. .20034, 
. .20835, 
. .21224, 
. .21604, 
. .22233, 
. .22377, 
. .22665 



Seq. No. 



43620 



Seq.' ID OJ000350_59.0328.C2 



44446 




Gene No. 


91491 




Strand 






Start 


13391 




End 


22722 




Name 


OJ000350 59. 0328. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18850 




End 


19753 




GI 


none 




Score 


62 




Exons 


18850. .18930, 18860. 


.18928, 


19018. .19149, 19028. .19135, 






19564 . . 19596, 19709. 


. 19753 








Seq. No. 


43620 




Seq. ID 


OJ000350_59.0328 


.C2 


Gene No . 


91491 




Strand 






Start 


13391 




End 


22722 




Name 


OJ000350 59. 0328. C2. 


o5 . np 


Method 


AAT/NAP 




Start 


18969 




End 


22722 




GI 


6562265 




Score 


1272 




Exons 


18969. .19134, 19564 . 


. 19641, 


19727. .19813, 19920 .. 20033, 






20620. .20667, 20772. 


.20834, 


21050. .21216, 21331. .21391, 






21498. .21603, 21733. 


.21800, 


22157. .22231, 22320 .. 224 02 , 






22601. .22722 










GI Descrip. 


(AL132980) putative 


protein 


[Arabidopsis thaliana] 




Sea No. 


43620 




Seq. ID 


OJ000350_59.0328 


.C2 


Gene No. 


91491 




Strand 






Start 


13391 




End 


22722 




Name 


OJ000350 59. 0328. C2. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


19755 




End 


20835 




GI 


none 




Score 


76 




Exons 


19755. .19817, 19760. 


. 19828, 


19920. .20036, 19921 .. 20034 , 






20617. .20670, 20618. 


.20671, 


20770. .20835, 20772.. 20834 




Seq. No. 


43620 




Seq. ID 


OJ000350_59.0328 


.C2 


Gene No . 


91491 




Strand 






Start 


13391 




End 


22722 




Name 


OJ000350 59. 0328. C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


19950 




End 


21217 




GI 


none 




Score 


85 




Exons 


19950. .20036, 19954. 


.20034, 


20617. .20670, 20618 .. 20671 , 






20770. .20862, 20772. 


.20831, 


21050. .21217, 21055. .21171, 






21060. .21215 










Seq. No. 


43620 




Seq. ID 


OJ000350_59.0328 


.C2 


Gene No. 


91491 




Strand 






Start 


13391 




End 


22722. 




Name 


OJ000350 59. 0328. C2. 


o3 . ao 


Method 


AAT/GAP 




Start 


20575 ~ 




End 


21218 




GI 


1631668 




Score 


467 




Exons 


20575. .20667, 20772. 


.20834, 


21050. .21218 




Seq. No. 


43620 




Seq. ID 


OJ000350_59.0328 


.C2 


Gene No. 


91491 




Strand 






Start 


13391 




End 


22722 




Name 


OJ000350 59. 0328. C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


21553 




. End 


22683 




GI 


none 




Score 


65 




Exons 


21553. .21603, 21555. 


.21602, 


21732. .21788, 22157 .. 22234 , 





22161. .22232, 22320 .. 22427, 22320 .. 22403, 22599.-22682, 
22600. .-2268-3 



44447 



Seq. No. 43620 Seq. ID OJ000350_59 . 0328 . C2 

Gene No. 914 91 Strand 

Start 13391 End 22722 

Name OJ000350_59. 0328 . C2 . o4 . gp Method AAT/GAP 

Start 21558 End 22722 

GI 36544_1.R1084 Score 672 

Exons 21558. .21603, 21733 .. 21800, 22157 .. 22231 , 22320 .. 224 02, 

22601. .22722 

GI Descrip. ' 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 43620 

Gene No. 91491 

Start 13391 

Name OJ000350_59 . 0328 . C2 . o3 . ts 

Start 22157 

GI none 

Exons 22157. .22234, 22161 .. 22232, 
22599. .22682, 22600.. 22683 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_59.0328.C2 
22722 

TBLASTX : Soybean 

22683 

100 



22320. .22427, 22320 .. 22403, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43621 
91492 
781 

OJ000350_59.0328.C3.o2.np 
781 

7106528 

781. .817, 3459. .3584 
(AP001278) EST D40774 (S2920) 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000350_59.0328.C3 

Strand + 

End 3584 

Method AAT/NAP 

End 3584 

Score 111 

corresponds to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43621 
91493 
408 

OJ000350_59.0328.C3.ol.gp 
408 

22926 1.R1084 



OJ000350 59. 0328. C3 



Seq. ID 
Strand 

End 2668 
Method AAT/GAP 
End 2668 
_ Score 1228 

408. .715, 1408. .1463, 2165. .2246, 2373. .2414, 2503. .2668 
■3096939/emb | CAA18849.il 6.0e-35 (AL023094) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43621 
91493 
408 

OJ000350_59.0328.C3.ol.np 
677 

7487663 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 59. 0328. C3 



2668 
AAT/NAP 
2634 
304 

677. .715, 1408. .1463, 2165. .2246, 2503.. 2634 
hypothetical protein T4L20.280 - Arabidopsis thaliana 
gi|3096939|emb|CAA18849.1| (AL023094) putative protein 
[Arabidopsis thaliana] gi | 7270421 | emb | CAB80187 . 1 | (AL161586) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name * 
Start' 



43621 Seq. ID 

91493 Strand 
408 End 

OJ000350_59 : 0328 .„C3 , ol . gs - Method 
1120 End."' 



OJ000350_59.0328.C3 

2668 
GEN SCAN 
2628 



44448 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 92 

1120;. 1149, 1408. .1463, 2165. .2246, 2373. .2414, 2503. .2628 



43621 
91494 
3852 

OJ000350_59 . 0328 . C3 . ol . tm 

561 

none 



Seq. ID OJ000350_59.0328.C3 
Strand 

End 754 9 

Method TBLASTX : Mai ze 

End 2673 

Score 95 



561. .587, 660. .725, 1405. .1464, 1409. .1465, 2165. .2254, 
2165. .2230, 2166. .2246, 2372. .2434, 2379. .2414, 2503. .2673, 
2504. .2602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43621 
91494 
3852 

OJ000350_59.0328.C3.o3.tw 
573 
none 



Seq. ID OJ000350_59.0328.C3 
Strand 

7549 

TBLASTX: Wheat 
2595 
51 



End 

Method 
End 
Score 

573. .662, 587. .607, 652. .726, 664. .711, 674. .715, 1405. .1464, 
1408. .1464, 1409. .1489, 2154. .2246, 2165. .2248, 2166. .2246, 
2167.. 2247, 2371.. 2433, 2372. .2434, 2503.. 2565, 2503.. 2595 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 59. 0328. C3 



43621 
91494 
3852 

OJ000350_59.0328.C3.o2.gp 
3418 

21474_1.R1084 
3418. .3561 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



7549 
AAT/GAP 
3561 
251 



Seq. No. 


43621 




Seq. ID 


OJ000350_59.0328.C3 


Gene No. 


91494 




Strand 




Start 


3852 




End 


7549 


Name 


OJ000350 59 


.0328.C3.o2. 


gs Method 


GENSCAN 


Start 


3852 




End 


7534 


GI 


none 




Score 


.64 


Exons 


3852. .4025, 


4105. .4203, 


4298. .4370, 4455. .4565, 4662. .4835 




4945. .5630, 


5632. .5774, 


5897. .6038, 6113. .7534 


Seq. No. 


43621 




Seq. 'ID 


OJ000350_59.0328.C3 


Gene No. 


91494 




Strand 




Start 


3852 




End 


7549 


Name 


OJ000350 59 


.0328.C3.o3. 


np Method 


AAT/NAP 


Start 


3870 




End 


7549 


GI 


4680204 




Score 


1067 


Exons 


3870. .4007, 


4346. .4565, 


4662. .4835, 4945. .6038, 6113. .7549 


GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


43621 




Seq. ID 


OJ000350_59.0328.C3 


Gene No. 


91494 




Strand 




Start 


3852 




End 


7549 


Name 


OJ000350 59 


.0328.C3.o2. 


tw Method 


TBLASTX: Wheat 


Start 


. .4496 




-.End 


5018 


GI 


none 




Score 


68 



44449 




Exons 


4496. .4567, 4667. .4849, 


4674. 


.4799, 4938.. 5018 






Seq. No. 


43621 




Seq. ID 


OJ000350 


_59.0328 


.C3 


Gene No. 


91494 




Strand 








Start 


3852 




End 


7549 






Name 


OJ000350 59.0328.C3.ol. 


tw 


Method 


TBLASTX :1 


Wheat 




Start 


6503 




End 


6906 






GI 


none 




Score 


84 






Exons 


6503. .6673, 6636. .6803, 


6668. 


.6904, 6755. .6904, 


6766. .6906, 




6796.. 6906 












Seq. No. 


43622 




Seq. ID 


OJ000350 


_59.0328 


.C4 


Gene No. 


91495 




Strand 


+ 






Start 


5320 




End 


8335 






Name 


OJ000350 59.0328.C4.o2. 


gs 


Method 


GENSCAN 






Start 


5320 




End 


8335 






GI 


none 




Score 


.92 






Exons 


5320. .5361, 6882. .6949, 


7712. 


.7847, 7948. .8082, 


8192. .8335 


Seq. No. 


43622 




Seq. ID 


OJ000350 


_59.0328 


.C4 


Gene No. 


91496 




Strand 








Start 


56 




End 


4763 






Name 


OJ000350 59.0328.C4.ol. 


gp 


Method 


AAT/GAP 






Start 


56 




End 


4149 






GI 


342 1.R1084 




Score 


6658 






Exons 


56. .571, 681. .785, 904. 


.4149 










GI Descrip. 


' 4574406/gb|AAD24042. 1 1 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 












Seq. No. 


43622 




Seq. ID 


OJ000350 


_59.0328 


-C4 


Gene No. 


91496 




Strand 








Start 


56 




End 


4763 






Name 


OJ000350 59.0328.C4.o2. 


gp 


Method 


AAT/GAP 






Start 


56 




End 


4153 






GI 


342 1.R1084 




Score 


6662 






Exons 


56. .571, 681. .785, 904. 


.4153 










GI Descrip. 


M574406/gb|AAD24042. 1 1 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 












Seq. No. 


43622 




Seq. ID 


OJ000350 


_59.0328 


.C4 


Gene No. 


91496 




Strand 








Start 


56 




End 


4763 






Name 


OJ000350 59.0328.C4.o4. 


gp 


Method 


AAT/GAP 






Start 


223 




End 


4311 






GI 


342 1.R1084 




Score 


6558 






Exons 


2237.571, 681.. 785, 904 


. .4311 










GI Descrip. 


• 4574406/gb|AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 












Seq. No. 


43622 




Seq. ID 


OJ000350 


_59.0328 


.C4 


Gene No. 


91496 




Strand 








Start 


56 




End 


4763 






Name 


OJ000350 59.0328.C4.o5. 


gp 


Method 


AAT/GAP 






Start 


225 




End 


4311 






GI 


342 1.R1084 




Score 


6554 






Exons 


225.. 571, 681.. 785, 904 


. . 4311 










GI Descrip. 


, 4574406/gb|AAD24042. 1 j 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 



44450 



sativa] 1 



Seq. No. 43622 

Gene No. 914 96 

Start 56 

Name OJ000350_59 . 0328 . C4 . o3 . gp 

Start 234 

GI 342_1.R1084 

Exons 234.. 571, 681.. 785, 904 

GI Descrip. 1 4574406/gb I AAD24042 . 1 1 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4311 
0.0e+00 



OJ000350_59.0328.C4 

4763 
AAT/GAP 
4311 
6536 



(AF121139) RIM2 protein [Oryza 



43622 Seq. ID 

91496 Strand 

56 End 

OJ000350_5 9 . 0328 . C4 . ol . np Method 

1009 End 

4680203 Score 



OJ000350_59.0328.C4 

4763 
AAT/NAP 
4315 
3225 



1009. .1984, 2261. .2491, 2645. .4315 

(AF114171) TNP2-like protein [Sorghum bicolor] 



43622 
91496 
56 

OJ000350_59.0328.C4.ol.tw 

1063 

none 



Seq. ID OJ000350_59.0328.C4 
Strand 

End 47 63 

Method TBLASTX : Wheat 

End 2378 

Score 131 



1063. .1155, 1144. .1224, 1237. .1377, 1238. .1378, 1357. .1416, 

1423. .1467, 1428. .1463, 1462. .1695, 1478. .1690, 1754. .1996, 

1764. .1994, 1999. .2142, 2000. .2146, 2136. .2378, 2138. .2377, 
2145. .2378 



Seq. No. 43622 

Gene No. 914 96 

Start 56 

Name OJ000350_59 . 0328 .C4 . ol . tc 

Start 1645 

GI none 

Exons 1645.. 1695, 1754.. 1996, 1764, 

Seq. No. 43622 

Gene No. 914 96 

Start 56 

Name OJ000350_59 . 0328 . C4 . o2 . tm 

Start 2020 

GI none 

Exons 2020.. 2142, 2051.. 2128, 2138, 



Seq. ID OJ000350_59.0328.C4 
Strand 

End 4763 

Method TBLASTX : Cress 

End 2089 

Score 161 
.1994, 1999. .2085, 2000. .2089 

Seq. ID OJ000350_59.0328.C4 
Strand 

End 4763 

Method . TBLASTX : Maize 

End ' 2335 

Score 61 
.2335 



Seq. No. 43622 

Gene No. 91496 

Start 56 

Name OJ000350_59 . 0328 . C4 . o3 . tw 

Start 2379 

GI none 

Exons 2379. .2465, 2381. .2470, 2381. .2464, 2498. .2716, 2538. .2720, 
2726. .2788, 2739. .2789 



Seq. ID OJ000350_59.0328.C4 
Strand 

End 47 63 

Method TBLASTX : Wheat 

End 2789 

Score 81 



44451 




Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand 




Start 


56 








End. 


4763 


Name 


OJ000350 59. 


0328. 


C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2822 








End 


3064 


GI 


none 








Score 


210 


Exons 


2822. .3064 












Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand 




Start 


56 








End 


4763 


Name 


OJ000350 59. 


0328. 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2894 








End 


3351 


GI 


none 








Score 


52 


Exons 


2894. .3088, 


3098. 


.3217, 


3098. 


.3223, 3217.. 3339, 3223.. 3351 


Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand 




Start 


56 








End 


4763 


Name 


OJ000350 59. 


0328. 


C4 ,o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2928 








End 


3395 


GI 


none 








Score 


172 


Exons 


2928. .3134, 


2928. 


.3137, 


2933. 


.3136, 2933.. 3157, 3137.. 3223, 




3138. .3224, 


3144. 


.3224, 


3238. 


.3339, 3242.. 3331, 3343.. 3387, 




3345. .3395 












Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand 




Start 


56 








End 


4763 


Name 


OJ000350 59. 


0328. 


C4 ,o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3217 








End 


3530 


GI 


none 








Score 


74 


Exons 


3217. .3339, 


3245. 


.3340, 


3357. 


.3413, 3398. .3523, 3423. .3530 


Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand . 




Start 


56 








End 


4763 


Name 


OJ000350 59. 


0328. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3551 








End 


3841 


GI 


none 








Score 


103 


Exons 


3551. .3616, 


3623. 


.3841, 


3627. 


.3833 




Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand 




Start 


56 








End 


4763 


Name 


OJ000350 59. 


0328. 


C4 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3613 








End 


3964 


GI 


none 








Score 


187 


Exons 


3613. .3864, 


3623. 


.3874, 


3624. 


.3866, 3857.. 3964 


Seq. No. 


43622 








Seq. ID 


OJ000350_59.0328.C4 


Gene No. 


91496 








Strand 




Start 


56 








End 


4763 


Name 


OJ000350 59. 


0328. 


C4.o7. 


gp 


Method 


AAT/GAP 


Start 


4176 








End 


4763 


GI 


2310235 








Score 


299 


Exons 


4176. .4315, 


4726. 


.4763 









44452 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852182/embl CAB55420.il 
sativa] 



43623 
91497 
376 

OJ000350 
376 

LIB3474- 
376. .618 
•1839597 
calcium/ 
homolog 
aa] [Zea 



_59.0328.C5.ol.gp 
007-P1-K1-A4 



9.0e-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ000350_59.0328.C5 

Strand + 

End 618 

Method AAT/GAP 

End 618 

Score 477 



/bbs| 178269 2.0e-56 (S82324) 

calmodulin-dependent protein kinase homolog_CaM kinase 
MCK1 [Zea mays=maize, cv. Merit, root caps, Peptide, 625 
mays] ' 



43623 
91498 
526 

OJ000350_59 . 0328 . C5 . ol . gs 

526 

none 



Seq. ID OJ000350_59.0328.C5 



Strand 
End 

Method 

End 

Score 



+ 

6745 
GENSCAN 
6745 
.57 



526. .669, 865. .1155, 3079. .3209, 3880. .3938, 4271. .4567, 
4677. .4786, 5514. .5567, 6263. .6430, 6608.. 6745 



43623 Seq. ID 

91498 Strand 

526 End 

OJ000350_59 . 0328 . C5 . ol . np Method 

526 End 

7446432 Score 

526. .644, 696. .1155, 3079. .3209, 3484 



OJ000350_59.0328.C5 
+ 

6745 
AAT/NAP 
6742 
2480 

.3525, 3623.. 3731, 



3860. .3938, 4271. .4567, 4677. .4786, 5463. .5567, 5698. .5760, 
6263.. 6430, 6608.. 6742 

calcium/calmodulin-dependent protein kinase homolog - maize 
gi 1 1839597 | gb | AAB47181 . 1 1 (S82324 ) calcium/calmodulin-dependent 
protein kinase homologlCaM kinase homolog|MCKl [Zea mays=maize, 
cv. Merit, root caps, Peptide, 625 aa] 



43623 
91498 
526 

OJ000350_59 . 0328 . C5 . o2 . gp 

4351 

3768359 

4351. .4567, 4677. .4785 
1839597/bbs | 178269 2.0e-56 



Seq. ID OJ000350_59.0328.C5 

Strand + 

End 6745 

Method AAT/GAP 

End 4785 

Score 620 

(S82324) calcium/calmodulin-dependent 



protein kinase homolog_CaM kinase homolog_MCKl [Zea mays=maize, 
cv. Merit, root caps, Peptide, 625 aa] [Zea mays] 



43623 
91499 
16576 

OJ000350_59 . 0328 . C5 . o4 . gs 

16576 

none 



Seq. ID OJ000350_59.0328.C5 



Strand 
End * 
Method 
End 
Score 



+ 

19910 
GENSCAN 
19910 
.5 



16576. .16668, 16998 .. 17068, 18963. . 19100, 19751.. 19910 



44453 



Seq. No. 


43623 




Seq. ID 


OJ000350 


Gene No. 


91500 




Strand 


+ 


Start 


24297 




End 


24527 


Name 


OJ000350 59. 0328. C5 . 


o5.gs 


Method 


GENSCAN 


Start 


24297 




End 


24527 


GI 


none 




Score 


.61 


Exons 


24297. .24527 








Seq. No. 


43623 




Seq. ID 


OJ000350 


Gene No. 


91501 




Strand 


+ 


Start 


30426 




End 


34403 


Name 


OJ000350 59. 0328. C5. 


o7 .gs 


Method 


GENSCAN 


Start 


30426 




End 


34328 


GI 


none 




Score 


.92 


Exons 


30426. .30458, 31163. 


.31390, 


31479. .31779, 31870 




33365. .33660, 33983. 


.34120, 


34167. .34328 


Seq. No. 


43623 




Seq. ID 


OJ000350 


Gene No. 


91501 




Strand 


+ 


Start 


30426 




End 


34403 


Name 


OJ000350 59. 0328. C5. 


o3.np 


Method 


AAT/NAP 


Start 


31193 




End 


34228 


GI 


7487509 




Score 


1318 


Exons 


31193. .31390, 31479. 


.31779, 


31870. .32028, 33365 



59. 0328. C5 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33983.. 34228 

hypothetical protein T29A15.170 - Arabidopsis thaliana 
gi|4469019|emb|CAB38280.1| (AL035602) putative protein 
[Arabidopsis thaliana] gi I 7269622 | emb | CAB81418 . 1 1 (AL161571) 
putative protein [Arabidopsis thaliana] 



43623 Seq. ID 

91501 Strand 

30426 End 

OJ000350_59 . 0328 . C5 . o4 . gp Method 

31330 End 

LIB3434-031-P1-K1-H7 Score 
31330. .31390, 31479.. 31750 

, 4469019/emb|CAB38280| 6.0e-49 (AL035602) putative protein 
[Arabidopsis thaliana] 1 



OJ000350__59.0328.C5 
+ 

34403 
AAT/GAP 
31750 
601 



43623 Seq. ID 

91501 Strand 

30426 End 

OJ000350_59 . 0328 . C5 . o5 . gp Method 

31855 End 

LIB3433-055-P1-K1-A11 Score 
31855. .32028, 33365.. 33574 

, 4469019/emb|CAB38280| 3.0e-52 (AL035602) putative protein 
[Arabidopsis thaliana] 1 



OJ000350_59.0328.C5 
+ 

34403 
AAT/GAP 
33574 
704 



43623 Seq. ID 

91501 Strand 

30426 End 

OJ000350_59 . 0328 . C5 . 06 . gp Method 

33579 End 

14207_2.*R1084 Score 
33579. .33660, 33983.. 34403 



OJ000350_59.0328.C5 
+ 

34403 
AAT/GAP 
34403 
982- 



44454 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 4469019/emb|CAB38280| 3.0e-14 (AL035602) putative protein 
[Arabidopsis thaliana] f 



43623 Seq. ID 

91502 Strand 

39196 End 

OJ000350_59.0328.C5.o9.gp Method 

39009 End 

4969273 Score 
39009. .39306 



OJ000350__59.0328.C5 
+ 

40132 
AAT/GAP 
39306 
587 



Seq. No. 43623 Seg. ID 

Gene No. 91502 Strand 

Start 39196 End 

Name OJ000350_59 . 0328 . C5 . olO . gs Method 

Start 39196 End 

GI none Score 

Exons 39196. .39389, 39500.. 39827 



OJ000350_59.0328.C5 
+ 

40132 
GENSCAN 
39827 
.86 



Seq. No. 43623 Seq. ID 

Gene No. 91502 Strand 

Start s 39196 End 

Name OJ000350_59 . 0328 . C5 . olO . gp Method 

Start 39687 End 

GI none Score 

Exons 39687.. 40132 



OJ000350_59.0328.C5 
+ 

40132 
AAT/GAP 
40132 
892 



Seq. No. .43623 Seq. ID 

Gene No. 91503 Strand 

Start 50886 End 56341 

Name OJ000350_59 . 0328 .C5 . ol2 . gs Method GENSCAN 

Start 50886 End 55346 

GI none Score .79 

Exons 50886. .50908, 51377 .. 51519, 51591 .. 51814 , 51864 

52361. .52567, 52955 .. 5314 1, 53826 .. 53845, 53895 

54343.-54573, 55230.. 55346 



OJ000350_59.0328.C5 
+ 



,51983, 
,54065, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'43623 Seq. ID 

91503 Strand 
50886 End 
OJ000350_59 . 0328 . C5 . 06 . np Method 
52403 End 
7486092 Score 
52403. .52567, 52955 .. 53115, 
56310. .56341 

hypothetical protein F24L7.10^- Arabidopsis thaliana 
gi|2914697 | gb | AAC04487 . 1 1 (AC003974) hypothetical protein 
[Arabidopsis thaliana] 



OJ000350_59.0328.C5 
+ 

56341 
AAT/NAP 
56341 
324 



53915. .54065, 54343 .. 54573, 



43623 
91504 
59452 

OJ000350_59 . 0328 . C5 . 08 . np 

59452 

7508879 

59452. .59643, 61338 61917 , 



Seq. ID OJ000350_59.0328.C5 

Strand + 

End 63071 

Method AAT/NAP 

End 63071 

Score 167 
62938. .63071 



hypothetical protein W03D2.1 - Caenorhabditis elegans 



44455 




gi|1947160|gb|AAC48255.1| (AF000298) weak similarity to ' 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 



Seq. No. 


43623 




Seq. ID 


OJ000350 59. 0328. C5 


Gene No . 


91504 




Strand 


+ 


Start 


59452 




End 


63071 


Name 


OJ000350 59.0328 


. C5 . ol4 . gs 


■ Method 


GENSCAN 


Start 


61332 




End 


61913 


GI 


hone 




Score 


.93 


Exons 


61332. .61913 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328.C5 


Gene No . 


91505 




Strand 




Start 


7949 




End 


11076 


Name 


OJ000350 59.0328 


. C5 . o2 . gs 


Method 


GENSCAN 


Start 


7949 ~ 




End 


11076 


GI 


none 




Score 


.61 


Exons 


7949.. 8152, 8317 


..8350, 8653 


..8704, 11007. .11076 


Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328.C5 


Gene No. 


91506 




Strand 




Start 


13663 




End 


14902 


Name 


OJ000350 59.0328 


C5.o3.gp 


Method 


AAT/GAP 


Start 


13530 




End 


14254 


GI 


73337 1.R1084 




Score 


1308 


Exons 


13530. .14254 








GI Descrip. 


'3831443 5.0e-10 


(AC005819) 


putative auxin-regulated protein 



[Arabidopsis thaliana] 1 



Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328.C5 


Gene No. 


91506 




Strand 




Start 


13663 




End 


14902 


Name 


OJ000350 59. 0328. C5 


. o3 . gs 


Method 


GENSCAN 


Start 


13663 




End 


14088 


GI 


none 




Score 


.'68 


Exons 


13663. .14088 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328.C5 


Gene No. 


91506 




Strand 




Start 


13663 




End 


14902 


Name 


OJ000350 59. 0328. C5 


. o2 . np 


Method 


AAT/NAP 


Start 


13666 




End 


14902 


GI 


3831443 




Score 


181 


Exons 


13666. .13725, 13759 


. .14021 


, 14839.. 14902 


GI Descrip. 


(AC005819) putative 


auxin- 


regulated protein [Arabidopsis 




thaliana] 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328.C5 


Gene No. 


91507 




Strand 




Start 


27722 




End 


28099 


Name 


OJ000350 59. 0328. C5 


. 06. gs 


Method 


GENSCAN 


Start 


27722 




End 


28099 


GI 


none 




Score 


.59 


Exons 


27722. .28099 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328.C5 


Gene No. 


91508 




Strand 





44456 



Start 


34722 


End 


37210 






Name 


OJ000350 59.0328.C5.o8.gs 


Method 


GENSCAN 






Start 


34722 


End 


35484 






GI 


none 


Score 


.88 






Exons 


34722. .34793, 34831. .35484 










Seq. No. 


43623 


Seq. ID 


OJ000350_ 


59. 


0328 


Gene No. 


91508 


Strand 








Start 


34722 


End 


37210 






Name 


OJ000350 59.0328.C5.o7.gp 


Method 


AAT/GAP 






Start 


34793 


End 


35197 






GI 


LIB3434-038-P1-K1-D6 


Score 


742 






Exons 


34793. .35197 










GI Descrip. 


'5926718/dbj | BAA84640.il 4 . Oe 


-20 (AB007911) PRA2 


[Pisum 




sativum] 1 










Seq. No. 


43623 


Seq. ID 


OJ000350_ 


59. 


0328 


Gene No. 


91508 


Strand 








Start 


34722 


End 


37210 






Name 


OJ000350 59.0328.C5.o4.np 


Method 


AAT/NAP 






Start 


34813 


End 


36315 






GI 


5926718 


Score 


677 






Exons 


34813. .35482, 36275.. 36315 










GI Descrip. 


(AB007911) PRA2 [Pisum sativum] 








Seq. No. 


43623 < 


Seq. ID 


OJ000350_ 


59. 


0328 


Gene No. 


91508 


Strand 








Start 


34722 


End 


37210 






Name 


OJ000350 59.0328.C5.o8.gp 


Method 


AAT/GAP 






Start 


36045 


End 


37210 






GI 


1204 1.R1084 


Score 


167 






Exons 


36045. .36078, 37115.. 37210 











C5 



C5 



GI Descrip. ' 461595/sp | P31853 | ATPX_SPIOL 4.0e-35 ATP SYNTHASE B 1 ' CHAIN 

PRECURSOR (SUBUNIT II) >gi_479533_pir S34473 H+-transporting 

ATP synthase (EC 3.6.1.34) chain 9 - spinach 

>gi_394755_emb_CAA50520_ (X71397) CF(o)II ATP synthase subunit 
[Spinacia oleracea] ' 



Seq. No. 43623 Seq. ID 

Gene No. 91509 Strand 

Start 37238 End 

Name OJ000350_59 . 0328 . C5 . o9 . gs Method 

Start 37238 End 

GI none Score 

Exons 37238. .37756 



OJ000350_59.0328.C5 

37756 
GENSCAN 
37756 
.99' 



Seq. No. 43623 
Gene No. 91510 
Start 44562 

Name OJ000350_59 . 0328 . C5 . oil . gs 

Start 44562 
GI none 

Exons 44562. .44747, 44 803 44893, 

46687. .46950, 47420 .. 47512, 
48811. .48848 



Seq. ID 
Strand 
End 

Method 
End 
Score 

45551 

47762 



OJ000350 59. 0328. C5 



48848 
GENSCAN 
48848 
.71 

46056, 46062. .46184, 
48082, 48587. .48734, 



Seq. No. 



43623 



Seq. ID OJ000350_59.0328.C5 



44457 



Gene No. 91510 ' Strand 

Start 44562 End 48848 

Name OJ000350_59 . 0328 . C5 .o5 .np Method AAT/NAP 

Start 45572 End 48621 

GI 7434305 Score 789 

Exons 45572. .45963, 4 6062 .. 4 6190, 

48507. .48621 

GI Descrip. probable protein kinase - Arabidopsis thaliana 

gi|2245124 | emb | CAB10546 . 1 | (Z97343) NAK like protein kinase 
[Arabidopsis thaliana] gi | 7268518 | emb | CAB7.8769 . 1 1 (AL161546) NAK 
like protein kinase [Arabidopsis thaliana] 



46705. .46950, 477 62 .. 47 997 , 



Seq.' No. 


43623 




Seq. ID 


OJ000350_ 


59.0328 


.C5 


Gene No. 


91511 




Strand 








Start 


56126 




End 


60850 






Name 


OJ000350 59. 0328. C5. 


ol3 . gs 


Method 


GENSCAN 






Start 


56126 




End 


60850 






GI 


none 




Score 


.75 






Exons 


56126. .56248, 57192. 


.57266, 


57355. .57447, 57986. 


.58065, 






58217. .58305, 58483. 


.58520, 


58617. .58710, 58997. 


.59089, 






59377. .59460, 59839. 


.59998, 


60784. .60850 






Seq. No. 


43623 




Seq. ID 


OJ000350_ 


59.0328 


.C5 


Gene No. 


91511 




Strand 








Start 


56126 




End 


60850 






Name 


OJ000350 59. 0328. C5. 


oil .gp 


Method 


AAT/GAP 






Start 


56356 




End 


57413 






GI 


3107012 




Score 


710 






Exons 


56356. .56625, 57192. 


.57266, 


57355. .57413 






Seq. No. 


43623 




Seq. ID 


OJ000350_ 


59.0328 


.C5 


Gene No. 


91511 




Strand 








Start 


56126 




End 


60850 






Name 


OJ000350 59. 0328. C5 . 


o7 .np 


Method 


AAT/NAP 






Start 


56539 




End 


59453 






GI 


3668086 




Score 


614 






Exons 


56539. .56625, 57192. 


.57309, 


57351. .57447, 57538. 


.57594, 






57986. .58065, 58217. 


.58314, 


58480. .58520, 58617. 


.58710, 






58997. .59089, 59377. 


.59453 










GI Descrip. 


(AC004 667) unknown protein 


[Arabidopsis 


thaliana 


] 





Seq. No. 43623 

Gene No. 91511 

Start 56126 

Name OJ000350_59. 0328 .C5.ol2 .gp 

Start 58970 

GI w 64108_1.R1084 

Exons 58970. .59089, 

GI Descrip. '3668086 3.0e 
thaliana] 1 



59377. .59708 
13 (AC004667) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_59.0328.C5 

60850 
AAT/GAP 
59708 
777 



unknown protein [Arabidopsis 



Seq. No. 43623 Seq. ID 

Gene No. 91512 Strand 

Start 62804 End 

Name OJ000350_5 9 . 0328 . C5 . o2 . tc Method 

Start 859 End 

GI none Score 



OJ000350_59.0328.C5 
64159 

TBLASTX: Cress 

45963 

70 



44458 



Exons 



859.. 930, 864.. 926, 996.. 1118, 997.. 1122, 3076.. 3210, 
3076.. 3209, 3470.. 3526, 3617.. 3727, 3621.. 3731, 3621.. 3740, 
3857. .3949, 3859. .3957, 4017. .4082, 4263. .4568, 4269. .4562, 
4270. .4569, 4676. .4696, 4706. .4786, 6254 .. 6403, 6272. .6457, 
6277. .6426, 6632. .6721, 6640. .6711, 45847 .. 45909, 45907. .45963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43623 
91512 
62804 

OJ000350_59.0328.C5.o9.ts 

991 

none 



Seq. ID OJ000350_59.0328.C5 
Strand 

End 64159 

Method TBLASTX : Soybean 

End 3949 

Score 128 



991.. 1122, 1041.. 1115, 3076. .3210, 3076.. 3207, 3078.. 3212, 
3078.. 3209, 3470.. 3526, 3620.. 3727, 3621.. 3731, 3857.. 3949, 
3859. .3936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43623 
91512 
62804 

OJ000350_59. 

1062 

none 

1062. .1124, 
3078. .3206, 
3620. .3670, 
'3857. .3949, 
4269. .4568, 
4678. .4794, 
5698. .5763, 
6605. .6745, 



0328.C5.o2.tm 



1063. 
3419. 
3620. 
3857. 
4270. 
5434. 
6249. 
6605. 



1125, 
3514, 
3727, 
3937, 
4569, 
5568, 
6401, 
6745, 



1068. 
3483. 
3621. 
3859. 
4270, 
5458, 
6263, 
6797, 



Seq. ID OJ000350_59.0328.C5 
Strand 

End 64159 
Method TBLASTX : Mai ze 
End 6986 
Score 108 

.1142, 1079. .1141, 3076. .3207, 
.3521, 3483.. 3521, 3485.. 3526, 
.3731, 3621.. 3731, 3847.. 3942, 
.3948, 4032. .4082, 4263. .4568, 
.4575, 4634. .4786, 4672. .4833, 
.5583, 5460.. 5582, 5697.. 5759, 
.6433, 6266. .6430, 6604. .6744, 
.6859, 6864.. 6986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43623 
91512 
62804 

OJ000350__59 . 0328 . C5 . o4 . tw 

3872 

none 



Seq. ID OJ000350_59.0328.C5 



Strand 
End 

Method 

End 

Score 



64159 

TBLASTX: Wheat 

4566 

82 



3872. .3949, 4048. .4074, 4255. .4566, 4263. .4421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43623 Seq. ID 

91512 Strand 

62804 End 

OJ000350_59 . 0328 . C5 . o3 . ts Method 

4261 End 

none Score 



OJ000350_59.0328.C5 
64159 

TBLASTX : Soybean 

6664 

150 



4261. .4359, 4264. .4359, 4359. .4562, 4359. .4562, 4360. .4569, 
4675. .4791, 4676. .4786, 4835. .4876, 5460. .5564, 5498. .5560, 
6251. .6418, 6264. .6422, 6265. .6426, 6266. .6445, 6605. .6664 



Seq. No. 43623 

Gene No. 91512 

Start 62804 

Name OJ000350_59 . 0328 . C5 . olO . tm 

Start 13780 

GI none 

Exons 13780. .13926, 13805 .. 14083, 13999.. 14094 



Seq. ID OJ000350_59.0328.C5 



Strand 
End 

Method 

End 

Score 



64159 

TBLASTX: Maize 
14094 
131 



44459 




Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 


Gene No . 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


31193 




End 


34057 




GI 


none 




Score 


253 




Exons 


31193. .31390, 31279. 


.31392, 


31478. .31777, 31479 .. 31778, 






31740. .31778, 31865. 


.32026, 


31869. .32030, 31875 .. 32033, 






32146. .32193, 33364. 


.33657, 


33366.-33437, 33367 .. 33639, 






33504 . .33647, 33986. 


.34057 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 


Gene No. 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


06. tc 


Method 


TBLASTX: Cress 




Start 


31193 




End 


31392 




GI 


none 




Score 


252 




Exons 


31193. .31390, 31279. 


.31392 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


-C5 


Gene No. 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


31198 




End 


33517 




GI 


none 




Score 


276 




Exons 


, 31198. .31392, 31199. 


.31390, 


31476. .31571, 31478 .. 31777, 






31479. . 31778, 31725. 


.31778, 


31859. .32026, 31869 .. 32030, 






31869. .32033, 33364. 


.33516, 


33367. .33516, 33431.. 33517 




Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 


Gene No. 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


31485 




End 


31775 




GI 


none 




Score 


314 




Exons 


31485. .31775, 31493. 


.31774 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


-C5 


Gene No. 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


31494 




End 


32033 




GI 


none 




Score 


315 




Exons 


31494. .31775, 31616. 


.31774, 


31869. .31952, 31962. .32033 




Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 


Gene No. 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


31962 




End 


33645 




GI 


none 




Score 


73 




Exons 


31962. .32033, 33364. 


.33645 








Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 


Gene No. 


91512 




Strand 






Start 


62804 




End 


64159 




Name 


OJ000350 59. 0328. C5. 


o8.tc 


Method 


TBLASTX: Cress 





44460 





Start 


33364 




End 


33657 






GI 


none 




Score 


232 






Exons 


33364. .33657 












Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 




Gene No. 


91512 




Strand 








Start 


62804 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


o7 . tm- 


Method 


TBLASTX: Maize 






o Lai L 


33519 




End 


34299 






GI 


none 




Score 


213 






Exons 


33519. .3365-9, 33520. 


.33660, 


33557. .33661, 33977 .. 34057 , 








33985. .34053, 34043. 


.34168, 


34053. .34196, 34066 .. 34242, 








34069. .34167, 34074. 


.34241, 


34242.-34298, 3424 6.-34299, 








34246. .34299 












Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


-C5 






91 SI? 




Strand 








Start 


62804 




End 


64159 






Name 


OJ000350 59.0328.C5. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


34954 




End 


35481 






GI 


none 




Score 


195 






Exons 


34954. .35481, 35213. 


.35449 










Seq. No. 


43623 




Seq. ID 


OJ000350_59,0328 


.C5 






Q1 S1 9 




Strand 


- 




=| 


Start 


62804 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


o2. ts 


Method 


TBLASTX : Soybean 




f i I 


Start 


34954 




End 


35472 






GI 


none 




Score 


268 




- — 


Exons 


34954..3S472, 34970. 


.35449 










Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 






Q1 SI 9 




Strand 






■* 


Start 


62804 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


34954 




End 


35205 






GI 


none 




Score 


193 






Exons 


34954. .35205 










Q 


Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 




V3CUC IN (J • 


Q1 SI ? 

-7 J. -J JL JL 




Strand 






U 


Start 


62804 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


o3. tm 


Method 


TBLASTX: Maize 






Start 


34954 




End 


35481 






GI 


none 




Score 


69 






Exons 


34954. .35481, 34982. 


.35149, 


35213. .35449 






Seq. No. 


43623 




Seq. ID 


OJ000350_59.0328 


.C5 




uCllC IN(J • 


Q1 SI ? 




Strand 








Start 


62804 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


35209 




End 


35478 






GI 


none 




Score 


290 






Exons 


35209. .35478, 35210. 


.35449 










Seq. No. 


. 43623 




Seq. ID 


. OJ000350_59.0328 


-C5 




Gene No. 


91512 




Strand - 







44461 









Start 


62804 




Name 


OJ000350 59. 0328. C5. 


o7.tc 


O Lai L 


t jj f 1 






none 




Exons 


ARR71 d^fidfi d£HR7 
flJJ / 1 . . 4 J04D/ / . 


A £1 flft 
. 4 0X00, 




dfiftfi7 dfiQ 1 ^ 47fldfi 


A 1 QQft 








Gene No. 


91512 




Start 


62804 




Name 




C\A 1" G 


otar t 








none 




Exons 


45652. .45963, 45746. 


.45955, 


064 • NO • 


43623 






91512 




0 tar t 


62804 




Name 


OJ000350 59.0328.C5.o5.tm 


Start 


45652 






none 




Exons 


45652. .45966, 45737. 


.45955, 




46705. .46773, 46774 . 


.46842, 




46862. .46957 




o6q. NO. 


43623 




Gene No . 


91512 




Start 


62804 




Name 


OJ000350 59. 0328. C5. 


o3 . tw 




45793 ~~ 






none 




Exons 


45793 45966, 45794 


.45949, 




46708. .46770 




O A i*r XT 

oeq. NO. 


43623 




Gene No. 


91512 




Start 


62804 




Mama 


OJ000350 59. 0328. C5. 


06. ts 


C 4- a r*+- 


46696 






none 




Exons 


46696. .46953, 46699. 


.46959, 


Q r-y N7/~\ 

oGCJ . LNO • 


43623 




bene no • 


91512 




0 tar u 


62804 




Name 


OJ000350 59. 0328. C5 . 


o9. tm 


Start 


53901 






none 




Exons 


53901. .53945, 53951. 


.54052, 




54340. .54444, 54342. 


.54575, 




55227. .55343, 55229. 


.55339, 


Seq. No. 


43623 




Gene No. 


91512 




Start 


62804 




Name 


OJ000350 59. 0328. C5. 


08. tm 


Start 


56543 





End 

Method 

End 

Score 



64159 

TBLASTX: Cress 

47998 

153 



46059. .46187, 46690; . 46848, 



Seq. ID OJ000350_59.0328.C5 
Strand 

End 64159 

Method ' TBLASTX: Soybean 

End ' 46175 

Score 183 



Seq. ID OJ000350_59.0328.C5 
Strand 

End 64159 

Method TBLASTX : Mai ze 

End 46957 

Score 136 
46057. .46185, 46059 .. 46184 , 
46789. .46848, 46855 .. 46953, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_59.0328.C5 
64159 

TBLASTX: Wheat 

46770 

102 



46057. .46176, 46059. . 46184, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_59.0328.C5 
64159 

TBLASTX: Soybean 

47935 

137 



Seq. ID OJ000350_59.0328.C5 
Strand 

End 64159 

Method TBLASTX : Maize 

End 55505 

Score 159 



,55505 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_59.0328 .C5 
64159 

TBLASTX: Maize 
59619 



44462 




C T 


none 




Score 


99 






Exons 


56543. .56626, 56548. 


.56637, 


57189. .57269, 57191 


. .57268, 






57199. .57273, 57346. 


.57450., 


57354 . .57449, 57355 


. .57450, 






57538 57597 57539 


. 57598, 


57980. .58066, 57990 


. .58067, 






S7QQ1 SR06R 5R213 


58302, 


58214. .58300, 58215 


. . 58301, 






S891R Sfn04 58482 


58520, 


58483. .58521, 58602 


. . 58712, 






SR61R 58713 58954 


. 59097, 


58998. .59090, 59374 


. .59454, 






S9^76 59453 59581 


.59619 










064. JNO . 






Seq. ID 


OJ000350 


59. 0328 


.C5 


uene jno . 






Strand 








otar u 


69R04 

OZ O U fx 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


08 .ts 


Method 


TBLASTX: 


Soybean 




Start 


56554 




End 


59088 












Score 


115 






Exons 


S6554 56637 57228 


. 57266, 


57346. .57450, 57347 


. .57460, 






^7*3^4 ^7458 57538 


. 57597, 


57545. .57592, 57980 


. .58063, 






RRdfifl Sfi^^l SR4R9 

J04OU • . JOJ£l/ JOIOti t 


58520 


58602. .58712, 58618 


. . 58710, 






58993 59088 58996 


.59088 










Seq. No. 


43623 




OC^ 1 ll> 


OJ000350 


_59.0328 


.C5 


Gene No. 


91512 




Of ranr) 

on ail Li 








Of a y-4- 


69R04 




FnH 


64159 

O *i 1 J ^ 






Name 


n.Tnnrnsn sq o^?r r5 


o5 . tc 


Mot - Vi r^iH 


TRT.A9TX * 


Cress 




C+--1 -v-+- 

b rar l 


£1 677 
DID / / 




FnH 

£j!1V_1 


61904 






C T 


none 




Score 


9ft 3 






Exons 


61677 61 Q04 61 6R9 


. 61843 










Seq. No. 


43623 




Seq. ID 


OJ000350 


_59.0328 


.C5 


Gene No. 


91512 




Strand 










69804 




End 


64159 






Name 




o7 . ts 


Method 


TBLASTX: 


Soybean 




C f- a r*4- 

0 cart 


61 6ft 6 — 




End 


61892 






Ul 


none 




Score 


275 








61686 61892 61703 


. 61861 










Seq. No. 


43623 




Seq. ID 


OJ000350 


_59.0328 


.C5 


Gene No. 


91512 . 




Strand 








OLalL 


69R04 




End 


64159 






Name 


n.Tnnn^so o^9R 


\j \j . L.1U 


Method 


TBLASTX: 


Mai ze 




Of a r-+- 


61 707 ~~ 




End 


61925 








none 




Score 


313 






Exons 


61707 61925 61709 

Ol / U / • • Ul JLJf U -L 1 \J -J • 


. 61903 










oeq. jno. 


f± O DZ O 




Seq. ID 


OJ000350 


59. 0328 


,C5 


Gene No. 


91512 




Strand 








Start 


62804 




End 


64159 






Name 


O.T000350 59 0328 C5 


o9.np 


Method 


AAT/NAP 






Of a r*+- 


69766 ~~ 

OZ. / D D 




End 


64159 






f T 
lal 


1 0766Q9 




Score 


476 






Exons 


69766 33 639R0 

/ OOt • OJlJJf OJ«-Ov. 


.63449, 


63568. .63690, 63828 


. . 64159 




GI Descrip. 


cellulase (EC 3.2.1. 


4) - European elder (fragment) 




Seq. No. 


43623 




Seq. ID 


OJ000350 


_59.0328 


,C5 


Gene No. 


91512 




Strand 








Start 


62804 




End 


64159 






Name 


OJ000350 59. 0328. C5. 


o4 . tm 


Method 


TBLASTX : 


Maize 





44463 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



62784 
none 



End 
Score 



64034 
284 



62784. .63161, 62873 .. 63157 , 63262 .. 63423, 63280 .. 634 47 , 
63284. .63454, 63566 63715, 63567 .. 637 13, 63825 .. 63893, 
63826. .63885, 63894 64034, 63895.. 64014 



43623 Seq. ID 

91512 Strand 

62804 End 

OJ000350_59.0328.C5.ol5.gs Method 

62804 End 

none Score 



OJ000350_59.0328.C5 

64159 
GEN SCAN 
64135 
.82 



62804. .63133, 63187 .. 63446, 63568 63675, 63828 63974 , 
63982. .64135 



Seq. No. 43623 
Gene No. 91512 
Start 62804 

Name OJ000350_59 . 0328 .C5 . o4 . tc 

Start 62811 
GI none 

Exons 62811. .63011, 62873 63010, 

63266. .63454, 63280 .. 63447 , 
63686. .63742, 63825.. 63920 



Seq. ID OJ000350_59.0328.C5 
Strand 

End 64159 

Method TBLASTX : Cress 

End 63920 

Score 180 
63011. .63136, 63015. .63134, 
63573. .63638, 63584 .. 6364 0, 



Seq. No. 43623 
Gene No. 91512 
Start 62804 

Name OJ000350_59 . 0328 . C5 . o5 . ts 

Start 62811 
GI none 
Exons 62811 
63280 

63825. .63893, 63826.-63876, 63894 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_59.0328.C5 
64159 

TBLASTX: Soybean 

64122 

162 



63011, 62873. .63010, 63011 .. 63157 , 63012 .. 63134 , 
63444, 63284. .63454, 63573 .. 63638 , 63584 .. 63715, 

,64121, 63901.. 64122 



Seq. No. 43623 

Gene No. 91512 

Start 62804 

Name OJ000350_59.0328.C5.o5.tw 

Start 62882 

GI none 

Exons 62882. . 63007, 62883 .. 63008, 
63265. .63438, 63277.. 63417 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_59.0328.C5 
64159 

TBLASTX: Wheat 

63438 

93 



63026. .63136, 63033 .. 63119, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43624 
91513 
749 

OJ000350_59.0328.C6.o2.gs 

749 

none 



Seq. ID OJ000350_59.0328.C6 

Strand + 

End 8853 

Method GENSCAN 

End 8407 

Score .71 



749. .927, 1182. .1243, 1586. .1622, 1670. .1814, 1959. .2812, 
4282. .4412, 4771. .4879, 5277. .5530, 6221. .6382, 6668. .6718, 
7391. .7479, 7834. .7911, 8013. .8216, 8303. .8407 



43624 
91513 
749 



Seq. ID OJ000350_59.0328.C6 
Strand + 
End 8853 



44464 



Name 


OJ000350 59.0328.C6.o2.np 


Method • 


AAT/NAP 


Start 


1950 


End 


4453 


GI 


4406819 


Score 


731 


Exons 


1950. .2812, 4282. .4453 






GI Descrip. 


(AC006201) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


43624 


Seq. ID 


OJ000350_59.0328.C6 


Gene No. 


91513 


Strand 


+ 


Start 


749 


End 


8853 


Name 


OJ000350 59.0328.C6.ol.gp 


Method 


AAT/GAP 


Start 


2010 


End 


2305 


GI 


uC-osf Icyp006b06bl 


Score 


561 


Exons 


2010. .2305 






GI Descrip. 


, 4 406819/gb|AAD20127 | 8.0e- 


■13 (AC006201) unknown protein 




[Arabidopsis thaliana] 1 






Seq. No. 


43624 


Seq. ID 


OJ000350_59.0328.C6 


Gene No. 


91513 


Strand 


+ 


Start 


749 


End 


8853 


Name 


OJ000350 59.0328.C6.o2.gp 


Method 


AAT/GAP 


Start 


2544 


End 


4971 


GI 


21438 1.R1084 


Score 


1505 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2544. .2812, 4282. .4516, 4638. .4971 

1 417 64 20/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] f 



43624 Seq. ID 

91513 Strand 
749 End 
OJ000350_59 . 0328 . C6 . o3 . gp Method 
5380 End 
18666_1.R1084 Score 
5380.. 5530, 6221.. 6382, 6668.. 6718, 
8013. .8216, 8303. .8374, 8464. .8853 

, 4803927/gb|AAD29800.1|AC006264_8 6.0e-73 (AC006264) signal 
sequence receptor, alpha subunit (SSR-alpha) [Arabidopsis 
thaliana] ' . 



OJ000350_59.0328.C6 
+ 

8853 
AAT/GAP 
8853 
2194 

7391.. 7479, 7834, 



,7911, 



43624 Seq. ID 

91513 Strand 
749 End 
OJ000350_59 . 0328 . C6 . o3 . np Method 
5485 End 
1174448 Score 

5485.. 5530, 6221.. 6382, 6668.. 6718, 

8013. .8216, 8303. .8374, 8464. .8514 



OJ000350_59.0328.C6 
+ 

8853 
AAT/NAP 
8514 
524 

7391. .7479, 7834. .7911, 



.6382, 6668, 
.8374, 8464. 

TRANSLOCON-ASSOCIATED PROTEIN, ALPHA SUBUNIT PRECURSOR 
(TRAP-ALPHA) (SIGNAL SEQUENCE RECEPTOR ALPHA SUBUNIT) 
(SSR-ALPHA) gi | 547391 1 gb I AAA21820.il (L32016) alpha-subunit ; 
putative [Arabidopsis thaliana] 



43624 Seq. ID 

91514 Strand 

80 End 

OJ000350_59.0328.C6.ol.gs Method 

80 End 

none Score 



OJ000350_59.0328.C6 
657 

GENSCAN 

657 

.74 



44465 






Exons 


80. .381, 462. .657 










Seq. No . 


43624 




Seq. ID 


OJ000350 59. 0328. C6 




Gene No. 


91514 




Strand 


- 




Start 


80 




End 


657 




Name 


OJ000350 59.0328.C6.ol. 


np 


Method 


AAT/NAP 




Start 


98 




End 


576 




GI 


4165132 




Score 


232 




Exons 


98. .381, 462. .576 










GI Descrip. 


(AF098292 ) endo-beta- 1 , 


4-D- 


glucanase 


[Lycopersicon esculentum] 




Seq. No; 


43624 




Seq. ID 


OJ000350_59.0328.C6 




Gene No. 


91515 




Strand 






Start 


11310 




End 


12850 




Name 


OJ000350 59.0328.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


358 




GI 


none 




Score 


177 




Exons 


2. .22, 95. .304, 96. .305 


302.. 358 






Seq. No. 


43624 




Seq. ID 


OJ000350_59.0328.C6 




Gene No. 


91515 




Strand 






Start 


11310 




End 


12850 




Name 


OJ000350 59.0328.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


95 




End 


639 


% =? 


GI 


none 




Score 


192 


in 


Exons 


95.-397, 96. .380, 215.. 


397, 


443. . 526, 


451. .525, 565. . 639 


i y 


Seer. No. 


43624 




Seq. ID 


OJ000350_59.0328.C6 


LJ 


Gene No. 


91515 




Strand 






Start 


11310 




End 


12850 




Name 


OJ000350 59.0328.C6.o3. 


tm 


Method 


TBLASTX: Maize 


f Li 


Start 


95 




End 


639 




GI 


none 




Score 


212 




Exons 


95. .397, 96. .383, 263. . 


397, 


289. .399, 


451. .525, 464 . .526, 


~ ST 




583. . 639 








L.E. 


Seq. No. 


43624 




Seq. ID 


OJ000350_59.0328.C6 


aa? 


Gene No. 


91515 




Strand 




Is aJ 


Start 


11310 




End 


12850 




Name 


OJ000350 59.0328.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2028 




End 


2353 




GI 


none 




Score 


292 




Exons 


2028. .2339, 2132. .2353 










Seq. No. 


43624 




Seq. ID 


OJ000350_59.0328.C6 




Gene No. 


91515 




Strand 






Start 


11310 




End 


12850 




Name 


OJ000350 59.0328.C6.ol. 


tm 


Method 


TBLASTX .-Maize 




Start 


2207 _ 




End 


2813 




GI 


none 




Score 


176 




Exons 


2207. .2335, 2208. .2324, 


233 


1..2780, 2367. .2762, 2405. .2779, 






2751. .2813, 2762. .2791 










Seq. No. 


43624 




Seq. ID 


OJ000350_59.0328.C6 




Gene No. 


91515 




Strand 






Start 


11310 




End 


12850 




Name 


OJ000350 59.0328.C6.ol. 


ts 


Method 


TBLASTX : Soybean 



44466 



Q+- a -rt- 
OLdl C 


93Q1 










End 2820 






none 










Scorp 483 




Hi A^Ji 1 o 


2391. . 


2813, 


2409 


2759 

. £. I *J Zf / 


2426 


2791 2548 2820 




Seq. No. 


43624 










Seq. ID OJ000350 


_59.0328.C6 


Gene No. 


91515 










Strand 




Start 


11310 










End 12850 




iNaiuc 


OJ000350 59. 


0328 . 




tc 


Method TBLASTX* 


Cres s 


o Lai L. 


2562 










End 4450 




VJ J. 


none 










Score 297 






2562. . 


2813, 


2567 . 


.2791, 


2569 


2814, 2574 2813, 


4271. 4450 


Con Mn 


43624 










Sea ID OJ000350 


59 0328 C6 


Con o M /~\ 


91515 










St* rand — 




OLal L 


11310 










End 12850 




Mamp 
IN aiiic 


OJ000350 59. 


0328 . 


C6.o2 . 


tm 


Method TBLASTX* 

Lie L 1 1 W V— i X XJ XlllkJ X . 


Mai ze 


Start 


6219 










End 8598 




GI 


none 










Score 144 




Hi A. J 1 1 0 


6219. . 


6380, 


6220. 


. 6381, 


6220 


6381, 6293 . . 6382, 


6616. . 6720, 




6667. . 


6726, 


7389 


. 7415, 


7389 


7478. 7390 7479, 


7390 7479. 




7391. . 


7507, 


7445 


7510 


7822 


7911 7833 7910, 


7971 8192, 




8006. . 


8215, 


8007 


. 8216, 


8293 

o c. zf -J 


8373 8298 8396, 


8303 8374, 

UJ\/J. 9 \J ~J 1 ^ f 




8457. . 


8594, 


8462 


8503 


84 97 

O *4 Z? ' 


8595 8530 8598 




Q o n Mn 
otrq • 1NU . 


.43624 










^prr TD OJ000350 


59 0328 C6 


bene 1NU • 


91515 










Oil CLi. X<wl 




Start 


11310 










End 12850 




Name 


OJ000350 59. 


0328. 


C6.o3. 


ts 


Method TBLASTX: 


Soybean 


^tarr 

O L.CLJ- U 


6220 










End 8510 




CT 


none 










Score 127 






6220. . 


6381, 


6274 . 


. 6375, 


6282 


6380. 6667 6726, 


7369 7479, 




7390. . 


7500, 


7821 . 


. 7910, 


7822 


7911, 8006 8212, 


8007 8216. 




8302. . 


8370, 


8303 . 


.8374, 


8484 


8510. 8484 8510 






43624 










^prr TD OJ000350 


59 0328 C6 


Gene No. 


91515 










Strand 




Start 


11310 










End 12850 




LN CliUC 


OJ000350 59. 


0328 . 


C6.ol . 


tc 


Method TBLASTX* 

Lie Lll w VX X LJ XJxa <J X *± . 


Cress 


o lax L. 


7423 










End 8374 




ox 


none 










Score 63 




T* 1 von Q 


7423. . 


7476, 


7807 . 


.7911, 


7842 


7910 8003 8146. 


8006 8191, 




8007. . 


8216, 


8302 . 


.8373, 


8303 


8374 




o tr ^ • in vj • 


43624 










^^n TD Ol7000350 

k_) " « J. LJ W U Uu u J JU 


59 0328 C6 


ocllc 1NU • 


91515 










uix al HJ. 




Of a r +- 
O L a l t. 


11310 










£jl ILx X ^. O >J \J 




Naitie 


OJ000350 59. 


0328. 


C6.o4 . 


tm 


Method TBLASTX: 


!"laize 


Start 


11157 










End 12358 




GI 


none 










Score 110 




Exons 


11157. 


.11237 


, 11158. .11238, 


11159. .11242, 11292 


. .11420, 




11304. 


.11411 


, 11305. .11412, 


11865. .11951, 11880 


. .11987, 




11885. 


.12019 


, 12137. .12193, 


12138. .12194, 12138 


. .12197, 




12139. 


.12198, 12262. .12342, 


12265. .12357, 12269 


. .12358 



Seq. No. 
Gene No . 
Start 



43624 
91515 
11310 



Seq. ID 

Strand 

End 



OJ000350 59. 0328. C6 



12850 



44467 




Name 


OJ000350 59.0328.C6.o3.gs 


Method 


GENSCAN 






11310 . 


End 


12850 






none 


Score 


.52 




Exons 


11310. .11408, 12268. .12357, 12806.. 12850 




OcC[. in o . 


43625 


Seq. ID 


OJ000350_41.0314 


.CI 


Gene No. 


91516 


Strand 


+ 




Start 


1 


End 


1889 




Name 


OJ000350 41.0314.Cl.ol.np 


Method 


AAT/NAP 




OLalL 


1 


End 


1889 




CT 


fi O O U ± / .7 


Score 


2275 




Exons 


1..1889 










(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


43625 


Seq. ID 


OJ000350_41.0314 


.CI 


Gene No. 


91516 


Strand 








1 


End 


1889 




Name 


OJ000350_41. 0314 .Cl.o3.tw 




TRT Z\°.TY * Wh*aa t* 
1 DioriO 1 A • initlcaL 




O Lai L 


1 c; o 


End 


667 






none 


Score 


474 




EjXOIIS 


352.. 660, 353.-667 








Seq. No. 


43625 


Seq. ID 


OJ000350_41.0314 


.CI 


Gene No. 


91516 


Strand 


+ 




Qf a r-h 


1 


End 


1889 




Name 


OJ000350_41.0314.Cl.o2.tm 


Method 


1 DJUttO 1 A • rid JL c. c 




C f -j r-f- 


"5 c; ^ 
j j J 


End 


672 






none 


Score 


436 




Exons 


353. .667, 355. .660, 475. .672 








Seq. No. 


43625 


Seq. ID 


OJ000350_41.0314 


.CI 


Gene No. 


91516 


Strand 


+ 




Of a r*+- 


1 


End 


1889 




Name 


OJ000350 41.0314.Cl.ol.gs 


Method 






Qf a vf 


368 


End 


1708 






none 


Score 


.49 




Exons 


368.. 1052, 1458.. 1708 








Seq. No. 


43625 


Seq. ID 


OJ000350__41.0314 


.CI 


Gene No. 


91516 


Strand 


+ 




Cf a r-f 
O Lai L 


1 


End 


1889 




Name 


OJ000350 41.0314.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Cf 2 v~f 


695 


End 


1234 




f T 


none 


Score 


615 




Lxons 


695. .1234, 865. .1230, 884. .1234 






Seq. No. 


43625 


Seq. ID 


OJ000350_41.0314 


.CI 


Gene No. 


91516 


Strand 


+ 




Cf a r*f 


1 


End 


1889 




Name 


OJ000350 41.0314.Cl.ol.tc 


Method 


TBLASTX: Cress 




Cf a >-f 


932 


End 


1258 




GI 


none 


Score 


84 




Exons 


932. .1114, 1115. .1258, 1117.. 


1257 






Seq. No. 


43625 


Seq. ID 


OJ000350_41.0314 


.CI 


Gene No. 


91516 


Strand 


+ 




Start 


1 


End 


1889 





44468 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
£3 Start 
y Name 
fn Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Method 
End 
Score 
1027. .1281 



OJ000350_41 . 0314 . CI . ol . ts 
1022 
none 

1022.. 1282, 1025.. 1273, 
43625 

91516 Strand 
1 End 
OJ000350_41 . 0314 . CI . o3 . tm Method 
1080 End 
none Score 
1080.. 1265, 1081.. 1368, 1082.. 1372 



TBLASTX : Soybean 

1282 

292 



Seq. ID OJ000350_41.0314.C1 
+ 

1889 

TBLASTX: Maize 
1372 
88 



43625 
91516 
1 

OJ000350_41.0314.Cl.ol.tw 

1241 

none 

1241. .1858, 1243. .1746 



43625 
91516 
1 

OJ000350_41, 

1420 

none 

1420. .1575, 
1845. .1889, 



0314.Cl.ol.tm 



1421. 
1855. 



,1582, 
,1887 



1579. 



Seq. ID OJ000350_41.0314.C1 

Strand + 

End 1889 

Method TBLASTX : Wheat 

End 1858 

Score 678 



Seq. ID OJ000350_41.0314.C1 

Strand + 

End 1889 

Method TBLASTX : Maize 

End 1889 

Score 229 

.1743, 1580. .1858, 1725. .1814, 



Seq. ID OJ000350_41.0314.C2 

Strand + 

End 7231 

Method GENSCAN 

End 7231 

Score .8 



43626 
91517 
136 

OJ000350_41.0314.C2.ol.gs 
136 
none 

136. .291, 426. .499, 544. .1475, 1548. .2392, 2417. .3067, 
3121.. 3232, 3267.. 3430, 3677.. 4438, 4556.. 5866, 6002.. 6536, 
6561.. 6687, 6967.. 7231 



43626 Seq. ID 

91517 Strand 
136 End 
OJ000350_4 1 . 0314 . C2 . ol . np Method 
1897 End 
7228457 Score 
1897.. 3499, 3554.. 5200, 5267.. 6805 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000350_41.0314-.C2 
+ 

7231 
AAT/NAP 
6805 
3151 



43626 Seq. ID 

91518 Strand 

10849 End 

OJ000350_41 . 0314 . C2 . o4 . np Method 

10849 End 

7523517 Score 



OJ000350_41.0314.C2 
+ 

11325 
AAT/NAP 
11325 
199 



44469 



LAUllo 


10849. .11126, 11271. . 11325 








uX UcoOIipi 


(AP001633) hypothetical protein [Oryza 


oaf -I Tr3 1 
SO L X V CI J 




UC^i IN • 


43626 


Seq. ID 


OJ000350 41.0314 


.C2 


Cpnp Mo 


91519 


Strand 


+ _ 




Start 


11335 


End 


11664 




Name 


OJ000350 41.0314 .C2.o5.np 


Method 


AAT/NAP 




o ten u 


11335 


End 


11664 






6983860 


Score 


507 






11335.. 11664 










(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


t~ VHP 




(AF061282) [Oryza sativa] 








Cpr» Mo 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91520 


Strand 


+ 




Start 


12377 


End 


13278 






.OJ000350 41.0314.C2.o6.np 


Method 


AAT/NAP 




Of- a r +- 


12377 


End 


13278 






5852178 


Score 


365 




P 1 von q 


12377. .12660, 12689. . 12810, 


13175. .13278 




oX UcoLIl^i 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Coo* Mo 


43626 


Seq. ID 


OJ000350_41.0314 


. C2 


Gene No . 


91521 


Strand 


+ 




Start 


21682 


End 


25753 




Name 


OJ000350 41.0314.C2.o8.np 


Method 


AAT/NAP 




Start 


21682 


End 


25689 




GI 


7520163 


Score 


343 




Exons 


21682. .21719, 22852 23259, 


23397. .23514, 25602.. 25689 




GI Descrip. 


NADH dehydrogenase (ubiquinone) (EC 1. 


6.5.3) chain 5 - 





Anomochloa marantoidea chloroplast (fragment) 
gi|726148|gb|AAA64196.1| (U21992) NADH dehydrogenase F 
[Anomochloa marantoidea] 



Seq. No. 


43626 


Seq. ID 


OJ000350_ 


41.0314 


.C2 


Gene No. 


91521 


Strand 


+ 






Start 


21682 


End 


25753 






Name 


OJ000350 41.0314.C2.o6.gs 


Method 


GENSCAN 






Start 


24975 


End 


25753 






GI 


none 


Score 


.47 






Exons 


24975. .25008, 25506.. 25753 










Seq. No. 


43626 


Seq. ID 


OJ000350_ 


41.0314 


.C2 


Gene No. 


91522 


Strand 


+ 






Start 


30453 


End 


46541 






Name 


OJ000350 41.0314.C2.ol.gp 


Method 


AAT/GAP 






Start 


30453 


End 


34257 






GI 


uC-osflcypl26f01bl 


Score 


836 






Exons 


30453. .30514, 30911 31002, 


32444. .32509, 33242. 


.33366, 






33972. .34046, 34194.. 34257 










GI Descrip. 


•3193304 8.0e-35 (AF069298) 


contains 


similarity 


to RNA 





recognition motifs (Pfam: rrm.hmm, score; 82.09 and 30.80); 
similar to alternative splicing factor ASF [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 



43626 
91522 



Seq. ID OJ000350_41.0314.C2 
Strand +' 



44470 



Start 


30453 




End 


46541 






Name 


OJ000350 41. 0314. C2. 


olO .np 


Method 


AAT/NAP 






Start 


30916 




End 


36953 






GI 


5815237 




Score 


518 






R v on s 


30916 31002. 32444. 


32509, 


33972. .34046, 34194 


. .34325, 






34364 34423. 34495. 


. 34552, 


34717. .34765, 34972 


. .35028, 






35116 35263, 35625. 


. 35668, 


36897. .36953 






GI DescriD. 


(AF17364 0) splicing 


factor 


SR1C [Arabidopsis thaliana] 




tJCv^i « 


43626 




Seq. ID 


OJ000350. 


_41.0314 


.C2 


flpnp No 


91522 




Strand 


+ 






Start 


30453 ■ 




End 


46541 






Name 


OJ000350 41 0314 C2 


08 . gs 


Method 


GENSCAN 






Start 


30916 




End 


46541 






GI 


none 




Score 


.49 






l~l <V V_/ X 1 «hh/ 


30916. .31002, 32444. 


.32509, 


33972. .34046, 34194 


. .34293, 






35160 35258. 36160. 


. 36191, 


36897. .36998, 37606 


. .37723, 






39103 39273, 39711. 


. 39886, 


40230. .40327, 41079 


. .41244, 






43051 43164, 43915. 


.44133, 


44229. .44393, 44625 


. .44729, 






45182 45344. 45571 


.45694, 


46406. .46541 






O V_J * ll^ • 


43626 




Seq. ID 


OJ000350 


_41.0314 


.C2 


Gene No. 


91522 




Strand 


+ 






Start 


30453 




End 


46541 






Name 


OJ000350 41. 0314. C2. 


o2 . CXD 


Method 


AAT/GAP 






Start 


35142 ~~ 




End 


37442 






GI 


none 




Score 


1024 






Rvnn s 


35142 35258. 35348 


35389, 


35638. .35679, 36794 


. .36827, 






36897 36965 37057 


. 37442 










4j C • \J m 


43626 




Seq. ID 


OJ000350 


_41.0314 


.C2 




91522 




Strand 


+ 






Start 


30453 




End 


46541 






Name 


OJ000350 41. 0314. C2. 


oil .np 


Method 


AAT/NAP 






Start 


38991 




' End 


41371 






GI 


6358813 




Score 


769 






R v r>n ^ 


38991. .39201, 39711. 


.39886, 


40230. .40367, 40609 


. .40738, 






40891. .41371 














(AC010675) hypothetical protein [Arabidopsis thaliana] 




C • Li \s * 


43626 




Seq. ID 


OJ000350 


_41.0314 


.C2 


Gene No . 


91523 




Strand 


+ 






Start . 


59797 




End 


68019 






Name 


OJ000350 41. 0314. C2. 


o5 . gp 


Method 


AAT/GAP 






Start 


59508 




End 


59889 






GI 


uC-osflcyp033a04bl 




Score 


659 








59508. .59889 












\J J. O V J- J_ • 


, 6016845/dbj | AP000570. 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


43626 




Seq. ID 


OJ000350 


_41.0314 


.C2 


Gene No. 


91523 




Strand 


+ 






Start 


59797 




End 


68019 






Name 


OJ000350 41. 0314. C2. 


olO.gs 


Method 


GENSCAN 






Start 


59797 




End 


68019 






GI 


none 




Score 


.85 






Exons 


59797. .59841, 61325. 


.61442, 


61457. .61532, 61608 


. .61747, 





44471 



62625. .62764, 62881 .. 63019, 63817 .. 63925, 64 14 1 .. 64280, 
67250. .68019 



Seq. No. 43626 

Gene No. 91524 

Start 7427 

Name OJ000350_41 . 0314 . C2 . o2 . gs 

Start 7427 

GI none 
Exons 



Seq. ID OJ000350_41.0314 .C2 
Strand 

End 12792 

Method GEN SCAN 

End 12792 

Score .72 



7427..7944, 8043. .8160, 8364. .8617, 8653.-8763, 8932. .9071, 
9141. .9199, 9270. .9455, 9523. .9647, 9727. .9932, 9986. .10139, 
10300. .10552, 10824. .11004, 11423 .. 11581, 11583 .. 11659, 
12382.. 12792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43626 
91524 
7427 

OJ000350_41.0314.C2.o2.np 
8311 
6721561 

8311. .9071, 9141 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9199, 9270.. 9460, 



OJ000350_41.0314.C2 

12792 
AAT/NAP 
9910 
963 
9847. .9910 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



43626 
91524 
7427 

OJ000350_4 1 . 0314 . C2 . o3 . np 
8810 
6721558 
8810. .8975, 



OJ000350 41. 0314. C2 



Seq. ID _ 
Strand 

End 12792 
Method AAT/NAP 
End 10399 
Score 243 
9474.. 9647, 10300.. 10399 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


43626 




Seq. ID 


OJ000350 


_41 


.0314 


.C2 


Gene No. 


91525 




Strand 










Start 


14688 




End 


15370 








Name 


OJ000350 41. 0314. C2 


.o3.gs 


Method 


GENSCAN 








Start 


14688 




End 


15370 








GI 


none 




Score 


.62 








Exons 


14688. .14860, 15037 


. .15370 












Seq. No. 


43626 




Seq. ID 


OJ000350 


_41 


.0314 


.C2 


Gene No. 


91526 




Strand 










Start 


16970 




End 


17491 








Name 


OJ000350 41. 0314. C2 


. o4 . gs 


Method 


GENSCAN 








Start 


16970 




End 


17491 








GI 


none 




Score 


.81 








Exons 


16970. .17145, 17434 


. .17491 












Seq. No. 


43626 




Seq. ID 


OJ000350_ 


_41 


.0314 


.C2 


Gene No. 


91527 




Strand 










Start 


18960 




End 


24416 









44472 




Name 


OJ000350 41.0314.C2.o7.np 


Method 


AAT/NAP 




Start 


18960 


End 


24416 




GI 


4680199 


Score 


312 




Exons 


18960. .18984, 20591 .. 20714 , 


20784. .20919, 20995 .. 21342, 






24388. .24416 








GI DescriD. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91528 


Strand 






Start 


27281 


End 


28387 




Name 


OJ000350 41.0314.C2.o9.np 


Method 


AAT/NAP 




Start 


27281 


End 


28387 




GI 


6735313 


Score 


638 




Exons 


27281. .27830, 27861.. 28387 








GI DescriD. 


(AL137080) dnaJ-like protein [Arabidopsis thaliana] 




Seq. No. 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91529 


Strand 






Start 


41148 


End 


41666 




Name 


OJ000350 41.0314.C2.o3.gp 


Method 


AAT/GAP 




Start 


41148 


End ■ 


41666 




GI 


none 


Score 


834 




Exons 


41148. .41666 








Sea No . 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


ripne No. 


91530 


Strand 






Start 


48331 


End 


49588 




Name 


OJ000350 41.0314.C2.o4.gp 


Method 


AAT/GAP 




Start 


48331 


End 


49588 




GI 


LIB3477-003-P1-K1-E9 


Score 


106 




Exon 


48331. .48375, 49534. .49588 








GI DescriD. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seer No 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


Gpnp No . 


91531 


Strand 






Start 


49927 


End 


63358 




Name 


OJ000350 41.0314.C2.o9.gs 


Method 


GENSCAN 




Start 


49927 


End 


59084 




GI 


none 


Score 


.55 




Exons 


49927. .50454, 51897 .. 52074 , 


52080. .52445, 52459 .. 52631, 






53318. .53417, 53565 .. 53736, 


57245. .57292, 58143 .. 58775, 






58997. .59084 








Seq. No. 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91531 


Strand 






Start 


49927 


End 


63358 




Name 


OJ000350 41.0314.C2.ol2.np 


Method 


AAT/NAP 




Start 


50071 


End 


52503 




GI 


6478926 


Score 


466 




Exons 


50071. .50454, 51897. .52503 








GI Descrip. 


(AC011436) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


43626 


Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91531 


Strand 






Start 


49927 


End 


63358 





44473 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_41.0314.C2.ol3.np 
"58175 
5852180 

58175. .58589, 58641 
(AL117265) zhbOOOlO 



Method AAT/NAP 
End 63358 
Score 4 90 
.58759, 59738. .59791, 63265.. 63358 
1 [Oryza sativa] 



43626 Seq. ID 

91532 Strand 

68712 End 

OJ000350_4 1 . 0314 . C2 . oil . gs Method 

68712 End 

none Score 



OJ000350_41.0314.C2 

72108 
GEN SCAN 
71753 
.53 



68712. .68852, 68938 .. 69015, 69030 .. 69257 , 69337 .. 694 38 , 
69646. .69899, 69963 .. 70286, 70601 70856, 7094 9 .. 71039, 
71323. .71753 

43626 Seq. ID OJ000350_4 1 . 0314 . C2 

91532 Strand 

68712 End 72108 

OJ000350_4 1 . 0314 . C2 . 06 . gp Method AAT/GAP 

70270 End 70701 

LIB3433-020-P1-K1-A6 Score 715 

70270. .70701 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 

43626 Seq. ID OJ000350_4 1 . 0314 . C2 

91532 Strand 

68712 End 72108 

OJ000350_4 1 . 0314 . C2 . ol4 . np Method AAT/NAP 

71047 End 72022 
7228438 Score 875 
71047. .72022 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 

43626 Seq. ID OJ000350_4 1 . 0314 . C2 

91532 Strand 

68712 End 72108 

OJ000350_4 1 . 0314 . C2 . ol5 . np Method AAT/NAP 

71048 End 72022 
7228438 Score 880 
71048. .72022 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 

43626 Seq. ID OJ000350_4 1 . 0314 . C2 

91532 Strand 

68712 End 72108 

OJ000350_41 . 0314 . C2 . ol6 . np Method AAT/NAP 

71050 End 71642 

5441880 Score 678 

71050. .71642 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 



44474 



(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350_41.0314.C2 
Strand 

End 72108 

Method AAT/NAP 

End 72108 

Score 968 



43626 
91532 
68712 

OJ000350_41.0314.C2.ol7.np 
71055 
7228442 
71055. .72108 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

Seq. ID OJ000350_41.0314.C2 
Strand 

End 7 68 68 

Method TBLASTX : Wheat 

End 2350 

Score 53 



Seq. ID OJ000350_41.0314.C2 
Strand 

End 76868 

Method TBLASTX : Wheat 

End 3439 

Score 146 



Seq. ID OJ000350_41.0314.C2 
Strand 

End 76868 

Method TBLASTX : Wheat 

End 4087 

Score 564 



Seq. ID OJ000350_41.0314.C2 
Strand 

End 7 6868 

Method TBLASTX : Soybean 

End 4036 

Score 110 



Seq. ID OJ000350_41.0314.C2 
Strand 

End 76868 

Method TBLASTX : Mai ze 

End 4117 

Score 427 



Seq. ID OJ000350_41.0314.C2 
Strand 

End 76868. 

Method TBLASTX : Mai ze 



Seq. No. 


a *3 a o a 








Gene No . 










Start 


74091 








Name 


OJ000350 41. 


0314. 


C2.o8. 


tw 


Start 


1946 








GI 


none 








Exons 


1 Qylf 1 Q GO 

iy4 o . . iyyU/ 






9n^Q 


Seq. No. 


A O C O C 

4 Joz b 








Gene No. 










Start 


74091 








Name 


OJ000350 41. 


0314 


.C2.o3. 


tw 


Start 


. .2984 








GI 


none 








Exons 




9 QQ9 




3 £. Ki O • 


Seq. No. 


A "3 CO C 








Gene No . 










Start 


74091 








Name 


OJ000350 41. 


0314 


.C2.ol. 


tw 


Start 


3631 








GI 


none 








Exons 


obJI . . 4Uoo, 


jOjZ 






Seq. No. 


4 JDzlD 








Gene No. 


91533 








Start 


74091 








Name 


OJ000350 41 


0314 


.C2.o6. 


ts 


Start 


3671 








GI . .. 


. none 








Exons 


3671. .3895, 


3902 


. .4036 




Seq. No. 


43626 








Gene No. 


91533 








Start 


74091 








Name 


OJ000350 41 


.0314 


.C2.o2. 


tm 


Start 


3761 








GI 


none 








Exons 


3761. .4117, 


3815 


. .4063, 


3823. 


Seq. No. 


43626 








Gene No. 


91533 








Start 


74091 








Name 


OJ000350 41 


.0314 


.C2.o6. 


tm 



44475 



Start 


A 1 A C 

4145 








GI 


none 








Exons 


yl-IylC /I COO 

4140. . 4 DZO , 


ft L 4 O 


. • 4 J DU / 


a i ft n 
4 X o u 


Seq. No. 


43626 








Gene No. 


91533 








Start 


/ 4 U ? 1 








Name 


UJUUUoDU 41 


mi/ 


r"? /-\9 

. UZ . OZ . 


tw 


Start 


4zUz 








GI 


none 








Exons 


A o no A £9 A 
4 Z UZ . .4 OZ 4 , 


4 Z \) I 


A 696 

• • 4 OZ O 




Seq. No. 


43626 








Gene No. 


91533 








buari. 


7 A n Q1 








Name 


UJUUUJOU 41 


. Uj ±4 


. L,Z . OZ . 


us 


Start 


4Z0D 








GI 


none 








Exons 


/o'er Jl COI 
4Z0D . .4 0 0 1 / 


49ft9 
4 Z O Z 


a a a n 

* . 4 4 4 U 




Seq. No. 


43626 








Gene No. 


91533 








Start 


/ 4 uy i 








Name 


OJOOU J50_4 1 


. Uol4 


. OZ . OD . 


4- r t 

tw 


Start 


4771 








GI 


none 








Exons 


^"7*71 /I Q QQ 

4 / / 1 . . 4 y y o , 


Anno 
4 / / z 


4 QQ6 
• . 4 y y 0 , 


OUU 0 


Seq. No. 


43626 








Gene No. 


91533 








Start 


/ 4 u y i 








Name 


OJOUUJbU 41 


. Uol4 


. CZ . 04 . 


tm 


Start 


5681 








GI 


none 








Exons 


ooo i . . o y / / # 


o / ± y 


• . oy o d 




Seq. No. 


43626 








Gene No. 


91533 








Start 


T A ft Q1 

/ 4 uyi 








Name 


OJOOO J50_41 


ATI Jl 

. 0 J14 


. CZ . OD . 


tw 


Start 


5681 








GI 


none 








Exons , 


0 do 1 . . oUo4 , 


oboy 


6 Ad 
. . dUdj 




Seq. No. 


43626 








Gene No. 


91533 








Start 


/4(jyi 








Name 


OJ000350_41 


. 0314 


. C2 . o4 . 


tw 


Start 


6188 








GI 


none 








Exons 


6188 . . 6640, 


6337 


. . 6444 , 


6665 


Seq. No. 


43626 








Gene No. 


91533 








Start 


74091 








Name 


OJ000350 41 


.031.4 


.C2.o7. 


tw 


Start 


11332 









End 4528 
Score 305 
.4527 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_41.0314.C2 
76868 

TBLASTX: Wheat 

4626 

421 



OJ000350_41.0314.C2 
76868 

TBLASTX : Soybean 

4681 

272 



OJ000350_41.0314.C2 
76868 

TBLASTX: Wheat 

5179 

205 



.5179, 5108. .5179 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6796 

Seq. ID 

Strand 

End 

Method 
End 



OJ000350_41.0314.C2 
76868 

TBLASTX: Maize 

5985 

320 



OJ000350_41.0314.C2 
76868 

TBLASTX: Wheat 

6064 

321 



OJ000350_41.0314.C2 
76868 

TBLASTX: Wheat 

6796 

319 



OJ000350_41.0314 .C2 
76868 

TBLASTX: Wheat 
11619 



44476 






none 




Score 


302 




C /~N Y~\ O 


111*32 11619 11334 

1J. J J & 1 » X X V X , X X -J i • 


.11567 








Seq. No. 


43626 




Seq. ID 


OJ000350_41.0314 


C2 


Gene No. 


91533 




Strand 








74091 




End 


76868 




Name 


OJ000350 41 0314 C2 


o7 . tm 


Method 


TBLASTX: Maize 




O Lai L 


11335 ~~ 




End 


11607 




Lj X 


n on 0 




Score 


280 






11335 11607. 11373. 


.11423, 


11460. .11519 




Seq. No. 


43626 




Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91533 




Strand 






O Lai. U 


74091 




End 


76868 




Name 


OJ000350 41 0314 C2 . 


o5 . ts 


Method 


TBLASTX : Soybean 




OLdI U 


20782 _ 




End 


21210 






none 




Score 


67 




C von Q 


20782 20880, 20783. 


.20878, 


20992. .21210 




Seq. No. 


43626 




Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91533 




Strand 






<Zt art 


74091 




End 


76868 




Name 


O.T0003S0 41 0314 C2 


o9 . tm 


Method 


TBLASTX: Maize 




Of r-4- 






End 


21207 




bi 


. none 




Score 


83 






20803 20880, 20938. 


.21207, 


21005. .21199 




Seq. No. 


43626 




Seq. ID 


OJ000350_41.0314 


:C2 


Gene No. 


91533 




Strand 






O L O.JL L. 


74091 




End 


76868 




Name 


n.Tnnn^sn 41 0314 C2 


o9 . tw 


Method 


TBLASTX: Wheat 






9(1983 ~~ 




End 


21360 






none 




Score 


76 




XT' V OTt 0 


20983 21360. 20983. 


.21207, 


21238. .21318 




oeq . lnu • 


43626 

*± J U A. u 




Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91533 




Strand 






Start 


74091 




End 


76868 




LN dill" 


OJ000350 41 0314. C2. 


ol.ts 


Method 


TBLASTX : Soybean 






272ftS _ 
l / ^0 j 




End 


28138 






n.on 0 




Score 


77 




CiXons 


979fl"^ 27446 27290 


27526. 


27527. .27637, 27731 .. 27781, 






97869 28138 27939 


.28118 








0 c q . in u . 


43626 




Seq. ID 


OJ000350_41.0314 


,C2 


Gene No. 


91533 




Strand 






Start 


74091 




End 


76868 




Name 


rvmnniso 41 0314 C2 


ol . tc 


Method 


TBLASTX: Cress 




Q4- a r*+- 


972R7 ~" 




End 


28028 






none 




Score 


92 




Exons 


27287. .27394, 27428. 


.27526, 


27536. .27631, 27719 .. 27781, 






27869. .28027, 27939. 


.28028 








Seq. No. 


43626 




Seq. ID 


OJ000350_41.0314 


.C2 


Gene No. 


91533 




Strand 






Start 


74091 




End 


76868 




Name 


OJ000350 41. 0314. C2. 


ol . tm 


Method 


TBLASTX: Maize 





44477 



Start 
GI 

Exons 



27287 
none 



End 
Score 



28076 
78 



27287. .27526, 27288 .. 274 91, 27527 2764 9, 27731 .. 27781, 
27869. .28075, 27926 .. 28072 , 27939.. 28076 



Seq. No. 


43626 




Seq. ID 


OJ000350 


41.0314 


.C2 




91533 




Strand 








Start 


74091 




End 


76868 






Name 


OJ000350 41 0314 C2 


08 . tm 


Method 


TBLASTX: 


Maize 




tj LCII U 


28091 ~~ 




End 


28420 






GI 


none 




Score 


202 






Exons 


28091. .28420, 28094. 


.28399 










Qprr No 


43626 




Seq. ID 


OJ000350 


41.0314 


.C2 


f^csrip Mr) 


91533 




Strand 








O Lai L. 


74091 




End 


76868 






Naine 


OJ000350 41 0314 C2 


olO tm 


Method 


TBLASTX: 


Maize 




O L.OI L. 


38959 _ 




End 


39890 








none 




Score 


114 






T? von Q 


38959 39108 38976 


.39116, 


38981. .39112, 38991 


. . 39125, 






38993 39148 39019 


. 39162, 


39710. .39805, 39712 


. . 39747, 






3971 5 39888 39787 


39885 


39789. .39890 






Seq. No. 


43626 




Seq. ID 


OJ000350 


_41.0314 


.C2 


Gene No. 


91533 




Strand 








Start 


74091 




End 


76868 






Name 


OJ000350 41 0314 C2 


o3 .tm 


Method 


TBLASTX: 


Mai ze 




O 1(11 L. 


40256 ~~ 




End 


41411 






GI 


none 




Score 


97 






F. yon s 


40256 40318, 40257 


.40313, 


40320. .40367, 40322 


. . 40369, 






40567 40656 40608 


40658. 


40643. .40744, 40660 


. . 40743, 






40877. .40939, 40888. 


.40935, 


40921. .40980, 40921 


. .40974, 






40935. .40979, 41062. 


.41157, 


41076. .41132, 41099 


. .41137, 






41137 41232. 41142. 


.41231, 


41229. .41279, 41274 


. . 41354, 






41285 41356 41290 


. 41355, 


41361. .41411 






O G • L N W • 


43626 




Seq. ID 


OJ000350 


41 . 0314 


.C2 




91533 




Strand 








Cfarf 


74091 




End 


76868 






Name 


OJ000350 41. 0314. C2 . 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


50053 




End 


51962 






GI 


none 




Score 


69 








.J U U -J -J • • *J U ^ X X , J U t t. • 


504 54 


51894. .51962 












Seq. ID 


OJ000350 


41 . 0314 


.C2 








Strand 








Start 


74091 




End 


76868 






Name 


OJ000350 41. 0314. C2 . 


o5 . tm 


Method 


TBLASTX : \ 


Maize 




Start 


50281 




End 


52342 






GI 


none 




Score 


208 






Exons 


50281. .50433, 51888. 


.52058, 


52073. .52342 






Seq. No. 


43626 




Seq. ID 


OJ000350 


_41.0314 


-C2 


Gene No. 


91533 




Strand 








Start 


74091 




End 


76868 






Name 


OJ000350 41. 0314. C2. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


52169 




End 


52462 







44478 



Ul 


none 








Score 


212 




52169. 


.52462 










Seq. No. 


43626 








Seq. ID 


OJ000350 


Gene No. 


91533 








Strand 




Start 


74091 








End 


76868 


Name 


OJ000350 41. 


0314 .C2 . 


ol2.gs 


Method 


GEN SCAN 


Start 


74091 








End 


76868 


GI 


none 








Score 


.74 


Pxons 

J-J /V V-/ 1 1 


74091. 


.74308 


, 74969. 


.75125, 


76770. .76868 


Seq. No. 


43627 








Seq. ID 


OJ000350 


Gene No. 


91534 








Strand 


+ 


Start 


933 








End 


2557 


Name 


OJ000350 41. 


0314. C3. 


ol . gs 


Method 


GEN SCAN 


Start 


933 








End 


2557 


GI 


none 








Score 


.55 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



933. .1129, 1518. .1775, 2485.-2557 



OJ000350_41.0314.C3 
+ 

2557 
AAT/GAP 
1957 
129 



43627 Seq. ID 

91534 Strand 
933 End 
OJ000350_41.0314.C3.ol.gp Method 
1866 End 
5867_1.R1084 Score 
1866.. 1957 

'464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin— protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43627 Seq. ID 

91535 Strand 
3728 End 
OJ000350_41 . 0314 . C3 . o3 . np Method 
3728 End 
7487012 Score 
3728. .4714 

hypothetical protein T14P8.22 - Arabidopsis thaliana 
gi|3193286|gbiAAC19270.1| (AF069298) T14P8.22 gene product 
[Arabidopsis thaliana] gi | 7269QQ.4 I emb I CAB80737 . 1 1 (AL161494) 
putative protein [Arabidopsis thaliana] 



OJ000350_41.0314.C3 

+ 

4714 
AAT/NAP 
4714 
699 



Seq. No. 


43627 




Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 




Strand 






Start 


1287 




End 


8789 




Name 


OJ000350 


_41.0314.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


66 




End 


489 




GI 


none 




Score 


64 




Exons 


66. .131, 


175. .327, 177. .326, 


369. .476, 


370. . 489 




Seq. No. 


43627 




Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 




Strand 






Start 


1287 




End 


8789 





44479 




Name 


OJ000350 41 


.0314.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


175 






End 


432 




GI 


none 






Score 


216 




Exons 


175. .432, 177. .284, 193 


. .315, 


342. .431 






Seq. No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 






Start 


1287 






End 


8789 




Name 


OJ000350 41 


.0314.C3.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


541 






End 


810 




GI 


none 






Score 


202 




Exons 


541. .810 












Seq. No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 






Start 


1287 






End 


o t o n 

878 9 




Name 


OJ000350 41 


.0314.C3.o2. 


np 


Method 


AAT/NAP 




Start 


1287 






End 


8789 




GI 


6721512 






Score 


107 




Exons 


1287. .1425, 


1453. .1571, 


8768. 


.8789 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 






Start 


1287 






End 


8789 




Name 


OJ000350_41 


.0314.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


"37 "37 






End 


4000 




GI 


none 






Score 


116 




Exons 


3737. .3811, 


3775. .3852, 


3923. 


.4000, 3937.. 3996 




Seq- No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 






Start 


1287 






End 


8789 




Name 


OJ000350 41 


.0314.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3746 






End 


4459 




GI 


none 






Score 


65 




Exons 


3746. .3811, 


3947. .4015, 


3952. 


.3993, 4331. .4459, 4333.-4458 


Seq. No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 






Start 


1287 






End 


8789 




Name 


OJ000350 41 


.0314.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4403 






End 


4717 




GI 


none 






Score 


165 






4403. .4537, 


4405. .4509, 


4532. 


.4585, 4622. .4645, 4642. .4716, 




4643. .4717 












Seq. No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 






Start 


1287 






End 


8789 




Name 


OJ000350 41 


.0314.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4460 






End 


4737 




GI 


none 






Score 


278 




Exons 


4460. .4717, 


4555. .4737 










Seq. No. 


43627 






Seq. ID 


OJ000350_41.0314 


.C3 


Gene No. 


91536 






Strand 







44480 



Start 


1287 




End 


8789 


Name 


OJ000350 41.0314.C3.o2.tm 




Method 


TBLASTX: Maize 


Start 


4592 




End 


4731 


GI 


none 




Score 


230 


Exons 


4592. .4717, 4597. .4731 








Seq. No. 


43628 




Seq. ID 


OJ000350 41. 0314. C4 


Gene No. 


91537 




Strand 


+ 


Start 


1 




End 


783 


Name 


OJ000350 41.0314.C4.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


783 


GI 


2498930 




Score 


237 


Exons 


1..56, 412. .486, 654. .783 








GI Descrip. 


DORSAL-VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GAS T RUL AT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


43628 




Seq. ID 


OJ000350_41.0314.C4 


bene no . 


91537 




Strand 


+ 


Start 


1 




End 


783 


Name 


OJ000350 41.0314.C4.ol.gs 




Method 


GENSCAN 


Start 


427 




End 


699 


GI 


none 




Score 


.75 


Exons 


427. .486, 654. .699 








Seq. No. 


43629 




Seq. ID 


OJ000350_41.0314.C5 


Gene No. 


91538 




Strand 


+ 


Start 


3476 




End 


3667 


Name 


OJ000350 41.0314.C5.o2.gp 




Method 


• AAT / GAP 


Start 


3476 




End 


3667 


GI 


2428335 




Score 


334 


Exons 


3476. .3667 








GI Descrip. 


2961355/emb|CAA18113.1| 4. 


Oe- 


■21 (AL022140) glucosidase lik< 




protein [Arabidopsis thaliana] 




Seq. No. 


43629 




Seq. ID 


OJ000350_41.0314.C5 


Gene No. 


91539 




Strand 




o tar t 


1 




End 


390 


Name 


OJ000350 41.0314.C5.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


390 


GI 


5902448 




Score 


405 


Exons 


1. .390 








GI Descrip. 


(AB030283) orf3 [Oryza sativa] 




Seq. No. 


43629 




Seq. ID 


OJ000350_41.0314.C5 


Gene No. 


91540 




Strand 




Start 


1466 




End 


1774 


Name 


OJ000350 41.0314.C5.ol.gp 




Method 


AAT /GAP 


Start 


1466 




End 


1774 


GI 


5816559 




Score 


499 



Exons 1466.. 1774 

GI Descrip. 4 68017 8 /gb I AF1 11709 . 1 | AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 
Gene No. 
Start 



43629 
91541 
3428 



Seq. ID 

Strand 

End 



OJ000350 41. 0314. C5 



3731 



44481 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000350_4 1 . 0314 . C5 . o2 . np Method AAT/NAP 

3428 End 3731 

4249391 Score 113 

3428. .3731 

(AC005966) Similar to gi 13249076 T13D8.16 beta glucosidase from 
Arabidopsis thaliana BAC gb|AC004473. [Arabidopsis thaliana] 



43630 
91542 
1 

OJ000350_41.0314.C6.ol.np 
1 

6056418 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method AAT/NAP 

End 1997 

Score 661 



1..178, 398. .645, 960. .1075, 1271. .1529, 1648. .1735, 1929. .1997 
(AC009525) Similar to beta-glucosidases [Arabidopsis thaliana] 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method AAT/GAP 

End 4 95 

Score 339 



43630 
91542 
1 

OJ000350_41.0314.C6.ol.gp 

99 

2428335 
99. .200, 297. .325, 425. .495 

2961355/emb|CAA18113.1| 4.0e-21 (AL022140) glucosidase like 
protein [Arabidopsis thaliana] 



43630 
91542 
1 

OJ000350_41.0314.C6.ol.gs 

246 

none 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method GENSCAN 

End 1735 

Score .81 



246. .325, 425. .645, 960. .1075, 1271. .1558, 1665. .1735 



43630 
91542 
1 

OJ000350_41.0314.C6.ol.tw 

498 

none 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method TBLASTX: Wheat 

End 1724 

Score 74 



498. .641, 505. .642, 953. .1057, 1283.. 1360, 1295.. 1360, 
1391. .1528, 1404. .1529, 1647. .1724 



43630 
91542 
1 

OJ000350_4 1.0314 .C6.ol.tm 

1271 

none 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method TBLASTX : Mai ze 

End 1995 

Score 73 



1271. .1369, 1373. .1528, 1379. .1528, 1380. .1532, 1647. .1736, 
1654. .1704, 1927. .1995 



43630 
91542 
1 

OJ000350_4;1.0314.C6.ol.tc 
1307 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method TBLASTX : Cress 

End 1995 



44482 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none V/ Score 37 

1307. .1372, 1326. .1373, 1379. .1408, 1415. .1525, 1416. .1526, 
1636. .1710, 1647. .1742, 1647. .1736., 1927. .1995 



43630 
91542 
1 

OJ000350_4 1 . 0314 . C6 . ol . ts 
1337 
none 



Seq. ID OJ000350_41.0314.C6 
Strand 

End 1997 

Method TBLASTX : Soybean 

End 1996 

Score 147 



1337. .1525, 1341. .1526, 1647. .1736, 1660. .1704, 1662. .1736, 
1927.. 1995, 1928.. 1996 



43631 
91543 
9534 

OJ000350_41 . 0314 . C7 . o3 . np 
9534 
4006888 
9534. .10041 

(Z99708) putative protein [Arabidopsis thaliana] 
gi|7270632|emb|CAB80349.1| (AL161590) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ000350_41.0314.C7 

Strand + 

End 10041 

Method AAT/NAP 

End 10041 

Score 325 



43631 
91544 
13188 

OJ000350_41.0314.C7.o3.gs 
13188 
none 



Seq. ID OJ000350_41.0314.C7 

Strand + 

End 17095 

Method GENSCAN 

End 16803 

Score .52 



13188. .13333, 13487 .. 13662 , 14067 15428 , 15594 .. 157 93, 
16000. .16803 



43631 
91544 
13188 

OJ000350_4 1 . 0314 . C7 . o4 . np 
14174 
5702196 
14174. .17095 

(AF107293) rust resistance protein [Zea mays] 



Seq. ID OJ000350_41.0314.C7 

Strand + 

End 17095 

Method AAT/NAP 

End 17095 

Score 2557 



Seq. ID OJ000350_41.0314.C7 
Strand 

End 1057 

Method AAT/NAP 

End 1024 

Score 142 



43631 
91545 
1 

OJ000350_4 1.0314 .C7.ol.np 
1 

7362755 
1..114, 561. .629, 899. .1024 

(AL162651) beta-glucosidase-like protein [Arabidopsis thaliana] 



43631 
91545 
1 

OJ000350_4 1 . 0314 . C7 . ol . gs 

275 

none ' 



Seq. ID OJ000350_41.0314.C7 
Strand 

End 1057 

Method GENSCAN 

End 1057 

Score .48 ■>■ 



44483 




Exons 275.-346, 899.. 1057 



Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No. 


91546 






Strand 




Start 


6078 






End 


9322 


Nam© 


OJ000350 41 


.0314. 


C7 .o7 . tm 


Method 


TBLASTX: Maize 


Start 


5977 ~ 






End 


7101 


GI 


none 






Score 


54 


Exons 


5977 . . 6072, 


6055. 


.6120, 6056. 


.6103, 6151.. 6267, 6193.. 6258, 




6387. . 6554, 


6394 . 


.6546, 6724. 


.6840, 6953.. 7078, 6955.. 7098, 




6971. .7099, 


6979. 


.7101 






Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No . 


91546 






Strand 




Start 


6078 






End 


9322 


Name 


OJ000350 41 


.0314. 


C7 .o2.np 


Method 


AAT/NAP 


Start 


6078 






End 


9322 


GI 


4914329 






Score 


1334 


Rxons 

1—1 *\ \S -I I k_) 


6078. .8650, 


9186. 


.9322 






GI Descrip. 


(AC005489) 


F14N23 


.15 [Arabidopsis thaliana] 


Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No . 


91546 






Strand 




Start 


6078 






End 


9322 


Name 


OJ000350 41 


. 0314 . 


C7 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


7363 ~~ 






End 


7763 


GI 


none 






Score 


54 


Exons 


7363. .7497, 


7432. 


.7485, 7507. 


.7761, 7531.. 7761, 7647.. 7763 


Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No . 


91546 






Strand 




Start 


6078 






End 


9322 


Name 


OJ000350 41 


.0314. 


C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


7939 






End 


8233 


GI 


none 






Score 


86 


Exons 


7939. .8232, 


7952. 


.8233 






Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No. 


91547 






Strand 




Start 


9576 






End 


9980 


Name 


OJ000350 41 


.0314. 


C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


9576 ~~ 






End 


9980 


GI 


none 






Score 


98 


Exons 


9576. .9662, 


9577. 


.9687, 9735. 


.9776, 9839.. 9979, 9840.. 9980 


Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No 


91547 






Strand 




Start 


9576 






End 


9980 


Name 


OJ000350 41 


. 0314 . 


C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


9577 






End 


9908 


GI 


none 






Score 


90 


Exons 


9577. . 9687, 


9722. 


.9907, 9735. 


.9908 




Seq. No. 


43631 






Seq. ID 


OJ000350_41.0314.C7 


Gene No. 


91547 






Strand 




Start 


9576 






End 


9980 


Name 


OJ000350 41 


.0314. 


C7 .o4 . tm 


Method 


TBLASTX: Maize 



44484 




btart 


9603 




End 


9908 . 




bl 


none 




Score 


102 




Exons 


9603. .9686,. 9604. .9687, 9720 


..9812, 9725.. 9847, 9725.. 9907, 




9735. .9908 










Seq. No. 


43631 




Seq. ID 


OJ000350_41.0314 


.C7 


Gene No. 


91548 




Strand 








1 A 1 c o 

14 168 




End 


14668 




Name 


0JUUU35U 41.U314.L,/. 


o3 . tm 


Method 


TBLASTX: Maize 




O 4- -t vf 

otart 


14168 




End 


14668 




GI 


none 




Score 


314 




Exons 


14168. .14518, 14168. 


.14518, 


14461. .14667, 14462.. 14668 




beq. no. 


43631 




Seq. ID 


OJ000350_41.0314 


.C7 


Gene No. 


rt 1 C Jl rt 

9154 9 




Strand 






Start 


14 DO / 




End 


14970 




Name 


OJ000350 41. 0314. C/. 


A C 4-m 
OD . till 


Method 


TBLASTX: Maize 




O 4- -» vf 

start 


14 687 




End 


14970 






none 




Score 


72 




Exons 


1 i /-On 1 VI O rt rt 1 ^ T3Q 

14 687 . . 148U9 , 14 Mo. 


. 1 4 o u y , 


14826. .14966, 14827 .. 14967 , 






14827. .14970, 14828. 


.14968 








beq. no. 


4 3631 




Seq. ID 


OJ000350_41.0314 


.C7 


Gene No. 


91550 




Strand 






Start 


1 C rt rt 1 

15221 




End 


16937 




Name 


OJ000350 41. 0314. C/. 


rt O 4- m 

o2 . tm 


Method 


TBLASTX : Maize . 




Start 


15221 




End 


15577 




GI 


none 




Score 


204 




Exons 


15221 .. 15442, 15221. 


1 COQC 

. lDZO 0, 


15222. .15434, 15226 .. 15435, 






15440. .15577, 15441. 


.15557, 


15442. .15558 




Seq. No. 


43631 




Seq. ID 


OJ000350_41.0314 


. C7 


Gene No. 


rt 1 C C rt 

91550 




Strand . 






Start 


15221 




End 


16937 




Name 


r^iTrtrtrtOCrt it 1 AT1 ^ rt T 

OJ000350 41. 0314. C/. 


rt O +- 

OZ . tS 


Method 


TBLASTX : Soybean 




start 


15338 




End 


16452 






none 




Score 


57 




Exons 


15338 154 63, 15448. 


. 1 0 Do 4 , 


15449. .15685, 15698 .. 15829, 






15718. .15747, 16219. 


.16452, 


16251. .16418 




O « rt- XI rt 

beq. no. 


43631 




Seq. ID 


OJ000350_41.0314 


. C7 


Gene No. 


rt 1 c c rt 

91550 




Strand 






Start 


L5221 




End 


16937 




Name 


rt -r r\ rt O C rt A 1 AOI ^ 

OJ000350 41. 0314. C/. 


/~ 4- vn 

06 . tm 


Method 


TBLASTX: Maize 




btiart: 


15640 




End 


15905 






none 




Score 


52 




Exons 


15640 .. 15684 , 15641. 


. i56yi, 


15716. .15898, 157 16 .. 15904 , 






i ctoo i cone; 










Seq. No. 


43631 




Seq. ID 


OJ000350_41.0314 


.C7 


rt r\ rt XT rt 

bene ino * 


91550 




Strand 






Start 


15221 




End 


16937 




Name 


OJ000350 41. 0314. C7. 


ol . tm 


Method 


TBLASTX :Maize 




Start 


16255 




End 


16937 




GI 


none 




Score 


562 




Exons 


16255. .16797, 16256. 


.16648, 


16260. .16745, 16270 .. 16782 , 






16819. .16917, 16899. 


.16937, 


16905. .16937 





44485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



43632 


Seq. ID 


OJ000350_41. 


0314. 


C8 


91551 


Strand 


+ 






1 


End 


2764 






OJ000350 41.0314.C8.ol.np 


Method 


AAT/NAP 






i ~~ 

-L 


End 


819 






5702196 


Score 


587 






1. . 658, 722. .819 










(AF107293) rust resistance 


protein [Zea mays] 






43632 


Seq. ID 


OJ000350_41. 


0314, 


C8 


91551 


Strand 


+ 






1 


End 


2764 






OJ000350 41-0314. C8.ol.gp 


Method 


AAT/GAP 






1 


End 


249 






LIB3433-021-P1-K1-D2 


Score 


469 






1. .249 










'5702196/gb|AAD47197.1|AF107293_l 5.0e- 


-23 (AF107293) rust 


resistance protein [Zea mays] 1 








43632 


Seq. ID 


OJ000350_41. 


0314. 


C8 


91551 


Strand 


+ 






1 


End 


2764 






OJ000350 41.0314.C8.o2.np 


Method 


AAT/NAP 






604 


End 


1751 






7340924 


Score 


77 






604. .691, 1597. .1751 




sativa] 






(AP001550) hypothetical protein [Oryza 






43632 


Seq. ID 


OJ000350_41 


0314 


.C8 


91551 


Strand 


+ 






1 


End 


2764 






OJ000350 41.0314.C8.ol.gs 


Method 


GENSCAN 






805 


End 


2764 






none 


Score 


.46 


.2764 




805.. 839, 960.. 1034, 1580. 


.1695, 1890. 


.1939, 2642. 




43632 


Seq. ID 


OJ000350_41 


.0314 


.C8 


91552 


Strand 








3811 


End 


5875 






OJ000350 41.0314.C8.ol.tm 


Method 


TBLASTX: Maize 




11 


End 


424 






none 


Score 


74 






11. .94, 101. .370, 115. .348 


, 347. .424, 


349. .423 






43632 


Seq. ID 


OJ000350_41 


.0314 


.C8 


91552 


Strand 








3811 


End 


5875 






OJ000350 41.0314.C8.o2.gs 


Method 


GENSCAN 






3811 


End 


5875 






none 


Score 


.96 






3811. .4161, 4752. .5236, 5813. .5875 








43633 


Seq. ID 


OJ000350_43 


.0317 


.C4 


91553 


Strand 


+ 






369 


End 


738 






OJ000350 43.0317.C4.ol.gs 


Method 


GENSCAN 







44486 



btart 


7fiQ 

JO? 






End 


738 


GI 


none 






Score 


. 97 


Exons 












beq. no. 


4 JO J J 






Seq. ID 


OJ000350_43.0317.C4 


Gene No. 


91554 






Strand 


+ 


Start 


1292 






End 


3290 


Name 


OJ000350 43 


0317. 


C4 . ol .gp 


Method 


AAT/GAP 


btar t 


1292 






End 


3290 




754 1.R1084 






Score 


1132 


Exons 


1292. .1484, 


1997. 


.2139, 2996. 


.3290 






'2267597 5.0e-46 


(AF009413) 10 kDa chaperonin [Oryza sativa 


beq. no. 


43633 






Seq. ID 


OJ000350_43.0317.C4 




91554 






Strand 


+ 


Start 


1292 






End 


3290 


Name 


OJ000350 43 


.0317. 


C4 . ol .np 


Method 


AAT/NAP 


oCaiL. 


1380 






End 


3041 




7443827 






Score 


423 


T U T™1 

tiXons 


1380. .1484, 


1997 


.2139, 2996. 


.3041 




GI Descrip. 


probable chaperonin 10 - rice 


gi I 2267597 |gb IAAB63591.il 




(AF009413) 


L0 kDa chaperonin 


[Oryza sativa] 


Seq. No. 


43633 






Seq. ID 


OJ000350_43.0317.C4 


Gene No. 


91555 






Strand 


+ 


C+- ^ v-f- 
OLaiL 


5666 






End 


7417 


Name 


OJ000350 43 


.0317 


.C4 .o3.gs 


Method 


GEN SCAN 


btar u 


5666 






End 


7417 




none 






Score 


.77 


f v r"* c 


5666. .5684, 


6709 


..6809, 6858. 


.7013, 7175. .7417 


Seq. No. 


43633 






Seq. ID 


OJ000350_43.0317.C4 


Gene No. 


91556 






Strand 




OtalL. 


1280 






End 


3017 


Name 


OJ000350 43 


.0317 


.C4 ,o2.gs 


Method 


GENSCAN 


b t ar u 


1280 






End 


3017 




none 






Score 


.46 , 


Exons 


1280. .1787, 


2679 


..2833, 2961. 


.3017 




b e q . IN O . 


43633 






Seq. ID 


OJ000350_43.0317.C4 


Gene No. 


91557 






Strand 




Start 


3790 






End 


7254 


Name 


OJ000350 43 


.0317 


.C4.o2.gp 


Method 


AAT/GAP 


b tar u 


3790 






End 


7254 


C* X 


none 






Score 


1334 


Exons 


3790. .4133, 


4221 


..4280, 4744. 


.4784, 5947. .5980, 6061. .6111, 




7052. .7254 










Seq. No. 


43633 






Seq. ID 


OJ000350_43.0317.C4 




91558 






Strand 




Start 


8463 






End 


8741 


Name 


OJ000350 43 


.0317 


.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1391 






End 


3136 


GI 


none 






Score 


142 


Exons 


1391. .I486, 


1395 


..1490, 1987. 


.2142, 1994. .2146, 1996. .2142, 




2988. .3074, 


2989 


..3084, 2993. 


.3136, 2995.. 3072, 2996.. 3088 



44487 




Seq. No. 


43633 








Seq. ID 


OJ000350 


_43.0317.C4 


Gene No. 


91558 








Strand 






otart 


ft 4 £*3 
O 4 DO 








TTnH 


ft 1 A 1 

O / 4 X 




Name 


UUUUUjDU h3 


. UjI / 


• Ol - 




KA/~. +• V* « 

cue unou. 


1 OlxriO I A. . 


Coo 


btart 










£jIiCl 


9 1 A 

Z X ft O 




GI 


none 








Score 


Q4 




Exons 




1 QQ4 


91 A 
. . Z X H U , 




91 94 

. Z x Z fi 






Seq. No. 


43633 








Seq. ID 


OJ000350 


_43.0317.C4 


Gene No. 


91558 








Strand 








ft4 fi^ 

040J 










8741 

O / *i J. 




Name 




. uoi / 


CA r\A 
. - 0*t . 


gs 


M/> 4- V\ *"s 






otart 


ft A fi^ 








CjI lvj. 


ft Id 1 
O / *i J. 






none 








Score 






Exons 


p/t c-o ft 741 
O 4 O J . .0 / ft X 














Seq. No. 


43634 








Seq. ID 


OJ000350 


_43.0317.C5 


Gene No. 


91559 








Strand 


+ 




C-t- -3 V+* 

otaiL 


299 










^Q9 

J ,/Z 




Name 


OJ000350 43 


.0317 


-C5.ol. 


gs 


wetnuu 






Start 


299 








tina 


R Q9 
0 i?Z 




GI 


none 








Score 


. DO 




Exons 


299.-369, 503. .592 










Seq. No. 


43634 








Seq. ID 


OJ000350 


_43.0317.C5 


Gene No. 


91560 








Strand 






C+- v-4- 

otart 


1953 








End 


5946 




Name 


OJ000350 43 


.0317 


.C5.o2. 


gs 


Method 


GENS CAN 




Start 


1953 








End 


5942 




GI 


none 








Score 


.42 




Exons 


1953. .2140, 


2385 


. .2534, 


97^9 
Z / jZ . 


.2959, 5823.. 5942 




Seq. No. 


43634 








Seq. ID 


OJ000350 


at. 7 pR 


Gene No . 


91560 








Strand 






Start 


1953 








End 


5946 




Name 


OJ000350 43 


.0317 


,C5.ol. 


tin 


Method 


TBLASTX: 


rial Zc 


Start 


3636 








End 


5946 




GI 


none 








Score 


153 




Exons 


3636. .3755, 


3637 


. .3756, 




.3755, 4881.. 5009, 


4ftpn sorn 




4901. .5008, 


4903 


. .5010, 


A QOA 


.5026, 5151.. 5270, 


jlDD. ..JZ/Lr, 




5167. .5283, 


5357 


. .5422, 


Dj / U . 


.5423, 5371.. 5430, 


ODfiU. .3 / JO/ 




5645. .5785, 


5671 


. .5751, 


Rft 9 1 


.5946, 5822.. 5935, 


Rft9^ RQ49 




5824 . .5943 














C /-» /-r Mn 

oeq • lnu . 


43634 








Seq. ID 


OJ000350 


43 0317 C5 


Gene No. 


91560 








Strand 






Start 


1953 








End 


5946 




Name 


OJ000350 43 


.0317 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


4901 








End 


5932 




GI 


7460191 








Score 


195 




Exons 


4901. .4972, 


5154 


. .5266, 


5823. 


.5932 







GI Descrip. hypothetical protein F12C20.15 - Arabidopsis thaliana 

gi I 3426045 | gb | AAC32244.il (AC005168) hypothetical protein 
[Arabidopsis thaliana] 

Seq.. No. 43634 
Gene" No. 91560 



Seq. ID OJ000350_43.0317.C5 
Strand 



44488 




O 4- -> -»-+- 

otart 


1 QCi 


Fnri 


5946 




Name 


oTnnn^^n 4*3 n^i 7 0 i 

UJ UUUjjU 4 j. UjI / .Lj >U1 . 


Mfa-hhnH 

liC LilUU 


TRLASTX • Sovbean 




otart 


^64*^ ~~ 


FnH 

Hil 1\U 


594 6 






none 


OUUl c 


135 




Exons 


<=i64 c i S7dfl Rft91 c iQ46 








Seq. No. 


43635 


Seq. ID 


OJ000350_43.0317 


.C6 


Gene No. 


91561 


Strand 






btari. 


Oft / -J 


End 


4187 




Name 


ninfin^^n 4*3 0*317 f6 ni an 


Method 


AAT/GAP 






*34 7 R "~ 
Oft / J 


End 


4187 




bx 


none 


Score 


837 




Exons 


^/tc ^7hq ^Rrifi ^ftfin *3Q64 


.4043, 4111. .4187 




Seq. No. 


43636 


Seq. ID 


OJ000350_43.0317 


,C7 


Gene No. 


91562 


Strand 


- 




oLart 




End 


963 




Name 


oTnnn^^n 4*3 n*3i7 ri ni rr<5 




\3 £j IN O ^rtlN 




otart 


zu o 


End 


963 




bl 


none 


Score 


.77 




Exons 


9H6 976 ^Q"^ 7*31 R61 Q6*3 








Seq. No. 


43636 


Seq. ID 


OJ000350_43.0317 


.C7 


Gene No. 


91563 


Strand 








J.HO 


End 


1-561 




Name 


UU UUUjjU flo.UOJ. / . C / . Ol • till 




X o Xxrio 1A • nalLt; 




Start 


i i 1 c 


End 


1561 




bl 


none 


Score 


66 




Exons 


1116 1 ^1 n 1166 1*391 1418 


.1561 






Seq. No. 


43637 


Seq. ID 


OJ000350__43.0317 


.C18 


Gene No. 


91564 


Strand 


+ 




otari 




End 


1271 




Name 


nTnnn^Rn 4*3 n*3i7 rift ni nQ 

UU UUU jOU fi .3 . UO X / • v^X O • Ui • y o 


L*ie tnoa 






bear u 


jU J 


End 


1271 




bl 


none 


Score . 


.62 




Exons 


"30*3 *37*3 4R c i 6f)Q 6Q9 1971 








Seq. No. 


43637 


Seq. ID 


OJ000350_43.0317 


.C18 


Gene No. 


91564 


Strand 


+ 




buart 


*3fi*3 


End 


1271 




Name 


nionm^n A *3 mi 7 PI R r»1 +-m 
uu uuu j ju fto.uoj- / >Lio • ui • liu 


Method 


TBLASTX: Maize 




otart 


Ana 

ft / O ■ 


End 


938 




bl 


none 


Score 


81 




Exons 


Ana ci q ri i 61 ft 6Ri ftfiQ 

ft / O . . Dlj/ Oil . .010/ DDI. . OU j f 


689. .808 


, 822.. 938 




Seq. No. 


43638 


Seq. ID 


OJ000350_43.0317 


• C19 


Gene No. 


91565 


Strand 


+ 




b tar t 


6P n 

DO U 


End 


1125 




Name 


nTnnmcn A *3 n*3i 7 PI Q rr<= 
UJUUU jjU ft.3.U-5x/.bx:7.0X.yS 


Method 


GENSCAN 




otart 


DoU 


End 


1125 




GI 


none 


Score 


.42 




Exons 


680. .877, 907. .1125 








Seq. No. 


43638 


Seq. ID 


OJ000350_43.0317 


.C19 


Gene No. 


91566 


Strand 


+ 




Start 


1672 


End 


2095 





44489 



Name OJ000350_43. 0317 .C19.ol.gp Method AAT/GAP 

Start 1672 End 2095 

GI 56595_1.R1084 Score 832 

Exons 1672.. 2095 

GI Descrip. 1 4314378/gb | AAD15588 | 2.0e-21 (AC006232) putative lipase 

[Arabidopsis thaliana] >gi_5306262_gb_AAD41994 . 1_AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] ' 



Seq. No. 


43638 




Seq. ID 


OJ000350 


_43.0317.C19 


Gene No. 


91567 




Strand 


+ 




Start 


4411 




End 


7488 




Name 


OJ000350 43.0317 


.C19.o2.np 


Method 


AAT/NAP 




Start 


4411 




End 


7078 




GI 


7304929 




Score 


403 




Exons 


4411. .4452, 5327 


..5424, 6184.. 


6283, 6456.. 6638, 


6962. .7078 


GI Descrip. 


similar to yeast 


BET3 (S. cerevisiae) 


gi | 27 91806 | gb I AAB96937 . 1 




(AF041433) bet3 


[Mus musculus] 








Seq. No. 


43638 




Seq. ID 


OJ000350 


43.0317.C19 


Gene No . 


91567 




Strand 


+ 




Start 


4411 




End 


7488 




Name 


OJ000350 43.0317 


.C19.o3.gs 


Method 


GENSCAN 




Start 


4877 




End 


7084 




GI 


none 




Score 


.85 




Exons 


4877. .4973, 5006 


..5028, 5049.. 


5231, 5327.. 5424, 


6184. .6283, 




6456.. 6638, 6962 


. .7084 








Seq. No. 


43638 




Seq. ID 


OJ000350 


43. 0317 .C19 


Gene No . 


91567 




Strand 


+ 




Start 


4411 




End 


7488 




Name 


OJ000350 43.0317 


.C19.o3.gp 


Method 


AAT/GAP 




Start 


5050 




End 


7488 




GI 


11881 1.R1084 




Score 


1466 




Exons 


5050.. 5231, 5327 


..5424, 6184.. 


6283, 6456.. 6638, 


6962 . . 7252, 




7423. .7488 










GI Descrip. 


f 2791806 2.0e-51 


(AF041433) bet3 [Mus 


musculus] 




Seq. No. 


43638 




Seq. ID 


OJ000350 


_43.0317.C19 


Gene No . 


91568 




Strand 






Start 


1748 




End 


4982 




Name 


OJ000350 43.0317 


.C19.ol.np 


Method 


AAT/NAP 




Start 


1748 




End 


4982 




GI 


7523487 




Score 


591 




Exons 


1748.. 2397, 3355 


,.3527, 3678.. 


3838, 4873.. 4982 




GI Descrip. 


(AP001633) EST AU075835 (R3655) 


corresponds to a 


region of the 




predicted gene.- 


Similar to Arabidopsis 


thaliana 


lipase mRNA 




(U38916) [Oryza 


sativa] 








Seq. No. 


43638 




Seq. ID 


OJ000350 


_43.0317.C19 


Gene No. 


91568 




Strand 






Start 


1748 




End 


4982 




Name 


OJ000350 43.0317 


.C19.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


1748 




End 


3841 




GI 


none 




Score 


80 




Exons 


1748.. 1954, 1928 


..2044, 2105.. 


2392, 3S27..3574, 


3680. .3751, 




3681.. 3761, 3779 


..3841, 3780.. 


3827 







44490 




Seq. No. 


43638 








Seq. ID 


OJ000350_43.0317.C19 


Gene No. 


91568 








Strand 




Of 3 — f 


174ft 








End 


4982 


Name 


n.Tnoo^o 4 3 


031 7 


X J . *J X 


f w 


Mpt" hod 


TBLASTX * Wheat 


Cf -i yf 


1 7 R9 ~~ 








End 


2044 


C T 
LjX 


none 








Score 


128 


Exons 


1 7S9 1 Q40 


1763 

X f V -J . 


. 1939, 


1934 . 


. 2044 




Seq. No. 


43638 








Seq. ID 


OJ000350_43.0317.C19 


Gene No. 


91568 








Strand 




C4-a r f 
O Lai L 


1748 








End 


4982 


Name 


ojooo^so 4? 


031 7 


C19 . o2 


. ts 


Mpt hod 


TBLASTX : Soybean 


Of a y-j- 
OLdX L 


1 7 S4 ~ 








End 


2044 


fT 

ul 


none 








Score 


84 




1 7 S4 1 Qfifi 


1773 . 


. 1955, 


1928 . 


.2044 




Oct] . INU . 


4 363ft 








Seq. ID 


OJ000350_4 3.0317.C19 


Gene No. 


91568 








Strand 




Start 


1748 








End 


4982 


Name 


n.T0003so 4? 


031 7 


C19 . ol 


. tm 


Method 


TBLASTX: Maize 


Of a yf 


17^8 ~~ 

X f JO 








End 


3857 


(jrX 


none 








Score 


137 


TP -\r /~\ r^i o 


1 7 Rft ' 904 ? 




9044 


2105 . 


.2389, 3449. .3574, 3465. .3575, 




3674 3ft c i6 


3681 


3761 


3795 . 


.3857 




oeq . ino . 


4363ft 








Seq. ID 


OJ000350_43.0317.C19 


Gene No. 


91568 








Strand 




Start 


1748 








End 


4982 


Name 


n.T0003S0 43 


0317 


C19 o3 


. ts 


Method 


TBLASTX: Soybean 


Of a y-t- 


3369 ~~ 








End 


3844 


pT 


none 








Score 


46 


Exons 


3369 3S96 


33Q0 


3S09 


3527 


.3574, 3540. .3566, 3671. .3751, 




36fi4 37S9 


37S0 


"3827 


37 64 


.3844 




oeq. jno . 


43638 








Seq. ID 


OJ000350_43.0317.C19 


OCX ltS IN (J • 


91568 








Strand 




Of ar1" 


1748 








End 


4982 


Name 


OJ000350 43 


.0317. 


C19.o2 


• gp 


Method 


AAT/GAP 


Start 


3402 








End 


3995 


VjX 


53758 1.R1084 






Score 


856 


P v An c 


3402. .3576, 


3679. 


.3995 








ox uescxip. 


■4314378/gb|AAD15588 1 9 


.Oe-13 


(AC006232) putative lipase 




[Arabidopsis thaliana] 


>gi 5306262 gb AAD4 1994 . 1_AC006233_5 




(AC006233) 


putative lipase [Arabidopsis thaliana] ' 


Q /-> /t K7 j-n 

oeq. ln o . 


43638 








Seq. ID 


OJ000350_43.0317 .C19 


oene lno . 


91569 








Strand 




Start 


5177 








End 


7090 


Name 


OJ000350 43 


.0317. 


C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Of -j r-f 


5177 








End 


7085 


PT 


none 








Score 


41 


Exons 


5177. .5230, 


5178. 


.5213, 


5327. 


.5425, 5327. .5386, 6178. .6285, 




6181. .6285, 


6183. 


.6320, 


6185. 


.6286, 6447. .6665, 6455. .6640, 




6962. .7072, 


6968. 


.7084, 


6987. 


.7085 




Seq. No. 


43638 








Seq. ID 


OJ000350_43.0317.C19 


Gene No. 


91569 








Strand 





44491 




Start 


5177 


End 


7090 


Name 


OJ000350 43.0317.C19.o2.tm 


Method 


TBLASTX: Maize 


Start 


5189 


End 


7090 


(IT 


none 


Score 


42 


F.xons 


5189.. 5230, 5190.. 5213, 5309. 


.5470, 5327. .5386, 6181. .6285, 




6185. .6286, 6447. .6665, 6455. 


.6640, 6960.. 7088, 6962.. 7072, 




6962. .7090, 6966. .7082 






Sea No . 


43639 


Seq. ID 


OJ000350_43.0317.C20 


Gene No. 


91570 


Strand 


+ 


Start 


1 


End 


3510 


Name 


OJ000350 43.0317.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3504 


GI 


1655930 


Score 


981 


Pyrin s 


1..99, 741. .1257, 1438. .1750, 


2705. .3504 


GI DescriD. 


(U66564) RUSH-lalpha [Oryctolagus cuniculus] 


Seq. No. 


43639 


Seq. ID 


OJ000350 43.0317.C20 


Gene No. 


91570 


Strand 


+ _ 


Start 


1 


End 


3510 


Name 


OJ000350 43.0317.C20.ol.gs 


Method 


GEN SCAN 


Start 


46 


End 


3510 


GI 


none 


Score 


.71 


Kxons 


46. .1257, 1438. .1750, 2699. .3510 




Seq. No. 


43639 


Seq. ID 


OJ000350_43.0317.C20 


Gene No. 


91571 


Strand 




Start 


4396 


End 


4617 


Name 


OJ000350 43.0317.C20.o2.gs 


Method 


GEN SCAN 


Start 


4396 


End 


4617 


GI 


none 


Score 


.47 


TTvnn ^ 


4396. .4617 






Seq. No. 


43639 


Seq. ID 


OJ000350_43.0317 .C20 


Gene No. 


91572 


Strand 




Start 


6014 


End 


6579 


Name 


OJ000350 43.0317.C20.ol.ts 


Method 


TBLASTX: Soybean 


Start 


643 


End 


3420 


GI 


none 


Score 


67 


Exons 


643. .699, 973. .1212, 3034. .3213, 3199. 


.3420, 3219.. 3329 


Seq. No. 


43639 


Seq. ID 


OJ000350_43.0317.C20 


Gene No. 


91572 


Strand 




Start 


6014 


End 


6579 


Name 


OJ000350 43.0317.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


787 


End 


1116 




none 


Score 


154 




787. .891, 790. .891, 807. .926, 


888. .1115, 889. .1116 


Seq. No. 


43639 


Seq. ID 


OJ000350_43.0317.C20 


Gene No. 


91572 


Strand 




Start 


6014 


End 


6579 


Name 


OJ000350 43.0317.C20.o4.tm 


Method 


TBLASTX: Maize 


Start 


883 


End 


1221 


GI 


none 


Score 


56 


Exons 


883.. 978, 997.. 1221 







44492 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



43639 
91572 
6014 

OJ000350_43.0317.C20.o2.tm 
1489 
none 



Seq. ID OJ000350_43.0317.C20 
Strand 

End . 6579 

Method TBLASTX: Maize 

End 2849 

Score 353 



1489. .1734, 1508. .1729, 1587. .1754, 2689. .2847, 2694. .2849, 
2698. .2847 

43639 
91572 
6014 

OJ000350_4 3 . 0317 . C20 . o3 . tm 
2850 
none 



43639 
91572 
6014 

OJ000350_43.0317.C20.ol.tm 

3186 

none 



43639 
91572 
6014 

OJ000350_43 . 0317 . C20 . o2 . tc 

3199 

none 

3199.. 3495, 3213.. 3335 

43639 
91572 
6014 

OJ000350_43.0317.C20.o2.np 

6014 

6069654 

6014.. 6232, 6267.. 6579 



43640 
91573 
2396 

OJ000350_43 . 0317 . C21 . ol . gp 
2396 
4878407 
2396.-2822 

6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. ID 


OJ000350_43.0317. 


C20 


Strand 






End 


6579 




Method 


TBLASTX: Maize 




End 


3119 




Score 


71 




2964, 2852.. 2962, 2899.-2964, 


3119 






Seq. ID 


OJ000350_43.0317 


C20 


Strand 






End 


6579 




Method 


TBLASTX: Maize 




End 


3504 




Score 


409 




.3504, 3439.. 3501 




Seq. ID 


OJ000350_43.0317 


.C20 


Strand 






End 


6579 




Method 


TBLASTX: Cress 




End 


3495 




Score 


259 




Seq. ID 


OJ000350_43.0317 


.C20 


Strand 






End 


6579 




Method 


AAT/NAP 




End 


6579 




Score 


371 




in [Oryza 


sativa] 




Seq. ID 


OJ000350_43.0317 


.C21 


Strand 


+ 




End 


2822 




Method 


AAT/GAP 




End 


2822 




Score 


688 





43640 
91574 
1 

OJ000350_43.0317.C21.ol.np 



Seq. ID OJ000350_43.0317.C21 
Strand 

End 1071 

Method AAT/NAP 



44493 



Start 


1 


End 


1U7 1 




GI 


6907086 


Score 


473 




Exons 


1. .50, 90. .267, 319. .1071 . 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


43640 


Seq. ID 


OJ000350_ 


_4 O . Uol / . CZ 1 


Gene No. 


91575 


Strand 






Start 


1473 


End 


4362 




Name 


OJ000350 43.0317.C21.o2.gs 


Method 


GENS CAN 




Start 


1473 


End 


4362 




GI 


none 


Score 


.49 




Exons 


1473.. 1597, 1805.. 2010, 2186. 


.2219, 2525.. 2628, 


z yoo . . oi Jo, 




4189. .4362 








Seq. No. 


43640 


Seq. ID 


UJUUU JDU 


4o.UjI / , CZ 1 


Gene No. 


91575 


Strand 






Start 


1473 


End 


/no 




Name 


OJ000350 43.0317.C21.o2.np 


Method 


Art. I / NAr 




Start 


1563 


End 


o±Zo 




GI 


4680186 


Score 


loU 




Exons 


1563.. 1617, 2247.. 2380, 2962. 


.3123 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


43641 


Seq. ID 


r\ Torino r n 


_43.0317.C22 


Gene No. 


91576 


Strand 






Start 


996 


End 


1 1 CI 

1 10 1 




Name 


OJ000350 43.0317.C22.ol.gs 


Method 


C IT M O C 7\ VI 




Start 


996 


End 


1 1 CI 

1131 




GI 


none 


Score 


. Dl 




Exons 


996. .1151 








Seq. No. 


43642 


Seq. ID 


OJ000350_ 


vio non poo 
4 J . U Jl / . CZ J 


Gene No . 


91577 


Strand 






Start 


2902 


End 


4105 




Name 


OJ000350 43.0317.C23.ol.gp 


Method 


AAT/GAP 




Start 


2571 


End 


3384 




GI 


33640 1.R1084 


Score 


1073 




Exons 


2571.. 3032, 3236.. 3384 








GI Descrip. 


, 6069643/dbj | AP000616. 1 | AP000616 l.Oe- 


152 Oryza 


sativa genomi 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


43642 


Seq. ID 


OJ000350_ 


_43.0317.C23 


Gene No. 


91577 


Strand 






Start 


2902 


End 


4105 




Name 


OJ000350 43.0317.C23.o2.gs 


Method 


GEN SCAN 




Start 


2902 


End 


4105 




GI 


none 


Score 


.87 




Exons 


2902.. 3032, 3236.-3377, 3469. 


.3776, 3873. .3918, 


3956. .4105 


Seq. No. 


43642 


Seq. ID 


OJ000350_ 


_43.0317.C23 


Gene No . 


91577 


Strand 






Start 


2902 


End 


4105 




Name 


OJ000350 43.0317.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


3234 


End 


3720 




GI 


none 


Score 


40 




Exons 


3234.. 3296, 3309.. 3395, 3439. 


.3519, 3447. .3524, 


3458. .3523, 




3499.. 3624, 3500.. 3625, 3519. 


.3674, 3646.. 3720, 


3652. .3702 



44494 



en 



Seq. No. 


43643 


Seq. ID 


OJ000350_43 


.0317 


.C24 


Cl&n& No 


91578 


Strand 








O Lai. L 


24 


End 


671 






In aiut; 


OJ000350 43 0317 C24 ol as 


Method 


GENS CAN 






Of ar f 
O Lai. L 


24 _ 


End 


671 






(IT 


none 


Score 


.98 








24 44 130 198 273 671 










Seq. No. 


43643 


Seq. ID 


OJ000350_43 


.0317 


.C24 


fl^nA No 


91579 


Strand 








91" art - 


647 


End 


978 






Name 


OJ000350 43 0317 C24 ol.tm 


Method 


TBLASTX: Maize 




Start 


303 _ 


End 


684 






GI 


none 


Score 


77 






Pv on*; 


303. .335, 316. .420, 351. .416, 


504 . . 683 


, 505. .684 






Qpa No 

W ^ Vw4 * Li V*-/ * 


43643 


Seq. ID 


OJ000350_43 


.0317 


.C24 


Gene No. 


91579 


Strand 








Start 


647 


End 


978 






LN CllllC 


OJ000350 43.0317.C24.ol.gp 


Method 


AAT/GAP 






uudi. L 


647 


End 


978 








13626 1.R1084 


Score 


616 








647. .978 










VjX UC3^Iip< 


'6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. 


43644 


Seq. ID 


OJ000350_43 


.0317 


.C25 


f^^ri^ No 

OCJ lid LNW . 


91580 


Strand 








Of a r f 


481 


End 


787 






LN aiuc 


OJ000350 43.0317.C25.ol.gp 


Method 


AAT/GAP 






Of ar f 
O Lax L 


481 


End 


787 








none 


Score 


589 








• 481. .787 










Seq. No. 


43645 


Seq. ID 


OJ000350_43 


.0317 


.C26 


Gene No. 


91581 


Strand 








Start 


1 


End 


849 








OJ000350 43.0317.C26.ol.np 


Method 


AAT/NAP 






O Lai L 


1 


End 


849 








6006359 


Score 


68 








1..60, 665. .849 










V3X UCOUi. X^/i 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43646 


Seq. ID 


OJ000350_43 


.0317 


.C27 


flanp No 


91582 


Strand 








Of art 
O Lai- L 


382 


End 


524 






Name 


OJ000350 43.0317.C27.ol.gs 


Method 


GENSCAN 






Of ayf 

o Lax L 


382 


End 


524 






ox 


none 


Score 


.65 






Exons 


382. .524 










Seq. No. 


43647 


Seq. ID 


OJ000350_43 


.0317 


.C28 


Gene No. 


91583 


Strand 


+ 






Start 


76 


End 


324 






Name 


OJ000350 43.0317.C28.ol.gp 


Method 


AAT/GAP 






Start 


76 


End 


324 







44495 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4107143 Score 328 

76. .324 

5803242/dbj | AP000399 . 1 1 AP000399 7.0e-30 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 



43647 Seq. ID 

91584 Strand 

340 End 
OJ000350_4 3 . 0317 . C28 . ol . gs Method 

340 End 

none Score 
340. 



OJ000350_43.0317.C28 

4488 
GENSCAN 
4391 
.64 



417, 2054. .2229, 3402. .3532, 4318. .4391 

OJ000350 43.0317.C28 



Seq. ID _ 
Strand 

End 4 4 88 

Method AAT/NAP 
End 4488 
Score 127 
4488 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi 1 1096557 | prf II 2111476A 
extensin-like domain [Zea mays] 



43647 
91584 
340 

OJ000350_43.0317 .C28 .o2.np 

1858 

1076802 

1858. .1903, 2018. .2250, 4176 





Seq. No. 


4364.7 


Seq. ID 


OJ000350_43. 


0317. C28 




Gene No. 


91584 


Strand 






Cn 


Start 


340 


End 


4488 






Name 


OJ000350 43.0317.C28.ol.np 


Method 


AAT/NAP 






Start 


3417 


End 


3575 




L Li 


GI 


7340920 


Score 


173 






Exons 


3417.. 3575 




sativa] 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 






Seq. No. 


43648 


Seq. ID 


OJ000350_43. 


0317. C29 




Gene No. 


91585 


Strand 


+ 






Start 


791 


End 


891 






Name 


OJ000350 43.0317.C29.ol.gs 


Method 


GENSCAN 






St'art 


791 


End 


891 






GI 


none 


Score 


.68 






Exons 


791. .891 










Seq. No. 


43649 


Seq. ID 


OJ000350_43. 


0317. C30 




Gene No. 


91586 


Strand 


+ 






Start 


431 


End 


6247 






Name 


OJ000350 43.0317.C30.ol.gs 


Method 


GENSCAN 






Start 


431 


End 


6053 






GI 


none 


Score 


.71 






Exons 


431. .764, 894. .1016, 2297. 


.2523, 2657. 


.2785, 3002.. 


3094, 



3620. .3760, 4060. .4128, 4246. .4329, 4823. .5210, 5634. .5768, 
5904. .6053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43649 
91586 
431 

OJ000350_43.0317.C30.ol.np 

2236 

2760844 



Seq. ID OJ000350_43.0317.C30 

Strand + 

End 6247 

Method AAT/NAP 

End 6101 

Score 917 



44496 



Exons 2236.-2523, 2657.. 2785, 3002.. 3094, 3620.. 3760, 4060.. 4128, 

4246. .4329, 4823. .5003, 5094. .5210, 5284. .5342, 5634. .5768, 
5904. .6101 

GI Descrip. (AC003105) hypothetical protein [Arabidopsis thaliana] 



Spa No 


43649 








Seq. ID 


OJ000350_43.0317.C30 


Gene No . 


91586 








Strand 


+ 


Start 


431 








End 


6247 


Name 


OJ000350 43 


.0317. 


C30.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2246 ~ 








End 


2795 


GI 


none 








Score 


146 


P, von <5 


2246 2452, 


2251 . 


.2523, 


2260. 


.2526, 2262. .2525, 2642. .2788, 




2646..2786, 


2652. 


.2795, 


2656. 


.2787 




Seq. No. 


43649 








Seq. ID 


OJ000350_43.0317.C30 


npnp No 


91586 








Strand 


+ 


Start 


431 








End 


6247 


Name 


OJ000350 43 


.0317. 


C30.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2317 ~ 








End 


6028 


GI 


none 








Score 


164 


F* von ^ 


2317 2523. 


2645. 


.2788, 


2659. 


.2796, 3002.. 3091, 3610.. 3810, 




3617 3760. 


4060 . 


.4131, 


4249. 


.4332, 4919.. 5020, 4957.. 5016, 




5092 5208. 


5093. 


. 5209, 


5282 . 


.5350, 5283.. 5351, 5628.. 5771, 




5633. .5770, 


5642. 


.5773, 


5895. 


.6026, 5903.. 6028 


Seer No . 


43649 








Seq. ID 


OJ000350_43.0317.C30 


Cfinp No 


91586 








Strand 


+ 


Qf art 


431 








End 


6247 


Name 


OJ000350 43 


.0317. 


C30.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4951 ~ 








End 


6247 


GI 


none 








Score 


42 


Exons 


4951 . .4983, 


4952. 


.4978, 


5086. 


.5196, 5091.. 5195, 5092.. 5208, 




5093. .5209, 


5282. 


.5350, 


5286. 


.5351, 5628. .5771, 5631. .5768, 




5633. .5773, 


5635. 


.5772, 


5879. 


.5929, 5882. .5929, 5895. .5960, 




5934 . . 6056, 


5940. 


.6053, 


5942. 


.6058, 6166.. 6246, 6197.. 6247 


Sea No 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gpne No 


91587 








Strand 


+ 


Start 


6057 








End 


7082 


Name 


OJ000350 43 


.0317. 


C31.o2 


.np 


Method 


AAT/NAP 


Start 


6039 








End 


7064 


GI 


6729022 








Score 


358 


Evon *5 


6039. . 6616, 


6644. 


.7064 










(AC009177) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91587 








Strand 


+ 


Start 


6057 








End 


7082 


Name 


OJ000350 43 


.0317. 


C31.o2 


.gs 


Method 


GENSCAN 


Start 


6057 








End 


7082 


GI 


none 








Score 


.99 


Exons 


6057. .7082 












Seq. No. 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91588 








Strand 




Start 


1611 








End 


4545 


Name 


OJ000350 43 


.0317. 


C31.ol 


.gs 


Method 


GENSCAN 



44497 



o l. a j. i- 


1611 








End 


4545 


\J -L 


none 








Score 


.71 




1611 . . 1895, 


2361 . 


.2512, 


2759. 


.2884, 3720. .3863, 4431. .4545 


Cprr No 

i_) C VJ « * V*f » 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91588 








Strand 




Start 


1611 








End 


4545 


Name 


OJ000350 43 


.0317. 


C31.ol 


.np ■ 


Method 


AAT/NAP 


Start 


1776 








End 


3849 


GI 


6967707 








Score 


293 


uAvl 1 iJ 


1776. .1895, 


2361, 


.2512, 


2759. 


.2884, 3720.. 3849 


DpscriD 


(AL139074) putative acetyltransf erase 


[Campylobacter j e j uni ] 


Qpi/-r Mo 

»J C \J « Li X_/ • 


43650 








Seq. ID 


OJ000350_43.0317.C31 


UC 11^ I'W • 


91589 








Strand 




Start 


9402 








End 


10439 


Name 










Method 


TBLASTX: Maize 


Start 


1599 








End 


4613 


GI 


none 








Score 


275 


Exons 


1599. .1901, 


1602. 


.1895, 


1603. 


.1896, 1787.. 1903, 2337.. 2513, 




2358. .2513, 


2359. 


.2514, 


2754. 


.2885, 2755.-2886, 2757. .2885, 




2770. .2886, 


3712. 


.3858, 


3718. 


.3864, 3719. .3865, 4421. .4528, 




4432. .4527, 


4438. 


.4539, 


4461. 


.4556, 4494..45S6, 4502. .4594, 




4548. .4613 














43650 








Seq. ID 


OJ000350_43.0317.C31 












Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43 


.0317. 


C31.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1620 








End 


4539 


GI 


none 








Score 


119 




1620. .1895, 


1623. 


.1745, 


1687. 


.1896, 1810.. 1896, 2358.-2513, 




2359. .2514, 


2359. 


.2514, 


2757. 


.2885, 2758.-2886, 2758.-2886, 




3706. .3858, 


3718. 


.3858, 


3719. 


.3859, 4421. .4528, 4432.-4527, 




4438. .4539 












Sea No 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Cpnp No 


91589 








Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43 


.0317. 


C31.ol 


,tc 


Method 


TBLASTX: Cress 


Start 


1641 








End 


3886 


GI 


none 








Score 


66 


Exons 


1641. .1742, 


1641. 


.1895, 


1801. 


.1896, 2358.. 2513, 2359.. 2514, 




2359. .2526, 


2360. 


.2515, 


2739. 


.2882, 2755.-2898, 2757.-2885, 




3718. .3885, 


3719. 


.3886 










43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91589 








Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43 


.0317. 


C31.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1665 








End 


2517 


GI 


none 








Score 


96 


Exons 


1665. .1889, 


1801. 


.1890, 


2350. 


.2514, 2358.. 2513, 2359.. 2517, 




2361. .2516 












Seq. No. 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91589 








Strand 





44498 



Start 


9402 








End 


10439 


Name 


OJ000350_43. 


0317 


.C31.o2 


.tw 


Method 


TBLASTX: Wheat 


ULui. L 


2844 








End 


4610 




none 








Score 


63 


LiAUi U 


2844 2885* 


2845 


. .2886, 


2846. 


.2887, 3712. .3864, 3718. .3864, 




3719 3880. 


4421 


. .4528, 


4432 . 


.4527, 4444. .4536, 4500. .4550, 




4502 4549, 


4566 


. .4610 










43650 








Seq. ID 


OJ000350_43.0317.C31 


flana Mo 










Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43. 


0317 


.C31.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6201 








End 


10298 




none 








Score 


100 


P von 


6201 .6269, 


6203 


. .6268, 


6363.. 


.6434, 6438. .6494, 6545. .6607, 




6546 6608, 


6593 


. .6691, 


6648. 


.6692, 9753.-9935, 9754.. 9921, 




9978 10172, 


10021. .10128, 10197. .10298, 10198. .10293 


Seq. No. 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91589 








Strand 




Start 


9402 








End 


10439 


IN Clill" 


OJ000350 43. 


0317.C31.o3 


.tw 


Method 


TBLASTX: Wheat 


qf art* 


6288 ~~ 








End 


10184 




none 








Score 


41 


V von ^ 


6288 6434. 


.6438 


. .6494, 


9981. 


.10184, 10021.. 10074 


Qo« Ma 

oc4« IN \J • 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Honp Mo 


91589 








Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43. 


0317 


.C31.o2 


.tc 


Method 


TBLASTX: Cress 




6345 








End 


10172 


GI 


none 








Score 


81 


TJ* von <5 


6345. .6434, 


6438 


. .6494, 


6551. 


.6598, 6552.. 6605, 6759.. 6812, 




9672. .9719, 


9753 


. .9818, 


9847. 


.9924, 9864. .9923, 9978. .10172 




10021. .10110 










C^an* No 


43650 








Seq. ID 


OJ000350_43.0317.C31 


rc^np No 


91589 








Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43. 


0317 


.C31.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


6345 








End 


10157 




none 








Score 


79 


R von *5 


6345. .6428, 


6438 


. .6494, 


6552. 


.6605, 6759. .6827, 6861. .7004, 




9420. .9623, 


9651 


. .9719, 


9753. 


.9830, 9847. .9915, 9858. .9917, 




9981. .10157, 


10021. .10110 






Qcif-r Ma 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91589 








Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43. 


0317 


.C31.o3 


.tm 


Method 


TBLASTX: Maize 




6788 








End 


9689 


GI 


none 








Score 


61 


Exons 


6788. .6811, 


6789 


. .6821, 


6834. 


.7061, 6863. .7051, 9423..9668, 




9433. .9669, 


9657 


. .9689 








Seq. No. 


43650 








Seq. ID 


OJ000350_43.0317.C31 


Gene No. 


91589 








Strand 





44499 



Start 


9402 








' End- 


10439 


Name 


OJ000350 43 


. 0317 


.C31 .o3 


. gs 


Method 


GENSCAN 


Start 


9402 ~ 








End 


10439 


GI 


none 








Score 


. 99 


Exons 


9402 . . 10439 












Seq. No. 


43650 








Seq. ID 


OJ000350 43.0317.C31 


Gene No. 


91589 








Strand 




Start 


9402 








End 


10439 


Name 


OJ000350 43 


.0317 


.C31.o3 


.np 


Method 


AAT/NAP 


Start 


9417 








End 


10384 


GI 


5487873 








Score 


427 


Exons 


9417 . . 10384 












GI Descrip. 


(AF110333) 


PrMC3 


[Pinus 


radiata] 




Seq. No. 


43651 








Seq. ID 


OJ000350_43 . 0317 .C32 


Gene No. 


91590 








Strand 


+ 


Start 


1230 








End 


2156 


Name 


OJ000350 43 


.0317.C32.ol 


.gs 


Method 


GENSCAN 


Start 


1230 ~ 








End 


2156 


GI 


none 








Score 


. 65 


Exons 


1230. . 1348, 


1520 


. .1615, 


2047. 


.2156 




Seq. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 


Gene No. 


91591 








Strand 




Start 


2852 








End 


3919 


Name 


OJ000350 43 


.0317 


.C32.o2 


.gs 


Method 


GENSCAN 


Start 


2852 ~~ 








End 


3919 


GI 


none 








Score 


. 9 


Exons 

J— 1 A* X X 


2852. .3919 












Seer. No. 


43651 








Seq. ID 


OJ000350 43.0317.C32 


Gene No. 


91591 








Strand 




Start 


2852 








End 


3919 


Name 


OJ000350 43 


.0317.C32.ol 


. np 


Method 


AAT/NAP 


Start 


2873 ~ 








End 


3898 


GI 


6729022 








Score 


454 


Exons 

UAvl X u 


2873. .3898 












GI Descrio. 


(AC009177) 


unknown protein [Arabidopsis thaliana] 


Sea. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 


Gene No. 


91592 








Strand 




Start 


5352 








End 


5652 


Name 


OJ000350 43 


.0317 


.C32.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2870 ~~ 








End 


5652 


GI 


none 








Score 


231 


Exons 


2870. .3139, 


2871 


. .3140, 


5437. 


.5583, 5439.. 5612, 5610.. 5651, 




5629. .5652 












Seq. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 


Gene No . 


91592 








Strand 




Start 


5352 








End 


5652 


Name 


OJ000350 43 


.0317 


.C32.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2873 








End 


5585 


GI 


none 








Score 


74 


Exons 


2873. .3079, 


3101 


. .3187, 


3102. 


.3188, 3200.. 3304, 3273.. 3365, 




3308. .3367, 


3434 


. .3604, 


5442. 


.5585 





44500 






Seq. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 




Gene No . 


91592 








Strand 






Start 


5352 








End 


5652 




Name 


OJ000350 43 


. 0317 


,C32.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3116 








End 


3604 




GI 


none 








Score 


69 




Exon ^ 

1_J AVI 1 u 


3116. . 3187, 


3117 


. . 3188, 


3200. 


.3304, 3314.. 3373, 3434.. 3604 




Seq. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 




Gene No. 


91592 








Strand 






Start 


5352 








End 


5652 




Name 


OJ000350 43 


. 0317 


.C32.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3200 ~~ 








End 


3874 




GI 


none 








Score 


124 




Exons 


3200. .3379, 


3243 


. . 3437, 


3416. 


.3604, 3567.. 3602, 3660.. 3755, 






3662 . . 3739, 


3725 


. .3874, 


3726. 


.3857 






Seq. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 




Gene No . 


91592 








Strand 






Start 


5352 








End 


5652 




Name 


OJ000350 43 


. 0317 


,C32 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3543 ~ 








End 


3874 




GI 


none 








Score 


64 


; : 


Exons 


3543. .3602, 


3551 


. .3604, 


3654. 


.3857, 3662.. 3874, 3833.. 3871 


Li = 


Seq. No. 


43651 








Seq. ID 


OJ000350_43.0317.C32 




Gene No . 


91592 








Strand 




- — 

i J 


Start 


5352 








End 


5652 




Name 


OJ000350 43 


. 0317 


.C32.o3 


. as 


Method 


GENSCAN 




Start 


5352 ~~ 








End 


5573 




GI 


none 








Score 


1 




Exons 


5352. .5573 












f —= 


Seq. No. 


43652 








Seq. ID 


OJ000350_43.0317.C33 




Gene No. 


91593 








Strand 






Start 


1 








End 


517 




Name 


OJ000350 43 


. 0317 


.C33.ol 


.np 


Method 


AAT/NAP 




Start 


1 ~~ 








End 


469 




GI 


5487873 








Score 


173 




Exons 


1. .469 














GI DescriD. 


(AF110333) 


PrMC3 


[ Pinus 


radiata] 






Seq. No. 


43652 








Seq. ID 


OJ000350_43.0317.C33 




Gene No . 


91593 








Strand 






Start 


1 








End 


517 




Name 


OJ000350 43 


. 0317 


.C33.ol 


.gs 


Method 


GENSCAN 






47 ~ 








End 


517 




GI 


none 








Score 


.64 




Exon <? 

i_l Awl 1 0 


47 . .517 














Seq. No. 


43652 








Seq. ID 


OJ000350_43.0317.C33 




Gene No. 


91594 








Strand 






Start 


2377 








End 


2840 




Name 


OJ000350 43 


.0317 


,C33.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


2840 




GI 


none 








Score 


65 



44501 



i 



Exons 2.. 49, 3.. 101, 68.. 166, 68.. 187, 152.. 238, 225.. 239, 290.. 340, 

383. .514, 393. .482, 2723.-2797, 2725. .2793, 2798.-2839, 
2802.. 2840 



Sea. No. 


43652 




Seq. ID 


OJ000350_43.0317 


.C33 


fipnp No . 


91594 




Strand 


_ 




Start 


2377 




End 


2840 




Name 


OJ000350 43.0317.C33.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


110 




End 


490 




GI 


none 




Score 


74 




Exons 


110. .184, 170. .238, 293 


.340, 


383. .490 






Seq. No. 


43652 




Seq. ID 


OJ000350_43.0317 


.C33 


fipnp No 


91594 




Strand 


_ 




Start 


2377 




End 


2840 




Name 


OJ000350 43.0317.C33.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


170 




End 


482 




GI 


none 




Score 


151 




Exons 


170. .238, 290. .340, 291 


, .482, 


386. .481 






Sea No. 


43652 




Seq. ID 


OJ000350_43.0317 


.C33 




91594 




Strand 






Start 


2377 




End 


2840 




Name 


OJ000350 43.0317.C33.o2 


. gs 


Method 


GEN SCAN 




Start 


2377 




End 


2790 




GI 


none 




Score 


.95 




Exons 


2377. .2679, 2716. .2790 










Sea No. 


43652 




Seq. ID 


OJ000350_43.0317 


.C33 


fZpnp Mo 

CilC L » W . 


91594 




Strand 


— 




Start 


2377 




End 


2840 




Name 


OJ000350 43.0317.C33.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2401 




End 


2665 




GI 


none 




Score 


85 




Exons 


2401. .2481, 2401. .2664, 


2405. 


.2665 






Sea No 


43653 




Seq. ID 


OJ000350_43.0317 


.C34 


npnp No 

\J Li w . 


91595 




Strand 


+ 




Start 


3334 




End 


4589 




Name 


OJ000350 43.0317.C34 . o2 


. gs 


Method 


GEN SCAN 




Start 


3334 




End 


4589 




GI 


none 




Score 


. 46 




Exons 


3334. .3355, 4031. .4060, 


4570. 


.4589 






Sea No 


43653 




Seq. ID 


OJ000350_43.0317 


.C34 




91596 




Strand 


+ 




Start 


5355 




End 


6800 




Name 


OJ000350 43.0317.C34.o3 


. gs 


Method 


GENSCAN 




Start 


5355 




End 


6800 




GI 


none 




Score 


.46 




Exons 


5355. .5948, 6414. .6800 










Seq. No. 


43653 




Seq. ID 


OJ000350_43.0317 


.C34 


Gene No. 


91596 




Strand 


+ 




Start 


5355 




End 


6800 




Name 


OJ000350 43.0317.C34.ol 


.np 


Method 


AAT/NAP 




Start 


5358 




End 


5948 





44502 



m 
\jl 




Score 


384 




Exons 


COCO CQ4 p 








T P\ r~\ o f> v ^ y\ 

bi UcoCiip. 




[Thuja plicata] 






4 JvJJ 


Seq. ID 


OJ000350_43.0317 


.C34 


Gene No. 




Strand 


+ 




Start 


5355 


End 


6800 




Name 


OJ000350 43.-0317.C34.ol.gp 


Method 


AAT/GAP 




otart 




End 


5951 








Score 


470 














LjJ. uescrip. 


4 4 £,4 0^°, /^mh 1 fAA?*^^ 1 1 4 Op 


-29 (AL035394) putative disease 


roci cf^nro rocinnri c; o nTnfpi n 


[Arabidopsis thaliana] 




Seq. No. 


43653 


Seq. ID 


OJ000350_43.0317 


.C34 


Gene No. 


91597 


Strand 


+ 




Q-t- a -r-f- 
jtdl L 


O W -J ~J 


End 


8489 




Name 


n.TOon^sn 4^ 0^1 1 r34 04 as 


Method 


GENSCAN 




Of -J 


ft 0Q^ ~~ 


End 


8479 






none 


Score 


.83 






P.09*} P.479 








oeq . iNo . 


4 "^fiS^ 

4 JOJ J 


Seq. ID 


OJ000350_43.0317 


. C34 


Gene No. 


91597 


Strand 


+ 




Start 


8093 


End 


8489 




Name 


OJ000350 43.0317.C34.o2.np 


Method 


AAT/NAP 




Of- -! T~f- 


8102 


End 


8489 






6694703 


Score 


126 




Exons 


8102. .8489 








iji uescrip. 


(AF210066) dirigent-like protein [Thuja plicata] 




Seq. No. 


43653 


Seq. ID 


OJ000350_43.0317 


.C34 


Gene No. 


91598 


Strand 






o t art 


37 


End 


255 




Name 


OJ000350 43.0317.C34.ol.gs 


Method 


GENSCAN 




o car t 


37 


End 


255 




bl 


none 


Score 


.99 




Exons 


37. .255 








Seq. No. 


43653 


Seq. ID 


OJ000350_43.0317 


.C34 


Gene No. 


91599 


Strand 






otaiu 


5466 


End 


5948 




Name 


OJ000350 43.0317.C34.ol.tc 


Method 


TBLASTX: Cress 




Of y~4- 

o tart 


5466 


End 


5948 






none 


Score 


48 




Exons 


5466. .5513, 5592. .5639, 5664 


..5948, 5738. .5923 




beq. no. 


43654 


Seq. ID 


OJ000350_43.0317 


.C35 


Gene No. 


91600 


Strand 






Of a r f 
O Lai t 


800 


End 


1619 




Name 


OJ000350 43.0317 .C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


726 


End 


1619 




GI 


none 


Score 


170 




Exons 


726. .911, 766. .918, 790. .909, 824. .910, 942. .1256, 980. 


.1132 




981.. 1262, 1030.. 1257, 1416. 


.1475, 1423. .1476, 1435. .1482, 




1475. .1597, 1475. .1594, 1482 


..1616, 1482. .1619 . 





44503 




Seq. No. 


43654 


Seq. ID 


OJ000350_43.0317.C35 


Gene No. 


91600 


Strand 






0 uu 




1 CI Q 
-L D X -7 


Name 


UJUUUJOU ^ j . U j1 / . b jj . ox . y o 


i v jec.noci 




Start 


oUU 


Lna 


1 9 £1 


bl 


none 


Score 


■ Kjh 


Exons 








beq. wo. 


43654 


Seq. ID 


vJUUUUjOVJ 4 J . UjI / . V^OZ) 


uene lno . 


91600 


Strand 




Start 


800 


End 


1619 


Name 


OJ000350 43.0317.C35.ol.gp 


Method 


AAT/GAP 




806 


End 


1482 


bi 


35649 1.R1084 


Score 


610 


Exons 


806. .907, 984. .1261, 1421. .1482 




bi uescrip. 


, 4454038/emb|CAA23035. 1 | 4.0e-29 (AL035394) putative disease 




resistance response protein 


[Arabidopsis thaliana] 1 


beq. no. 


43654 


Seq. ID 


OJ000350_43.0317.C35 


Gene No. 


91600 


Strand 




Start 


800 


End 


1619 


Name 


OJ000350 43.0317.C35.ol.ts 


Method 


TBLASTX: Soybean 


brart 


1014 


End 


1598 


GI 


none 


Score 


71 


Exons 


1014. .1115, 1014. .1256, 1033 


..1251, 1166. .1252, 1422. .1475, 




1435. .1476, 1436. .1477, 1475 


. .1588,. 1475. .1594, 1482. .1598 


Seq. No. 


43655 


Seq. ID 


OJ000250J1.0315.C1 


Gene No. 


91601 


Strand 




Start 


1 


End 


1385 


Name 


OJ000250 41.0315.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1385 


GI 


6815062 


Score 


964 



Exons 1..320, 379.. 619, 705.. 1385 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


43655 






Seq. ID 


OJ000250_41.0315 


.CI 


Gene No. 


91601 






Strand 






Start 


1 






End 


1385 




Name 


OJ000250 


_41.0315.Cl.ol. 


gs 


Method 


GEN SCAN 




Start 


11 






End 


1361 




GI 


none 






Score 


.88 




Exons 


11. .305, 


411. .619, 705. 


.1361 








Seq. No. 


43655 






Seq. ID 


OJ000250J1.0315 


.CI 


Gene No. 


91601 






Strand 






Start 


1 






End 


1385 




Name 


OJ000250 


Jl.0315.Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


11 






End 


619 




GI 


none 






Score 


107 




Exons 


11. .196, 


236.. 313, 410. 


.619, 


411. .569 






Seq. No. 


43655 






Seq. ID 


OJ000250_41.0315 


.CI 


Gene No. 


91601 






Strand 






Start 


1 






End 


1385 





44504 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000250_4 1 .0315 . CI . ol . tm 

858 

none 

858. .1196, 862. .1167, 942. 



Method TBLASTX : Mai ze 
End 1362 
Score 207 
,1196, 1227.. 1361, 1237.. 1362 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 41. 0315. C2 



43656 
91602 
1 

OJ000250_41.0315.C2.ol.np 
1 

6815062 

1..114, 286. .1790 M „ 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAL 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



1790 
AAT/NAP 
1790 
1399 



43656 Seq. ID 

91602 Strand 

1 End 

OJ000250_4 1 . 0315 . C2 . o2 . tm Method 

779 End 

none Score 
779. .1057, 876. .1001 

43656 Seq. ID 

91602 Strand 

I End 

OJ000250_41 . 0315 . C2 . ol . tm Method 

1184 End 

none Score 

1184. .1564, 1206. .1529, 1599. .1748 



OJ000250_41.0315.C2 
1790 

TBLASTX: Maize 

1057 

76 



OJ000250_41.0315.C2 
1790 

TBLASTX: Maize 

1748 

211 



OJ000250_41.0315.C4 
+ 

8443 
AAT/NAP 
8443 
259 



43657 Seq. ID 

91603 Strand 
3662 End 
OJ000250_4 1 . 0315 . C4 . o2 . np Method 
3662 End 
7248394 Score 
3662.-3683, 7318. .7681, 8065. .8443 ™„„ c ™«* 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



43657 
91603 
3662 

OJ000250_41 . 0315 . C4 . o2 . gs 

3920 

none 

3920. .4087, 4303. .6852, 7025. 

43657 
91604 
1 

OJ000250 41.0315.C4 .ol.np 



Seq. ID OJ000250_41.0315.C4 

Strand + 

End 8443 

Method GEN SCAN 

End 7368 

Score .56 
.7147, 7294.-7368 



Seq. ID 

Strand 

End 

Method 



OJ000250_41.0315.C4 

1099 
AAT/NAP 



44505 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 1099 

282881 Score 331 

1. .1099 , 

receptor-like protein kinase precursor - Arabidopsis thaliana 

gi 1 166846 (M84658) receptor-like protein kinase [Arabidopsis 

thaliana] 



43657 
91604 
1 

OJ000250_4 1 . 0315 . C4 . ol . tc 
37 

none 



Seq. ID OJ000250_41.0315.C4 
Strand 

End 1099 

Method TBLASTX : Cress 

End 994 

Score 38 



37. .60, 72. .140, 150. .212, 261. .320, 357. .428, 519. .650, 
520. .639, 715. .855, 839.-898, 843. .893, 873. .980, 893. .994 



Seq. ID OJ000250_41.0315.C4 
Strand 

End 1099 

Method GEN SCAN 

End 1081 

Score .41 



43657 
91604 
1 

OJ000250_41.0315.C4 .ol.gs 
84 

none 

84. .754, 835. .1081 

43658 
91605 
962 

OJ000250_4 1 . 0315 . C5 . ol . gs 
962 
none 

962. .1060, 1252. .1352 

43659 
91606 
4612 

OJ000250_4 1 . 0315 . C7 . o3 . gs 
4612 

none 

4612. .4693, 4745. .4959, 5038. .5313, 6444. .6509, 6782. .6893, 

7203. .7372 



Seq. ID OJ000250_41.0315.C5 

Strand + 

End 1352 

Method GENSCAN 

End 1352 

Score .72 



Seq. ID OJ000250_41.0315.C7 

Strand + 

End 7372 

Method GENSCAN 

End 7372 

Score .72 



43659 
91607 
2042 

OJ000250_41.0315.C7.o2.gs 

2042 

none 

2042. .2416, 3681. .3809 



Seq. ID OJ000250_41.0315.C7 
Strand 

End 3809 

Method GENSCAN 

End 3809 

Score .88 



43659 
91607 
2042 

OJ000250_41.0315.C7.ol.np 
2045 
7485560 
2045. .2416, 3681. .3804 

hypothetical protein F16G20.50 - Arabidopsis thaliana 



Seq. ID OJ000250_41.0315.C7 
Strand 

3809 

AAT/NAP . 
3804 
238 



End 

Method 
End 
Score 



44506 



gi|3451060|emb|CAA20456.1| (AL031326) putative protein 
[Arabidopsis thaliana] gi I 7269183 I emb | CAB79290 . 1 1 (AL161559) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


43659 


Seq. ID 


OJ000250_41.0315.C7 




91607 


Strand 




Q f -a yf 


2042 


End 


3809 


Name 


OJ000250 41.0315.C7.ol.gp 


Method 


AAT/GAP 


C -J- -a y f 


2264 


End 


2506 




2797451 


Score 


466 


IT von c 


2264. .2506 






GI Descrip. 


5107812/gb|AAD40125.1|AF149413 6 3.0e- 


09 (AF149413) contains 


similarity to number of Arabidopsis thaliana hypothetical 




proteins including AC004521 and AL031326 


OCtj • LM(J • 


43659 


Seq. ID 


OJ000250_41.0315.C7 




91608 


Strand 




Of a yf 


3740 . 


End 


3990 


Name 


OJ000250 41.0315.C7.o2.gp 


Method 


AAT/GAP 


Of a rf 


3740 


End 


3990 


GI 


2799294 


Score 


221 


DAU11D 


3740.. 3827, 3940.. 3990 






Seq. No. 


43659 * 


Seq. ID 


OJ000250_41. 0315.C7 




.91609 


Strand 




OLalL 


4573 


End 


7379 


Name 


OJ000250 41.0315.C7.o2.np 


Method 


AAT/NAP 


Of a y f 


4573 


End 


7379 


\j J- 


5734621 


Score 


200 


T* 1 von c 


4573.. 4710, 7100.. 7267, 7316. .7379 




rzT rioQpT*"i o 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 


a region of the predicted 


gene.; Similar to ABC transporter-7 




(U43892) [Oryza sativa] 






Seq. No. 


43660 


Seq. ID 


OJ000250_41.0315.C8 




91610 


Strand 


+ 


Of a r f 


5921 


End 


16699 


Name 


OJ000250 41.0315.C8.ol.np 


Method 


AAT/NAP 


Of a yf 

o car u 


5903 


End 


7044 




7435799 


Score 


874 


Lxono 


5903.. 6353, 6462.. 7044 






(ji uescrip. 


cysteine proteinase (EC 3. 


4.22.-) - barley 




gi | 2224810 | emb | CABO'9698 . 1 


(Z97022) cysteine proteinase [Hordeum 




vulgare] 






Carr Mo 


43660 


Seq. ID 


OJ000250_41.0315.C8 


HeriD Mo 
uciic vi\j . 


91610 


Strand 


+ 


Start 


5921 


End 


16699 


Name 


OJ000250 41.0315.C8.o2.gs 


Method 


GENSCAN 


Start 


5921 


End 


16699 


GI 


none 


Score 


.4 


Exons 


5921. .6353, 6462. .6574, 6586. .6958, 7662. .7714, 7739. .7907, 




8988. . 9035, 10484 . .10536, 


12676. .13410, 16317. .16343, 




16580. .16699 






Seq. No. 


43660 


Seq. ID 


OJ000250_41.0315.C8 


Gene No. 


91611 


Strand 





44507 



Of- -a r +- 
ulai L 


412 


End 


4519 




Name 


Ol7000250 41 0315 C8 ol as 


Mpt" hod 


GENSCAN 




OtaiL 


412 ~~ 

*i X £. 


End 


4519 




riT 
o-L 




Score 


. 52 




Exons 


412 570 1440 1532. 2426 


2508, 3355 


.3391, 4313. 


.4519 


c o /-r KTrt 

JCtJ • IN (J . 




Sea ID 


OJ000250 41. 


0315. C8 


Gene No. 


91612 


Strand 






Start 


14729 


End 


20317 




Name 


OJ000250 41.0315.C8.ol.gp 


Method 


AAT/GAP 




Start 


14729 


End 


20317 




ox 


LIB3477-003-P1-K1-E9 


Score 


134 




Exons 


14729. .14790, 20274. .20317 










, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Sea* No 


43660 


Seq. ID 


OJ000250_41. 


0315. C8 


Gene No. 


91612 


Strand 






Start 


14729 


End 


20317 




Name 


OJ000250 41.0315.C8.o3.gs 


Method 


GENSCAN 




Start 


17749 


End 


19709 




GI 


none 


Score 


.82. 




Exons 


17749. .17801, 18561. .18945, 


19032. .19709 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



43660 
91612 
14729 

OJ000250_41.0315.C8 
17851 
7385017 

17851. .18200, 18561 



OJ000250 41. 0315. C8 



Seq. -ID _ 
Strand 

End 20317 
,o2.np Method AAT/NAP 

End 19688 
Score 835 
.18938, 19025. .19688 
(AF190634) UDP-glucose: salicylic acid glucosyltransf erase 
[Nicotiana tabacum] 



43660 
91613 
22318 

OJ000250_41 . 0315 . C8 . ol . ts 

5963 

none 

5963. .6151, 6037. .6138, 6137. 
6275. .6346, 6289. .6345, 6461. 
6685.. 6843, 6723.. 6839, 6853. 

43660 
91613 
22318 

OJ000250_41.0315.C8.ol.tc 

5972 

none 

5972. .6139, 6152. .6214, 6157. 
6454..6S34, 6461. .6541, 6532. 
6691. .7044, 6723. .7049 

43660 
91613 



Seq. ID OJ000250_41.0315.C8 
Strand 

End 26012 

Method TBLASTX : Soybean 

End 7050 

Score 174 

.6217, 6166. .6201, 6238.-6279, 
.6541, 6532.. 6564, 6568.-6693, 
.7050, 6856. .6990, 6858. .7046 

Seq. ID OJ000250_41.0315.C8 
Strand 

End 26012 
Method TBLASTX : Cress 
End 7049 
Score 115 

.6213, 6256.. 6354, 6257.. 6355, 
.6573, 6565. .6681, 6636. .6665, 



Seq. ID 
Strand 



OJ000250 41. 0315. C8 



44508 



Start 
Name 
Start 
GI 

Exons 



22318 

OJ000250_4 1 . 0315 . C8 . ol . tm 
6029 
none 
6029. 
6460. 



6136, 
6522, 
6723.-6899, 



6137 
6461 
6904 



.6205, 6143. 
.6541, 6532. 
.7053, 6939. 



End 26012 
Method TBLASTX: Maize 

End 7053 

Score 86 

.6247, 6280. .6357, 6281. .6355, 

.6687, 6547. .6687, 6709. .6900, 
.7052 





Qorr Mrs . 


43660 


Seq. ID 


OJ000250_41.0315.C8 




Gene No. 


91613 


Strand 






Start 


22318 


End 


26012 




Name 


OJ000250 41.0315.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6287 


End 


6681 




GI 


none 


Score 


86 






6287. .6355, 6460. .6534, 6461. 


.6541, 6532. .6567, 6565. .6681 






6621 . . 6668 










43660 


Seq. ID 


OJ000250_41.0315.C8 






91613 


Strand 






Start 


22318 


End 


26012 




Name 


OJ000250 41.0315.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6768 


End 


7070 






none 


Score 


116 


h s? 


DAUllO 


6768. .6896, 6769.-6897, 6912. 


.7046, 6913. .7050, 6918.. 7070 


i. ~l 
r Ft 


Sea No. 


43660 


Seq. ID 


OJ000250_41.0315.C8 




Gene No. 


91613 


Strand 




ru 


Start 


22318 


End 


26012 


if ~s 


Name 


OJ000250 41.0315.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


8551 


End 


22660 




GI 


none 


Score 


53 


~ =S 


Exons 


8551.. 8634, 8663.. 8707, 17878 


. .17988, 


17882. .17923, 


5 b? 




17992. .18204, 18011 .. 18205, 22330 .. 22440, 22334 .. 22375, 


5 




22444. .22659, 22448. .22660 








Seq. No. 


43660 


Seq. ID 


OJ000250_41.0315.C8 




Gene No. 


91613 


Strand 






Start 


22318 


End 


26012 




Name 


OJ000250 41.0315.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8558 


End 


22551 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



50 



8558. .8602, 8560. .8622, 8610. .8690, 8615. .8689, 8687. .8710, 
8752.. 8784, 17872 .. 18099, 17873 .. 17923, 17875 .. 18096, 
18009. .18098, 22321. .22551, 22325 .. 22381, 22426 .. 22548, 
22461. .22550 



43660 Seq. ID 

91613 Strand 

22318 End 

OJ000250_4 1 . 0315 . C8 . o2 . tm Method 

8731 End 

none Score 



OJ000250_4 1 . 0315 . C8 
26012 

TBLASTX: Maize 

23673 

73 



8731. .8808, 8735. .8815, 17962 .. 18048, 18008 .. 1804 3, 
18051. .18188, 18052. .18201, 18058 .. 18201, 18065 .. 18205, 
18559. .18723, 18560 .. 18700, 18560 .. 18730, 18561 .. 18716, 
18724. .18828, 18755 .. 18817, 18818 .. 18967 , 18820 .. 18 945, 
19011. .19175, 19030. .19197, 19035 .. 19193, 224 14 .. 224 82, 



44509 




22414. .22500, 22507 .. 22653, 

22786. .22932, 22787 .. 22951, 

22953. .23045, 23046 .. 23174 , 
23515. .23673 




22510. .22653, 22514 22657 , 
22788.-22955, 22952 .. 23044 , 
23048. .23173, 23503 .. 23664 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43660 
91613 
22318 

OJ000250_41.0315.C8.o2.ts 
17887 



none 

17887. 

18829. 

19615. 

22859. 

23704. 

24044. 



18201, 18110. .18205, 

18873, 19026. .19157, 

19671, 22312. .22653, 

,23050, 23054. .23101, 

,23931, 23965. .23997, 
,24145 



Seq. ID OJ000250_41.0315.C8 
Strand 

End 26012 

Method TBLASTX : Soybean 

End . 24145 

Score 84 
18559. .18636, 1864 9 .. 18822, 
19224. .19442, 19536. .19670, 
22517. .22657, 22787 .. 228 64 , 
23102. .23140, 23503 .. 23637, 
23966. .23998, 24013 .. 24 123, 



Seq. No. 43660 
Gene No. 91613 
Start 22318 

Name OJ000250_4 1 . 0315 . C8 . o3 . tm 

Start 19338 
GI none 
Exons • 19338. 

23818. 

24023. 



19466, 19338. .19466, 
23970, 23819. .23971, 
24151 



Seq. ID 

Strand 

End 

Method 

End 

Score 



19546. .19686, 19551 
23969. .24007, 24022 



OJ000250_41.0315.C8 
26012 

TBLASTX: Maize 

24151 

98 

19685, 
24147, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



43660 Seq. ID OJ000250_4 1 . 0315 . C8 

91613 Strand 

22318 End 26012 

OJ000250_4 1 . 0315 . C8 . o2 . qp Method AAT/GAP 

22189 End 22495 

2312825 Score 451 

22189. .22495 

6041757/gb|AC011806.1|AC011806 1.0e-19 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



43660 Seq. ID 

91613 Strand 

22318 End 

OJ000250_41.0315.C8.o3.np Method 

22303 End 

7385017 Score 



OJ000250_41.0315.C8 

26012 
AAT/NAP 
24167 
816 



22303. .22652, 22789 .. 23163, 23502.. 24167 

(AF190634) UDP-glucose: salicylic acid glucosyltransf erase 
[Nicotiana tabacum] 



43660 
91613 
22318 

OJ000250_41.0315.C8.o4.gs 
22318 
none 



Seq. ID OJ000250_41.0315.C8 



Strand 
End 

Method 

End 

Score 



26012 
GENSCAN 
26012 
.57 



22318.. 22545, 22811.. 23173, 23512 .. 24264 , 25934. .26012 



44510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43660 Seq. ID OJ000250_4 1 . 0315 .C8 

91613 Strand 

22318 End 26012 

OJ000250_4 1 . 0315 . C8 . o3 . gp Method AAT/GAP 

23875 End 24259 

70620_1.R1084 Score 705 

23875.. 24259 

■2501499/sp|Q41819|IAAG_MAIZE 1.0e-08 INDOLE- 3 -ACETATE 
BETA-GLUCOS YLTRANS FERASE (IAA-GLU SYNTHETASE) ( (URIDINE 
5' '-DI PHOSPHATE-GLUCOSE : INDOL-3-YLACETYL) -BETA-D-GLUCOSYL 

TRANSFERASE) >gi_626043_pir A54739 indole-3-acetate 

beta-glucosyltransferase (EC 2.4.1.121) - maize >gi_548195 
(L34847) IAA-glu synthetase [Zea mays] ' 

Seq. ID OJ000250_41.0315.C9 

Strand + 

End 665 

.gs Method GENSCAN 

End 665 

Score .71 





Seq. No. 






bene wo. 






Start 


lol 




Name 






Start 


161 




GI 


none 




Exons 


161. .195, 236. .494, 




Seq. No. 


43661 




Gene No. 


91615 




Start 


12108 




Name 


OJ000250 41. 0315. C9 


i I 


Start 


12108 




GI 


6539588 




Exons 


12108. .12423, 13760 




GI Descrip. 


(AP000837) hypothet 




Seq. No. 


43661 




Gene No. 


91616 




Start 


16864 




Name 


OJ000250 41. 0315. C9 




Start 


16864 




GI 


none 




Exons 


16864. .16887, 17105 






18577. .18713, 20452 






21265. .22138, 22365 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

13777 
AAT/NAP 
13777 
129 



41. 0315. C9 



,13777 



Seq. ID OJ000250_41.0315.C9 

Strand + 

End 25297 

Method GENSCAN 

End 24437 

Score .44 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 
23710.. 25297 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



43661 
91616 
16864 

OJ000250_41.0315.C9.o4 .np 

21283 

7228457 

21283. .21649, 21711 .. 2364 6, 



OJ000250_41.0315.C9 
+ 

25297 
AAT/NAP 
25297 
4748 



43661 Seq. ID 

91617 Strand 

1 End 

OJ000250_41 . 0315 . C9 . ol . np Method 

1 End 



OJ000250_41.0315.C9 

7840 

AAT/NAP 

7840 



44511 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7106516 Score 192 

1..35, 298. .446, 595. .676, 1656. .1814, 2554. .2597, 7808. .7840 

(AP001278) hypothetical protein [Oryza sativa] 

43661 Seq. ID OJ000250_41.0315.C9 

91617 Strand 

I End 7840 

OJ000250 41.0315.C9.ol.gp Method AAT/GAP 

2288 ~ End 2609 

LIB3432-058-P1-K1-E12 Score 319 

2288.. 2609 

'5257255/dbj | AP000364 . 1 | AP000364 8.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 

Seq. ID OJ000250_41.0315.C9 
Strand 

End 9602 

Method GEN SCAN 

End 9602 

Score .71 



Seq. ID OJ000250_41.0315.C9 
Strand 

End 14545 . 

Method TBLASTX : Mai ze 

End 4290 

Score 77 





Seq. No. 


A O C C 1 

4 Jobl 








Gene No. 


91618 








Start 


8148 








Name 


OJ000250_41. 


0315. 


C9.o3.gs 




Start 


8148 








GI 


none 








Exons 


8148 . . 9602 








Seq. No. 


43661 








Gene No. 


91619 








Start 


12721 








Name 


• OJ000250_41. 


0315. 


C9.o6.tm 


? : 5 


Start 


4021 






= bf 


GI 


none 






r ^ 
%J 


Exons 


4021. .4290, 


4142 . 


, . 4288 


|J 
- ~z 


Seq. No. 


43661 








Gene No. 


91619 






% *~? 


Start 


12721 








Name 


OJ000250_41, 


,0315, 


.C9.o8.tw 




Start 


4369 








GI 


none 








Exons 


4369. .4416, 


4373 , 


/I CQQ A A H C\ 

. . 43oo , 44UD 




Seq. No. 


43661 








Gene No. 


91619 






C3 


Start 


12721 








Name 


OJ000250 41 


.0315 


.C9.o3. tm 




Start 


4464 








GI 


none 








Exons 


4464. .4532, 


4489 


..4545, 4563 




Seq. No. 


43661 








Gene No. 


91619 








Start 


12721 








Name 


OJ000250 41 


.0315 


.C9.o9.tw 




Start 


4977 








GI 


none 








Exons 


4977. .5009, 


5010 


..5123, 5035 




Seq. No. 


43661 








Gene No. 


91619 








Start 


12721 







Seq. ID OJ000250_41.0315.C9 
Strand 

End 14545 

Method TBLASTX : Wheat 

End 4733 

Score 112 



Seq. ID OJ000250_41.0315.C9 
Strand 

End 14545 

Method TBLASTX : Maize 

End 4 932 

Score 4 9 



Seq. ID OJ000250_41.0315.C9 
Strand 

End 14545 

Method TBLASTX : Wheat 

End 5380 

Score 60 



Seq. ID OJ000250_41.0315.C9 
Strand 

End 14545 



44512 




in diuc 


' OJ000250 41 


,0315, 


,C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Of- a r f- 


5007 _ 

s/ V \J 1 








End 


5530 




PT 










Score 


48 




Exons 




5020 


5109, 


5177 


..5404, 5196. .5351, 5373. .5414, 


















DctJ • IN (J • 


4 3661 

*i «J vl U X 








Seq. ID 


OJ000250_41.0315, 


,C9 


Gene No. 


91619 








Strand 






Start 


12721 








End 


14545 




Name 


OJ000250 41 


. 0315 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 




Qf- a r-f- 


51*^5 ~~ 

J1JJ 








End 


6096 














Score 


100 




Exons 


51^5 57 1 ^ 


5235 


. .5408, 


5261 


..5614, 5469. .5714, 5713. .6096, 




572? 6081 














Seq. No. 


43661 








Seq. ID 


OJ000250_41.0315 


.C9 


Gene No. 


91619 








Strand 






Qf- a r-+- 
O Lai L 


12721 








End 


14545 




Name 


o.Tnnn?sn 41 


. 0315 


. C9 . o4 . 


tw 


Method 


TBLASTX: Wheat 




jtaiL 


57^4 _ 








End 


6048 




P T 


none 








Score 


165 






57^4 604R 


5828 


6022, 


5862 


. .6026 






Seq. No. 


43661 








Seq. ID 


OJ000250_41.0315 


.C9 


Gene No. 


91619 








Strand 






Of- a-r+- 


X «. / £. X 








End 


14545 




Name 


n.Tnnn25n 41 


0315 


C9 o5 


tm 


Method 


TBLASTX: Maize 




Of- -j •*-+- 


69*3S ~~ 








End 


6932 














Score 


127 




Exons 


6^^ 


6301 

\J -J W X 


6483, 


6454 


. .6615, 6618. .6932 




Seq. No. 


43661 








Seq. ID 


OJ000250_41.0315 


.C9 


Gene No. 


91619 








Strand 






Of- a yf- 
O L.dl L 


1 2721 

X Z. / £. X 








End 


14545 




Name 


n.Tnnn?50 41 


0315 


. C9 . 06 . 


tw 


Method 


TBLASTX: Wheat 




Qf- a r-f- 


6^7? ~ 








End 


6776 




PT 


none 








Score 


88 




Exons 


6^7^ 661 2 


Vj _J -7 *J 


6613, 


6618 


. .6776 






Seq. No. 


43661 








Seq. ID 


OJ000250_41.0315 


.C9 


Gene No. 


91619 








Strand 






Of- a r f- 


12721 








End 


14545 




Name 


UUUUut, JU 11 


. 0315 


. C9 . o7 . 


tw 


Method 


TBLASTX: Wheat 




C 4- a y+- 


7004 — 








End 


7352 




ox 


none 








Score 


124 






7004 7225 


7017 


7211, 


7226 


..7351, 7227. .7352 




Seq. No. 


43661 








Seq. ID 


OJ000250_41.0315 


.C9 


Gene No. 


91619 








Strand 






Of- -a yf- 


12721 








End 


14545 




Name 


OJ000250 41 


.0315 


.C9.o5. 


gs 


Method 


GENSCAN 




Start 


12721 








End 


14545 




GI 


none 








Score 


.5 




Exons 


12721. .12749, 12803 .. 12960, 


13823. .13995, 14417.. 14545 




Seq. No. 


43661 








Seq. ID 


OJ000250_41.0315 


.C9 


Gene No. 


91620 








Strand 







44513 






Start 


21940 




End 


22329 








OJ000250 41 0315 C9 


. o5 . tw 


Method 


TBLASTX: Wheat 






Cf" 2 t f- 
O L CLi. L. 


1 -7 *± V 




End 


22329 












Score 


54 






Exons 


91 Q4H ?1 QR4 91 QQ1 


9908Q 


22008. .22088, 22056 .. 22295, 








99072 22329 












Seq. No. 


43661 




Seq. ID 


OJ000250 41.0315 


.C9 




Gene No. 


91620 




Strand 










21940 




End 


22329 






IN (3.1 Lit 


OJ000250 41 0315 C9 


• o7 tm 


Method 


TBLASTX: Maize 






<5+- a -rt- 
jLdl L 


9 1 Q7Q ~~ 




End 


22227 












Score 


195 








21979 22227. 21981 


22226 










Seq. No. 


43661 




Seq. ID 


OJ000250_41.0315 


.C9 




Gene No. 


91621 




Strand 








Start 


23068 




End 


23554 








OJ000250 41 0315 C9 


. o2 . tw 


Method 


TBLASTX: Wheat 






Of ar f 

OLdi L 


93068 — 

l JUOO 




End 


23554 












Score 


398 






Exons 


93068 93941 93069 


• 9 C ^ *J *J*± f 


23263. .23523 






Seq. No. 


43661 




Seq. ID 


OJ000250_41.0315 


-C9 




Gene No. 


91622 




Strand 






\ J 


Of- r +- 


9371 7 




End 


24204 




f rj; 


Name 


n.T0009^o 41 031 s r9 


• vl ■ L. W 


Method 


TBLASTX: Wheat 




f y 


OLdi L 


9 3717 _ 




End 


24180 






ul 


none 




Score 


214 






Hi A.L^lIO 


23717 24160 23718 


24170, 


23719. .24180, 23719. .24180 






Seq. No. 


43661 




Seq. ID 


OJ000250_41.0315 


.C9 


r 


Gene No. 


91622 




Strand 








O L. ai u 


23717 




End 


24204 




^ =? 


IN clllLtr 


o.Tnnn9 c in 4i 03is r9 


n3 t c? 


Method 


TBLASTX : Soybean 






O Ldl L 


937RR ~ 

L J / JO 




. End 


24123 






ul 






Score 


112 






V von c 


23758 23982 23989 


24123 








f 1 ■ 




4 3661 




Seq. ID 


OJ000250_41.0315 


-C9 




Gene No. 


91622 




Strand 








Start 


23717 




End 


24204 






Homo 


OJ0fi0250 41 031 5 P9 


. o2 . tm 


Method 


TBLASTX: Maize 






OLal L 


93848 ~~ 




End 


24204 






ul 


none 




Score 


384 






Exons 


9^P4ft 94904 9^fifl7 


94 060 


23889. .24170, 23969 .. 24 193, 








940ftft 94904 












Seq. No. 


43661 




Seq. ID 


OJ000250_41.0315 


.C9 




Gene No. 


91623 




Strand 








Start 


24181 




End 


24512 






Name 


OJ000250 41. 0315. C9 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


24181 




End 


24492 






GI 


none 




Score 


340 






Exons 


24181. .24492, 24189 


. .24479 










Seq. No. 


43661 




Seq. ID 


OJ000250_41.0315 


.C9 



44514 



Gene No. 


91623 


Start 


0/101 


Name 


ninrtAOcn A"\ mi ^ PQ r\A fm 
OJUUUzoU 4 1 . U Jl D . . 0*1 . urn 


Start 


24231 


GI 


none 


Exons 


949^1 94M9 949^9 94S10 


Seq. No. 


43661 


Gene No. 


91623 


Start 


OA 1 ft 1 

Z4 10 1 


Name 




Start 


242oo 


GI 


none 


Exons 


OAO£Q 94^01 949ftS 94^00 
Z4ZOO. .Z4DU1, ZfiZOO. .ZfiJUU 


Seq. No. 


43662 


Gene No. 


91624 


Start 


9 9 "3 


Name 




Start 


187 


GI 


none 


Exons 


10/. .oiO/ loo. . 0 / 0 / tUJ. .j/o 


Seq. No. 


43662 


Gene No. 


91624 


Start 


223 


Name 


UUUUUZOU 41. U Ol J • vli 1 Ul . L.ILI 


Start 


221 


GI 


none 


Exons 


OOI AAO TOO A n c 'iQ^ 44R 

ZZl..44z, ^ZJ. J00..4<40, 




708. .o/o, /I0..0/0 


Seq. No. 


43662 


Gene No. 


91624 


Start 


223 


Name 


r*Tfinn9^n 41 fi^1 S PI 1 nl nn 


Start 


223 


GI 


7487060 


Exons 


o O ^ >Ij1A If^T OTC 

223 ..440, /U/..0/D 


GI Descrip. 


nypo unetiCai proutriii ijlud^*!.^ 


Seq. No. 


43662 


Gene No . . . 


91624 


Start 




Name 


ATflAAOCfl /II mi C PI 1 r\*\ +- o 


Start 


223 


GI 


none 


Exons 


223. .405, 224. .44z, Joy..4oy 


Seq. No. 


43662 


Gene No. 


91624 


Start 


223 


Name 


OJ000250 41.0315.Cll.ol.gp 


Start 


253 


GI 


LIB3477-010-P1-K1-F12 



Strand 
End 

Method 

End 

Score 



24512 

TBLASTX: Maize 

24512 

279 



Seq. ID OJ000250_41.0315.C9 
Strand 

End 24512 

Method TBLASTX : Soybean 

End 24501 

Score 207 



Seq. ID OJ000250_41.0315.C11 
Strand 

End 87 6 

Method TBLASTX : Soybean 

End 378 

Score 119 



Seq. ID OJ000250_41.0315.C11 
Strand 

End 87 6 

Method TBLASTX : Mai ze 

End 87 6 

Score 231 



Seq. ID OJ000250_41.0315.C11 
Strand 

End 87 6 

Method AAT/NAP 

End 876 

Score 432 



Seq. ID OJ000250_41.0315.C11 
Strand 

End 87 6 

Method TBLASTX : Cress 

End 442 

Score 131 



Seq. ID OJ000250_41.0315.C11 
Strand 

End 87 6 

Method AAT/GAP 

End 87 6 

Score 684 



Exons 253. ,440, 707.. 876 

GI Descrip. '3402690 2.0e-46 (AC004697) hypothetical protein, 3 ,! partial 



44515 



[Arabidopsis thaliana] 1 





C(arr No 


43662 




Seq. ID 


OJ000250_41. 


0315. 


Cll 




Cono Mo 


91624 




Strand 












223 




End 


876 








Name 


OJ000250 41.0315.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 








379 ~ 




End 


876 








GI 


none 




Score 


60 








Exons 


379. .405, 385. .441, 708. 


.875, 


709. .876 










Cpfr Mo 


43663 




Seq. ID 


OJ000250_41. 


0315. 


C13 




Cono Mo 


91625 




Strand 


+ 








OLCll L 


803 




End 


1090 








Name 


OJ000250 41.0 315. C13.ol. 


as 


Method 


GENSCAN 








Of a r f 
O Lax u 


803 ~~ 




End 


1090 










none 




Score 


.8 








Exons 


803. .1090 
















43663 




Seq. ID 


OJ000250_41. 


0315, 


,C13 




Pane Mo 


91626 




Strand 


+ 










9111 

Z? J- -L -L 




End 


9870 








Name 


OJ000250 41 0315.C13.o5. 


crs 


Method 


GENSCAN 








q-t-^rl- 
OLdl U 


9111 ~~ 




End 


9870 










none 




Score 


.97 








P von Q 


9111.. 9142, 9654 . . 9870 














Seq, No. 


43663 




Seq. ID 


OJ000250_41. 


0315, 


. C13 


f Li 


f^ono Mo 


91627 




Strand 








f i 


OLdl U 


1 




End 


2756 








IN diuc 


OJ000250 41.0315.C13.ol. 


,np 


Method 


AAT/NAP 








C+- a 


1 




End 


2756 








ot 

ui. 


6598488 




Score 


150 






ry 


F von 


1..52, 814. .1172, 2524., 


.2571, 


2620. .2756 






r ~i 


GI Descrip. 


(AC005770) unknown protein [Arabidopsis thaliana] 






~ -j? 
v § 


cpn Mo 


43663 




Seq. ID 


OJ000250_41. 


.0315 


.C13 




flono Mo 


91627 




Strand 










O Lai. l. 


1 




End 


2756 








Name 


OJ000250 41.0315.C13.o2, 


.gs 


Method 


GENSCAN 








Of a r f 


1652 




End 


2756 






f 1 




none 




Score 


.83 








Exons 


1652. .1808, 2524. .2756 














Qao Mo 


43663 




Seq. ID 


OJ000250_41, 


. 0315 


.C13 




Cqt*»d Mo 
belle 1N(J . 


91628 




Strand 










O LCLI L 


3823 




End 


7231 








Name 


OJ000250 41.0315.C13.o3 


. gs 


Method 


GENSCAN 








Of a r f 


3823 




End 


7231 








GI 


none 




Score 


.68 








Exons 


3823.. 3870, 4979.. 5098, 


6864. 


.7102, 7189.. 7231 








Seq. No. 


43663 




Seq. ID 


OJ000250_41 


.0315 


.C13 




Gene No. 


91629 




Strand 










Start 


7650 




End 


8048 








Name 


OJ000250 41.0315.C13.o4 


.gs 


Method 


GENSCAN 








Start 


7650 




End 


8048 








GI 


none 




Score 


.81 







44516 




Exons 7650.. 7898, 7926.. 8048 



Seq. No. 


43663 


Seq. ID 


OJ000250_41.0315.C13 


(JCllC LNL* • 


91630 


Strand 




Q f a r-4- 


10541 


End 


11283 


Name 


OJ000250 41.0315.C13.ol. tm 


Method 


TBLASTX: Maize 


Of a yf 


953 


End 


2568 




none 


Score 


194 


CjXUIIO 


953. .1015, 968. .1174, 1032. .1175, 1048. 


.1176, 1102. .1179, 




O^O"} 0t;£*7 ORO/I TCCQ 






IN U * 


43663 


Seq. ID 


OJ000250 41.0315.C13 


bene ino • 


y l d ju 


Of r anH 




Of- -j y-f 

OlaX L 


i a c >i 1 
1U541 


Ejnci 


11283 


Name 


UJUUUZoU 41.Ujlj.Llo.OD.gS 


Mo t- h r\r\ 
LYlc LllULl 


GENSCAN 


Of- a r f 
O Lai L. 


11)541 




11283 




none 


OUUl c 


.8 


Exons 


i /\c/ii i a £ a a i 1 no q 11000 
10541 . . lUoUU, 1 1UZ y . . 1 lZo,5 






O fc: LJ • LN vj • 


43664 


Seq. ID 


OJ000250_41. 0315.C14 


bene ino . 


m coi 


Strand 




C 4- -j yf 


2145 


End 


5062 


Name 


/"NTAAAACA X 1 A O 1 C /"<1 /I «0 /T 

OJ000Z5U 4 1 . U315 . C14 . OZ . gs 


Method 


GENSCAN 


Of art 


2145 


End 


5062 




none 


Score 


. 62 


Exons 


Ol A C Oylc;Q OQQT 9*70.1 *^^"7R 

zl45..Z43o, ZDy/..Z/ol, jj/j 


. .5062 




oeq. ln u . 


4 Job4 


Seq. ID 


OJ000250_41.0315.C14 


bene ino • 


qi roi 

yiooi 


Strand 




Of a r~f 


2145 


End 


5062 


Name 


OJ000250_41.0315.C14.ol.tm 


Method 


TBLASTX: Maize 


Cf a r f 


OJJ / 


End 


3856 




none 


Score 


422 


IT V Tl o 


OOOT O^TT) -JOTI OQCC 

3337..3b/z, jj/1. . jojO, jj /I 


..3853, 3691.. 3855 




4ooo4 


Seq. ID 


OJ000250_41.0315.C14 


Gene No. 


91631 


Strand 




Start 


2145 


End 


5062 


Name 


OJ000250_41.0315.C14 .ol.np 


Method 


AAT/NAP 


C f -a yf 


3339 


End 


4908 


bl 


282881 


Score 


1001 


v /"n t"\ 

tiXons 


I "!1 O A il A A O 

3339 . . 49Uo 






Ul UCOLIipi 


receptor-like protein kinase 


precursor 


- Arabidopsis thaliana 




gi 1166846 (M84658) receptor- 


like protein kinase [Arabidopsis 




thaliana] 






C cs rr KI/-\ 
o e CJ • INO • 


43664 


Seq. ID 


OJ000250_41.0315.C14 


Gene No . 


91631 


Strand 




Of a yf 
O Lai L 


2145 


End 


5062 


Name 


OJ000250 41.0315.C14.o2.ts 


Method 


TBLASTX: Soybean 


Start 


3386 


End 


3743 


GI 


none 


Score 


116 


Exons 


3386.. 3631, 3396.. 3617, 3605 


..3739, 3636.-3743, 3684. .3740 


Seq. No. 


43664 


Seq. ID 


OJ000250_41.0315.C14 


Gene No. 


91631 


Strand 




Start 


2145 


End 


5062 



44517 



Name 

Start 

GI 

Exons 



OJ000250 41.0315.C14.ol.tc 



Method TBLASTX : Cress 



3392 End 4852 

none Score 97 

3392.-3628, 3402. .3605, 3404. .3628, 3630. .3911, 3638. .4177, 

3662. .4162, 3681. .4166, 4182. .4289, 4187. .4309, 4505. .4579, 

4598. .4723, 4715. .4852 



Seq. No. 43664 Seq. ID OJ000250_41 . 0315 . C14 

Gene No. 91631 Strand 

Start 2145 End 5062 

Name OJ000250_41 . 0315 .C14 .ol .gp Method AAT/GAP 

Start 354 9 End 3764 

GI LIB3433-029-P1-K1-H12 Score 364 

Exons 3549.. 3764 

GI Descrip. 1 282881/pir | | S27754 9.0e-16 receptor-like protein kinase 
precursor - Arabidopsis thaliana >gi_16684 6 (M84 658) 
receptor-like protein kinase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43664 
91631 
2145 

OJ000250_41, 

3719 

none 

3719. .3976, 
4005. .4121 



0315.C14.ol.tw 



3720.. 3947, 3734, 



Seq. ID OJ000250_41.0315.C14 
Strand 

End 5062 

Method TBLASTX : Wheat 

End 4121 

Score 138 

.3964, 3983. .4102, 3983. .4120, 



Seq. No. 


43664 






Seq. ID 


OJ000250_41.0315.C14 


Gene No. 


91631 






Strand 




Start 


2145 






End 


5062 


Name 


OJ000250 41. 


0315.C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3800 






End 


4582 


GI 


none 






Score 


237 


Exons 


3800. .4144, 


3810. .4127, 


3815. . 


4144, 4148. .4375, 4158. .4280, 




4541. .4582 










Seq. No. 


43664 






Seq. ID 


OJ000250_41.0315.C14 


Gene No. 


91631 






Strand 




Start 


2145 






End 


5062 


Name 


OJ000250 41. 


0315.C14.o2 


. tm 


Method 


TBLASTX: Mai ?e 


Start 


3857 






End 


4324 


GI 


none 






Score 


69 


Exons 


3857. .3964, 


3858. .3965, 


3978. . 


4184, 3983. .4129, 4148. .4324 


Seq. No. 


43665 






Seq. ID 


OJ000250_41.0315.C15 


Gene No. 


91632 






Strand 




Start 


135 






End 


1473 


Name 


OJ000250 41. 


0315.C15.ol 


.gs 


Method 


GEN SCAN 


Start 


135 






End 


1473 


GI 


none 






Score 


.54 


Exons 


135. .231, 697. .758, 928 


. .1183, 


1445. .: 


L473 


Seq. No. 


43666 






Seq. ID 


OJ000250_41.0315.C16 


Gene No. 


91633 






Strand 


+ 


Start 


1190 






End 


1571 


Name 


OJ000250 41. 


0315.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


1190 






End 


1571 



44518 



GI uC-osflcyp033a04bl Score 639 

Exons 1190. . 1571 ■ 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



beg. jno . 


43666 




Seg. ID 




A 1 






Gene No. 


91634 




Strand 










b tart 


1123 




End 


juJJ 








Name 


OJ000250 41.0315.C16.ol. 


np 


Method 


riril / INrllr 








Start 


1123 




End 


5635 








GI 


4680186 




Score 


351 








Exons 


1123.. 1323, 2161.. 2219, 


5519. 


.5635 










uescrip. 


(AF111709) unknown [Oryza sativa subsp 


lllUica J 








beg. no. 


43666 




Seg. ID 




_41 


0315 


• CIO 


Gene No . 


91634 




Strand 










btart 


1123 




End 










Name 


OJ000250 41.0315.C16.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5010 




End 


5297 








GI 


none 




Score 


144 








Exons 


5010.. 5066, 5049.. 5162, 


5172. 


.5297 










Seg. No. 


43667 




Seg. ID 


OJ000250 


_41 


0315 


.C17 


Gene No. 


91635 




Strand 


+ 








Start 


89 




End 


1410 








Name 


' OJ000250 41.0315.C17.ol. 


gs 


Method 


GENSCAN 








Start 


89 




End 


1410 








GI 


none 




Score 


.7 








Exons 


89.-253, 822. .866, 1021. 


.1136 


, 1153.. 1410 









Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43667 
91636 
7033 

OJ000250_41.0315.C17.o3.gs 

7033 

none 



Seg. ID OJ000250_41.0315.C17 



Strand 
End 

Method 

End 

Score 



+ 

13888 
GENSCAN 
13888 
.53 



7033.. 7240, 9736.. 9923, 11546. . 11683, 13823.. 13888 



Seg. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 41.0315.C17 



43667 
91637 
3445 

OJ000250_41 . 0315 . C17 . ol . np 
3445 
282881 
3445. .5929 

receptor-like protein kinase precursor - Arabidopsis thaliana 
gi 1 166846 (M84658) receptor-like protein kinase [Arabidopsis 
thaliana] 



5929 
AAT/NAP 
5929 
1279 



Seg. No. 43667 Seg. ID 

Gene No. 91637 Strand 

Start 3445 End 

Name OJ000250_41 . 0315 .C17 .o2 .gs Method 

Start 3479 End 

GI none Score 

Exons 3479.. 5914 



OJ000250_41 . 0315 . C17 

5929 
GENSCAN 
5914 
.99 



44519 




Seq. No. 


43667 








Seq. ID 


OJ000250_4 1.0315. C17 


Gene No. 


91638 








Strand 




uLoi L 


11464 








End 


12915 


vt dint; 


OJ000250 41 


. 0315 


.C17 . ol 


. tm 


Method 


TBLASTX: Maize 


OLaiL 


3479 ~~ 








End 


3960 


Vj X 


none 








Score 


511 




3479 3958 


3480 


3959, 


3583. 


.3960, 3598.. 3960 


Cp/-f Mo 

OCl^i IN L> • 


43667 








Seq. ID 


OJ000250_41.0315.C17 




91638 








Strand 




C-f- -3 >-+- 


114 64 








End 


12915 


Name 


OJ000250 41 


.0315 


.C17.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3489 








End 


5810 


GI 


none 








Score 


122 


"IT von q 


3489 3746 


3497 


. .3733, 


3741. 


.4271, 3743. .4273, 4265. .4390, 




4281 4400 


4 610 


4 684, 


4703. 


.4828, 4859.-4963, 4860. .4964, 




5060 5161 


5073 


. . 5162, 


5168 . 


.5257, 5282.. 5470, 5555. .5602, 




5669 5737 


5685 


. .5810, 


5738 . 


.5809 




o ts • IN u • 


4 3667 








Seq. ID 


OJ000250_41.0315.C17 


Gene No. 


91638 








Strand 




Start 


11464 








End 


12915 




OJ000250 41 


. 0315 


.C17 .ol 


. ts 


Method 


TBLASTX: Soybean 


uLdl L 


^snn "~ 

J J V V 








End 


4141 




n on c» 
1 lLsil<S 








Score 


95 




^SOfl 36^7 

JJUU . m -J\J <J I f 


3501 


3599 


3545 


.3637, 3738.-3869, 3746.. 3889, 




3905 4099 


3909 


. .4049, 


4088 . 


.4141 




Seq. No. 


43667 








Seq. ID 


OJ000250_41.0315.C17 


Gene No. 


91638 








Strand 




O Lai (_ 


11464 








End 


12915 


IN all It: 




0315 


.C17 . ol 


. tw 


Method 


TBLASTX: Wheat 


o Lai L. 


3824 ~~ 








End 


4226 




nnne 

1 Ivl 1C 








Score 


151 




3824 4081 


3825 


. .4049, 


4086. 


.4226, 4088.. 4225 


Seq. No. 


43667 








Seq. ID 


OJ000250_41.0315.C17 


Gene No. 


91638 








Strand 




Start 


11464 








End 


12915 


ln auit; 


OJ000250 41 


. 0315 


.C17 .o2 


. tm 


Method 


TBLASTX: Maize 


O Lai. L. 


3962 ~~ 








End 


4384 


\J X 


nnnp 








Score 


86 


P von c; 


3962 4069 


4088 


4243, 


4107 . 


.4289, 4241. .4384 


Seq. No. 


43667 








Seq. ID 


OJ000250_41.0315.C17 


Gene No. 


91638 








Strand 




O Lai U 


X X 1 U *4 








End 


12915 




o.Tnnn^^o 41 


0^1 5 


.C17 . o3 


. tm 


Method 


TBLASTX: Maize 


O Lax L 


4 / JJ 








End 


5017 


OX 


none 








Score 


68 




4700 / ft Q1 


A 7ft 0 


4ft 


4 Q1 


.5017, 4917.. 5015 


Seq. No. 


43667 








Seq. ID 


OJ000250_41 . 0315 . C17 


Gene No. 


91638 








Strand 




Start 


11464 








End 


12915 


Name 


OJ000250 41 


.0315 


.C17."o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4874 








End 


5275 



44520 





GI 


none 


Score " 


141 




Exons 


" 4874. .4942," 4955.. 5062, 5048 


. . 5275 






Seq. No. 


43667 


Seq. ID 


OJ000250 41.0315.C17 




Gene No. 


91638 


Strand 






Start 


11464 


End 


12915 




Name 


OJ000250_41.0315.C17 .o3.np 


Method 


AAT/NAP 




Start 


11464 


End 


12915 




GI 


5852180 


Score 


354 




Exons 


114 64. .11837, 12828. .12915 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


43667 


Seq. ID 


OJ000250 41.0315.C17 




Gene No. 


91638 


Strand 






Start 


11464 


End 


12915 




Name 


OJ000250 41.0315.C17.o2.gp 


Method 


AAT/GAP 




Start 


12213 


End 


12727 




GI 


uC-osflM202048cl2bl 


Score 


805 




Exons 


12213. .12727 








GI Descrip. 


, 5257255/dbj | AP000364 . 1 1 AP000364 2.0e- 


16 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


43668 


Seq. ID 


OJ000250 41.0315.C18 




Gene No. 


91639 


Strand 




"z a? 


Start 


1 


End 


4097 




Name 


OJ000250 41.0315.C18.ol.np 


Method 


AAT/NAP 


r j s 


Start 


1 


End 


2313 




GI 


282881 


Score 


1167 


1 Li 


Exons 


1. .2313 








GI Descrip. 


receptor-like protein kinase 


precursor 


- Arabidopsis thaliana 






gi 1166846 (M84658) receptor- 


like protein kinase [Arabidopsis 


= y 




thaliana] 






5 


Seq. No. 


43668 


Seq. ID 


OJ000250_41.0315.C18 




Gene No. 


91639 


Strand 






Start 


1 


End 


4097 


h 

r 


Name * ■ 


OJ000250 41.0315.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


2194 


C3 


GI 


none 


Score 


392 




Exons 


3. .116, 124. .654, 126. .656, 


648. .773, 


664. .768, 994. .1068, 






1087.. 1212, 1222.. 1347, 1223 


..1354, 1444. .1545, 1579. .1641, 






1705.. 1854, 1939.. 1986, 2053 


..2121, 2056. .2106, 2069. .2194, 






2122. .2193 








Seq. No. 


43668 


Seq. ID 


OJ000250_41.0315.C18 




Gene No. 


91639 


Strand 






Start 


1 


End 


4097 




Name 


OJ000250 41.0315.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


344 




GI 


none 


Score 


393 




Exons 


3. .341, 7. .342, 8. .343, 144. 


.344 






Seq. No. 


43668 


Seq. ID 


OJ000250_41. 0315.C18 




Gene No. 


91639 


Strand 






Start 


1 


End 


4097 




Name 


OJ000250 41.0315.C18.ol.gs 


Method 


GEN SCAN 




Start * 


12 


End 


4097 



44521 



GI 


none 




Score 


.4 




Exons 


19 ft**4 R4R ?1 9Q 91RR 


..2399, 4045. .4097 




Seq. No. 


43668 




Seq. ID 


OJ000250_41.0315 


.C18 


Gene No. 


91639 




Strand 


- 




Start 


J. 




End 


4097 




Name 


r*Tnnn9^n 41 n^i ^ n ft 


ts 


Method 


TBLASTX : Soybean 




Start 


1 DP 




End 


275 




GI 


none 




Score 


155 




Exons 


i fifl 97 R 119 9*70 










Seq. No. 


43668 




Seq. ID 


OJ000250_41.0315 


.C18 


Gene No. 


91639 




Strand 


- 




brart 


1 




End 


4097 




Name 




tw 


Method 


TBLASTX: Wheat 




Start 


9m 
zu / 




End 


609 




GI 


none 




Score 


158 




Lxons 


907 ?0R 432 469 


.609, 


471. .608 






Seq. No. 


0 OO 




Seq. ID 


OJ000250_41.0315 


.C18 


Gene No. 


91639 




Strand 


- 




Start 


1 




End 


4097 




Name 


nTnnn9^n 41 n^i 1 ^ pi r ni 


ts 


Method 


TBLASTX : Soybean 




Start 


9 Q 9 

ZoZ 




End 


1083 




GI 


none 




Score 


99 




Exons 


OQO ZI'RQ 9QQ C*3 9 OQQ 

ZoZ..4oo, zoo . . djZ/ zyo. 


.609, 


305. .616 


, 639. .863, 649.. 


768, 




QC"7 1 C\ Q "3 










OcC[. LNO • 


4 JOvO 




Seq. ID 


OJ000250_41.0315 


.C18 


Gene No. 


91639 




Strand 






Start 


1 




End 


4097 




Name 


OJ000250 41.0315.C18.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


345 




End 


767 




GI 


none 




Score 


84 




Exons 


345.-452, 471. .626, 490. 


.672, 


624. .767 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



43668 Seq. ID OJ000250_41 . 0315 .C18 

91639 Strand 

1 End 4097 

OJ000250_4 1.0315. C18 . o3 . tm Method TBLASTX : Maize 

1117 End 1401 

none Score 7 9 

1117. .1275, 1164. .1277, 1300. .1401, 1319. .1399 



Seq. ID OJ000250_41.0315.C18 
Strand 

4097 



43668 
91639 

1 End 
OJ000250_41 . 0315 . C18 . o2 . ts Method TBLASTX : Soybean 

1258 End 1659 

none Score 138 

1258.. 1326, 1339.. 1446, 1432.. 1659 



43669 
91640 

4793 End 
OJ000250_41.0315.C19.ol.np Method AAT/NAP 
4793 End 6780 



Seq. ID OJ000250_41.0315.C19 
Strand 

6780 



44522 




GI 


282881 






Score 


789 


Exons 


4793. .4846, 


5683. .6585, 


6709 


. .6780 




GI Descrip. 


receptor-like protein kinase 


precursor 


- Arabidopsis thaliar 




gi 1166846 (M84658) receptor- 


like protein kinase [Arabidopsis 




thaliana] 










Seq. No. 


43669 






Seq. ID 


OJ000250_41.0315.C19 


Gene No. 


91640 






Strand 




Start 


4793 






End 


6780 


Name 


OJ000250_41 


.0315.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5625 






End 


6145 


GI 


none 






Score 


114 


Exons 


5625. .5819, 


5626. .6048, 


5626 


..6063, 5921. .6064, 6051. .6143, 




6052 . . 6144, 


6059. . 6145 








Seq. No. 


43669 






Seq. ID 


OJ000250_41.0315.C19 


Gene No. 


91640 






Strand 




Start 


4793 






End 


6780 


Name 


OJ000250 41 


.0315.C19.o3 


. gs , 


Method 


GEN SCAN 


Start 


5665 






End 


6624 


GI 


none 






Score 


.65 


Exons 


5665. .5875, 


5998 . . 6624 








Seq. No. 


43669 






Seq. ID 


OJ000250_41.0315.C19 


Gene No. 


91640 






Strand 




Start 


4793 






End 


6780 


Name 


OJ000250 41 


.0315.C19.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5678 






End 


6031 


GI 


none 






Score 


139 


Exons 


5678. .5965, 


5686. .5928, 


5914 


..6030, 5918. .6031, 5939. .6031 


Seq. No. 


43669 






Seq. ID 


OJ000250_41.0315.C19 


Gene No . 


91640 






Strand 




Start 


4793 






End 


6780 


Name 


OJ000250 41 


.0315.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5686 






End 


6585 


GI 


none 






Score 


82 


Exons 


5686. .5916, 


5689. .5919, 


5690 


..5932, 5927.. 6046, 5929.. 6048, 




6031. .6207, 


6051. .6458, 


6052 


..6456, 6450. .6584, 6466. .6585 


Seq. No. 


43669 






Seq. ID 


OJ000250_41.0315.C19 


Gene No . 


91640 






Strand 




Start 


4793 






End 


6780 


Name 


OJ000250 41 


.0315.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6010 






End 


6411 


GI 


none 






Score 


40 


Exons 


6010. .6066, 


6011. .6049, 


6054 


..6260, 6055.. 6264, 6057.. 6287, 




6255. .6401, 


6267. .6410, 


6268 


. .6411 




Seq. No. 


43669 






Seq. ID 


OJ000250_41.0315.C19 


Gene No. 


91640 






Strand 




Start 


4793 






End 


6780 


Name 


OJ000250 41 


.0315.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6090 






End 


6578 


GI 


none 






Score 


251 


Exons 


6090. .6425, 


6100. .6417, 


6438 


..6578, 64i 


37. .6570 



44523 



Seq. No. 


43669 


Seq. ID 


OJ000250_41.0315.C19 


Gene No. 


91640 


Strand 




o tart 




End 


6780 


Name 




. 0315 . C19 . o2 . tm Method 


TBLASTX: Maize 


otart 




End 


6572 


H T 


none 


Score 


57 


Exons 




6148. .6234, 6273. .6419, 6274. .6420, 6438. .6572 


oeq. no. 


43670 


Seq. ID 


OJ000350_48.0310.C4 


bene lnu . 


91641 


Strand 


+ 


Start 


807 


End 


1492 


Name 


OJ000350 48 


.0310.C4.ol.np Method 


AAT/NAP 


o tart 


807 


End 


1492 




218179 


Score 


491 


Exons 


807.. 981, 1109.. 1207, 1355.. 1492 




lj! uescnp. 


(D10207) 


ATPase [Oryza sativa] gi | 444339 | prf 1 1 1906387A H 




ATPase [Oryza sativa] 






43670 


Seq. ID 


OJ000350_48.0310.C4 


Gene No. 


91641 


Strand 


+ 


Start 


807 


End 


1492 


Name 


OJ000350 48 


.0310.C4.ol.tc Method 


TBLASTX: Cress 


Start 


844 


End 


1459 


GI 


none 


Score 


153 


Exons 


844. .993, 861. .977, 1106. .1207, 1106.. 


1189, 1108.. 1224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1108. .1206, 1343. .1459, 1355. .1435, 1357. .1458 



43670 
91641 
807 

OJ000350_48 . 0310 . C4 . ol . ts 

844 

none 



844. .1014, 861. .983, 1099. .1140, 1106 



Seq. ID OJ000350_48.0310.C4 

Strand + 

End 14 92 

Method TBLASTX : Soybean 

End 1141 

Score 161 
1141 



43670 
91641 
807 

OJ000350_48 . 0310 . C4 . ol . tm 
861 
none 



Seq. ID OJ000350_48.0310.C4 
Strand + 

1492 

TBLASTX: Maize 
1212 
96 



End 

Method 
End 
Score 

861. .935, 862. .933, 862. .936, 938. .982, 939. .983, 940. .981, 
1106.. 1207, 1106.. 1207, 1107.. 1208, 1108.. 1212 



Seq. ID OJ000350_48.0310.C4 

Strand + 

End 1492 

Method AAT/GAP 

End 1492 

Score 629 



43670 
91641 
807 

OJ000350_48.0310.C4.ol.gp 
862 

553_1.R1084 
862. .981, 1109. .1207, 1355. .1492 

'218179/dbj |BAA01058| 0.0e+00 (D10207) H-ATPase [Oryza sativa] 
>gi_444339_prf 1906387A H ATPase [Oryza sativa] 1 



43670 
91641 
807 



Seq. ID OJ000350_48.0310.C4 
Strand + 
End 14 92 



44524 




Name 


OJ000350 48 


.0310.C4.ol.gs 


Method 










Of- o v+- 
btaiL 


862 




End 


1492 








CT 


none 




Score 


. 65 








Lxons 


862. .981, 1109. .1207, 1355. .1492 










Seq. No. 


43671 




Seq. ID 


OJ000350_ 


_4 8 


.0310 


.C10 


Gene No. 


91642 




Strand 


+ 








Olal L 


2696 




End 


7613 








Name 


OJ000350 48 


.0310. C10. ol.gp 


Method 


AAT/GAP 










t jUj 




End 


3018 










none 




Score 


937 








Exons 


2505. .3018 














Seq. No. 


43671 




Seq. ID 


OJ000350_ 


_48 


.0310 


.C10 


Gene No. 


91642 




Strand 


+ 










2696 




End 


7613 








Name 


OJ000350 48 


.0310. C10. o2.gs 


Method 


GENSCAN 








Of a r f 


2696 




End 


5090 










none 




Score 


.83 








Lxons 




4525. .4568, 4662. 


.4698, 4918. .5090 








beq . wo. 


43671 




Seq. ID 


OJ000350_ 


_48 


.0310 


.C10 


otr I It: 1NU • 


91642 




Strand 


+ 








Start 


2696 




End 


7613 








Name 


OJ000350 48 


.0310. C10. ol.np 


Method 


AAT/NAP 








OLalL 


2795 




End 


7613 










6730697 




Score 


1778 








Exons 


97QR 


6203.. 6615, 6703. 


.6870, 6940. .7170, 


7447. .7613 


Kdx uescnp. 


(AC011809) 


calcium-dependent protein 


kinase 1 [Arabidopsis 




thaliana] 














Seq. No. 


43671 




Seq. ID 


OJ000350_ 


48 


.0310 


.C10 


Gene No. 


91642 




Strand 


+ 










2696 




End 


7613 








Name 


OJ000350 48 


.0310. C10. o3.gs 


Method 


GENSCAN 








Of- a r-+- 






End 


7593 








CT 


none 




Score 


.91 








HiXons 


6241. .7170, 


7447. .7593 












Seq. No. 


43671 




Seq. ID 


OJ000350_ 


_48 


.0310 


.C10 


Gene No. 


91643 




Strand 


+ 










8879 




End 


9569 








Name 


OJ000350 48 


.0310. C10. o4.gs 


Method 


GENSCAN 








o tar u 


8879 




End 


9569 














Score 


1 








Exons 


8879. .9090, 


9122. .9569 












oeq. jno . 


43671 




Seq. ID 


OJ000350_ 


J 8 


.0310 


.C10 


Gene No. 


91644 




Strand 


+ 








Start 


9546 




End 


10854 








Name 


OJ000350 48 


.0310. C10. o2.np 


Method 


AAT/NAP 








Start 


9546 




End 


10854 








GI 


5777617 




Score 


76 








Exons 


9546. .95,73, 


10755. .10854 












GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 








Seq. No. 


43671 




Seq. ID 


OJ000350_ 


_48 


.0310 


.C10 



44525 



Gene No. 91645 Strand + 

Start 16688 End 17056 

Name OJ000350_48 .0310. CIO. o3.np Method AAT/NAP 

Start 16688 End 17056 

GI 6069646 Score 361 

Exons 16688. .17056 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


43671 


Seq. ID 


OJ000350_ 


_48. 


0310 


.C10 


Gene No. 


91646 


Strand 


+ 








Start 


19294 


End 


21018 








Name 


OJ000350 48.0310.C10.o4.np 


Method 


AAT/NAP 








Start 


19294 


End 


21018 








GI 


7340909 


Score 


116 








Exons 


19294. .19314, 20051 .. 20093, 20654 .. 20784 , 20837 


. .21018 




GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43671 


Seq. ID 


OJ000350_ 


_48. 


0310 


.C10 


Gene No. 


91646 


Strand 


+ 








Start 


19294 


End 


21018 








Name 


OJ000350 48.0310.C10.o3.gp 


Method 


AAT/GAP 








Start 


20767 


End 


20844 








GI 


LIB3477-003-P1-K1-E9 


Score 


97 








Exons 


20767. .20844 












GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR 
sativa] 1 



OJ000350 48. 0310. C10 



Seq. No. 43671 Seq. ID _ 

Gene No. 91647 Strand 

Start 7607 End 7891 

Name OJ000350_4 8 . 0310 .C10 . o2 .gp Method AAT/GAP 

Start 7607 End 7891 

GI uC-osroM202017c04al Score . 570 

Exons 7607.. 7891 

GI Descrip. ' 5852170/emb t AL117265 . 1 1 OST17804 3.0e-94 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 43671 

Gene No. 91648 

Start 10995 

Name OJ000350_48 . 0310 . C10 . o5 . gs 

Start 10995 

GI none 

Exons 10995. .11279 

Seq. No. 43671 

Gene No. 9164 9 

Start 11852 

Name OJ000350_48 . 0310 .C10 .ol .tc 

Start 2948 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_48 . 0310 .C10 

11279 
GENSCAN 
11279 
.97 



OJ000350_4 8.0310.C10 
20943 

TBLASTX: Cress 

7578 

504 



2948.. 3463, 3095.. 3271, 3262.. 3447, 6201.. 6245, 6208.. 6618, 



44526 








69 1 7 6 4 


69Q4 

D Zf t . 


. 6617, 


661 9 


.6665, 6688.. 6834, 6697.. 6780, 






cifin 6ftoi 


6709 


. 6830, 


6Q06 


.7049, 6907. .7170, 7444.-7578, 






7 4 4 6 7^7 4 
/ ft fi.O . . / D 1 ft 














Seq. No. 


43671 








Seq. ID 


OJ000350_48. 0310. CIO 




Gene No. 


91649 








Strand 






C +- -j *-f 

OLait 


1 1 ft S9 








End 


20943 




Name 




0710 


CIO . o2 


-hrn 


Method 


TBLASTX: Maize 






9 QQ7 _ 








End 


3469 




P T 
bl 


none 








Score 


122 




Exons 


O QQ7 70Q7 


707ft 


3971 


31 4 9 


.3469, 3343.-3444, 3371. .3466 




Seq. No. 


43671 








Seq. ID 


OJ000350_48. 0310. CIO 




Gene No. 


91649 








Strand 
















End 


20943 




Name 


njnnm^n 4ft 


0710 


CIO . o2 


. ts 


Method 


TBLASTX : Soybean 






9QQ7 — 








End 


3403 




bl 


none 








Score 


384 




bxons 


oQQ-i 7407 

3J • .04U0, 


7041 




3340 . 


.3390 






Seq. No. 


43671 








Seq. ID 


OJ000350_4 8.0310.C10 




Gene No. 


91649 








Strand 








110 








End 


20943 


L .J 


Name 


n tooo7ro 4 p 


071 0 


pi o o9 


• u w 


Method 


TBLASTX: Wheat 




C -J i 

otart 


71 9ft 








End 


9438 






none 








Score 


217 


Li H 
r! ; 


Exons 


719ft 797 1 
jlZO . . / If 


71 4 Q 

O J. 4 .7 • 


7407 
■ J ft u o , 


7747 


.3405, 9158.. 9226, 9337.. 9438 




beq. no. 


/I 7 £7 1 
flOO / 1 








Seq. ID 


OJ000350_48 . 0310 .CIO 




Gene No. 


91649 








Strand 




w 


Start 


11852 








End 


20943 




Name 


010007^0 4ft 


0710 

• U JlU • 


PI 0 nl 


a L. O 


Method 


TBLASTX : Soybean 


fiJ 


otar c, 


,3 fi U / 








End 


7584 


= 


bl 


none 








Score 


81 




Exons 


7407 7466 


6901 


669Q 


69 OR 


.6618, 6688.. 6831, 6702.. 6830, 






CQin 707 4 


6Q4 9 

D J 4 d. • 


704 Q 


7179 


.7170, 7444. .7584, 7446. .7574 




Seq. No. 


43671 








Seq. ID 


OJ000350_48. 0310. C10 




Gene No. 


91649 








Strand 






OliaiC 


1 1 ft R9 








End 


20943 




Name 


OTOOO 7 RO 4ft 


071 0 
. U j1 U • 


PI 0 n1 
V/1U • Ol 


• LW 


Method 


TBLASTX: Wheat 




btdrt 


74 07 
j 4 U / 








End 


6531 




bl 


none 








Score 


80 




Exons 


74 07 7 4 7 9 


74 1 Q 
•3 ft -L Z7 ■ 


7479 

.Oft / Z t 


6990 


.6531, 6220. .6414, 6285. .6521 




oeq. jno . 


4 7 67 1 








Seq. ID 


OJ000350_48. 0310. CIO 




Gene No. 


91649 








Strand 






Start 


11852 








End 


20943 




Name 


r>T0007R0 4ft 
UJUUUjjU 4o 


0710 


PI 0 i~>1 
bl U . OX 


• LIU 


Method 


TBLASTX: Maize 




G4- -3 vf 
OLdlL 


69 79 








End 


7170 




bl 


none 








Score 


516 




Exons 


6232. .6618, 


6232. 


.6495, 


6288. 


.6617, 6700. .6828, 6702. .6827, 






6924. .6983, 


6940. 


.7170 










Seq. No. 


43671 








Seq. ID 


OJ000350_48. 0310. C10 




Gene No. 


91649 








Strand 






Start 


11852 








End 


20943 



44527 





Name 




Mp1" hod 


TBLASTX: Maize 




OLaiL 


7 4 4 4 ~~ 

/ fi 4 ft 


End 


7584 




c t 


none 


Score 


184 




/~\ y*\ e» 


7444 7SR4 7446 7S74 








O /-\ /-r XT 

OGCJ. NO. 


4 "367 1 
4 JO / ± 


Seq. ID 


OJ000350_48. 0310. C10 




Gene No. 


91649 


Strand 






Start 


11852 


End 


20943 




Name 


n.Tnno^sn 4R 0^10 no 06 as 


Method 


GENSCAN 




otait 


1 1 ft ^9 _ 


End 


20943 




ul 


none 


Score 


.44 




Exons 


1 1 ftc;9 1 1 QRQ 1 9QQ6 1 ^0fi9 

110 . • 113J7f IzC^^O. • IJUOi; 


16869. .16921, 18117 .. 18196, 






20705 20735, 20852.. 20943 








C £i /-r NT /-> 

osq. in u . 


4 ?67 9 


Seq. ID 


OJ000350_48. 0310. Cll 




Gene No. 


91650 


Strand 


+ 




Start 


226 


End 


4494 




Name 


O.TOOO^SO 4R 0^10 Cll ol as 


Method 


GENSCAN 




C +- a v*+- 
OLait 


99fi ~" 

Z, £ o 


End 


3683 




C T 


none 


Score 


.55 




Exons 


996 ^74 CHR 1 ?i n 171ft 


1777, 2780. 


.2845, 3048.. 3072, 












TZ ST 


oeq. wo. 


4^67 9 


Seq. ID 


OJ000350_48. 0310. Cll 


~ =? 


Gene No. 


91650 


Strand 


+ 




OLdi L 


226 


End 


4494 


fit 


Name 


OJ000350 48.0310.Cll.ol.gp 


Method 


AAT/GAP 




Start 


389 


End 


450 




C T 


LIB3477-003-P1-K1-E9 


Score 


86 


5 • ; 


Exons 


389. .450 








GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 


i y 


S 1 PRECURSOR <0RY S.I) >gi 


_1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 






f 1 


Q /-\ /-r KT /-> 

oeq . iNO . 


43672 


Seq. ID 


OJ000350_48. 0310. Cll 




Gene No. 


91650 


Strand 


+ 


s - 


Start 


226 


End 


4494 




Name 


OJ000350 48.0310.Cll.ol.np 


Method 


AAT/NAP 


r JS? 

C3 


oldlL 


2745 


End 


4494 




C T 


6094553 


Score 


206 




Exons 


2745.-2826, 2989.. 3072, 3946.. 4009, 44 


44. .4494 




bi uescnp. 


(AC010676) unknown protein 


[Arabidopsis thaliana] 




O Q /-» \T/-\ 

oeq, in 0 . 


43673 


Seq. ID 


OJ000350_48.0310.C14 




bene ino . 


91651 


Strand 


+ 




Start 


1 


End 


2632 




Name 


OJ000350 48.0310.C14.ol.np 


Method 


AAT/NAP 




Of a y+- 


1 


End 


2631 






6714458 


Score 


817 




Exons 


1..218, 330. .374, 672. .738, 


1812. .1883 


, 1993.. 2237, 2315.. 2372, 






2460. .2631 








GI Descrip. 


(AC008261) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


43673 


Seq. ID 


OJ000350_48.0310.C14 




Gene No. 


91651 


Strand 


+ 




Start 


1 


End 


2632 




Name 


OJ000350 48.0310.C14.ol.ts 


Method 


TBLASTX: Soybean 



44528 



btan 


1 9 

iz 




7 ^ft 
too 


GI 


none 




O IP 


Exons 


19 fift Tt; 91ft 7fi 01 Q TO 
IZ . . DO , / 0 . . Z lO , /o..zi2, / 0 . 


1 7 Q ^ ?1 


^7^ fifi7 7^ft fifiQ 7^7 


Seq. No. 


43673 


Seq. ID 


OJ000350_48.0310.C14 


Gene No. 


91651 


Strand 


+ 




1 
1 


Jul 1^ 


2632 


Name 


UuuUUjjU ft 0 . u 0 1 U . X f± . oz ■ uc 




TRT.A^TX • frf^c? 
x o Linu 1 1\ • \— i. c o o 




D 1 




219 
±. j 


GI 


none 




ft fi 

O D 


Exons 


fil 91 Q 7R 91 R 7fi 91 Q 






Seq. No. 


>I TCI 7 


Seq. ID 


OJ000350_48.0310.C14 


Gene No. 


y 1 001 


Strand 


+ 


Start 


i 


End 


2632 


Name 


UJUUUJDU 40.UjlU.Ll4.01.tm 


Method 


TBLASTX: Maize 


Start 


64 


End 


2564 


GI 


none 


Score 


232 


TT 1 -«-r T^fc c* 

txons 


fi4 91 Q 6fi 17Q 74 917 7fi 


..222, 329.-376, 331. .375, 




771 777 fiRI 740 
jjl . .0/0/ O^fZ . . / J / , Dji . • / ft U , 


667. .741 


, 667. .741, 1812. .1886, 




1 01 c 1 001 ion 1 qoo 1 Qft fi 

IdlD. . 1001/ lOl / . . 100^/ iyOD. 


.2243, 1992.. 2243, 1993.. 2244, 




97H7 OQCQ 9*519 9774 9*517 

ZjU / . . zooy, zoiz . . zo / ft , zjIj. 


.2372, 2455.. 2559, 2459.-2554, 




94 60 9 ^ fi4 






beq. Jno . 


/ 7 fi7 7 
fl O 0 / 0 


Seq. ID 


OJ000350_48.0310.C14 


Gene No. 


91651 


Strand 


+ 


Start 


1 


End 


2632 


Name 


UuUUUJ jU ftO.U01U.L*14.\Jl.yo 


Method 


GENSCAN 


C4 l yf 


/ 0 


End 


2627 


GI 


none 


Score 


.85 


Exons 


7*^ 91Q 77H 774 fi79 77ft 
/ D . . Z lO , OOU..0/fi, 0/Z../OO, 


1812.. 1883, 1993.. 2237, 2315.. 2372 




9 /I fifl 9 fi9 7 
Zft DU . . Z DZ / 






Seq. No. 


^ 7 £7 7 
fl OD / O 


Seq. ID 


OJ000350_48.0310.C14 


Gene No . 


Q1 fiCi 1 


Strand 


+ 


Start 


1 


End 


2632 


Name 


OJ000350 48.0310.C14.ol.tc 


Method 


TBLASTX: Cress 


Of 3 y+- 


1 ft 1 9 


End 


2632 


GI 


none 


Score 


122 


Exons 


i Ql 9 IQQfi 1Q17 1ftft9 IQftfi 

loiz . . looD, ioi/..iooz, lyoo. 


.2084, 1993.. 2118, 2188.. 2244, 




991/1 99/17 971 7 97fifi 9 71*^ 
ZZ 1ft .. ZZfi J, Z010..ZODD, Z01D. 


.2365, 2460.. 2630, 2460.. 2630, 




94fi9 9fi79 94ft9 9fi71 
Z fl DZ . • Z 0 OZ , ZftOZ. . Z DO 1 






beq. jno. 


A 7 CI 7 
ft O O / O 


Seq. ID 


OJ000350_48.0310.C14 


<aene jno . 


91651 


Strand 


+ 


Start 


1 


End 


2632 


Name 


OJ000350 48.0310.C14.ol.gp 


Method 


AAT/GAP 


o tart 


2213 


End 


2566 


GI 


uC-osflM202077c04bl 


Score 


275 


Exons 


2213. .2237, 2315. .2372, 2460. 


.2566 




GI Descrip. 


■6094553/gb|AAF03495.1|AC010676 5 3.0e 


-21 (AC010676) unknown 




protein [Arabidopsis thaliana 


] 1 




Seq. No. 


43674 


Seq. ID 


OJ000350_48.0310.C15 


Gene No. 


91652 


Strand 


+ 


Start 


281 


End 


394 


Name 


OJ000350 48.0310.C15.ol.gs 


Method 


GENSCAN 



44529 






Start 


O O 1 

281 




End 


O A A 

jy4 






GI 


none 




Score 


. O 






Exons 


281 . . Jy4 












Seq. No. 


43674 




Seq. ID 


OJ000350_48 


.0310.C15 




Gene No. 


91653 




Strand 








Start 


1 A Q CL 
14 03 




hna 


1 CO il 
1 OZ 4 






Name 


0JUUUJ5U 4 o . UilU . C15 . 02 . 


gs 


Method 


C T? XT O C 7\ XT 






Start 


1485 




End 


1 CO A 

1 624 






GI 


none 




Score 








Exons 


1485 . . 1624 












: Seq. No. 


43675 




Seq. ID 


OJ000350_48 


.0310.C17 




Gene No. 


91654 




Strand 


+ 






Start 


1 




End 


ion a 






Name 


OJ00UJ5U 4 8 . V J1U . CI / . Ol . 


gs 


Method 


bhiNoCAN 






Start 


/ 




End 


t o n it 






GI 


none 




Score 








Exons 


/..19b, 14U8..1426, 228J 


..2414, 2745.. 


2 / / 4 , ju yb . . 


J2U4 




Seq. No. 


il "!1 C 

4 J6 /5 




Seq. ID 




. UolU . CI / 




Gene No. 


91655 




Strand 








Start 


872 




End 


2177 




f ~: 


Name 


OJ000o50 48 . 0.31U . CI / . Ol . 


np 


Method 


7\ 7\ m /MAD 

AA1 / JNAr 






Start 


O T O 

872 




End 


217/ 




~ : r 


GI 


6815099 




Score 


O "3 

8 J 




f ! : 


Exons 


872.-998/ 2107. .2177 










? ~ 


GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa ] 




i J 


Seq. No. 


43676 




Seq. ID 


OJ000350_48 


.0310. C18 


* J 


Gene No. 


91656 




Strand 






rl i 


Start 


2iy4 




End 


2oo5 






Name 


OJOUUooO 4 8 . OolU . Clo . Ol . 


gs 


Method 


bhlNoCAN 




5 


Start 


1 1 n ii 

2194 




End 


o o o c 
2o J5 




n 


GI 


none 




Score 


a a 
. 64 






Exons 


2194 . . 2 












Seq. No. 


43677 




Seq. ID 


OJ000350_48 


.0310. C19 


? =r 


Gene No. 


91657 




Strand 






- 


start 


/ O / 




End 


iuy d 




r z 


Name 


OJ000o50__4 8 .OolU-Ciy.Ol. 


gs 


Method 


GENSCAN 






Start 


767 




End 


-i a ft a 

1096 






GI 


none 




Score 


. 7 2 






Exons 


767.-852, 1036. .1096 












Seq. No. 


4.36/8 




Seq. ID 


/^TAAAOCA ^ O 

OJUU0j5U 48 


. U JIU . C2U 




Gene No. 


A 1 ceo 

91658 




Strand 








Start 


1 




End 


103 






Name 


OJ000350 48.0310.C20.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


103 






GI 


T.TR^477-0n^-Pl -K1 -F9 

DIOJ? / / Uu J IT X iA X ill Z/ 




Score 


181 






Exons 


1. .103 












GI Descrip. 


'2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 






sativa] 1 












Seq. No. 


43679 




Seq. ID 


OJ000350_48 


.0310. C21 



44530 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



91659 Strand + 

1 End 801 

OJ000350_48.0310.C21.ol.gp Method AAT/GAP 

1 End 801 

553_1.R1084 Score 802 

1..147, 228. .350, 450. .554, 713. .801 

'218179/dbj IBAA01058 I 0.0e+00 (D10207) H-ATPase [Oryza sativa] 

>gi_444 339_prf 1906387A H ATPase [Oryza sativa] 1 



Cprr Mo 


43679 


Seq. ID 


OJ000350_48.0310.C21 


UCI1C • 


91659 


Strand 


+ 


Start 


1 


End 


801 


Name 


OJ000350 


48 . 0310 . C21 . ol . np Method 


AAT/NAP 


Start 


1 


End 


801 




218179 


Score 


656 


F! von «; 


1..147, 228. .350, 450. .554, 713. .801 






(D10207) 


H-ATPase [Oryza sativa] gi I 444339 | prf | 1 1906387A H 




ATPase [Oryza sativa] 




cpfr No 


43679 


Seq. ID 


OJ000350_48.0310.C21 


Gene No. 


91659 


Strand 


+ 


Start 


i 
i 


End 


801 


Name 


OJ000350 


48.0310.C21.ol.ts Method 


TBLASTX : Soybean 


o Lai u 


18 


End 


801 


\3JL 


none 


Score 


166 


T* 1 von q 


18. .146, 


22. .165, 225. .353, 226. .318, 


227. .349, 446. .547, 




447. .554, 


702. .797, 710. .799, 711. .797, 712. .801, 713. .799 




43679 


Seq. ID 


OJ000350_48 . 0310 . C21 


CidTtci NFo 




Strand 


+ 


Start 


1 


End 


801 


Name 


OJ000350 


48.0310.C21.ol.tc Method 


TBLASTX: Cress 


Start 


22 


End 


801 


GI 


none 


Score 


154 


F von ^ 


22. .165, 


30. .146, 94. .168, 225. .371, 226. .318, 227. .349, 




446. .556, 


447. .557, 689. .799, 712. .801 


, 716. .799 


Qorr No 


43679 


Seq. ID 


OJ000350_48.0310.C21 


Gene No. 


91659 


Strand 


+ 


Start 


1 


End 


801 


IN dill" 


OJ000350 


4 8 . 0310 . C21 . ol . tm Method 


TBLASTX: Maize 


J Lui. U 


50 


End 


801 


GI 


none 


Score 


73 


Exons 


50. .154, 


58. .165, 58. .168, 118. .174, 217. .351, 225. .353, 




226. .348, 


227..349, 446. .547, 447. .554 


, 709. .801, 712. .759, 




713. .799 






Seq. No. 


43679 


Seq. ID 


OJ000350_48.0310.C21 


Gene No. 


91659 


Strand 


+ 


Start 


1 


End 


801 


Name 


OJ000350 


4 8 . 0310 . C21 . ol . gs Method 


GENSCAN 


Start 


67 


End 


554 


GI 


none 


Score 


.86 


Exons 


67. .147, 


228. .350, 450. .554 




Seq. No. 


43680 - 


Seq. ID 


OJ000350_48 .0310.C26 


Gene No. 


91660 


Strand 


+ 



44531 





Start 


110 


End 


984 






OJ000350 48.0310.C26.ol.np 


Method 


AAT/NAP 




OL.a.1. L 


110 


End 


984 




\J J. 


6815053 


Score 


372 




Exons 


110. .256, 756.-984 








fiT DescriD. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43680 


Seq. ID 


OJ000350_48.0310.C26 




Gene No. 


91661 


Strand 






O LCIL L 




End 


900 




Name 


OJ000350 48.0310.C26.ol.gs 


Method 


GENSCAN 




Oiai l 


350 


* End 


900 






none 


Score 


.41 




Exons 


350. .415, 796. .900 








Seq. No. 


43681 


Seq. ID 


OJ000350_48 . 0310 .C40 




Gene No. 


91662 


Strand 






J Lai L 


8 


End 


965 




NT anno 


OJ000350 48.0310.C40.ol.gs 


Method 


GENSCAN 




O Lai L 


8 


End 


965 






none 


Score 


.46 




IT von Q 


8. .238, 389. .651, 707. .965 






f n 


0 € q • in u . 


43682 


Seq. ID 


OJ000350_48.0310.C46 




Gene No. 


91663 


Strand 






Start 


1191 


End 


1389 




Name 


OJ000350 48.0310.C46.ol.gp 


Method 


AAT/GAP 




Start 


981 


End 


1389 




GI 


58038 1.R1084 


Score 


774 




Exons 


981. .1389 








GI Descrip. 


f 3549666/emb ICAA20577.il 4. 


Oe-31 (AL031394) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43682 
91663 
1191 

OJ000350_48 . 0310 . C4 6 . ol . tm 
1103 
none 

1103. .1168, 1112. .1168, 1163. .1387, 1168. .1389, 1211. .1381, 
1258. .1389 



Seq. ID OJ000350_48.0310.C46 
Strand 

End 1389 

Method TBLASTX : Mai ze 

End 1389 

Score 65 



43682 
91663 
1191 

OJ000350_48.0310.C4 6.ol.gs 

1191 

none 

1191. .1247, 1308. .1310 

43682 
91663 
1191 

OJ000350_48.0310.C4 6.ol.np 

1211 

7452459 

1211. .1389 



Seq. ID OJ000350_48.0310.C46 
Strand 

End 1389 

Method GENSCAN 

End 1310 

Score .51 



Seq. ID OJ000350_48.0310.C46 
Strand 

End 1389 

Method AAT/NAP 

End 1389 

Score 194 



44532 



GI Descrip. hypothetical protein T16L1.130 - Arabidopsis thaliana 
gi I 3549666 | emb | CAA20577.il (AL031394) putative protein 
[Arabidopsis thaliana] gi I 7270312 | emb I CAB80081 . 1 1 (AL161583) 
putative protein [Arabidopsis thaliana] 



ry 



OCLj. lnu . 


4 JOOt. 


Seq. ID 


OJ000350 48.0310 


.C46 


nana Mrt 


91 663 


Strand 






DLal L 


1191 


End 


1389 




Name 


OJ000350 48.0310.C46.ol.tc 


Method 


TBLASTX: Cress 




Start 


1235 


End 


1389 




VjX 


none 


Score 


130 




Exons 


1?3S 1387 1261 1389 












Seq. ID 


OJ000350 48.0310 


.C46 




Ql 66^ 

_7 X O VJJ 


Strand 








1191 


End 


1389 




Name 


OJ000350 48.0310.C46.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1235 


End 


1389 




uJ. 




Score 


156 




Exons 


123^ 1387 1261 1389. 1273 


. .1389 






oeq. ino . 


4 ^6ft ^ 


Seq. ID 


OJ000350_48.0310 


.C47 




Ql 664 

.7 X O D *i 


Strand 


+ 




Cf a v+- 

olari 


x *i x 0 


End 


3710 




Name 


n-innrnso 4ft rnio r47 oi as 


Method 


GEN SCAN 




Start 


1418 


End 


3710 




GI 


none 


Score 


.43 






1418. .1465, 1761. .1900, 2744 


..2963, 3590.. 3710 




oeq. lno. 


43683 


Seq. ID 


OJ000350_48.0310 


.C47 


bene LNU . 


91665 


Strand 






Of arl- 


462 


End 


2932 




Name 


OJ000350 48.0310.C47.o2.np 


Method 


AAT/NAP 




0 LdX. U 


462 


End 


2932 




GI 


5777634 


Score 


70 




Exons 


462. .523, 2153. .2248, 2790.. 


2932 






GI Descrip. 


(AJ245900) CAA303722.1 protein [Oryza 


sativa] 




Seq. No. 


43683 


Seq. ID 


OJ000350_48.0310 


.C47 


Gene No. 


91665 


Strand 






Start 


462 


End 


2932 




Name 


OJ000350 48.0310.C47.ol.np 


Method 


AAT/NAP 




Start 


1606 


End 


1968 




GI 


7452459 


Score 


58 




Exons 


1606. .1770, 1814. .1968 








GI Descrip. 


hypothetical protein T16L1.130 - Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 3549666 I emb I CAA20577.il (AL031394) putative protein 
[Arabidopsis thaliana] gi | 7270312 | emb | CAB80081 . 1 1 (AL161583) 
putative protein [Arabidopsis thaliana] 



43683 Seq. ID 

91665 Strand 

4 62 End 
OJ000350_48 .0310.C47.ol.gp Method 

1620 End 

58038_1.R1084 Score 
1620. .1981 



OJ000350_48 . 0310 .C47 

2932 
AAT/GAP 
1981 
655 



44533 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3549666/emb | CAA20577.il 4.0e-31 (AL031394) putative protein 
[Arabidopsis thaliana] ' 



43684 Seq. ID 

91666 Strand 

1 End 

OJ000350_48.0310.C48.ol.gp Method 

1 End 

702460 Score 



OJ000350_48.0310.C48 
+ 

3070 
AAT/GAP 
621 
520 



1..80, 171. .193, 309. .407, 515. .621 

2213597 2.0e-16 (AC000348) T7N9.17 [Arabidopsis thaliana] 



.43684 Seq. ID 

91666 Strand 

1 End 

OJ000350_48 . 0310 . C48 . ol . np Method 

32 End 

2213597 Score 



OJ000350_48.0310.C48 
+ 

3070 
AAT/NAP 
3070 
869 



32. .193, 309. .407, 515. .616, 973. .1116, 1260. .1354, 1452. .1581, 
1651. .1755, 1964. .2070, 2160. .2211, 2560. .2649, 2736. .2820, 
2910. .3070 



GI Descrip. (AC000348) T7N9.17 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43684 Seq. ID 

91666 Strand 

1 End 

OJ000350_48 . 0310 . C4 8 . ol . gs Method 

41 End 

none Score 



OJ000350_48 . 0310 . C4 8 
+ 

3070 
GENSCAN 
2974 
.71 



41. .193, 309. .407, 515. .616, 973. .1116, 1260. .1447, 1452. .1581, 
1702. .1755, 2560. .2649, 2882. .2974 



Seq. ID. OJ000350_48.0310.C48 

Strand + 

End 3070 

Method TBLASTX : Maize 

End 2771 

Score 87 

512. .616, 526. .618, 964. .1131, 
1356, 1260.. 1361, 1261.. 1398, 
.1584, 1648. .1755, 1648. .1755, 
.2078, 2166. .2207, 2171. .2215, 
.2647, 2567. .2647, 2735. .2770, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



43684 
91666 
1 

OJ000350_48.0310.C48.ol.tm 
348 
none 

348. .410, 357. .422, 509. .619, 
967.. 1131, 1220.. 1351, 1252.. 
1452. .1544, 1453. .1590, 1453. 
1961. .2071, 1961. .2071, 1968. 
2557. .2640, 2559. .2639, 2564. 
2735. .2770, 2736. .2771 

43684 
91666 
1 

OJ000350_48.0310.C48.ol.ts 
475 
none 

475..S88, 512. .619, 512. .616, 940. .1140, 961. .1122, 1226. .1360, 
1242. .1361, 1263. .1361, 1437. .1532, 1438.. 1566, 1459.. 1539 



Seq. ID OJ000350_48.0310.C48 

Strand + 

End 3070 

Method TBLASTX : Soybean 

End 1566 

Score 136 



43684 
91666 
1 



Seq. ID OJ000350_48.0310.C48 
Strand + 
End 3070 



44534 



Name OJ000350_48 . 0310 . C48 . o2 . gp Method AAT/GAP 

Start 955 . End 2200 

GI 20973_1.R1084 Score 1072 

Exons 955. .1116, 1260. .1354, 1452. .1581, 1651. .1755, 1964. .2070, 
2160. .2200 

GI Descrip. '2213597 2.0e-16 (AC000348) T7N9.17 [Arabidopsis thaliana] ' 

Seq. No. 43684 Seq. ID OJ000350_48 . 0310 .C48 

Gene No. 91666 Strand + 

Start 1 End 3070 

Name OJ000350_48 . 0310 . C48 . ol . tc Method TBLASTX : Cress 

Start 2565 End 2986 

GI none Score 82 

Exons 2565.. 2636, 2566.. 2652, 2730.. 2783, 2735.. 2806, 2736.. 2816, 
2906. .2986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43685 
91667 
2126 

OJ000350_48.0310.C4 9.ol.gs 

2126 

none 

2126.. 2196, 2674.. 2739, 2923. 

43686 
91669 
5477 

OJ000350_48.0310.C50.o2.gs 

5477 

none 

5477.. 5562, 5714.. 5806, 6178. 
7478..7S36, 7606.. 8367, 8491. 
9521. .9603 



Seq. ID OJ000350_48.0310.C49 

Strand + 

End 3334 

Method GENSCAN 

End 3334 

Score .71 
.2983, 3269.. 3334 

Seq. ID OJ000350_48 .0310.C50 

Strand + 

End 9603 

Method GENSCAN 

End 9603 

Score .57 

.6863, 7030.. 7154, 7222.. 7407, 
.8636, 8735.. 8990, 9126.. 9292, 



Seq. No. 43686 
Gene No. 91669 
Start 5477. 

Name OJ000350_48 . 0310 . C50 . o5 . np 

Start 6170 
GI 6721561 
Exons 6170.. 6238, 

GI Descrip. (AP001073) EST 

predicted gene 

gi|6815086|dbj 

corresponds to 

protein [Oryza 



7222.. 7407, 7478. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7536, 



OJ000350_ 
+ 

9603 
AAT/NAP 
8368 
1080 
7606. .8368 



48.0310.C50 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) ^ 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350_48.0310.C50 
Strand + 
End 9603 
Method AAT/NAP 
End 824 9 

Score 255 
6230.. 6329, 7030.. 7154, 7720.. 7817, 8141.. 8249 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



43686 
91669 
5477 

OJ000350_48.0310.C50.o4.np 

6230 

6721558 



44535 



Seq. No. 


43686 




Seq. ID 


OJ000350_ 


48.0310 


UCUC IN (J . 


91670 




Strand 


+ 




Of ar f 


1 Q Q1 1 




End 


23809 




Name 


OJ000350 48 0310 C50 


• o 6 . gs 


Method 


GENSCAN 




DLdl U 


1 ft Q1 1 "~ 




End 


22791 






none 




Score 


.61 






18911 .19098. 19163. 


.20279, 


20617. .22587, 22645. 


.22791 


Seq. No. 


43686 




Seq. ID 


OJ000350_ 


48.0310 


Gene No. 


91670 




Strand 


+ 




Start 


18911 : ; " 




End 


23809 




Name 


OJ000350 48.0310.C50 


.ol .gp 


Method 


AAT/GAP 




Start 


19292 




End 


19685 




GI 


none 




Score 


763. 




Exons 


19292. .19685 











Seq. No. 43686 Seq. ID OJ000350_4 8 . 0310 . C50 

Gene No. 91670 Strand + 

Start 18911 End 23809 

Name OJ000350_48 . 0310 .C50 . o7 .np Method AAT/NAP 

Start 19848 End 21657 

GI 7489509 Score 605 

Exons 19848. .20288, 20632.. 21657 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792238igb|AAB96994.1| (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. No. 


43686 


Seq. ID 


OJ000350 


Gene No. 


91670 


Strand 


+ 


Start 


18911 


End 


23809 


Name 


OJ000350 48.0310.C50.o8.np 


Method 


AAT/NAP 


Start 


21145 


End 


23809 


GI 


2213599 


Score 


112 


Exons 


21145. .21603, 23762.. 23809 






GI Descrip. 


(AC000348) T7N9.19 [Arabidopsis thaliana] 


Seq. No. 


43686 


Seq. ID 


OJ000350 


Gene No. 


91671 


Strand 




Start 


1466 


End 


3917 


Name 


OJ000350 48.0310.C50.ol.np 


Method 


AAT/NAP 


Start 


1245 


End 


1329 


GI 


6721547 


Score 


91 


Exons 


1245. .1329 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


Seq. No. 


43686 


Seq. ID 


OJ000350 


Gene No. 


91671 


Strand 




Start 


1466 


End 


3917 


Name 


OJ000350 48.0310.C50.ol.gs 


Method 


GENSCAN 


Start 


1466 


End 


3917 


GI 


none 


Score 


.92 


Exons 


1466.. 1507, 2827.. 3277, 3283 


. .3917 




Seq. No. 


43686 


Seq. ID 


OJ000350 


Gene No. 


91671 


Strand 




Start 


1466 


End 


3917 



(AB013448) 



48.0310.C50 



44536 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_48.0310.C50.o2.np Method AAT/NAP 

2602 End 3246 

6690749 . Score 273 

2602. .2678, 2811. .3246 

(AF197924) resistance protein [Elaeis guineensis] 



43686 Seq. ID 

91672 Strand 

5294 End 5781 
OJ000350_48.0310.C50.o3.np Method . AAT/NAP 

5294 End 5781 

7523517 Score 244 
5294. .5348, 5494. .5781 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000350 48.0310.C50 



43686 
91673 
9831 

OJ000350_48.0310.C50.o6.np 

9747 

7228457 



Seq. ID OJ000350_48.0310.C50 
Strand 

End 18720 

Method AAT/NAP 

End 18720 

Score 2972 



9747. .11285, 11352 .. 13014, 13069 .. 14501 , 15633 .. 15710, 
18668. .18720 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq'.'Nb. 43686 Seq. ID 

Gene No. 91673 Strand 

Start 9831 End 

Name OJ000350_4 8.0310. C50 . o3 . gs Method 

Start 9831 End 

GI none Score 
Exons 



OJ000350_48.0310.C50 

18720 
GENSCAN 
12693 
.63 



9831.. 10579, 10760. .11933, 12092 .. 12257 , 12299.. 12693 



Seq. No. 


43686 








Seq. ID 


OJ000350 


_48 


.0310. 


C50 


Gene No. 


91673 








Strand 










Start 


9831 








End 


18720 








Name 


OJ000350 48.0310 


.C50 


.o4 


.gs 


Method 


GENSCAN 








Start 


12946 








End 


13812 








GI 


none 








Score 


.98 








Exons 


12946. .13812 


















Seq. No. 


43686 








Seq. ID 


OJ000350_ 


_4 8 


.0310. 


C50 


Gene No. 


91673 








Strand 










Start 


9831 








End 


18720 








Name 


OJ000350 48.0310 


.C50 


.o5 


.gs 


Method 


GENSCAN 








Start 


13917 








End 


16028 








GI 


none 








Score 


.96 








Exons 


13917. .16028 


















Seq. No. 


43686 








Seq. ID 


OJ000350_ 


_48 


.0310. 


C50 


Gene No. 


91674 








Strand 










Start 


- 22436 








End 


22878 








Name 


OJ000350 48.0310 


.C50 


.o2 


.gp 


Method 


AAT/GAP 








Start 


22436 








End 


22878 








GI 


none 








Score 


853 









44537 




Exons 22436.-22878 



Seq. No. 


43686 


Seq. ID 


OJ000350_48.0310. 


C50 


bene no • 


Q1 fi7S 

31U / J 


Strand 






otarc 




End 


24585 




Name 


nTOon^n 4fi rm n pro ofi i-m 

UuUUUjjU f± 0 . U O X U • b Ju • OD • t.111 


Method 


TBLASTX: Maize 




Of -1 yf 

o tar r 


9ft 9 4 ~ 


End 


21003 




bX 


none 


Score 


60 




Exons 


9ft94 9ftft^ 9R7R ^O^ "30Q7 


..3237, 19857. .19973, 20073. 


20P28 




20223. .20321, 20644 21003, 


20667. .20963 




o e t£ • V* \J • 


uuou 


Seq. ID 


OJ000350_48.0310. 


C50 


bene no . 


Q1 67 R 


Strand 










End 


24585 




Name 


n to nn^^n 4 pi n^in rso tw 


Method 


TBLASTX: Wheat 






Q7 Rfi _ 

J / JO 


End 


10364 




C T 
bX 


none 


Score 


62 




Exons 


9756.. 9887, 9757.. 9882, 9912 


. .10364, 


10108. .10215, 10261 


. .10350 


o e CJ . NO. 


1 jOOO 


Seq. ID 


OJ000350_48.0310. 


C50 


Gene No . 


Q1 £7 R 
5 X D / 0 


Strand 






Cf i -vf 

otart 




End 


24585 




Name 


UUUUU jOU *± 0 . U J 1U . U . OD • UW 


Method 


TBLASTX: Wheat 




Of 3 -v- f 

otart 


T O A ft ft 
XU4 0 O 


End 


10871 






none 


Score 


80 




Exons 


10488. .10871, 10489. .10638, 


10675. .10863 




oeq • no • 


4 jDO D 


Seq. ID 


OJ000350_48.0310. 


C50 


bene NO . 


Q1 £7 R 
y X 0 / O 


Strand 






Of a yf 


9 O C A Q 


End 


24585 




Name 


nTfinmRn ^ ft n^i n prh +-m 

vJJUUUjOU *lo . UjlU.bjU .Oj.lIu 


Method 


TBLASTX: Maize 




Of -a -r-f 

o tar u 


i 0R66 — 


End 


10871 




bX 


none 


Score 


151 




Exons 


10566. .10871, 10567. .10854 








oeq • no ■ 


4 jDOD 


Seq. ID 


OJ000350_48.0310. 


C50 


bene no . 


Q1 £7 R 
i?X 0 / 3 


Strand 






Q f a -r-f 

o car u 


ZjjU Z? 


End 


24585 




Name 


UuUUUjjU 4 O • U j X U . bO U ■ OX U • tw 


Method 


TBLASTX: Wheat 




Of a r-f 


X X U X 4 


End 


11334 




PT 

bX 


none 


Score 


79 




Exons 


11014. .11334, 11076.. 11333 








oeq . no . 


1 jDOO 


Seq. ID 


OJ000350_48.0310. 


C50 


bene no . 


Q1 £7 R 


Strand 






04- -i -*-f 


ZjjU y 


End 


24585 




Name 


nTfirin^Rn /to min pen ^7 f m 

UJUUUjjU ft 0 • U jIU . LOU • O / . IW 


Method 


TBLASTX: Wheat 




O f -i v+- 

otar u 


11 j / j 


End 


11805 




bX 


none 


Score 


107 




Exons 


11373. .11546, 11554. .11805, 


11556. .11780 




Seq. No. 


43686 


Seq. ID 


OJ000350_48.0310. 


C50 


Gene No. 


91675 


Strand 






Start 


23509 


End 


24585 




Name 


OJ000350 48.0310.C50.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11887 


End 


12280 




GI 


none 


Score 


83 





44538 



Exons 


11887 12279, 12128. . 


12280 


Seq. No. 


43686 




Gene No. 


91675 




olal L. 


23509 




Name 


rvrnnrnso 48 0310 C50. 


o2 . tw 


otart 


1 1 Q49 ~" 




b± 


none 




IT von Q 


11942. . 12319, 11944 . . 


12363 


Seq. No. 


43686 




Gene No. 


91675 




O Lai L. 


23509 




Name 


O.T0003S0 48 0310 C50 


o4 . tm 


Of ^ v-(- 






b± 








12040. .12423, 12044. . 


12319 


Seq. No. 


43686 




Gene No. 


91675 






23509 




Name 


n.TOon^so 4fi 0310 C50 


o2 . tm 


Start 


194 m — 
J.Z fi O J. 






none 




Exons 


12451 12807, 12452.. 


12766 


Seq. No. 


43686 




Gene No. 


91675 




OLdi U 


23509 




Name 


o.tooo^ro 4R 0310 C50 


t ol . tw 


Start 


1 0/01 ~~ 




bl 


none 




Exons 


12481 12936. 12482. 


.12937 


Seq. No. 


40DO 0 




Gene No. 


91675 




Start 


23509 






OJ000350 48 . 0310 .C50 


. o4 . tw 


b tar z 


X J X C. _7 




GI 


none 




Exons 


1 ^1 9Q 1 ^nf;s 13144 

1 Jit. y • • X J U _J , X .J X 1 "3 • 


. 13353, 




13403 13576 




Seq. No. 


43686 




Gene No. 


91675 




Cf a r f 


23509 




Name 


rvrooo^o 4ft rmo cso 


. 08 . tw 


Start 


1 A HA 




bl 


none 




HjXons 


14043 14441 14131. 


. 14316, 


Seq. No. 


43686 




Gene No. 


91675 




Start 


23509 




Name 


OJ000350 48. 0310. CSO 


.o9. tw 


Start 


20653 




GI 


none 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_48. 0310. CSO 
24585 

TBLASTX: Wheat 
12363 
1 265 



OJ000350_48. 0310. CSO 
24585 

TBLASTX: Maize 

12423 

121 



OJ000350_48. 0310. CSO 
24585 

TBLASTX: Maize 

12807 

225 



OJ000350_48 .0310. CSO 
24585 

TBLASTX: Wheat 

12937 

363 



OJ000350_48. 0310. CSO 
24585 

TBLASTX: Wheat 
13584 
105 

13247. .13363, 13402 .. 13584 , 

OJ000350 48. 0310. CSO 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



24585 

TBLASTX: Wheat 

14441 

71 



14389. .14427 

OJ000350 48. 0310. CSO 



Seq. ID 
Strand 
End 

Method 

End 

Score 



24585 

TBLASTX: Wheat 

20940 

94 



44539 



Exons 



20653. .20790, 20809.. 20940 



Seq. No. 


43686 




Seq. ID 


OJ000350_48.0310 


UCllC Vt\J • 


91675 




Strand 










End 


24585 


Name 


n/rnnmsn 4ft rmo cso 


o3 . ts 


Method 


TBLASTX: Soybean 


o tart. 


906^6 ~~ 




End 


21606 


(IT 


none 




Score 


86 


Exons 


906S6 20781 20670 . 


20747, 


20781. .21029, 20794 .. 21042 , 




21067. .21117, 21295.. 


21462, 


21358. .21468, 21484. .21606 




43686 




Seq. ID 


OJ000350_48.0310 


bene ino . 


Q1 fi7S 




Strand 




Qf a yf 






End 


24585 


Name 


n.Tnnn^so 4ft o^io cso 


o5 . tin 


Method 


TBLASTX: Maize 




21295 _ 




End 


21744 




none 




Score 


257 


fciXons 


919QR 91744 91^06 


21527, 


21561. .21722 


Seq. No. 


43686 




Seq. ID 


OJ000350_48.0310 


Gene No. 


91675 




Strand 




Of ar f 


23509 




End 


24585 


Name 


OJ000350 48. 0310. CSO. 


o3.gp 


Method 


AAT/GAP 


Otalt 


23357 




End 


24585 


PT 


553 1.R1084 




Score 


1474 


IT von c: 


23357. .23605, 23863.. 


24041, 


24138. .24320, 24408.. 24585 


til uescnp. 


, 218179/dbj IBAA01058I 


0.0e+00 (D10207) 


H-ATPase [Oryza 


>gi_4 44 339_prf 1906387A H 


ATPase [Oryza sativa] 1 


beq. wo. 


43686 




Seq. ID 


OJ000350_48.0310 


Gene No. 


91675 




Strand 




Start 


23509 




End 


24585 


LN CtlllC 


OJ000350 48. 0310. CSO. 


ol . tm 


Method 


TBLASTX: Maize 


Of o >-+- 


23484 




End 


24577 




none 




Score 


107 


Exons 


23484. .23600, 23509.. 


23607, 


23510. .23608, 23512 .. 23607 , 




23848. .24042, 23862.. 


24041, 


23864. .24043, 23898 .. 2404-7 , 




24127. .24321, 24135.. 


24320, 


24139. .24324, 24155 .. 24325, 




24396.-24575, 24409.. 


24534, 


24409. .24576, 24410. .24577 


Seq. No. 


43686 




Seq. ID 


OJ000350_48.0310 


Gene No. 


91675 




Strand 




OLdl L 


23509 




End 


24585 


Name 


OJ000350 48. 0310. CSO. 


ol.ts 


Method 


TBLASTX: Soybean 


Cf -a r"H 
Ol a. IT L. 


23509 




End 


24579 


PT 


none 




Score 


191 


HiXUIlo 


23509. .23607, 23861.. 


24040, 


23862. .24041, 23866 .. 24042, 




23898. .24047, 23947.. 


24042, 


24127. .24321, 24135 .. 24320, 




24139. .24327, 24396.. 


24578, 


24415. .24579 


Seq. No. 


43686 




Seq. ID 


OJ000350_48.0310 


Gene No. 


91675 




Strand 




Start 


23509 




End 


24585 


Name 


OJ000350 48. 0310. CSO. 


o7 . gs 


Method 


GENSCAN 


Start 


23509 




End 


24320 


GI 


none 




Score 


.97 


Exons 


23509. : v23605, 23863. . 


24041, 


24138. .24320 



C50 



44540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43686 Seq. ID 

91675 Strand 

23509 End 
OJ000350_4 8 . 0310 . C50 . olO . np Method 

23512 End 

218179 Score 

23512. .23605, 23863 



OJ000350_48.0310.C50 

24585 
AAT/NAP 
24585 
957 



24041, 24138. .24320, 24408. .24585 
(D10207) H-ATPase [Oryza sativa] gi | 444 339 | prf | | 1906387A H 
ATPase [Oryza sativa] 



43686 
91675 
23509 

OJ000350_48.0310.C50.o5.tw 

23937 

none 

23937. .24023, 23946 .. 24038, 
24141. .24314, 24157.. 24318 

43686 
91675 
23509 

OJ000350_48.0310.C50.ol.tc 

23979 

none 

23979. .24041, 23979 24047 , 
24141. .24338, 24 148 .. 24333, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_4 8.0310.C50 
24585 

TBLASTX: Wheat 

24320 

75 



23947. .24042, 24 138 .. 24320, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24127 

24396 



OJ000350 48.0310.C50 



24585 

TBLASTX: Cress 
24527 
57 

24318, 24135. .24332, 
24527, 24397.. 24525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43687 
91676 
1 

OJ000350_48 
1 

553_1.R1084 
1..107, 217 



OJ000350 48.0310.C51 



Seq. ID 
Strand 

End 1175 
Method AAT/GAP 
End 1175 
Score 1126 
706. .944, 1032. .1175 
, 218179/dbj IBAA01058I 0.0e+00 (D10207) H-ATPase [Oryza sativa] 
>gi_444339_prf 1906387A H ATPase [Oryza sativa] • 



.0310.C51.ol.gp 



,298, 586. .618, 



43687 
91676 
1 

OJ000350_48.0310.C51.ol.tw 
1 

none 



Seq. ID OJ000350_48.0310.C51 



Strand 
End 

Method 

End 

Score 



1175 

TBLASTX: Wheat 

1174 

55 



1..57, 1..108, 11. .109, 213. .299, 215. .274, 574. .618, 578. .613, 
682. .954, 707. .952, 1033. .1173, 1034. .1174 



43687 
91676 
1 

OJ000350_48.0310.C51.ol.ts 
1 

none 



Seq. ID OJ000350_48.0310.C51 



Strand 
End 

Method 

End 

Score 



1175 

TBLASTX: Soybean 

1175 

134 



1..108, 11. .109, 213. .299, 215. .274, 571. .618, 680. .805, 

682. .954, 694. .942, 707. .946, 1033. .1173, 1034. .1174, 1038. .1175 



44541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43697 Seq. ID OJ000350_48 . 0310 . C51 

91676 Strand 

1 End 1175 

OJ000350 48.0310.C51.ol.np Method AAT/NAP 

1 " End 1175 

218179 Score 874 

1..107, 217. .298, 586. .618, 706. .944, 1032. .1175 
(D10207) H-ATPase [Oryza sativa] gi I 444339 | prf I 1 1906387A H 
ATPase [Oryza sativa] 



43687 
91676 
1 

OJ000350_48-0310.C51.ol- tc 
1 

none 



Seq. ID OJ000350_48.0310.C51 
Strand 

End 1175 

Method TBLASTX: Cress 

End 1174 

Score 121 



1..108, 8. .109, 213. .299, 215. .274, 587. .619, 680. .802, 
682. .954, 707. .952, 879.-965, 1032. .1154, 1033. .1173, 1034. .1174 

Seq. ID OJ000350_48.0310.C51 
Strand 

End 1175 

Method TBLASTX : Mai ze 

End 1175 

Score 166 



43687 
91676 
1 

OJ000350_48.0310.C51.ol.tm 
4 

none 

4. .108, 5. .109, 213. .299, 213. .323, 577. .615, 682. .954, 
707. .946, 709. .951, 1033. .1173, 1034. .1174, 1035. .1175 



Seq. No. 


43687 


Gene No. 


91676 


Start 


1 


Name 


OJ000350 48.0310.C51.ol.gs 


Start 


217 


GI 


none 


Exons 


217. .298, 706. .944, 1032. .1140 


Seq. No. 


43688 


Gene No. 


91677 


Start 


688 


Name 


OJ000350 48.0310.C52.ol.gs 


Start 


688 


GI 


none 


Exons 


688. .778 


Seq. No. 


43689 


Gene No. 


91678 


Start 


4 


Name 


OJ000350 48.0310.C53.ol.gs 


Start 


4 


GI 


none 


Exons 


4. .60, 448. .662 


Seq. No. 


43690 


Gene No. 


91679 


Start 


96 


Name 


OJ000350 47.0308.Cl.ol.gs 


Start 


96 



Seq. ID OJ000350_48.0310.C51 
Strand 

End 1175 

Method GENS CAN 

End 1140 

Score . 9 



Seq. ID OJ000350_48.0310.C52 
Strand 

End 778 

Method GEN SCAN 

End 778 

Score .64 



Seq. ID OJ000350_48.0310.C53 

Strand + 

End 662 

Method GENS CAN 

End 662 

Score .53 



Seq. ID OJ000350_47.0308.C1 

Strand 

End 147 

Method GEN SCAN 

End 147 



44542 



5« 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 
96. .147 



Score 



,78 



43691 
91681 
1 

OJ000350_47.0308-C3.ol.np 
1 

3776003 
1. .87, 200. .657 . 

(AJ0104 65) RNA helicase [Arabidopsis thaliana] 



Seq. ID OJ000350_47.0308.C3 
Strand 

End 657 

Method AAT/NAP 

End 657 

Score 443 



43691 Seq. ID 

91681 Strand 

1 End 

OJ000350_47.0308.C3.ol.gs Method 

200 End 

none Score 
200. .374 



OJ000350_47.0308.C3 
657 

GENS CAN 

374 

.51 



43692 
91682 
1320 

OJ000350_47 . 0308 . C4 . o2 . np 

1320 

7504627 

1320. .1418, 1474. .1621, 4444. 
hypothetical protein F58E10.3 



OJ000350_47.0308.C4 
+ 

9072 
AAT/NAP 
4481 
90 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4481 

- Caenorhabditis elegans 
gi I 3877954 | emb| CAB04518.il (Z81555) similar to ATP-dependent 
helicase (DEAD box); cDNA EST yk436c8.5 comes from this gene; 
cDNA EST EMBL:D35872 comes from this gene; cDNA EST EMBL:D67566 
comes from this gene; cDNA EST EMBL:D73766 comes from this gene; 
cDNA EST EMBL:D73777 comes > 



43692 
91682 
1320 

OJ000350_47 . 0308 . C4 .o2 . gs 
3793 
none 

3793.-3885, 3975.. 4115, 5107. 



Seq. ID OJ000350_47.0308.C4 

Strand + 

End 9072 

Method GENS CAN 

End 8934 

Score .77 

.5239, 5746.. 6038, 6191.. 6308, 



7243. .7364, 7458.-7523, 8546. .8597, 8846. .8934 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 47. 0308. C4 



2486 
AAT/NAP 
2486 
94 



43692 
91683 
1 

OJ000350_47.0308.C4.ol.np 
1 

6321856 

1..87, 148. .233, 580. .705, 932. .1062, 2268. .2486 
RRP3 is a DEAD box gene homologous to eIF-4a which encodes an 
RNA-dependent ATPase possessing helicase activity which is not 
specific for RNA; Rrp3p gi I 731667 | sp | P38712 | RRP3_YEAST 
ATP-DEPENDENT RRNA HELICASE RRP3 gi | 626623 | pir | | S4 6713 
hypothetical protein YHR065c - yeast (Saccharomyces cerevisiae) 
gi I 487961 1 gb | AAB68392.il (U00061) Yhr065cp [Saccharomyces 
cerevisia 



44543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43692 Seq. ID 

91683 Strand 

1 End 

OJ000350_47 . 0308 .C4 . ol . gs Method 

39 End 

none Score 



OJ000350_47.0308.C4 

2486 
GENSCAN 
2334 
.85 



39. .167, 577. .764, 1033. .1233, 1325. .1528, 2280. .2334 



43692 Seq. ID 

91684 Strand 

9595 End 

OJ000350_47.0308 .C4 ,o3.gs Method 

9595 End 

none Score 

9595. .9733, 9871. .10043, 10137. .10241 



43692 
91684 
9595 

OJ000350_47.0308.C4 .o3.np 

9613 

7487766 

9613.. 9733, 9871.. 10043, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10183. .10279 



OJ000350_47.0308.C4 

10279 
GENSCAN 
10241 
.85 



OJ000350_47.0308.C4 

10279 
AAT/NAP 
10279 
202 



hypothetical protein T6K21.120 - Arabidopsis thaliana 
gi I 2894603 | emb| CAA17137.il (AL021889) putative protein 
[Arabidopsis thaliana] gi | 7268546 | emb | CAB78796 . 1 1 (AL161547) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


43693 




Seq. ID 


OJ000350_47.0308.C5 


Gene No. 


91685 




Strand 




Start 


1021 




End 


4034 


Name 


OJ000350 47. 


0308.C5.o2.gs 


Method 


GENSCAN 


Start 


1021 




End 


3426 


GI 


none 




Score 


.98 


Exons 


1021. .1694, 


2523.. 2751, 3178. 


.3426 




Seq. No. 


43693 




Seq. ID 


OJ000350_47.0308.C5 


Gene No. 


91685 




Strand 




Start 


1021 




End 


4034 


Name 


OJ000350 47. 


0308.C5.ol.np 


Method 


AAT/NAP 


Start 


1027 




End 


4034 


GI 


7452059 




Score 


731 


Exons 


1027. .1694, 


2004.. 2156, 2523. 


.2751, 317 


'8. .3341, 3948. .4034 


GI Descrip. 


hypothetical 


protein T9E8.70 


- Arabidopsis thaliana 



gi|4584538|emb|CAB40768.1| (AL049608) hypothetical protein 
[Arabidopsis thaliana] gi | 7268036 | emb | CAB78375 . 1 | (AL161536) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 43693 Seq. ID 

Gene No. 91686 Strand 

Start 4449 End 

Name OJ000350_4 7 . 0308 . C5 . o3 . gs Method 

Start 4 687 End 

GI none Score 
Exons 



OJ000350_47.0308.C5 

8014 
GENSCAN 
8014 
.51 



4687. .4837, 4949. .5074, 5155. .5249, 5330. .5415, 5521. .5676, 
5791. .6047, 6687. .6872, 7707. .8014 



44544 



Seq. No. 43693 
Gene No. 91686 
Start 4449 

Name OJ000350_47 . 0308 . C5 . o2 . np 

Start 4690 
GI 7459612 
Exons 4690.. 4837, 4949.. 5074, 5155.. 5249, 5330.. 5415, 5521.. 5676, 

5791. .5914 

GI Descrip. abscisic acid- induced protein - rice gi 1 1177320 | emb | CAA61981 . 1 1 
(X89891) EFA27 for EF hand, abscisic acid, 27kD [Oryza sativa] 



Seq. ID OJ000350_47.0308.C5 
Strand 

End 8014 

Method AAT/NAP 

End 5914 

Score 669 



Seq. No. 


43694 


Seq. ID 


OJ000350_ 


_47.0308.C6 


Gene No. 


91687 


Strand 


+ 




Start 


592 


End 


1462 




Name 


OJ000350 47.0308.C6.ol.gs 


Method 


GENSCAN 




Start 


592 


End 


1462 




GI 


none 


Score 


.82 




Exons 


592. .714, 1059. .1142, 1382.. 


1462 






Seq. No. 


43694 


Seq. ID 


OJ000350_ 


47. 0308. C6 


Gene No. 


91688 


Strand 






Start 


637 


End 


2194 




Name 


OJ000350 47.0308.C6.ol.np 


Method 


AAT/NAP 




Start 


637 


End 


2194 




GI 


6907088 


Score 


489 




Exons 


637. .1072, 1713. .1881, 2057. 


.2194 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43694 


Seq. ID 


OJ000350_ 


_47.0308.C6 


Gene No. 


91689 


Strand 






Start 


2798 


End 


2886 




Name 


OJ000350 47.0308.C6.o2.gs 


Method 


GENSCAN 




Start 


2798 


End 


2886 




GI 


none 


Score 


.83 




Exons 


2798. .2886 








Seq. No. 


43695 


Seq. ID 


OJ000350_ 


47. 0308. C7 


Gene No. 


91690 


Strand 






Start 


1136 


End 


2524 




Name 


OJ000350 47.0308.C7.ol.gs 


Method 


GENSCAN 




Start 


1136 


End 


2345 




GI 


none 


Score 


.96 




Exons 


1136.. 1289, 1427.. 1552, 1661 


..1755, 1859. .1893, 


2196. .2345 


Seq. No. 


43695 


Seq. ID 


OJ000350_ 


47. 0308. C7 


Gene No. 


91690 


Strand 






Start 


1136 


End 


2524 




Name 


OJ000350 47.0308.C7.ol.np 


Method 


AAT/NAP 




Start 


1139 


End 


2524 




GI 


7459612 


Score 


1043 




Exons 


1139.. 1289, 1427.. 1552, 1661 


..1755, 1859. .1944, 


2196. .2345, 




2447. .2524 








GI Descrip. 


abscisic acid-induced protein - rice gi 1 1177320 | emb | CAA61981 . 1 1 




(X89891) EFA27 for EF hand, 


abscisic acid, 27kD 


[Oryza sativa] 


Seq. No. 


43696 


Seq. ID 


OJ000350_ 


47. 0308. C8 



44545 



Gene No. 


91691 




Strand 


+ 


Start 


370 




End 


1359 


Name 


OJ000350 47.0308.C8.ol. 


gs 


Method 


GENSCAN 


Start 


370 




End 


1359 


GI 


none 




Score 


.91 


Exons 


370. .576, 1090. .1359 








Seq. No. 


43697 




Seq. ID 


OJ000350_47.0308.C9 


Gene No. 


91692 




Strand 


+ 


Start 


53 




End 


186 


Name 


OJ000350 47.0308.C9.ol. 


gs 


Method 


GENSCAN 


Start 


53 




End 


186 


GI 


none 




Score 


.68 


Exons 


53. .186 








Seq. No. 


43697 




Seq. ID 


OJ000350_47.0308.C9 


Gene No. 


91693 




Strand 




Start 


982 




End 


3482 


Name 


OJ000350 47.0308.C9.o2. 


gs 


Method 


GENSCAN 


Start 


982 




End 


3451 


GI 


none 




Score 


.8 


Exons 


982. .1476, 1560. .2162, 


2552 


..2887, 3018 


..3088, 3319. .3451 


Seq. No. 


43697 




Seq. ID 


OJ000350 47. 0308. C9 


Gene No. 


91693 




Strand 


- 


Start 


982 




End 


3482 


Name 


OJ000350 47.0308.C9.ol. 


np 


Method 


AAT/NAP 


Start 


997 




End 


3454 


GI 


7446726 




Score 


1699 


Exons 


997. .1476, 1560. .2162, 


2357 


..2464, 2552 


..2887, 3018. .3088, 




3319. .3454 








GI Descrip. 


hypothetical protein - 


Arabidopsis thaliana 




gi | 2245004 | emb | CAB10424 


.11 


(Z97341) membrane transporter like 



protein [Arabidopsis thaliana] gi | 7268398 | emb | CAB78690 . 1 1 
(AL16154 4) membrane transporter like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43698 Seq. ID OJ000350_47 . 0308 . C10 

91694 Strand + 

1271 End 2156 

OJ000350_47 . 0308 .C10 . ol . np Method AAT/NAP 

1271 End 2156 

7496721 Score 67 

1271. .1374, 2114. .2156 

hypothetical protein C30E1.1 - Caenorhabditis elegans 

gi I 2435542 | gb | AAB71254.il (AF026204) C30E1.1 gene product 

[Caenorhabditis elegans] 



43698 Seq. ID 

91695 Strand 

1012 End 
OJ000350_4 7 . 0308 . C10 . ol . gs Method 

1012 End 

none Score 

1012.. 1067, 1806.. 1821 



OJ000350_47 . 0308 . C10 

1821 
GENSCAN 
1821 
.55 



Seq. No. 



43699 



Seq. ID OJ000350_47.0308.C11 



44546 



*Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



91697 Strand 
1 End 4000 

OJ000350_47..0308.Cll.ol.np Method AAT/NAP 
1 End 2146 

7211986 Score 132 

1..169, 1029. .1332, 1644. .1726, 1810. .2146 

(AC004809) Contains similarity to the regulatory protein (GI) 
gb|M97204 goliath from D. melanogaster . EST gb|T76547 comes 
from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43699 
91697 
1 

OJ000350_47 . 0308 .Cll .ol .gs 
48 

none 



Seq. ID OJ000350_47. 0308. Cll 
Strand 

End 4000 

Method GENSCAN 

End 3912 

Score .89 



48. .162, 435. .484, 1164. .1250, 1623. .1709, 1790. .2414, 
2828. .3912 



Seq. No. 43700 

Gene No. 91698 

Start 2851 

Name OJ000350_47 . 0308 . C12 . o2 . np 

Start 2851 

GI 7228457 

Exons 2851.. 2991, 5865.. 7327, 7385. 
GI Descrip. 



Seq. ID OJ000350_47.0308.C12 

Strand + 

End 10669 

Method AAT/NAP 

End 10669 

Score 3041 
.9065, 9132.. 10669 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43700 Seq. ID 

91700 Strand 

1083 End 

OJ000350_47 . 0308 . C12 . ol . np Method 

1122 End 

4204286 Score 



OJ000350_47.0308.C12 

4248 
AAT/NAP 
3378 
264 



1122.. 1193, 1269.. 2061, 3332.. 3378 

(AC003027) Unknown protein [Arabidopsis thaliana] 



43700 
91700 
1083 

OJ000350_47. 

1269 

none 

1269. .2232, 
3923. .3978, 



0308.C12.ol.gs 



2310. 
4155. 



.2435, 
.4248 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_47.0308.C12 

4248 
GENSCAN 
4248 
.56 



2750. .2919, 3019. .3270, 3608. .3703, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43700 
91701 
11262 

OJ000350_47.0308.C12.o3.gs 
11262 
none 
11262. 
13037. 
14563. 



11779, 11853. 
13210, 13323. 
14638, 14672. 



,11970, 
,13447, 
,14744, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12241 

13615 



OJ000350 47.0308.C12 



15014 
GENSCAN 
15014 
.65 

12874, 12945, 
13720, 13727. 



,13003, 
,14299, 



14921. .15014 



44547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43700 Seq. ID OJ000350_47 . 0308 . C12 

91701 Strand 

11262 End 15014 

OJ000350_47 . 0308 . C12 . o3 . np Method AAT/NAP 

12112 End 13324 

6721561 Score 969 

12112. .12874, 12945. .13003, 13076.. 13324 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 43700 Seq. ID 

Gene No. 91701 Strand 

Start 11262 End 

Name OJ000350_4 7 . 0308 . C12 . o4 . np Method 

Start 12231 End 

GI 6721558 Score 

Exons 12231. .12346, 12780 
GI Descrip. 



OJ000350_47.0308.C12 

15014 
AAT/NAP 
14248 
236 



12870, 13323. .13447, 14149. .14248 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


43700 




Seq. ID 


OJ000350 


Gene No. 


91702 




Strand 




Start 


15079 




End 


15164 


Name 


OJ000350 47.0308.C12.o5 


.np 


Method 


AAT/NAP 


Start 


15079 




End 


15164 


GI 


6721512 




Score 


73 


Exons 


15079. .15164 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43701 




Seq. ID 


OJ000350 


Gene No. 


91703 




Strand 


+ 


Start 


40 




End 


292 


Name 


OJ000350 47.0308.C14.ol 


.gs 


Method 


GENSCAN 


Start 


40 




End 


292 


GI 


none 




Score 


.63 


Exons 


40. .168, 170. .292 








Seq. No. 


43701 




Seq. ID 


OJ000350 


Gene No. 


91704 




Strand 




Start 


1092 




End 


2746 


Name 


OJ000350 47.0308.C14.o2 


. gs 


Method 


GENSCAN 


Start 


1092 




End 


2490 


GI 


none 




Score 


.92 


Exons 


1092.. 1280, 1386.. 1553, 


2392. 


.2490 




Seq. No. 


43701 




Seq. ID 


OJ000350 


Gene No. 


91704 




Strand 




Start 


1092 




End 


2746 


Name 


OJ000350 47.0308.C14.ol 


. np 


Method 


AAT/NAP 


Start 


1116 




End 


2746 


GI 


1209703 




Score 


322 


Exons 


1116. .1280, 1386. .1639, 


2616. 


.2746 





44548 



GI Descrip; (U40489) maize gll homolog [Arabidopsis thaliana] 



Seq. No. 43702 

Gene No.. 91707 

Start 3525 

Name OJ000350_47 . 0308 .C16.o2 .gs 

Start 3525 

GI none 

Exons 3525.. 3664, 3681.. 3884, 4433. 
6431. .6486 



OJ000350_47.0308.C16 

6486 
GENS CAN 
6486 
.58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4577, 5263.. 5379, 5748.. 5889, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43703 Seq. ID OJ000350_47 . 0308 . C17 

91708 Strand + 

1 End 1277 

OJ000350_4 7 . 0308 . C17 . ol . np Method AAT/NAP 

1 End 905 

7450344 Score 1443 

1. .905 

probable ammonium transport protein 1 - rice. 

gi I 2160782 | gb | AAB58937.il (AF001505) putative ammonium 

transporter OsAMTlp [Oryza sativa] 



43703 Seq. ID 

91708 Strand 
1 'vv- End 
OJ000350_47.0308.C17.ol.gs Method 

94 End 

none Score 
94. .807 



OJ000350_47.0308.C17 
+ 

1277 
GENSCAN 
807 
1 



Seq. No. 43704 Seq. ID 

Gene No. 91709 Strand 

Start 136 End 

Name OJ000350_47 . 0308 . C18 . ol . gs Method 

Start 136 End 

GI none Score 

Exons 136.. 247, 326.. 448, 529.. 614 

Seq. No. 43705 " Seq. ID 

Gene No. 91710 Strand 

Start 1714 End 

Name OJ000350_47 . 0308 . C19 . ol . gs Method 

Start 1714 End 

GI none Score 

Exons 1714.. 2151 



OJ000350_47.0308.C18 
+ 

614 

GENSCAN 

614 

.47 



OJ000350_47.0308.C19 

2151 
GENSCAN 
2151 
.98 



Seq. No. 43705 

Gene No. 91711 

Start 4184 

Name OJ000350_47 . 0308 .C19.o2 .gs 

Start 4184 

GI none 

Exons 4184.. 4389, 5566.. 5719 

Seq. No. 43706 

Gene No. 91712 

Start 830 



Seq. ID OJ000350_47.0308.C19 
Strand 

End 5831 

Method GENSCAN 

End 5719 

Score .46 



Seq. ID OJ000350_47.0308.C20 
Strand + 
End 1503 



44549 




Name 


OJ000350 47.0308.C20.ol 


. qs 


Method 


GENSCAN 




Start 


830 




End 


1503 




GI 


none 




Score 


.67 




Exons 


830. .861, 891. . 1503 










Seq. No. 


43706 




Seq. ID 


OJ000350_47 


.0308.C20 


Gene No. 


91713 




Strand 


+ 




Start 


3532 




End 


6809 




Name 


OJ000350 47.0308.C20.o2 


.np 


Method 


AAT/NAP 




Start 


3532 




End 


6809 




GI 


2398679 




Score 


146 




Exons 


3532.. 3556, 5324.. 5499, 


6781. 


.6809 






GI Descrip. 


(Y14797 ) 3-cleoxy-D-arabino-heptulosonate 7-phosphate synthase 




[Morinda citrifolia] 










Seq. No. 


43706 




Seq. ID 


OJ000350_47 


.0308.C20 


Gene No. 


91714 




Strand 






Start 


1160 




End 


2512 




Name 


OJ000350 47.0308.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1160 ~ 




End 


2296 




GI 


7228248 




Score 


79 




Exons 


1160.. 1207, 2170.. 2296 










GI Descrip. 


(AL022580) hypothetical 


protein [Arabidopsis thaliana] 




gi | 7268722 | emb | CAB78929 


.11 (AL161550) 


hypothetical 


protein 




f ArabidoDS i s thalianal 










Seq. No. 


43706 




Seq. ID 


OJ000350_47 


0308 C20 


Gene No. 


91714 




Strand 






Start 


1160 




End 


2512 




Name 


OJ000350 47.0308.C20.o2 


.gs 


Method 


GENSCAN 




Start 


1968 




End 


2512 




GI 


none 




Score 


.41 




Exons 


1968 2278, 2356 2512 










Seq. No. 


43706 




Seq. ID 


OJ000350_47 


.0308. C20 


Gene No. 


91715 




Strand 






Start 


2799 




End 


5602 




Name 


OJ000350 47.0308.C20.o3 


.gs 


Method 


GENSCAN 




Start 


2799 




End 


5552 




GI 


none 




Score 


.54 




Exons 


2799. .3158, 4286. .4942, 


5343. 


.5397, 5464. .5552 




Seq. No. 


43707 




Seq. ID 


OJ000350_47 


.0308. C21 


Gene No. 


91716 




Strand 


+ 




Start 


878 




End 


1736 




Name 


OJ000350 47.0308.C21.ol 


gs 


Method 


GENSCAN 




Start 


878 


End 


1736 




GI 


none 




Score 


.87 




Exons 


878. .1058, 1408. .1736 










Seq. No. 


43707 




Seq. ID 


OJ000350_47 


.0308. C21 


Gene No. 


91718 




Strand 


+ 




Start 


3310 




End 


5657 




Name 


OJ000350 47.0308.C21.ol. 


np 


Method 


AAT/NAP 




Start 


3310 


End 


5657 




GI 


7486097 




Score 


293 





Exons 3310.. 3341, 3429.. 3526, 5538.-5657 



44550 



GI Descrip. hypothetical protein F24L7.16 - Arabidopsis thaliana 
gi|2914703|gb|AAC04493.1| (AC003974) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


43707 






Seq. ID 


OJ000350 


Gene No. 


91719 






Strand 


- 


Start 


3235 






End 


5656 


Name 


OJ000350 47 


.0308.C21.o2 


.gs 


Method 


GEN SCAN 


Start 


3235 






End 


3986 


GI 


none 






Score 


.7 


Exons 


*30*3C OCT) 


joby . . jy o b 








Seq. No. 


43708 






Seq. ID 


OJ000350 


Gene No. 


91721 






Strand 


+ 


Start 


1333 






End 


2572 


Name 


OJ000350 47 


.0308.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1333 






End 


2572 


GI 


6907086 






Score 


1172 


Exons 


1333 . . 2099, 


2155 . . 2572 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


43708 






Seq. ID 


OJ000350 


Gene No. 


91721 






Strand 


+ 


Start 


1333 






End 


2572 


Name 


OJ000350 47 


.0308.C22.ol 


. gs 


Method 


GEN SCAN 


Start 


1549 






End 


2082 


GI 


none 






Score 


.98 


Exons 


1549. .2082 










Seq. No. 


43709 






Seq. ID 


OJ000350 


Gene No. 


91722 






Strand 


+ 


Start 


218 






End 


1825 


Name 


OJ000350 47 


.0308.C23.ol 


. gs 


Method 


GEN SCAN 


Start 


218 






End 


1773 


GI 


none 






Score 


.81 



47.0308.C21 



Exons 



218. .335, 733. .982, 1104. .1206, 1331. .1433, 1560. .1773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350_47.0308.C23 
Strand + 
End 1825 
Method AAT/NAP 
End 1825 
Score 267 
636.. 982, 1104. .1210, 1329. .1433, 1560.. 1825 
(AF163097) dalcochinin 8 ' -O-beta-glucoside beta-glucosidase 
precursor [Dalbergia cochinchinensis] 



43709 
91722 
218 

OJ000350_47. 0308.C23.ol.np 
636 

6118076 



Seq. No. 43709 

Gene No. 91723 

Start 4118 

Name OJ000350_47 . 0308.C23.o2.gs 

Start 4118 

GI none 
Exons 



Seq. ID OJ000350_47.0308.C23 

Strand + 

End 11098 

Method GENSCAN 

End 11098 

Score .7 



4118. .4301, 4385. .4404, 4457. .4630, 4685.-4897, 4957. .5023, 

5101. .5387, 6739. .6908, 6913. .7062, 7095. .7497, 7885. .7960, 

8031. .8105, 8202. .8289, 8363. .8615, 8783.-8898, 9209. .9461, 

9556. .9658, 10648 .. 10756, 10876. .11098 



44551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43709 
91723 
4118 

OJ000350_47 . 0308 . C23 . o2 . np 

7174 

7435450 

7174.. 7362, 7431. 
8202. .8289, 8363. 



.7497, 
.8615, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7709, 
.8898, 



OJ000350_47.0308.C23 
+ 



11098 
AAT/NAP 
11068 
1024 
7885. .7960, 
9209. .9461, 



.8105, 
.9658, 



7648. .7709, 7885. .7960, 8031. 
8783. .8898, 9209. .9461, 9556. 
10648. .10756, 10876.. 11068 

beta-glucosidase homolog F8K4.3 - Arabidopsis thaliana 
gi|3367517|gb|AAC28502.1| (AC004392) Similar to F4I1.26 putative 
beta-glucosidase gi 13128187 from A. thaliana BAC gb|AC004521. 
ESTs gb|N97083, gb|F19868 and gb|F15482 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


43709 


Seq. ID 


OJ000350_47 


.0308 


.C23 


Gene No. 


91724 


Strand 


+ 






Start 


11183 


End 


11469 






Name 


OJ000350 47.0308.C23.o3.np 


Method 


AAT/NAP 






Start 


11183 


End 


11469 






GI 


6815099 


Score 


98 






Exons 


11183. .11469 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43709 


Seq. ID 


OJ000350_47 


.0308 


.C23 


Gene No. 


91725 


Strand 


+ 






Start 


14827 


End 


15396 






Name 


OJ000350 47.0308.C23.o5.gs 


Method 


GENSCAN 






Start 


14827 


End 


15396 






GI 


none 


Score 


.63 






Exons 


14827. .15396 










Seq. No. 


43709 


Seq. ID 


OJ000350_47 


.0308 


.C23 


Gene No. 


91727 


Strand 








Start 


11604 


End 


12178 






Name 


OJ000350 47.0308.C23.o3.gs 


Method 


GENSCAN 






Start 


11604 


End 


12178 






GI 


none 


Score 


.69 






Exons 


11604. .11692, 12118. .12178 










Seq. No. 


43709 


Seq. ID 


OJ000350_47 


.0308 


.C23 


Gene No. 


91728 


Strand 








Start 


13036 


End 


15104 






Name 


OJ000350 47.0308.C23.o4.np 


Method 


AAT/NAP 






Start 


13016 


End 


15104 






GI 


7485674 


Score 


204 






Exons 


13016. .13197, 13894. .14048, 


14915. .15104 






GI Descrip. 


hypothetical protein F17N18 


.90 - Arabidopsis thaliana 






gi I 4753654 |emb ICAB41930.il 


(AL049751) putative protein 






[Arabidopsis thaliana] gi | 7268022 | emb | CAB78362 . 1 | 


(AL161535 




putative protein [Arabidopsis thaliana] 








Seq. No. 


43709 


Seq. ID 


OJ000350_47 


.0308 


.C23 


Gene No. 


91728 


Strand 








Start 


13036 


End 


15104 






Name 


OJ000350 47.0308.C23.o4 .gs 


Method 


GENSCAN 







44552 






Start 


13036 




End 


14340 




GI 


none 




Score 


.87 




Exons 


13036. . 13197 


, 13894. .14048, 


14154. .14340 




Seq. No. 


43710 




Seq. ID 


OJ000350_47.0308.C24 




Gene No. 


91729 




Strand 


+ 




Start 


1 




End 


5672 




Name 


OJ000350 47. 


0308.C24.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5672 




GI 


4689223 




Score 


780 




Exons 


1..812, 1947 


..3347, 5500. .5549, 5617. 


.5672 




GI Descrip. 


(AF118127) disease resistance protein 


12 [Lycopersicon 






esculentum] 










Seq. No. 


43710 




Seq. ID 


OJ000350_4 7 . 0308 .C24 




Gene No. 


91730 




Strand 






Start 


3842 




End 


5990 




Name 


OJ000350 47. 


0308 .C24 .o2.gs 


Method 


GENSCAN 




Start 


3842 




End 


5990 




GI 


none 




Score 


.91 




Exons 


3842 . . 3906, 


4698. .5377, 5402 


..5918, 5939. .5990 




Seq. No. 


43710 




Seq. ID 


OJ000350_47 . 0308 .C2 4 


^ ST 


Gene No. 


91731 




Strand 


— 


=? 


Start 


6928 




End 


11276 


LI ! 


Name 


OJ000350 47. 


0308 . C24 . o3 . gs 


Method 


GENSCAN 




Start 


6928 




End 


11276 


ru 


GI 


none 




Score 


.52 


§ ; I 


Exons 


6928. .7769, 


7842.. 8714, 9971 


..10148, : 


10887. .11097, 11191. .11276 




Seq. No. 


43711 




Seq. ID 


OJ000350_47.0308.C25 




Gene No. 


91732 




Strand 


+ 




Start 


2263 




End 


3117 




Name 


OJ000350 47. 


0308 . C25 . ol . gs 


Method 


GENSCAN 


L -i 


Start 


2263 ~ 




End 


3117 




GI 


none 




Score 


.76 




Exons 


2263. .2299, 


2915. .3117 








Seq. No. 


43711 




Seq. ID 


OJ000350_47 . 0308 . C25 




Gene No. 


91733 




Strand 


+ 




Start 


3913 




End 


4308 




Name 


OJ000350 47. 


0308.C25.o2.gs 


Method 


GENSCAN 




Start 


3913 




End 


4 308, 




GI 


none 




Score 


.86 




Exons 


3913. .4308 










Seq. No. 


43712 




Seq. ID 


OJ000350_47 . 0308 .C26 




Gene No . 


91734 




Strand 


+ 




Start 


1 




End 


6773 




Name 


OJ000350 47. 


0308.C26.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3485 




GI 


7486585 




Score 


586 




Exons 


1..49, 1348. 


.1400, 1505. .1605, 1793. .2057, 2103. .2199, 






2404. .2689, 


2972.. 3090, 3177 


. .3485 






GI Descrip. 


hypothetical 


protein F7J7.10 


- Arabidopsis thaliana (fragment) 



gi|3377941|emb|CAA17526.1| (AL021960) putative protein 
(fragment) [Arabidopsis thaliana] 



44553 



Seq. No. 43712 Seq. ID 

Gene No. 91734 Strand 

Start 1 End 

Name OJ000350_47 . 0308 . C2 6 . ol . gs Method 

Start 280 End 

GI none Score 
Exons 



OJ000350_47.0308.C26 
+ 

6773 
GENSCAN 
3488 
.78 



280. .350, 431. .538, 555. .644, 667. .734, 887. .964, 1151. .1256, 
1295. .1400, 2291. .2423, 2524. .2689, 2972. .3090, 3177. .3488 



Seq. No. 43712 

Gene No. 91734 

Start 1 

Name OJ000350_47 . 0308 . C2 6 . o2 . np 

Start 3013 

GI 4926828 

Exons 3013.. 3036, 4444.. 4563, 4706. 

5952. .6071, 6728.-6773 

GI Descrip. (AC004135) T17H7.13 [Arabidopsis thaliana] 



Seq. ID OJ000350_47.0308.C26 

Strand + 

End 6773 

Method AAT/NAP 

End 6773 

Score 230 

.5062, 5249.. 5360, 5437.. 5569, 



Seq. No. 43712 

Gene No. 91734 

Start 1 

Name OJ000350_47 . 0308 . C2 6 . o2 . gs 

Start 4218 

GI none 
Exons 



Seq. ID OJ000350_47.0308.C26 

Strand + 

End 6773 

Method GENSCAN 

End 6645 

Score .75 



4218. .4276, 4497. .4563, 4706. .4913, 5041. .5186, 5208. .5382, 
5408. .5569, 5952. .6043, 6158. .6214, 6297. .6351, 6434. .6645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



43713 Seq. ID 

91735 Strand 

94 End 
OJ000350_47 . 0308 . C27 . ol . gs Method 

94 End 

none Score 

94. .153, 1201. .1441, 1625. .1780 



OJ000350_47.0308.C27 
+ 

2139 
GENSCAN 
1780 
.52 



43713 
91735 
94 

OJ000350_47 . 0308 . C27 . ol . np 
94 

4769012 



Seq. ID OJ000350_47.0308.C27 



Strand 
End 

Method 

End 

Score 



43714 Seq. ID 

91736 Strand 

1 End 

OJ000350_42 . 0309 . C2 . o3 . np Method 

1 End 

4416301 Score 
1..25, 1906. .3431 

(AF105716) gag protein [Zea mays] 



+ 

2139 
AAT/NAP 
2139 
493 



94. .153, 1201. .1423, 1547. .1782, 2107. .2139 
(AF143746) CER1 [Oryza sativa] 



43714 
91736 



Seq. ID 
Strand 



OJ000350_42.0309.C2 

3463 
AAT/NAP 
3431 
450 



OJ000350 42. 0309. C2 



44554 




Start 1 End 34 63 

Name OJ000350_42 . 0309. C2 . ol .np ' Method AAT/NAP 

Start 317 ". End 1309 

GI 7489803 Score 1183 

Exons 317.. 1309 



GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi I 3645899 I gb| AAC49502.il (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



43714 
91736 
1 

OJ000350_42.0309.C2.ol.tw 

328 

none 



Seq. ID OJ000350_42.0309.C2 
Strand 

End 3463 

Method TBLASTX : Wheat 

End 8 91 

Score 55 



328. .399, 329. .400, 399. .611, 400. .615, 596. .640, 599. .706, 
651. .734, 667. .735, 725. .886, 752. .886, 760. .891 



43714 
91736 
1 

OJ000350_42.0309.C2.o3.tm 

328 

none 



Seq. ID OJ000350_42.0309.C2 
Strand 

End 3463 

Method TBLASTX : Mai ze 

End 575 

Score 76 



328. .399, 329. .400, 336. .488, 398. .532, 399. .575, 400. .561 



43714 
91736 
1 

OJ000350_42.0309.C2.ol.gs 
390 
none 

390. .743, 779. .1303, 1341. .1461, 1606. .1836, 1986. .2215, 
2234. .2526, 2537.-2962, 3013. .3463 



Seq. ID OJ000350_42.0309.C2 
Strand 

End 3463 

Method GEN SCAN 

End 3463 

Score . 55 



43714 
91736 
1 

OJ000350_42 . 0309 . C2 . ol . tm 

576 

none 



Seq. ID OJ000350_42.0309.C2 
Strand 

End 34 63 

Method TBLASTX : Mai ze 

End 1057 

Score 156 



576. .728, 580. .729, 582. .731, 737. .934, 743.-928, 750. .938, 
929. .1057, 942. .1049 



43714 
91736 
1 

OJ000350_42.0309.C2.o3.tw 

965 

none 



Seq. ID OJ000350_42*. 0309.C2 
Strand 

End 3463 

Method TBLASTX : Wheat 

End 1279 

Score 76 



965. .1279, 1065. .1190, 1245. .1274 



43714 
91736 
1 

OJ000350_42.0309.C2.o2.tm 
1058 



Seq. ID OJ000350_42.0309.C2 
Strand 

End 3463 

Method TBLASTX : Mai ze 

End 1398 



44555 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 147 

1058.. 1300, 1059.. 1295, 1320.. 1397, 1324.. 1398 



43714 Seq. ID 

91736 Strand 

1 End 

OJ000350_4 2 . 0309 . C2 . o2 . np Method 

1267 End 

4416301 Score 
1267. .1539, 
(AF105716) 



1904. .3420 
gag protein 



[Zea mays] 



OJ000350_42.0309.C2 

3463 
AAT/NAP 
3420 
454 



OJ000350 42. 0309. C2 



43714 Seq. ID 

91736 Strand 
1 End 34 63 

OJ000350_42 . 0309 . C2 . o4 . np Method AAT/NAP 

1704 End 3401 

7489737 Score 519 

1704. .1918, 2006. .2467, 2498. .3401 
gag protein homolog - maize retrotransposon Opie-2 
gi I 3645898 | gb| AAC49501.il (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



43714 Seq. ID 

91736 Strand 

1 End 

OJ000350_42 . 0309 . C2 . o2 . tw Method 

2963 End 

none Score 

2963.. 3355, 3261.. 3356, 3263.-3358 



43714 
91736 
1 

OJ000350_42.0309.C2.o4 , 

2966 

none 

2966. .3214, 2967.. 3143 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_42.0309.C2 
3463 

TBLASTX: Wheat 

3358 

59 



OJ000350_42.0309.C2 
3463 

TBLASTX: Maize 

3214 

78 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43715 
91737 • 
1 

OJ000350_42.0309.C3.ol.np 
1 

6466937 
1. .2606 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000350 
+ 

2606 
AAT/NAP 
2606 
1398 



42. 0309. C3 



Seq. No. 43715 

Gene No. 91737 

Start 1 

Name OJ000350_42 . 0309 . C3 . ol . gs 

Start 41 

GI none 

Exons 41. .691, 997.. 1342, 1982. .2442 



Seq. ID OJ000350_42.0309.C3 

Strand + 

End 2606 

Method GENSCAN 

End 2442 

Score .52 



44556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name y 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43715 
91737 
1 

OJ000350_42. 
95 

none 
95. .325 

43715 
91737 
1 

OJ000350_42. 

1338 

none 

1338. .1499, 

43715 
91737 
1 

OJ000350_42. 

1350 

none 

1350. .1499, 
1502. .1726 

43715 
91737 
1 

OJ000350_42. 

1703 

none 

1703. .1948, 

43715 
91737 
1 

OJ000350_42. 

1775 

none 

1775. .1945, 

43715 
91737 
1 

OJ000350_42. 

1805 

none 

1805. .1942, 

43715 
91737 
1 

OJ000350_42. 

2083 

none 

2083. .2328 



0309.C3.o3.tw 



0309.C3.o2. tm 
1338.. 1499, 1481. 

0309.C3.ol.tw 
1353.. 1499, 1364. 



0309.C3.ol.ts 
1711.. 1911, 1948. 

0309.C3.o2.tw 
1807.. 1911, 1939. 

0309.C3.ol.tm 



Seq. ID OJ000350_42.0309.C3 

Strand + 

End 2606 

Method TBLASTX : Wheat 

End 325 

Score 173 



Seq. ID OJ000350_42.0309.C3 

Strand + 

End 2606 

Method TBLASTX: Maize 

End 1780 

Score 186 

.1780, 1499. .1750, 1501. .1779 

Seq. ID OJ000350_42.0309.C3 

Strand + 

End 2606 

Method TBLASTX : Wheat 

End 1726 

Score 137 

.1552, 1478. .1693, 1495. .1722, 



Seq. ID OJ000350_42.0309.C3 
Strand + 

2606 

TBLASTX: Soybean 
2061 
221 



End 

Method 
End 
Score 
.2061 



Seq. ID OJ000350_42.0309.C3 

Strand + 

End 2606 

Method TBLASTX : Wheat 

End 2175 

Score 132 
.2007, 1954.. 2175 

Seq. ID OJ000350_42.0309.C3 

Strand + 

End 2606 

Method TBLASTX : Mai ze 

End 2331 

Score 157 



1807. .1941, 1954. .2331, 1989. .2309 



0309.C3.o2.ts 



Seq. ID OJ000350_42 .0309.C3 

Strand + 

End 2606 

Method TBLASTX : Soybean 

End 2328 

Score 207 



44557 




f 1 



Seq. No. 


43715 


Seq. ID 


OJ000350_42.0309.C3 


Gene No. 


91737 


Strand 


+ 


Start 


1 


End 


2606 


Name 


OJ000350 42.0309.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


2331 


End 


2604 


GI 


none 


Score 


244 


Exons 


2331.. 2582, 2332.. 2604 






Seq. No. 


43716 


Seq. ID 


OJ000350_42. 0309. C6 


Gene No. 


91738 


Strand 


+ 


Start 


814 


End 


1583 


Name 


OJ000350 42.0309.C6.ol.gs 


Method 


GEN SCAN 


Start 


814 


End 


1577 


GI 


none 


Score 


.88 


Exons 


814. .979, 1068. .1577 






Seq. No. 


43716 


Seq. ID 


OJ000350_42.0309.C6 


Gene No. 


91738 


Strand 


+ 


Start 


814 


End 


1583 


Name 


OJ000350 42.0309.C6.ol.gp 


Method 


AAT/GAP 


Start 


818 


End 


1241 


GI 


22669 1.R1084 


Score 


547 


Exons 


818.. 979, 1068.. 1241 






GI Descrip. 


•285636/dbj IBAA03206I 2.0e 


-21 (D14161) 


ORF [Hordeum vulgare] 


Seq. No. 


43716 


Seq. ID 


OJ000350_42.0309.C6 


Gene No. 


91738 


Strand 


+ 


Start 


814 


End 


1583 . 


Name 


OJ000350 42.0309.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


883 


End 


1225 


GI 


none 


Score 


97 


Exons 


. 883. .981, 907. .966, 1061. . 


1225, 1066.. 


1221 


Seq. No. 


43716 


Seq. ID 


OJ000350_42.0309.C6 


Gene No. 


91738 


Strand 


+ 


Start 


814 


End 


1583 


Name 


OJ000350 42.0309.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


892 


End 


1189 


GI 


none 


Score 


96 


Exons 


892. .981, 1061. .1189, 1066 


..1167 




Seq. No. 


43716 


Seq. ID 


OJ000350_42.0309.C6 


Gene No. 


91738 


Strand 


+ 


Start 


814 


End 


1583 


Name 


OJ000350 42.0309.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


921 


End 


1525 


GI 


none 


Score 


84 


Exons 


921. .992, 922. .981, 1064.. 


1225, 1066.. 


1236, 1066. .1245, 




1082. .1249, 1298. .1525, 1318. .1449 




Seq. No. 


43716 


Seq. ID 


OJ000350_42.0309.C6 


Gene No. 


91738 


Strand 


+ 


Start 


814 


End 


1583 


Name 


OJ000350 42.0309.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


937 


End 


1222 


GI 


none 


Score 


54 


Exons 


937.. 981, 1061.. 1222, 1066 


. .1221 





44558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43716 Seq. ID 

91738 Strand 

814 End 1583 

OJ000350_42.0309.C6.ol.np Method AAT/NAP 

940 End 1583 

7489382 Score 668 
940. .979, 1068. .1583 

ids-4 protein - barley gi | 285636 | dbj | BAA03206 . 1 
[Hordeum vulgare] 



OJ000350_42.0309.C6 
+ 



(D14161) ORF 



43716 
91738 
814 

OJ000350_42.0309.C6.o2.tm 

1329 

none 



Seq. ID OJ000350_42.0309.C6 



Strand 
End 

Method 

End 

Score 



+ 

1583 

TBLASTX: Maize 

1525 

120 



1329. .1472, 1336. .1473, 1337. .1525, 1339. .1464, 1430. .1525 



Seq. No. 43717 Seq. ID 

Gene No. 91739 Strand 

Start 485 End 

Name OJ000350_42 . 0309 . C7 . ol . gp Method 

Start 4 85 End 

GI none Score 

Exons 485.. 957 



OJ000350_42.0309.C7 
+ 

957 

AAT/GAP 

957 

834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000350_42.0309.C7 



43717 

91740 Strand + 

3216 End 3302 

OJ000350_42.0309.C7.o3.gp Method AAT/GAP 

3216 End 3302 

46509_1.R1084 Score 116 

3216. .3302 

'3047077 7.0e-17 (AF058914) contains similarity to the conserved 

C-terminal domain of helicases (Pfam: helicase_C.hmm, score: 

90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



43717 Seq. ID 

91741 Strand 

7201 End 

OJ000350_42.0309.C7.o2.np Method 

7183 End 

3775987 Score 



OJ000350_42.0309.C7 
+ 

13041 
AAT/NAP 
13041 
2144 



7183. .7470, 7498.-7593, 8598. .8726, 8818. .9240, 9650. .9748, 
10054. .10278, 10647. .11024, 11407 .. 11550, 11827 .. 11922 , 
12223. .12340, 12371 .. 12542, 12957.. 13041 
(AJ010457) RNA helicase [Arabidopsis thaliana] 



43717 
91741 
7201 

OJ000350_42.0309.C7.o2.gs 
7201 
none 



Seq. ID OJ000350_42.0309.C7 
Strand + 

13041 
GENSCAN 
13038 
.85 



End 

Method 
End 
Score 

7201. .7701, 8598. .8731, 8829. .9240, 9650. .9748, 10054 .. 10278 , 
10647. .11024, 11407. .11550, 11827 .. 11922 , 12223 12313, 



44559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12384. .12542, 12960.. 13038 



43717 
91741 
7201 

OJ000350_42.0309.C7.o6.gp 

7431 

286926 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7431. .7593, 8598. .8731, 8829. .9034 

3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C. hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 



OJ000350__42.0309.C7 
+ 

13041 
AAT/GAP 
9034 
867 



Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


Gene No. 


91741 


Strand 


+ 


Start 


7201 


End 


13041 


Name 


OJ000350 42.0309.C7.o7.gp 


Method 


AAT/GAP 


Start 


10236 


End 


12520 


GI 


8497 1.R1084 


Score 


1755 


Exons 


10236. .10278, 10647 .. 11024 , 


11407. . 11550, 11827. .11922, 




12223. .12520 






GI Descrip. 


•3047077 7.0e-17 (AF058914) 


contains 


similarity to the conse 




C-terminal domain of helicases (Pfam: 


helicase_C . hmm, score : 




90.11), similar to DEAD-box 


helicases 


[Arabidopsis thaliana] 


Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


Gene No. 


91742 


Strand 




Start 


694 


End 


4138 


Name 


OJ000350 42.0309.C7.ol.np 


Method 


AAT/NAP 


Start 


694 


End 


4002 


GI 


6671963 


Score 


1132 


Exons 


694. .1008, 1116. .1349, 1505 


..1790, 1924.. 2073, 3221.. 3294, 




3847. .4002 






GI Descrip. 


(AC013454) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


Gene No. 


91742 


Strand 




Start 


694 


End 


4138 


Name 


OJ000350 42.0309.C7.ol.gs 


Method 


GEN SCAN 


Start 


709 


End 


3999 


GI 


none 


Score 


.88 


Exons 


709. .1008, 1116. .1349, 2001 


..2073, 3221. .3294, 3847. .3999 


Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


Gene No. 


91742 


Strand 




Start 


694 


End 


4138 


Name 


OJ000350 42.0309.C7.o2.gp 


Method 


AAT/GAP 


Start 


2721 


End 


2891 


GI 


12650 1.R1084 


Score 


214 


Exons 


2721. .2891 






GI Descrip. 


'5803242/dbj | AP000399 . 1 1 AP000399 2 . Oe 


-24 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 1 




Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


Gene No. 


91742 


Strand 




Start 


694 


End 


4138 


Name 


OJ000350 42.0309.C7.o5.gp 


Method 


AAT/GAP 



44560 



Start 
GI 

Exons 

GI Descrip. 



3579 End 4138 

4 6509_1.R1084 Score 555 

3579. .3602, 3840. .4138 

•3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C.hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



Seq. No. 43717 Seq. ID OJ000350_42 . 0309 . C7 

Gene No. 91742 Strand 

Start 694 End 4138 

Name OJ000350_42 . 0309 . C7 . o4 . gp Method AAT/GAP 

Start 3580 End 4138 

GI 46509_1.R1084 Score 553 

Exons 3580.. 3602, 3840.. 4138 

GI Descrip. '3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



Seq. No. 43717 

Gene No. 91743 

Start 13026 

Name OJ000350_42 . 0309 . C7 . ol . tm 

Start 831 

GI none 
Exons 



Seq. ID OJ000350_42.0309.C7 
Strand 

End 13288 

Method TBLASTX: Maize 

End 3939 

Score 148 



831. .1010, 832. .1011, 958. .1011, 1116. .1352, 1116. .1352, 
1120. .1356, 1500. .1790, 1505. .1798, 1506. .1805, 1905. .2072, 
1922.. 1990, 1923.. 2072, 1924.. 2076, 3217.. 3291, 3218.. 3295, 
3220.. 3309, 3221.. 3295, 3827.. 3925, 3844.. 3930, 3844.. 3939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43717 
91743 
13026 

OJ000350_42.0309.C7.o2.tc 

1156 

none 



Seq. ID OJ000350_42.0309.C7 
Strand 

End 13288 

Method TBLASTX : Cress 

End 2223 

Score 160 



1156.. 1356, 1157.. 1351, 1158. .1352, 1503.. 1709, 1505.. 1717, 
1505.. 1732, 1506.. 1745, 2029. .2223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43717 
91743 
13026 

OJ000350_42 . 0309 . C7 . ol . ts 

1182 

none 



Seq. ID OJ000350_42.0309.C7 
Strand 

End 13288 

Method TBLASTX : Soybean 

End 1977 

Score 105 



1182.. 1352, 1197.. 1352, 1198. .1356, 1204.. 1353, 1505.. 1804, 
1506. .1799, 1923. .1976, 1924. .1977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43717 Seq. ID 

91743 Strand 

13026 End 

OJ000350_42 . 0309 . C7 . ol . tc Method 

7369 End 

none Score 



OJ000350__42.0309.C7 
13288 

TBLASTX: Cress 
13032 

65- 



7369. .7422, 7510. .7593, 8595. .8711, 8597. .8713, 8826. .9242, 
8851. .9243, 8920. .9246, 9041. .9256, 9650. .9751, 9706. .9753, 
10046. .10216, 10053. .10280, 10054 .. 10281, 10647 .. 11024 , 
10649. .10687, 10733 .. 10978, 11404 .. 11565, 11404 .. 11535, 



44561 







11406. .11546, 11824. .11925, 


12153. .12284, 12220 .. 12267 , 






12401. .12421, 12964. .13032 








Seq. No. 


43717 


Seq. ID 


OJ000350__42.0309.C7 




Gene No. 


91743 


Strand 






Start 


13026 


End 


13288 




Name 


OJ000350 42.0309.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


7369 


End 


7594 




GI 


none 


Score 


79 




Exons 


7369. .7416, 7492. .7593, 7493 


. .7594 






Seq. No. 


43717 


Seq. ID 


OJ00'0350_42.0309.C7 




Gene No. 


91743 


Strand 






Start 


13026 


End 


13288 




Name 


OJ000350 42.0309.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


8613 


End 


9171 




GI 


none 


Score 


176 




Exons 


8613. .8732, 8615. .8749, 8617 


..8733, 8793. .9170, 8832. .9161, 






8848. .9171 








Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 




Gene No. 


91743 


Strand 




f *! 


Start 


13026 


End 


13288 




Name 


OJ000350 42.0309.C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8619 ~ 


End 


9108 


r Pa 


GI 


none 


Score 


94 


f \ = 


Exons 


8619. .8705, 8832. .8876, 8832 


..8897, 8883.. 9104, 8896.. 9108, 






8920. .9108 








Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


w 


Gene No. 


91743 


Strand 




FU 


Start 


13026 


End 


13288 




Name 


OJ000350 42.0309.C7.ol.tw 


Method 


TBLASTX: Wheat 


- ~ 


Start 


8940 


End 


10784 




GI 


none 


Score 


220 




Exons 


8940. .9014, 8941. .9234, 8974 


..9180, 9060.. 9182, 9167.. 9229, 


- 




10150. .10302, 10647. .10784 






ri 


Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 


==~ 
h ~ 


Gene No. 


91743 


Strand 






Start 


13026 


End 


13288 




Name 


OJ000350 42. 0309.C7 ,o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9110 


End 


13029 




GI 


none 


Score 


194 




Exons 


9110.. 9241, 9111.. 9242, 9112 


..9243, 9650.. 9751, 10053 10280, 






10054 . . 10281, 10647 .. 11024, 


10647. .11033, 10733. .11035, 






10888.. 11061, 10889.. 11026, 


11403. .11435, 11404. .11457, 






11449. .11565, 11457. .11552, 


11824. .11925, 12220. .12267, 






12222. .12275, 12401. .12430, 


12958. .13029 




Seq. No. 


43717 


Seq. ID 


OJ000350_42.0309.C7 




Gene No. 


91743 


Strand 






Start 


13026 


End 


13288 




Name 


OJ000350 42.0309.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


9171 


End 


12523 




GI 


none 


Score 


121 




Exons 


9171.. 9242, 9172.. 9243, 9179 


..9256, 9648. .9749, 9650. .9751, 



44562 



9654.. 9755, 9700.. 9750, 10052 .. 10276, 10053 .. 10274 , 
10053. .10277, 10054. .10281, 10645 .. 11028, 10647 .. 11024, 
10648. .11025, 11313. .11354, 11403 .. 11552, 11404 11565, 
11539. .11586, 11827. .11925, 11831 .. 11911, 12218 .. 12277, 
12222. .12425, 12222 .. 12278 , 12299 .. 12433, 12352 .. 1244 1, 
12416. .12487, 12425 .. 12523, 12455. .12523 



Seq. No. 43717 

Gene No. 91743 

Start 13026 

Name OJ000350_42 . 0309 . C7 . 08 . gp 

Start 13026 

GI none 

Exons 13026. .13288 



Seq. ID OJ000350_42.0309.C7 
Strand 

End 13288 

Method AAT/GAP 

End 13288 

Score 504 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43718 
91744 
419 

OJ000350_42 . 0309 . C8 . ol . gs 

419 

none 



Seq. ID OJ000350_42 .0309.C8 



Strand 
End 

Method 

End 

Score 



+ 

9254 
GENSCAN 
9254 
.46 



419. .589, 1706. .1833, 4169. .4282, 5396. .5513, 6206. .6370, 
8659. .8713, 8742. .8796, 8932. .9000, 9143. .9254 



Seq. No. 43718 Seq. ID 

Gene No. 91744 Strand 

Start 419 End 

Name OJ000350_42 . 030 9 . C8 . ol . gp Method 

Start 6104 End 

GI none Score 

Exons 6104.. 6455 



OJ000350_42.0309.C8 
+ 

9254 
AAT/GAP 
6455 
651 



Seq. No. 43718 

Gene No. 91745 

Start 11315 

Name OJ000350_42 . 0309 . C8 . o2 . gs 

Start 11315 

GI none 

Exons 11315. .12265 



Seq. ID OJ000350_42.0309.C8 

Strand + 

End 12265 

Method GENSCAN 

End 12265 

Score 1 



Seq. No. 43718 Seq. ID OJ000350_42 . 0309 . C8 

Gene No. 91746 Strand + 

Start 12953 End 14581 

Name OJ000350_42 . 0309 . C8 . o2 . gp Method AAT/GAP 

Start 12909 End 14581 

GI 8163JL.R1084 Score 1200 

Exons 12909. .13153, 13576 .. 13737 , 14332.. 14581 

GI Descrip. ' 5733872/gb | AAD49760. 1 | AC007932_8 8.0e-27 (AC007932) Similar to 
gi_4982048 ribosomal protein L18 from Thermotoga maritima genome 
gb_AE001798. ESTs gb_Z35613, gb_T75951, gb_T22182, gb_T45962, 
gb_H76281 and gb_AI100025 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 43718 Seq. ID 

Gene No. 9174 6 Strand 

Start 12953 End 

Name OJ000350_42'. 0309 . C8 . o3 . gs Method 



OJ000350_42.0309.C8 
+ 

14581 
GENSCAN 



44563 



Start 


12953 


End 


14481 




GI 


none 


Score 


.79 




Exons 


12953. .13237, 13576. .13737, 


14332. .14481 




Seq. No. 


43718 


Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91746 


Strand 


+ 




Start 


12953 


End 


14581 




Name 


OJ000350 42.0309.C8.ol.np 


Method 


AAT/NAP 




Start 


12956 


End 


14478 




GI 


5733872 


Score 


393 




Exons 


12956. .13153, 13576 .. 13737 , 


14332. .14478 




GI Descrip. 


(AC007932) Similar to gi 14982048 ribosomal protein L18 fror 




Thermotoga maritima genome 


gb|AE001798 


. ESTs gb|Z35613, 






gb|T75951, gb|T22182,. gb|T45962, gb|H76281 and gb|AI100025 




from this gene. [Arabidopsis thaliana] 






Seq. No. 


43718 


Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91747 


Strand 


+ 




Start 


18335 


End 


21063 




Name 


OJ000350 42.0309.C8.o5.gs 


Method 


GENSCAN 




Start 


18335 


End 


21063 




GI 


none 


Score 


.66 




Exons 


18335. .18338, 19264 19886, 


19953. .20147, 20221.. 21063 




Seq. No. 


43718 


Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91747 


Strand 


+ 




Start 


18335 


End 


21063 




Name 


OJ000350 42.0309.C8.o2.np 


Method 


AAT/NAP 




Start 


19467 


End 


21007 




GI 


7329666 


Score 


700 




Exons 


19467. .19847, 19953 .. 20147 , 


20221. .21007 




GI Descrip. 


(AL162351) (1-4) -beta-mannan endohydrolase-like protein 






[Arabidopsis thaliana] 








Seq. No. 


43718 


Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91748 


Strand 






Start 


15700 


End 


17258 




Name 


OJ000350 42.0309.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


12949 


End 


13742 




GI 


none 


Score 


77 




Exons 


12949. .13008, 12950 .. 13015, 


13081. .13155, 13106. .13201, 






13573. .13737, 13574 13732, 


13575.. 13742 




Seq. No. 


43718 


Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91748 


Strand 






Start 


15700 


End 


17258 




Name 


OJ000350 42.0309.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


13562 


End 


14544 




GI 


none 


Score 


197 




Exons 


13562. .13684, 13573. .13737, 


13575. .13733, 14331 .. 14468, 






14332. .14544, 14341. .14478 








Seq. No. 


43718 


Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91748 


Strand 






Start 


15700 


End 


17258 




Name 


OJ000350 42.0309.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


14308 


End 


14534 





44564 




GI 


none 




Score 


289 




Exons 


14308. .14532, 14331 


. .14534, 


14332. .14529 




Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91748 




Strand 






Start 


15700 




End 


17258 




Name 


OJ000350 42. 0309. C8 


. o4 .gs 


Method 


GEN SCAN 




Start 


15700 




End 


17258 




GI 


none 




Score 


.57 




Exons 


15700. .15723, 16100 


. .16133, 


16966. .17083, 17237.. 17258 




Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91749 




Strand 






Start 


19616 




End 


20911 




Name 


OJ000350 42. 0309. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


19616 




End 


19988 




GI 


none 




Score 


36 




Exons 


19616. .19642, 19617 


. .19643, 


19637. .19846, 19641 .. 19847, 






19950. .19988, 19952 


. .19987 








Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91749 




Strand 






Start 


19616 




End 


20911 




Name 


OJ000350 42. 0309. C8 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19644 




End 


20911 




GI 


none 




Score 


172 




Exons 


19644. . 19847, 19754 


. .19822, 


19950. .20147, 19952 .. 20107, 






20215. .20400, 20220 


. .20387, 


20389. .20448, 20483 .. 20779, 






20512. .20691, 20681 


. .20803, 


20689. .20793, 20777.. 20911 




Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91749 




Strand 






Start 


19616 




End 


20911 




Name 


OJ000350 42. 0309. C8 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


19644 




End 


20042 




GI 


none 




Score 


144 




Exons 


19644. .19850, 19950 


. .20042 








Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91749 




Strand 






Start 


19616 




End 


20911 




Name 


OJ000350 42. 0309. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


20046 




End 


20463 




GI 


none 




Score 


120 




Exons 


20046. .20165, 20215 


. .20400, 


20220. .20384, 20395.. 20463 




Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91749 




Strand 






Start 


19616 




End 


20911 




Name 


OJ000350 42. 0309. C8 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


20215 




End 


20809 




GI 


none 




Score 


205 




Exons 


20215. .20385, 20223 


. .20384, 


20392. .20451, 20483 .. 20557 , 






20564. .20668, 20690 


. .20809 








Seq. No. 


43718 




Seq. ID 


OJ000350_42.0309. 


C8 


Gene No. 


91749 




Strand 







44565 



Start 
Name 
Start 
GI 

Exons 



19616 End 

OJ000350_42 . 0309 . C8 . ol . tw Method 

20247 End 

none Score 



20911 

TBLASTX: Wheat 

20641 

179 



20247. .20384, 20248 .. 20385, 20392 20430, 2048 6 .. 2064 1, 
20518. .20640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43719 Seq. ID 

91750 Strand 

591 End 

OJ000350_4 2 . 0309 . C9 . ol . np Method 

591 End 

7329666 Score 

591.. 637, 1163.. 1492, 1579.. 1773, 1875 



OJ000350_42.0309.C9 
+ 

3571 
AAT/NAP 
3375 
742 

,.2577, 3296.. 3375 



(AL162351) {1-4 ) -beta-mannan endohydrolase-like protein 
[Arabidopsis thaliana] 



Seq. No. 


43719 




Seq. ID 


OJ000350_42. 


0309. C9 


Gene No. 


91750 




Strand 


+ 




Start 


591 




End 


3571 




Name 


OJ000350 42.0309.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


1201 




End 


1270 




GI 


426204 




Score 


119 




Exons 


1201. .1270 










Seq. No. 


43719 




Seq. ID 


OJ000350_42. 


0309. C9 


Gene No. 


91750 




Strand 


+ 




Start 


591 




End 


3571 




Name 


OJ000350 42.0309.C9.ol. 


gs 


Method 


GEN SCAN 




Start 


1203 




End 


3571 




GI 


none 




Score 


.46 




Exons 


1203.. 1492, 1579.. 1773, 


1875. 


.2684, 3554. .3571 




Seq. No. 


43719 




Seq. ID 


OJ000350_42. 


0309. C9 


Gene No. 


91750 




Strand 


+ 




Start 


591 




End 


3571 




Name 


OJ000350 42.0309.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


2233 




End 


2700 




GI 


LIB3432-041-P1-K1-D3 




Score 


869 




Exons 


2233. .2700 










GI Descrip. 


'5302783/emb|CAB4 6032.1 


I l.Oe 


-16 (Z97340) isomerase 


like protein 




[Arabidopsis thaliana] ' 










r 

Seq. No. 


43719 




Seq. ID 


OJ000350_42. 


0309. C9 


Gene No. 


91751 




Strand 


+ 




Start 


5019 




End 


9697 




Name 


OJ000350 42.0309.C9.o2. 


np 


Method 


AAT/NAP 




Start 


4986 




End 


9682 




GI 


7486735 




Score 


1979 




Exons 


4986. .5177, 7514. .9682 











GI Descrip. hypothetical protein F9D16.170 - Arabidopsis thaliana 

gi I 4454039] emb | CAA23036.il (AL035394) putative Na+/H+-exchanging 
protein [Arabidopsis thaliana] gi | 7269218 | emb | CAB7 9325 . 1 1 
(AL161559) putative Na+/H+-exchanging protein [Arabidopsis 
thaliana] 



Seq. No. 



43719 



Seq. ID OJ000350_42.0309.C9 



44566 




Gene No. 


91751 








Strand 


+ 


Start 


5019 








End 


9697 


Name 


OJ000350 42 


.0309. 


C9,o2 . 


as 


Method 


GENSCAN 


Start 


5019 ~~ 








End 


9697 


GI 


none 








Score 


. 99 


Exons 


5019. .5177, 


7514 . 


. 9697 








Sea No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No . 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1231 








End 


2561 


GI 


none 








Score 


244 


Exons 


1231 . . 1476, 


1289. 


. 1492, 


1576. 


.1773, 1578.. 1772, I860.. 2099, 




1877. .2041, 


2129. 


.2341, 


2130 . 


.2429, 2331.. 2453, 2339.-2443, 




2427 . .2561 












Sea No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1232 ~~ 








End 


1614 


GI 


none 








Score 


58 


Exon s 


1232 . . 1282, 


1241 . 


. 1288, 


1288 . 


.1491, 1289.. 1492, 1576.. 1614, 




1578 . . 1613 












Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


. 0309. 


C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1289 ~ 








End 


1632 


GI 


none 








Score 


233 


Exons 


1289. . 1492, 


1306. 


. 1488, 


1576. 


.1632, 1578.. 1622 


Sea. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


. 0309. 


C9.o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


1666 ~ 








End 


2204 


GI 


none 








Score 


75 


Exons 


1666. . 1782, 


1698 . 


. 1781, 


1850. 


.1966, 1857. .2114, 1860. .1985, 




1871 . .2053, 


2109. 


.2204 








Sea No 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


1862 ~~ 








End 


2459 


GI 


none 








Score 


103 


Exons 


1862 . . 1978. 


1869. 


. 2102, 


1874 . 


.2056, 2127.. 2207, 2156.. 2206, 




2214 2318. 


2216. 


. 2317, 


2340. 


.2459, 2340.. 2459 


Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1899 








End 


2291 



44567 




GI 


none 








Score 


73 


Exons 


1899. .1982, 


1901. 


.1975, 


1901. 


.2056, 1902. .2081, 2055. .2291 




2156. .2290 












Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5018 








End 


7884 


GI 


none 








Score 


181 


Exons 


5018. .5176, 


5019. 


.5177, 


7504. 


.7611, 7508. .7726, 7792. .7884 




7793. .7882 












Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 


- 


Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


7679 








End 


7990 


GI 


none 








Score 


64 


Exons 


7679.-7738, 


7742. 


.7939, 


7801. 


.7986, li 


383. .7990 


Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8248 








End 


8581 


GI 


none 








Score 


380 


Exons 


8248. .8580, 


8249. 


.8581 








Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8510 








End 


9235 


GI 


none 








Score 


133 


Exons 


8510. .8614, 


8512. 


.8607, 


8537. 


.8755, 8623.-8742, 8756. .8863 




8915. .9235, 


8920. 


.9198 








Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8584 








End 


9268 


GI 


none 








Score 


325 


Exons 


8584. .8859, 


8585. 


.8860, 


8914. 


.9189, 8915.. 9268 


Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 


Name 


OJ000350 42 


.0309. 


C9.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


8651 








End 


9064 


GI 


none 








Score 


118 


Exons 


8651. .8749, 


8744 . 


.8866, 


8755. 


.8847, 8915. .9064, 8941. .9063 


Seq. No. 


43719 








Seq. ID 


OJ000350_42.0309.C9 


Gene No. 


91752 








Strand 




Start 


9989 








End 


12582 



44568 



Name 

Start 

GI 

Exons 



OJ000350_42.0309.C9.o4.ts 

9092 

none 

9092.. 9298, 9103.. 9198 



Method TBLASTX : Soybean 
End 9298 
Score 234 



Seq. No. 


43719 




Seq. ID 


OJ000350_42.0309. 


C9 


Gene No. 


91752 




Strand 


- 




Start 


9989 




End 


12582 




Name 


OJ000350 42 


.0309.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9118 




End 


9471 




GI 


none 




Score 


225 




Exons 


9118. .9297, 


9119.. 9298, 9367. 


. 9471 






Seq. No. 


43719 




Seq. ID 


OJ000350_42.0309. 


C9 


Gene No. 


91752 




Strand 






Start 


9989 




End 


12582 




Name 


OJ000350 42 


.0309.C9.o3.gs 


Method 


GEN SCAN 




Start 


9989 




End 


12582 




GI 


none 




Score 


.78 




Exons 


9989. .9992, 


10446. .10559, 11314 11399, 


12285. .12458, 





12538. .12582 



Seq. No. 43720 Seq. ID 

Gene No. 91753 Strand 

Start 1 End 

Name OJ000350_42 . 0309 . C10 . ol . np Method 

Start 1 End 

GI 282881 Score 

Exons 1..2028 

GI Descrip. receptor-like protein kinase precursor - Arabidopsis thaliana 
gi 1 166846 (M84658) receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ000350_42. 0309. C10 
+ 

2028 
AAT/NAP 
2028 
753 



Seq. No. 43720 Seq. ID 

Gene No. 91753 Strand 

Start 1 End 

Name OJ000350_42 . 0309 . C10 . o2 . np Method 

Start 1 End 

GI 7428024 Score 

Exons 1..28, 914.. 1029, 1061.. 1989 

GI Descrip. S-receptor kinase (EC 2.7.1.-) T20K24.15 precursor - Arabidopsis 
thaliana gi | 3176715 | gb IAAD12030 . 1 | (AC002392) putative 
receptor-like protein kinase [Arabidopsis thaliana] 



OJ000350_42. 0309. C10 
+ 

2028 
AAT/NAP 
1989 
543 



Seq. No. 


43720 










Seq. ID 


OJ000350_42.0309. 


C10 


Gene No. 


91753 










Strand 


+ 




Start 


1 










End 


2028 




Name 


OJ000350 42 


.0309 


.C10 


.ol 


.gs 


Method 


GENS CAN 




Start 


178 










End 


1992 




GI 


none 










Score 


.44 




Exons 


178. .1992 
















Seq. No. 


43720 










Seq. ID 


OJ000350_42.0309. 


C10 


Gene No. 


91754 










Strand 


+ 




Start 


3079 










End 


3279 




Name 


OJ000350 42 


.0309 


.C10 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


25 










End 


1977 





44569 




%J 



GI 


none 






Score 


117 


Exons 


25. .183, 745.-798, 1084. 


.1188 


, 1116.. 


1187, 1189. .1398, 




1215. .1397, 


1414. .1746, 


1458. 


.1742, 1501. .1746, 1777. .1839, 




1831. .1977 










Seq. No. 


43720 






Seq. ID 


OJ000350_42. 0309. C10 


Gene No. 


91754 






Strand 


+ 


Start 


3079 






End 


3279 


Name 


OJ000350 -42. 


0309. C10. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1150 






End 


1740 


GI 


none 






Score 


203 


Exons 


1150. .1407, 


1152. .1340, 


1420. 


.1740, 1494. .1586 


Seq. No. 


43720 






Seq. ID 


OJ000350_42. 0309. C10 


Gene No. 


91754 






Strand 


+ 


Start 


3079 






End 


3279 


Name 


OJ000350 42. 


0309. C10. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1260 






End 


1650 


GI 


none 






Score 


457 


Exons 


1260. .1583, 


1261. .1650, 


1414. 


.1650 




Seq. No. 


43720 






Seq. ID 


OJ000350_42. 0309. C10 


Gene No. 


91754 






Strand 


+ 


Start 


3079 






End 


3279 


Name 


OJ000350 42. 


0309. C10. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1342 






End 


2040 


GI 


none 






Score 


73 


Exons 


1342. .1398, 


1399. .1584, 


1458. 


.1586, 1600.. 1824, 1638.. 1739, 




1828. .2040 










Seq. No. 


43720 






Seq. ID 


OJ000350_42. 0309. C10 


Gene No. 


91754 






Strand 


+ 


Start 


3079 






End 


3279 


Name 


OJ000350 42. 


0309.C10.o2. 


as 


Method 


GENSCAN 


Start 


3079 






End 


3279 


GI 


none 






Score 


.7 


Exons 


3079. .3279 










Seq. No. 


43721 






Seq. ID 


OJ000350_42 . 0309 . Cll 


Gene No. 


91755 






Strand 


+ 


Start 


5566 






End 


6001 


Name 


OJ000350 42. 


0309.Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


5566 






End 


6001 


GI 


uC-osflcyp067a05al 




Score 


854 


Exons 


5566. .6001 










GI Descrip. 


'407940 2.0e 


-16 (U02495) 


epoxide hydrolase [Solanum tuberosi 


Seq. No. 


43721 






Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91756 






Strand 


+ 


Start 


9016 






End 


10070 


Name 


OJ000350 42. 


0309.Cll.o3. 


gs 


Method 


GENSCAN 


Start 


9016 






End 


10070 


GI 


none 






Score 


. 68 


Exons 


9016. .9073, 


9334. .9621, 


9799. 


.10070 




Seq. No. 


43721 






Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91757 






Strand 


+ 



44570 




Start 


11404 




End : : 


11941 




Name 


OJ000350 42.0309.C11 


. o5 . as 


Method 


GENS CAN 




Start 


11404 




End 


11941 




GI 


none 




Score 


.87 




Exons 


11404. .11479, 11580. 


. 11941 








Seq. No. 


43721 




Seq. ID 


OJ000350_ 


42.0309 


Gene No . 


91758 




Strand 


+ 




Start 


14682 




End 


28086 




Name 


OJ000350 42.0309.C11 


. o7 .gs 


Method 


GENSCAN 




Start 


14682 




End 


22297 




GI 


none 




Score 


.57 




Exons 


14682. .14711, 14902. 


114938, 


15305. .15373, 15700. 


.15842, 




16127. .17137, 17326. 


.17354, 


17973. .18 


023, 18389. 


.18641, 




18647. .18776, 19292. 


.19361, 


20781. .20918, 20962. 


.21084, 




21751. .21859, 21905. 


.22297 









Seq. No. 43721 

Gene No. 91758 

Start 14682 

Name OJ000350_42 . 0309 . Cll . o3 . np 

Start 16127 

GI 6983860 

Exons 16127. .17170, 20016.. 20051 

GI Descrip. (AP001 : L68) Similar to 22 kDa 
(AF061282) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

28086 
AAT/NAP 
20051 
1006 



42. 0309. Cll 



kafirin cluster; Ty3-Gypsy type 



Seq. No. 


43721 


Seq. ID 


OJ000350_ 


_42. 0309. Cll 


Gene No. 


91758 


Strand 


+ 




Start 


14682 


End 


28086 




Name 


OJ000350 42. 0309. Cll. o4 


. np Method 


AAT/NAP 




Start 


21546 


End 


28086 




GI 


5803259 


Score 


1913 




Exons 


21546. .22435, 254 61 .. 25823, 25918 26088 , 26147 


. .27039, 




27133. .27306, 27412.. 28086 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43721 


Seq. ID 


OJ000350_ 


_42. 0309. Cll 


Gene No. 


91759 


Strand 






Start 


2659 


End 


14217 




Name 


OJ000350 42. 0309. Cll. o2 


. gs Method 


GENSCAN 




Start 


2659 


End 


8338 




GI 


none 


Score 


.81 




Exons 


2659.. 2774, 2853.. 2970, 


3074. .3124, 3992. .4044, 


4764. .4938, 




5055. .5175, 5754. .6032, 


6846. .7078, 7772. .7954, 


8036. .8338 


Seq. No. 


43721 


Seq. ID 


OJ000350_ 


_42. 0309. Cll 


Gene No. 


91759 


Strand 






Start 


2659 


End 


14217 




Name 


OJ000350 42. 0309. Cll. ol 


.np Method 


AAT/NAP 




Start 


2665 


End 


5162 




GI 


5302783 


Score 


601 




Exons 


2665.. 2774, 2853.. 2970, 


3074. .3124, 3509. .3571, 


3992. .4044, 




4764. .4938, 5055. .5162 








GI Descrip. 


(Z97340) isomerase like 


protein [Arabidopsis thaliana] 


Seq. No. 


43721 


Seq. ID 


OJ000350_ 


_42. 0309. Cll 



44571 



Gene No. 


91759 


Strand 




Start 


2659 


End 


14217 


Name 


OJ000350 42 . 0309 . Cll . ol . gp 


Method 


AAT/GAP 


Start 


4734 


End 


5179 


GI 


426881 


Score 


468 


Exons 


4734. .4938, 5055. .5179 






GI Descrip. 


5302783/embl CAB46032.il l.Oe- 


16 (Z97340) isomerase like prote 




[Arabidopsis thaliana] 






Seq. No. 


43721 


Seq. ID 


OJ000350_42. 0309. Cll 


Gene No . 


91759 


Strand 




Start 


2659 


End 


14217 


Name 


OJ000350 42.0309'.Cll.o2.np 


Method 


AAT/NAP 


Start 


7760 


End 


14217 


GI 


5302785 


Score 


1129 


Exons 


7760.. 7954, 8030.. 8341, 10597 


. .11043, 


12611. .12817, 




13424. .13703, 14065.. 14217 






GI Descrip. 


(Z97340) putative epoxide hydrolase [Arabidopsis thaliana] 


Seq. No. 


43721 


Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91759 


Strand 




Start 


2659 


End 


14217 


Name 


OJ000350 42.0309.Cll.o4.gs 


Method 


GENSCAN 


Start 


10543 


End 


10812 


GI 


none 


Score 


.79 


Exons 


10543. .10812 






Seq. No. 


43721 


Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91759 


Strand 




Start 


2659 


End 


14217 


Name 


OJ000350 42.0309.Cll.o6.gs 


Method 


GENSCAN 


Start 


12342 


End 


13738 


GI 


none 


Score 


.92 


Exons 


12342. .12353, 12611 12811, 13424.. 13738 


Seq. No. 


43721 


Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91760 


Strand 




Start 


16221 


End 


16708 


Name 


OJ000350 42.0309.Cll.o3.gp 


Method 


AAT/GAP ' 


Start 


16221 


End 


16708 


GI 


uC-osflcypl62a07al 


Score 


682 


Exons 


16221. .16448, 16548. .16708 






GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 (AF111709) polyprot< 




[Oryza sativa subpp. indica] 1 






Seq. No. 


43721 


Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91761 


Strand 




Start 


23271 


End 


23702 


Name 


OJ000350 42.0309.Cll.o5.gp 


Method 


AAT/GAP 


Start 


23271 


End 


23702 


GI 


2428185 


Score 


721 


Exons 


23271. .23702 






GI Descrip. 


5852170/emb|AL117265. 1IOST17804 1.0e-177 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


43721 


Seq. ID 


OJ000350_42. 0309. Cll 


Gene No. 


91762 


Strand 





44572 




Start 


28707 








End ■ 


35367 




Name 


OJ000350 42. 


0309. 


Cll.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2638 








End 


5124 




GI 


none 








Score 


185 




Exons 


2638. .2775, 


2639. 


.2776, 


2849. 


.2980, 2851.. 2976, 


3071. .3124, 




3072. .3134, 


3506. 


.3571, 


3507. 


.3572, 3509.. 3586, 


3511. .3585, 




3983. .4045, 


3993. 


.4046, 


3999. 


.4046, 4000. .4047, 


4759. .4830, 




4762. .4941, 


4763. 


.4939, 


4876. 


.4941, 5053. .5124, 


5055. .5123 


Seq. No. 


43721 








Seq. ID 


OJ000350 


42.0309.C11 


Gene No . 


91762 








Strand 






Start 


28707 








End 


35367 




Name 


OJ000350 42. 


0309. 


Cll.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2674 








End 


5124 




GI 


none 








Score 


96 




Exons 


2674 . .2775, 


2684 . 


.2776, 


2849. 


.2974, 2E 


351. .2976, 


3058. .3102, 




3059. . 3124, 


3506. 


.3571, 


3515. 


.3586, 3992. .4045, 


4759. .4830, 




4762. .4884, 


4891. 


.4941, 


4892. 


.4939, 5053. .5124, 


5055. .5123 


Seq. No. 


43721 








Seq. ID 


OJ000350 


_42.0309.C11 


Gene No. 


91762 








Strand 






Start 


28707 








End 


35367 




Name 


OJ000350 42. 


0309. 


Cll.o3 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3503 ~ 








End 


5124 




GI 


none 








Score 


38 




Exons 


3503. .3565, 


3980. 


.4045, 


4762. 


.4884, 4763. .4807, 


4891. .4941, 




4892 . .4939, 


5053. 


.5124, 


5055. 


.5123 






Seq. No. 


43721 








Seq. ID 


OJ000350 


42.0309.C11 


Gene No. 


91762 








Strand 






Start 


28707 








End 


35367 




Name 


OJ000350 42. 


0309. 


CII.06 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4007 








End 


32860 




GI 


none 








Score 


153 




Exons 


4007. .4045, 


4014. 


.4046, 


4756. 


.4941, 4762. .4941, 


5053. .5124, 




5055. .5144, 


5055. 


.5123, 


32756 


. .32860 






Seq. No. 


43721 








Seq. ID 


OJ000350 


42.0309.C11 


Gene No. 


91762 








Strand 






Start 


28707 








End 


35367 




Name 


OJ000350 42. 


0309. 


Cll.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5780 








End 


12673 




GI 


none 








Score 


136 




Exons 


5780. . 6031, 


5789. 


.6031, 


5790. 


.6032, 5958. .6032, 


6845. . 6949, 




10561. . 10899 


, 10721. .10849, 12611.. 12673 




Seq. No. 


43721 








Seq. ID 


OJ000350 


_42.0309.C11 


Gene No. 


91762 








Strand 






Start 


28707 








End 


35367 




Name 


OJ000350 42. 


0309. 


Cll.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5786 ~ 








End 


10899 




GI 


none 








Score 


132 




Exons 


5786. .6037, 


5789. 


.6037, 


6848. 


.6952, 10561. .10899, 10691. .10846 


Seq. No. 


43721 








Seq. ID 


OJ000350 


_42.0309.C11 


Gene No. 


91762 








Strand 






Start 


28707 








End 


35367 





44573 





Name 


OJ000350 42.0309.Cll.ol.tm 


Method 


TBLASTX : Maize 




Start 


5789 


End 


12820 






none 


Score 


126 




Hi A WHO 


5789. .6040, 5789. .6040, 5790. 


.6041, 6848. .6955, 7770. .7838, 






7772.. 7837, 7850.. 7993, 7850. 


.7942, 10561. .10896, 10562 .. 10627 , 






10697. .10849, 10741 .. 10881, 1094 8 11070, 1094 9 .. 11056, 






12609. .12818, 12611. .12817, 12671. .12820 






43721 


Seq. ID 


OJ000350_42.0309.C11 




Gene No. 


91762 


Strand 






Start 


28707 


End 


35367 




Name 


OJ000350 42.0309.Cll.o4.tw 


Method 


TBLASTX: Wheat 




Cfarf 
O L. CI X L 


5789 


End 


10857 




ox 


none 


Score 


133 




Hi axJHO 


5789. .6043, 5789. .6043, 5811. 


.6047, 6845.. 6889, 10561 .. 10857 , 






10697. .10849 








Cpn Mo 
uciji in \J . 


43721 


Seq. ID 


OJ000350_42.0309.C11 




Cone KIo 


91762 


Strand 






O Ldi L. 


28707 


End 


35367 




Name 


OJ000350 42.0309.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


7778 


End 


13702 




OX 


none 


Score 


95 




Ej A.LU 1 0 


7778. .7804, 7808. .7942, 7827. 


.7982, 7929. .7961, 8084. .8269, 


CI 




8085.. 8273, 8261.. 8314, 12617 


. .12643, 


12690. .12812, 






12710. .12817, 12725. .12814, 12913 .. 1294 5, 13472 .. 13627, 


ru 




13473. .13622, 13664.. 13702 








Ofarr Mo 


43721 


Seq. ID 


OJ000350_42.0309.C11 


1 J 




91762 


Strand 




I. ^ 


O Lai L 


28707 


End 


35367 


f! I 


Name 


OJ000350 42.0309.Cll.ol.ts 


Method 


TBLASTX : Soybean 


s 


Start 


7778 


End 


13708 




(IT 


none 


Score 


68 


%J 




7778. .7855, 7842. .7937, 7847. 


.7939, 7853.. 7954, 7929.. 7964, 


■ tjS 




8084. .8254, 8115. .8255, 8255. 


.8323, 8259. .8315, 12686 12826, 






12710. .12823, 12711. .12827, 13472 .. 13627 , 13503 .. 13622, 






13664. .13708, 13671.. 13703 








Seq. No. 


43721 


Seq. ID 


OJ000350_42.0309.C11 


k J 


Gene No. 


91762 


Strand 






Start 


28707 


End 


35367 




LN CXlllC 


OJ000350 42.0309.Cll.o2.tm 


Method 


TBLASTX: Maize 




O Lai L. 


8084 


End 


13708 




ox 


none 


Score 


341 




Hi AU1 Id 


8084.. 8332, 8085.. 8333, 13472 


. .13708, 


13473. .13703 




Seq. No. 


43721 


Seq. ID 


OJ000350_42.0309.C11 




Gene No. 


91762 


Strand 






O LOi L. 


28707 


End 


35367 




Mama 


OJ000350 42.0309.Cll.oll.tw 


Method 


TBLASTX: Wheat 




Start 


8108 


End 


13627 




GI 


none 


Score 


170 




Exons 


8108.. 8269, 8109.. 8273, 13487 


. .13627, 


13497. .13622, 13574.. 13627 




Seq. No. 


43721 


Seq. ID 


OJ000350_42.0309.C11 




.Gene No. 


91762 


Strand 





44574 




Start 


28707 






. End 


35367 




Name 


OJ000350 42.0309.C11 


. o7 . tw 


Method 


TBLASTX: Wheat 






16289 






End 


16645 




VJ-L 


none 






Score 


288 




1_J V./ 1 1 tnJ 


16289. . 


16645, 16297. 


. 16467, 


16504 . .16644 




Seq. No. 


43721 






Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 






Strand 






Start 


28707 






End 


35367 




Name 


OJ000350 42.0309.C11 


* o7 . tm 


Method 


TBLASTX: Maize 




Start 


16526 






End 


16816 




n,T 


none 






Score 


207 




Fvnn 

i_J w X 1^3 


16526. . 


16789, 16552. 


. 16713, 


16754 . .16816 






43721 






Seq. ID 


OJ000350_42.0309 


.Cll 




91762 






Strand 






Start 


28707 






End 


35367 




Name 


OJ000350 42.0309.C11 


.o9.gs 


Method 


GENS CAN 




Start 


.28707 






End 


35367 




GI 


none 






Score 


.53 




Pvnn ^ 


28707. . 


29948, 30161. 


. 30522, 


30607. .31050, 31308 .. 32124 , 






32257. . 


32424, 32478. 


33106. 


33215. .33955, 34055 .. 34475, 






35224. . 


35367 












43721 






Seq. ID 


OJ000350_42.0309 


. Cll 




91762 






Strand 






Start 


28707 






End 


35367 




Name 


OJ000350 42.0309.C11 


.o5 .np 


Method 


AAT/NAP 




Start 


28710 






End 


34444 




GI 


7228457 






Score 


5756 




Exons 


28710. . 


30258, 30325. 


.31221, 


3134 4 . .32177, 32241. .3394 9, 






34024. . 


34444 











GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


43721 






Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 






Strand 






Start 


28707 






End 


35367 




Name 


OJ000350 42. 0309. Cll 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


28719 






End 


29319 




GI 


none 






Score 


71 




Exons 


28719. 


.28844, 28723. 


.28842, 


29031. .29318, 29038 29178 , 






29092. 


.29319, 29218. 


.29316 








Seq. No. 


43721 






Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 






Strand 






Start 


28707 






End 


35367 




Name 


OJ000350 42. 0309. Cll 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


29322 






End 


29703 




GI 


none 






Score 


192 




Exons 


29322. 


.29702, 29335. 


.29601, 


29647. .29703 




Seq. No. 


43721 






Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 






Strand 






Start 


28707 






End 


35367 




Name 


OJ000350 42. 0309. Cll 


. 06 . tm 


Method 


TBLASTX: Maize 





44575 




Start 


29506 




End 


29840 




GI 


none 




Score 


168 




Exons 


29506. .29646, 29517. 


.29840, 


29530. .29721 




Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


30110 




End 


30676 




GI 


5666795 




Score 


56 




Exons 


30110. .30298, 30347. 


.30484, 


30578. .30676 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


30347 




End 


30799 




GI 


none 




Score 


94 




Exons 


30347. .30499, 30348. 


.30488, 


30558. .30779, 30578.. 30799 




Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


31151 




End 


31521 




GI 


none 




Score 


73 




Exons 


31151. .31201, 31183. 


.31521, 


31400. .31507 




Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


31195 




End 


31599 




GI 


none 




Score 


274 




Exons 


31195. .31599, 31232. 


.31594 








Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


31273 




End 


31657 




GI 


none 




Score 


148 




Exons 


31273. .31656, 31400. 


.31657 








Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


31684 




End 


32040 




GI 


none 




Score 


190 




Exons 


31684. .32040, 31694. 


.31999 








Seq. No. 


43721 




Seq. ID 


OJ000350_42.0309 


.Cll 


Gene No. 


91762 




Strand 






Start 


28707 




End 


35367 




Name 


OJ000350 42.0309.C11 


. ol. tw 


Method 


TBLASTX: Wheat 





44576 






31708 


End 


32170 




GI 


none 


Score 


319 






31708 32169 31709 32170 








Seq. No. 


43721 


Seq. ID 


OJ000350_42.0309. 


Cll 


Gene No. 


91762 


Strand 






Start 


28707 


End 


35367 




Name 


OJ000350 42 0309 Cll o5 ts 


Met hod 


TBLASTX • Sovbean 




Start 


31765 _ 


End 


32130 




ox 


none 


Score 


113 






31765 31899 31906 32130 








Seq. No. 


43721 


Seq. ID 


OJ000350_42.0309. 


Cll 


Gene No. 


91762 


Strand 






Start 


28707 


End 


35367 




Name 


OJ000350 42 0309 Cll olO tw 


Method 


TBLASTX: Wheat 




91-^ rt 


32278 ~~ 


End 


32590 






none 


Score 


107 




F" von ^ 


32278 32517 32297 32515 


32522. .32590 




Seq. No. 


43721 


Seq. ID 


OJ000350_42.0309. 


Cll 


Gene No. 


91762 


Strand 






Start 


28707 


End 


35367 




In dill" 


o.Tonnssn 4? n3nQ rn oQ -t-w 


Method 


TBLASTX: Wheat 




0 Lai L, 


^^84 "~ 

J J J O *t 


End 


33726 






none 


Score 


114 




i_i vj 1 1 j 


33384 33656 33418 33657 


33624.-33722, 33634.. 33726 




Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309. 


C12 


Gene No. 


91763 


Strand 


+ 




Start 


2978 


End 


3557 




Name 


OJ000350 42 0309 fl 2 0? a<z 


Method 


GEN SCAN 




Start 


2978 ~~ 


End 


3557 




GI 


none 


Score 


.4 




Rxon ^ 


2978 3173 3178 3226 3263 


. .3557 






Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309. 


C12 


Gene No. 


91764 


Strand 






Start 


1074 


End 


1798 




Name 


O.T000350 42 0309 PI 2 ol 

UuuUU J JU ML • UJu Ji^Il • U X . y O 


Method 


GENSCAN 




Start 


1074 ~~ 


End 


1685 




GI 


none 


Score 


.95 






1074 1245 1258 1685 

1 v 1 M • . X L J / X J <J * • x vj g j 








9#arr Mn 


4^722 


Seq. ID 


OJ000350_42.0309. 


C12 


Cpnp Wo 


91764 


Strand 






Start 


1074 


End 


1798 




Name 


OJ000350 42.0309.C12.ol.gp 


Method 


AAT/GAP 




Start 


1334 


End 


1798 




GI 


29419 1.R1084 


Score 


914 




Exons 


1334. .1798 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804 


1 


Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309. 


C12 


Gene No. 


91765 


Strand 






Start 


4472 


End 


7147 





44577 



# 



Name 



OJ000350_42 . 0309 . C12 . o3 . gs Method GENSCAN 





Start 


4472 


End 


7147 




GI 


none 


Score 


.84 




Exons 


4472.-4482, 4614. .4679, 6519. 


.6733, 6936.. 7147 




Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309.C12 




Gene No. 


91765 


Strand 


*~ 




Start 


4472 


End 


7147 




Name 


OJ000350 42.0309.C12.ol.np 


Method 


AAT/NAP 




Start 


6383 ~~ 


End 


7118 




GI 


4105794 


Score 


329 




Exons 


6383. .6733, 7045. .7118 








GI Descrio. 


(AF049928) PGP224 TPetunia x 


hybrida] 






Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309.C12 




Gene No . 


91766 


Strand 






Start 


10026 


End 


10685 




Name 


OJ000350 42.0309.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1143 ~ 


End 


1739 




GI 


none 


Score 


252 




Exons 


1143. .1439, 1143. .1538, 1144. 


.1539, 1440.. 1739, 1555.. 1683 




Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309.C12 




Gene No. 


91766 


Strand 




w 


Start 


10026 


End 


10685 


if] 


Name 


OJ000350 42 0309 C12 ol tc 


Method 


TBLASTX: Cress 




Start 


6425 ~ 


End 


10365 


i y 


GI 


none 


Score 


101 


f ^ 


Exons 


6425.. 6598, 6432.. 6590, 6597. 


.6731, 6598.. 6732, 10068 .. 10364 , 


: [ 5 




10069.. 10182, 10279.. 103 65 






~~ a- 


Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309.C12 




Gene No. 


91766 


Strand 




S 


Start 


10026 


End 


10685 




Name 


OJ000350 42.0309.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6425 ~ 


End 


10365 




GI 


none 


Score 


104 




Exons 


6425.. 6598, 6426.. 6596, 6597. 


.6731, 6643.. 6732, 7043.. 7087, 


^3 




10068 10364. 10264 10365 








Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309.C12 




Gene No. 


91766 


Strand 






Start 


10026 


End 


10685 




Name 


OJ000350 42.0309.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


6428 


End 


10667 




GI 


none 


Score 


64 




Exons 


6428.. 6598, 6431.. 6505, 6438. 


.6596, 6591.. 6731, 6604.. 6750, 






7043.. 7087, 10062 .. 10244 , 10063.. 10212 


, 10236. .10364, 






10252. .10365, 10617.. 10667 








Seq. No. 


43722 


Seq. ID 


OJ000350_42.0309.C12 




Gene No. 


91766 


Strand 






Start 


10026 


End 


10685 




Name 


OJ000350 42.0309.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6430 


End 


10661 




GI 


none 


Score 


35 




Exons 


6430.. 6483, 6479.. 6598, 6480. 


.6593, 6594.. 6731, 6597.. 6731, 



44578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6601. .6750, 6833. .6856, 7043. .7087, 7047. .7588, 7134. .7208, 
10110. .10364, 10117. .10212, 10264 .. 10365, 10617. .10661 



43722 
91766 
10026 

OJ000350_42.0309.C12.o2.np 
10026 
4105794 
10026. .10366, 10619.. 10685 
(AF049928) PGP224 [Petunia x hybrida] 



Seq. ID OJ000350_42.0309.C12 
Strand 

10685 
AAT/NAP 
10685 
254 



End 

Method 

End 

Score 



Seq. ID OJ000350_42.0309.C13 
Strand + 

114 

AAT/GAP 
114 
162 



43723 
91767 
1 

OJ000350_42.0309.C13.ol.gp 
1 

7406_1.R1084 
1..114 

' 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



End 

Method 

End 

Score 



43723 
91768 
551 

OJ000350_42.0309.C13.ol.gs 

551 

none 

551. .1102 



Seq. ID OJ000350_42.0309.C13 

Strand + 

End 3934 

Method- GEN SCAN 

End 1102 

Score .96 



42.0309.C13 



43723 Seq. ID OJ000350_ 

91768 Strand + 

551 End 3934 

OJ000350_42 . 0309 . C13 . ol . np Method AAT/NAP 
638 End 3082 

7228438 Score 1838 

638.. 1818, 3064.. 3082 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



43723 Seq. ID 

91768 Strand 

551 End 
OJ000350_42.0309.C13.o2.gs Method 

1784 End 

none Score 

1784. .1893, 2033. .2222, 2299. .2601, 
3829.-3934 



OJ000350_42.0309.C13 
+ 

3934 
GENSCAN 
3934 
.58 

2772.. 2972, 3053.. 3201, 



43723 Seq. ID 

91768 Strand 

551 End 
OJ000350_42 . 0309 . C13 . o2 . gp Method 

1815 End 

LIB3431-045-P1-N1-A10 Score 
1815. .2055, 3418. .3527 



OJ000350_42.0309.C13 
+ 

3934 
AAT/GAP 
3527 
627 



44579 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5441876/dbj IAP000367.1 IAP000367 O/'O'e+OO Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



43723 Seq. ID 

91769 Strand 

6965 End 

OJ000350_42 . 0309 . C13 . o2 . np Method 

6960 End 

4105794 Score 
6960.. 7320, 7547.. 7620 
(AF049928) PGP224 [Petunia x hybrida] 

43723 Seq. ID 

91769 Strand 

6965 End 

OJ000350_42.0309.C13.o3.gs Method 

6965 End 

none Score 
6965. .7270 



OJ000350_42.0309.C13 

7620 
AAT/NAP 
7620 
348 



OJ000350_42.0309.C13 

7620 
GENS CAN 
7270 
.96 



Seq. No. 43723 

Gene No. 91770 

Start 8479 

Name OJ000350_42 . 0309 . C13 . ol . tm 

Start 7022 

GI none 
Exons 



Seq. ID OJ000350_42.0309.C13 



Strand 
End 

Method 

End 

Score 



8588 

TBLASTX: Maize 

7321 

203 



7022. .7198, 7023. .7199, 7191. .7319, 7193. .7318, 7265. .7321 



Seq. No. 


43723 








Seq. ID 


OJ000350_42.0309.C13 


Gene No. 


91770 








Strand 




Start 


8479 








End 


8588 


Name 


OJ000350 42 


.0309. 


C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7022 








End 


7319 


GI 


none 








Score 


222 


Exons 


7022. .7318, 


7029. 


.7319 








Seq. No. 


43723 








Seq. ID 


OJ000350_42.0309.C13 


Gene No. 


91770 








Strand 




Start 


8479 








End 


8588 


Name 


OJ000350 42 


.0309. 


C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7031 








End 


7319 


GI 


none 








Score 


232 


Exons 


7031. .7318, 


7035. 


.7319 








Seq. No. 


43723 








Seq. ID 


OJ000350_42.0309.C13 


Gene No. 


91770 








Strand 




Start 


8479 








End 


8588 


Name 


OJ000350 42 


.0309. 


C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7064 








End 


7637 


GI 


none 








Score 


308 


Exons 


7064. .7318, 


7065. 


.7319, 


7549. 


.7596, 7593. .7637, 7594. .7620 



Seq. No. 
Gene No. 
Start 
Name 
Start' ;T 



43723 
91770 
8479 

0 JO 00350 
'8479 



42.0309.C13.o4.gs 



Seq. ID 

Strand 

End 

.Method 
^End 



OJ000350_42.0309.C13 

8588 
GEN SCAN 
8588 



44580 



GI 

Exons 



none 

8479. .8588 



Score 



,88 



Seq. No. 43724 Seq. ID 

Gene No. 91771 Strand 

Start 1 End 

Name 0 J000250_4 7 . 0303 . C4 . ol . np Method 

Start 1 End 

GI 6705984 Score 

Exons 1..1201, 1229.. 1823 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000250_47.0303.C4 

1983 
AAT/NAP 
1823 
1110 



Seq. No. 43724 Seq. ID 

Gene No. 91771 Strand 

Start 1 End 

Name OJ000250_4 7 . 0303 . C4 . ol . gs Method 

Start 226 End 

GI none Score 

Exons 226.. 431, 776.. 914, 1050.. 1983 



OJ000250_47.0303.C4 

1983 
GENSCAN 
1983 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43724 
91771 
1 

OJ000250_47 . 0303 . C4 . ol . tw 

323 

none 



Seq. ID OJ000250_47.0303.C4 
Strand 

End 1983 

Method TBLASTX : Wheat 

End 814 

Score 141 



323. .529, 363. .530, 385. .531, 487. .531, 533. .814, 567. .794 



43724 
91771 
1 

OJ000250_47.0303.C4.ol.tm 

338 

none 

338. .574, 350. .568 



Seq. ID OJ000250_47.0303.C4 
Strand 

End 1983 

Method TBLASTX : Mai ze 

End 574 

Score 121 , 



Seq. No. 43724 

Gene No. 91771 

Start 1 

Name OJ000250_47 .0303.C4 .ol. 

Start 371 

GI none 

Exons 371.. 502, 372.. 503, 504 

Seq. No. 43724 

Gene No. 91771 

Start 1 

Name OJ000250_4 7 . 0303 . C4 . o2 . 

Start 1132 

GI none 

Exons 1132.. 1185, 1231.. 1533, 

Seq. No. 43724 

Gene No. 91771 

Start 1 

Name OJ000250_47 . 0303.C4 .o2 . 

Start • 1303 



Seq. ID OJ000250_47.0303.C4 
Strand 

End 1983 

ts Method TBLASTX: Soybean 

End 721 

Score 99 
..698, 506. .721 

Seq. ID OJ000250_47.0303.C4 
Strand 

End 1983 

tw Method TBLASTX: Wheat 

End 1722 

Score 209 
1232. .1714, 1555.. 1722 

Seq. ID OJ000250_47.0303.C4 
Strand 

End 1983 

ts Method TBLASTX: Soybean 

End 1692 



44581 




PT 


none 




Score 


1 01 
x u / 




Exons 




1 M 1 6Q9 
1j1D< . 1D7l 








Seq. No. 


43724 




Seq. ID 


OJ000250_47.0303. 


C4 


Gene No. 


91771 




Strand 








1 

X 




End 


1983 




Name 


0.10009 47 


fnrn P4 n9 1-™ 


Method 


TBLASTX: Maize 




C 4- -a 


iJJJ 




End 


1746 




ol 


none 




Score 


35 




TP \r 


-tccc 1 cq^: 
Ijjj . . iJ^D^ 


1 t:co 174fi 1 RRQ 


..1714, 1636. .1722 




OcCJ . IN U . 


4 ^79 R 




Seq. ID 


OJ000250 47 0303 


PR 


Gene No. 


91772 




Strand 


+ _ 




Start 


7228 




End 


8121 




Name 


n.Tnnn^sn 47 


O^D^ PR 0^ nn 


Method 


AAT/NAP 






/ z z o 




End 


8121 




pT 






Score 


433 




Exons 


799ft 7S^9 
/ Z Z O . • / -J oz. f 


7S64 7664 fifi96 

/ Jul • . ( UOI; OUZO 


. .8121 






f2 T Ho cpri n 
bl ueot_.X7Xp. 


V rlJj XX / Z O -J ^ 




sativa] 






Oc^i IN Q . 


4 ^79^ 




Seq. ID 


OJ000250_47.0303. 




Gene No. 


91773 




Strand 






Start 


1 




End 


7669 




Name 


n.Tnnfi9^n 47 


.0303.C5.ol.np 


Method 


AAT/NAP 




oLait 


n — 




End 


1628 




pt 


£7 4 97 9 Q 
D / ft Z 1 Z :? 




Score 


1142 






X • • .3 / , DUD. 


.1628 








P T T"^ o i^ t t™\ 
bl U6SCX7Xp. 




RIM2 protein [Oryza sativa] 






064. LNO . 


fl O / Z D 




Seq. ID 


OJ000250_47.0303. 


PR 


bens lno . 


Q1 77 "3 




Strand 






Start 


1 




End 


7669 




Name 


OJ000250_47 


.0303.C5.o2.np 


Method 


AAT/NAP 




0 lcixy u. 


1 

j. 




End 


7566 




PT 
bl 


Sft S91 7R 

JO / J 




Score 


141 




Exons 


1 "37 9 "34 4 
X . • 0 / , Z J fi 4 


..2448, 2995. .3043, 3868. .3980, 6845. .6892, 






/ 100 • • /ODD 










bi Ucscript 




zhb0005.1 [Oryza 


sativa] 






Seq. No. 


43725 




Seq. ID 


OJ000250_47.0303. 


C5 


Gene No. 


91773 




Strand 






O Lai L 


i 




End 


7669 




Name 


nioooo^o 47 


.0303.C5.o3.tm 


Method 


TBLASTX: Maize 






1 7 
x / 




End 


4 63 




PT 
bl 


none 




Score 


70 




Exons 


1 7 "34 "36 
X / . . Oft , OD. 


.140, 59. .463, 88 


..141, 137 


. .460 




Seq. No. 


43725 




Seq. ID 


OJ000250_47.0303. 


C5 


Gene No. 


91773 




Strand 






0 car u 


1 




End 


7669 




Name 


OJ000250 47 


.0303.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


623 




End 


956 




GI 


none 




Score 


291 




Exons 


623. .955, 628.-954, 681. .956 








Seq. No. 


43725 




Seq. ID 


OJ000250_47.0303. 


C5 


Gene. No. 


91773 




Strand 







44582 






Start 


1 






End 


7669 




Name 


OJ000250 47 


.0303.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


628 






End 


912 




GI 


none 






Score 


116 




Exons 


628. .912, 629. .901 










Seq. No. 


43725 






Seq. ID 


OJ000250_47.0303.C5 




Gene No. 


91773 






Strand 






Start 


1 






End 


7669 




Name 


OJ000250 47 


.0303.C5.ol. 


gs 


Method 


GENSCAN 




Start 


899 






End 


1612 




GI 


none 






Score 


. 44 




Exons 


899. . 1612 












Seq. No. 


43725 






Seq. ID 


OJ000250_47.0303.C5 




Gene No. 


91773 






Strand 






Start 


1 






End 


7669 




Name 


OJ000250 47 


.0303.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1142 






End 


1384 




GI 


none 






Score 


83 




Exons 


1142. .1384, 


1200. . 1379 










Seq. No. 


43725 






Seq. ID 


OJ000250_47.0303.C5 


C3 


Gene No. 


91773 






Strand 






Start 


1 






End 


7669 


set 


Name 


OJ000250 47 


.0303.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1214 






End 


1637 




GI 


none 






Score 


95 




Exons 


1214. .1408, 


1418. .1609, 


1419. 


.1637 




— 


Seq. No. 


43725 






Seq. ID 


OJ000250_47.0303.C5 




Gene No. 


91773 






Strand 






Start 


1 






End 


7669 


S 


Name 


OJ000250 47 


.0303.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


ij- .J 


Start 


1248 






End 


1616 




GI 


none 






Score 


151 




Exons 


1248. .1454, 


1253. .1456, 


1253. 


.1477, 1455. .1547, 1457. .1555, 


w 




1458. .1550, 


1562. .1615, 


1563. 


.1616 




¥? 


Seq. No. 


43725 






Seq. ID 


OJ000250_47.0303.C5 




Gene No. 


91773 






Strand 






Start 


1 






End 


7669 




Name 


OJ000250_47 


.0303.C5.o3. 


gs 


Method 


GENSCAN 




Start 


7256 






' End 


7669 




GI 


none 






Score 


.99 




Exons 


7256. .7669 












Seq. No. 


43726 






Seq. ID 


OJ000250_47.0303.C6 




Gene No. 


91774 






Strand 


+ 




Start 


1 






End 


4424 




Name 


OJ000250 47 


.0303.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


491 




GI 


5852180 






Score 


333 




Exons 


1. .491 












GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 





Seq. No. • '* 43726 - Seq. ID- OJ000250_47 . 0303 . C6" 



44583 




Gene No. 


91774 








Strand 


+ 




Cf a yf 


1 








End 


4424 




Name 


OJ000250 47 


.0303 


.C6.0I. 


gs 


Method 


O Hi LN l_) V^^liN 




otan 


180 








End 


A A? A 




C T 


none 








Score 


. 75 




/"\ ITi C 


180. .235, 240. .713, 1247. .3446, 3630. 


.4424 




Q d i^r M /-\ 
o€(j . LNU * 


43726 








Seq. ID 


OJ000250 47 0303 


,C6 


Gene No. 


91774 








Strand 






Start 


1 








End 


4424 




NT ^ m a 




.0303 


.C6.o2. 




Method 


AAT /NAP 




Of - >-f 


1264 








End 


H *J X 






4680179 








Score 


447? 




Exons 


1264. .4421 














(j± uescrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


cnWen i "nHi pa 1 




Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303 


.C6 


Gene No. 


91775 








Strand 


+ 






^H41 

OUft J. 








End 


5910 




Name 


OJ000250 47 


.0303 


.C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Of ~.f 


1275 








End 


1580 






none 








Score 


123 




Exons 


1275. .1487, 


1340 


. .1402, 


1494. 


.1580, 1502.. 1579 




Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303 


.C6 


Gene No. 


91775 








Strand 


+ 




Of 3 V-+* 

o tar l 


Rna 1 








End 


5910 




Name 


OJ000250 47 


.0303 


.C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Of 5 -vf 


1584 








End 


2066 






none 








Score 


547 




Exons 


1584. .2066, 


1688 


. .2023 










Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303 


.C6 


Gene No. 


91775 








Strand 


+ 




Of _ _f 


JU41 








End 


5910 




Name 


OJ000250 47 


.0303 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Of a yf 


1620 








End 


1931 




C T 


none 








Score 


199 




T7 1 /*\ r*v c» 

ijXons 


1620. .1931 














Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303 


.C6 


Gene No. 


91775 








Strand 


+ 




Of -j >-f 


5041 








End 


5910 




Name 


OJ000250 47 


.0303 


.C6.o4. 


tm 


Method . 


TBLASTX: Maize 




Of a -r-f 


1650 








End 


2096 






none 








Score 


374 




Exons 


1650. .2096 














Con Wri 


43726 








Seq. ID 


OJ000250_47.0303 


.C6 


Gene No. 


91775 








Strand 


+ 




Start 


5041 








End 


5910 




Name 


OJ000250 47 


.0303 


.C6.0I. 


ts 


Method 


TBLASTX : Soybean 




Start 


2007 








End 


2402 




GI 


none 








Score 


57 




Exons 


2007. .2039, 


2007 


. .2066, 


2043. 


.2096, 2045.. 2083, 2151.. 2402, 



2159. .2392 



44584 



Seq. No. 43726 

Gene No. 91775 

Start 5041 

Name OJ000250_47 .0303.C6.o5. tw 

Start 2135 

GI none 

Exons 2135.. 2209, 2153.. 2416, 2154, 



Seq. ID OJ000250 47. 0303. C6 



Strand 
End 

Method 
End 
Score 
.2417 



+ 

5910 
TBLASTX; 
2417 
62 



Wheat 



Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303 


Gene No. 


91775 








Strand 


+ 


Start 


5041 








End 


5910 


Df CLIUC 


OJ0002S0 47 


. 0303 . 


C6 . o5 . 


tm 


Method 


TBLASTX • Maize 




2151 ~~ 








End 


2483 


(IT 


none 








Score 


301 


T<* von q 


2483 


2204 . 


. 2482 


















Sph TD 

C VJ • -L. i*J 


OJ000250 47 0303 


Gene No. 


91775 








Strand 


+ — 


Start 


5041 








End 


5910 


Name 


OJ000250 47 


.0303. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2418 








End 


2843 


GI 


none 








Score 


576 


Exons 


2418. .2843, 


2420. 


.2836, 


2493. 


.2843 




Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303 


Gene No. 


91775 








Strand 


+ 


Start 


5041 








End 


5910 


Name 


OJ000250 47 


.0303. 


C6.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2424 








End 


2672 


GI 


none 








Score 


194 


Exons 


2424. .2672 













Seq. No. 43726 Seq. ID 

Gene No. 91775 Strand 

Start 5041 End 

Name OJ000250_47 . 0303 . C6 . o2 . tm Method 

Start 24 90 End 

GI none Score 

Exons 2490.. 2843, 2495.. 2836 



OJ000250_47.0303.C6 
+ 

5910 

TBLASTX: Maize 

2843 

442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43726 
91775 
5041 

OJ000250_47 . 0303 . C6 . o2 . tw 

2871 

none 



Seq. ID OJ000250_47.0303.C6 



Strand 
End 

Method 

End 

Score 



+ 

5910 

TBLASTX: Wheat 

3411 

621 



2871.. 3410, 2912.. 3406, 2955.. 3410, 3139.. 3411 



43726 Seq. ID 

91775 Strand 

5041 End 

OJ000250_47 . 0303 . C6 . ol . tc Method 

3108 End 

none Score 

3108.. 3290, 3291.. 3434, 3293.. 3433 



OJ000250_47.0303.C6 
+ 

5910 

TBLASTX: Cress 

3434 

88 



Seq. No. 



43726 



Seq. ID OJ000250_47 .0303.C6 



44585 




Gene No. 


91775 








Strand 


+ 


Cf art- 


5041 








End 


5910 


Name 


OJ000250 47 


. 0303 . 


C6. o2 . 


ts 


Mpt* hod 


TBLASTX • Sovbean 


C4- ar f 
OLoJL I 


31 98 ~~ 








End 


3458 


VJ7 X 


none 








Score 


295 




3198 3458 


3209 . 


. 3457 








Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303.C6 


Gene No. 


91775 








Strand 


+ 


Start 


5041 








End 


5910 


LN dluc 


OJ000250 47 


0303 
. \j j \j *j • 


C6. o3. 


tm 


Mpt hod 


TBLASTX 'Maize 




3257 ~~ 








End 


3548 


ox 


none 








Score 


383 




3257 3544 


3258 . 


. 3548 








Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303.C6 


Gene No. 


91775 








Strand 


+ 


Start 


5041 








End 


5910 


Vi CHU~ 


OJ000250 47 


. 0303 . 


C6.ol . 


tw 


Method 


TBLASTX: Wheat 


O Lai L 


3417 ~ 








End 


4043 


O X 










Score 


685 




3417 4043 


3419. 


.3451, 


3476 


..3922, 3588. .4001, 3983. .4042 




4 3796 








Seq. ID 


OJ000250_47.0303.C6 


Gene No. 


91775 








Strand 


+ 


Start 


5041 








End 


5910 




OJ000250 47 


0303 

. U JU J . 


C6. ol . 


tm 


Method 


TBLASTX: Maize 




3596 ~* 








End 


4181 


ox 










Score 


220 




3596 3751 


3597 


3758 

. J / J Q , 


3755 


..3919, 3756. .4181, 3876. .4160, 




3983 4180 

J .7 U J • . *3 X U O 












Seq. No. 


43726 








Seq. ID 


OJ000250_47.0303.C6 


Gene No. 


91775 








Strand 


+ 


O l_ Ci -L . 1- 


5041 








End 


5910 


MaTrip 


OJ000250 47 


0303 


C6 . 06 . 


tw 


Method 


TBLASTX: Wheat 


oiai i 


4043 ~~ 








End 


4376 


u X 


none 








Score 


303 


DAUllO 


4043 4114 


4044 . 


4376 


4047 


..4160, 4139. .4324 


O C • iNU • 


43726 








Seq. ID 


OJ000250_47.0303.C6 


Gene No. 


91775 








Strand 


+ 


Start 


5041 








End 


■ 5910 


Name 


OJ000250 47 


.0303. 


C6.o3. 


np 


Method 


AAT/NAP 


O L.CLX L. 


R041 ~~ 








End 


5910 


o X 


JO JcJ. / o 








Score 


349 


LAUllO 


SD41 S344 


5376. 


.5480, 


5816 


. .5910 




OX UC jLI X fcJ • 


f AT.1 1 726S} 


zhb0008.1 [Oryza 


sativa] 




Qpn Mft 


43727 








Seq. ID 


OJ000250_47.0303.C7 


Gene No. 


91776 








Strand 


+ 


Start 


1 








End 


806 


Name 


OJ000250 47 


.0303. 


C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


806 


GI 


6063554 








Score 


98 


Exons 


1..144, 590 


. .806 











GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



44586 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 43728 Seq. ID 

Gene No. 91777 Strand 

Start 188 End 

Name OJ000250_47 .0303 . C8 . ol . gs Method 

Start 188 End 

GI none Score 

Exons 188.. 313 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



43728 ' Seq. ID 

91778 Strand 
1699 End 
OJ000250_47.0303.C8.ol.np Method 
1699 End 
226691 Score 
1699. .1719, 4281. .4619, 5975. .6045 
RNA polymerase beta' -2 [Oryza sativa] 



OJ000250_47.0303.C8 
+ 

313 

GENS CAN 

313 

.98 



OJ000250_47.0303.C8 
+ 

6045 
AAT/NAP 
6045 
456 



43728 
91778 
1699 

OJ000250_47 . 0303 . C8 . ol . gp 

3504 

none 

3504.. 4000 



Seq. ID OJ000250_47. 0303.C8 

Strand + 

End 6045 

Method AAT/GAP 

End 4000 

Score 928 



43728 
91779 
1 

OJ000250_47 .0303.C8.o2.np 
1 

6714302 

1..45, 3024. .3080, 4662. .4734, 5210. .5297, 6008 
(AC013354) F15H18.8 [Arabidopsis thaliana] 



Seq. ID OJ000250_47. 0303.C8 
Strand 

6045 
AAT/NAP 
6045 
100 



End 

Method 

End 

Score 



,6045 



43728 
91779 
1 

OJ000250_47.0303.C8.o2.gs 
1081 
none 

1081. .1160, 1964. .2066 

43728 
91779 
1 

OJ000250_47.0303.C8.o3.np 
3705 
3941438 

3705.. 3742, 5788.. 5917, 6008, 



Seq. ID OJ000250_47.0303.C8 
Strand 

End 6045 

Method GEN SCAN 

End 2066 

Score .77 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6045 



OJ000250_47.0303.C8 

6045 
AAT/NAP 
6045 
209 



(AF062873) putative transcription factor [Arabidopsis thaliana] 

OJ000250_47.0303.C8 
6045 



43728 
91779 
1 



Seq. ID 

Strand 

End 



44587 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_47 . 0303 . C8 . o2 . gp Method AAT/GAP 

4306 End 5058 

LIB3432-013-P1-K1-E3 Score 816 

4306. .4386, 4666. .5058 

'133446/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 11 -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta" subunit-2 
[Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43728 
91779 
1 

OJ000250_47.0303.C8 ,o2.tc 
4323 
none 

4323.. 4580, 4388.. 4570 

43728 
91779 
1 

OJ000250_47.0303.C8 .ol.tc 
5785 
none 

5785.. 5919, 5787.. 5918, 5994. 

43728 
91779 
1 

OJ000250_47.0303.C8.ol.tm 
5785 
none 

5785. .5919, 5787. .5918, 5994. .6044, 6007. .6045 



OJ000250_47.0303.C8 
6045 

TBLASTX: Cress 
4580 
236 



Seq. ID OJ000250_47.0303.C8 
Strand 

6045 

TBLASTX: Cress 
6045 
140 



End 

Method 

End 

Score 



.6044, 6007.. 6045 

Seq. ID OJ000250_47.0303.C8 
Strand 

End 6045 

Method TBLASTX : Mai ze 

End 604 5 

Score 194 



43728 
91779 
1 

OJ000250_47 . 0303. C8 .ol . ts 

5785 

none 



Seq. ID OJ000250_47.0303.C8 
Strand 

End 6045 

Method TBLASTX : Soybean 

End 6045 

Score 133 



5785. .5907, 5787. .5918, 5794. .5919, 5994. .6044, 6007. . 6045 

43729 Seq. ID OJ000250_47 . 0303 . C9 

91780 Strand 

78 End 1454 

OJ000250_4 7 . 0303 . C9 . ol . gs Method GENSCAN 

78 End 137 6 

none Score .57 

78. .244, 443. .614, 630. .766, 887. .1057, 1100. .1376 



43729 
91780 
78 

OJ000250_47.0303.C9.ol.np 
177 

6705984 
177. .1454 



Seq. ID OJ000250_47.0303.C9 
Strand 

End 1454 

Method AAT/NAP 

End 1454 

Score 1881 



44588 




GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seg. No. 


43729 


Seg. ID 


OJ000250_47.0303 


.C9 


Gene No . 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250 47.0303.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


201 


End 


447 




GI 


none 


Score 


136 




Exons 


201. .446, 201. .446, 202. .447 






Seg. No. 


43729 


Seg. ID 


OJ000250_47.0303 


.C9 


Gene No . 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250 47.0303.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


366 


End 


764 




GI 


none 


Score 


323 




Exons 


366. .764, 376. .762 








Seg. No. 


43729 


Seg. ID 


OJ000250_47.0303 


.C9 


Gene No . 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250. 47.0303.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


603 


End 


896 




GI 


none 


Score 


69 




Exons 


603. .896, 757. .888 








Seg. No. 


43729 


Seg. ID 


OJ000250_47.0303 


.C9 


Gene No . 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250 47.0303.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


795 


End 


1154 




GI 


none 


Score 


248 




Exons 


795. .1154, 802. .1149, 804.. 


1154 






Seg. No. 


43729 


Seg. ID 


OJ000250_47.0303 


.C9 


Gene No . 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250 47.0303.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


831 


End 


1184 




GI 


none 


Score 


67 




Exons 


831. .1013, 1026. .1100, 1119 


. .1184 






Seg. No. 


43729 


Seg. ID 


OJ000250 47.0303 


.C9 


Gene No . 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250 47.0303.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


900 


End 


1248 




GI 


none 


Score 


302 




Exons 


900. .1241, 900. .1247, 901.. 


1248 






Seg. No. 


43729 


Seg. ID 


OJ000250_47.0303 


-C9 


Gene No. 


91780 


Strand 






Start 


78 


End 


1454 




Name 


OJ000250 47.0303.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


966 


End 


1325 




GI 


none 


Score 


266 




Exons 


966.. 1325, 967.. 1293 









44589 




Seq. No. 


43729 




Seq. ID 


OJ000250_47.0303 


.C9 




91780 




Strand 








78 




End 


1454 




Name 




tw 


Mpt hnd 


TBLASTX * Wheat 

X L* 1 X ^ J llV t Fill N-' <Ji L*> 




O UCll. l_ 


1281 ~ 




End 


1454 




(IT 


none 




Score 


150 






1281 1454. 1282 1449. 


1292. 


.1450 






Seq. No. 


43730 




Seq. ID 


OJ000250_47.0303 


.Cll 


Gene No. 


91781 




Strand 


+ 




Start 


6391 




End 


6912 




Name 


OJ000250 47.0303.Cll.ol 


• gp 


Method 


AAT/GAP 






6391 




End 


6912 






uC-osflM202048cl2bl 




Score 


836 






6391. .6912 












'5257255/dbj IAP000364.1 


IAP000364 2.0e- 


-16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


43730 




Seq. ID 


OJ000250_47.0303 


.Cll 


Gene No. 


Q1 78? 




Strand 






OtCli L 


1 




End 


5056 






OJ000250 47.0303.Cll.ol 


.np 


Method 


AAT/NAP 




OLdl L 


1 




End 


4750 




PT 
ui 


4680179 




Score 


1571 




17 von C7 


1. .59, 2202. .2964, 2992 


. .3982 


, 4673..- 


4750 






(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


fl j / jU 




Seq. ID 


OJ000250_47.0303 


.Cll 


Gene No. 


91782 




Strand 






O Lai L. 


1 




End 


5056 




Name 


OJ000250 47.0303.Cll.ol 


.gs 


Method 


GENSCAN 




OLdl L 


966 




End 


5056 




\J -L 


none 




Score 


.62 




T** von c 


966.. 1166, 1216.. 1328, 


1590. . 


1697, 2073.. 2111, 2433.. 2699, 




2886.. 3203, 3429. .3597, 


3803. 


.4006, 4391.. 5056 




Seq. No. 


43730 




Seq. ID 


OJ000250_47.0303 


.Cll 


Gene No. 


91782 




Strand 






Start 


1 




End 


5056 






OJ000250 47.0303.Cll.o2 


.np 


Method 


AAT/NAP 




O Lai L. 


4295 




End 


5056 






4512229 




Score. 


1180 




Ti 1 von c 


4295. .5056 










f^T Flo cpr i n 


(AB014740) ORFO protein 


[Oryza sativa 


] 




Seq. No. 


43730 




Seq. ID 


OJ000250_47.0303 


.Cll 


f!pnp Mn 


91783 




Strand 






Of a r f 


6300 




End 


6474 




Name 


OJ000250 47.0303.Cll.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2206 




End 


2391 




GI 


none 




Score 


62 




Exons 


2206.. 2391, 2207.. 2290 










Seq. No. 


43730 




Seq. ID 


OJ000250_47.0303 


.Cll 


Gene No. 


91783 




Strand 






Start 


6300 




End 


6474 





44590 



Name 

Start 

GI 

Exons 



OJ000250_47 . 0303 . Cll . o2 . tw Method TBLASTX : Wheat 
2353 End 2757 

none Score 103 

2353. .2493, 2354. .2482, 2539.-2757, 2588. .2677 



Seq. No. 43730 Seq. ID 

Gene No. 91783 Strand 

Start 6300 End 

Name OJ000250_47 . 0303 . Cll . o3 . tm Method 

Start 2620 End 

GI none Score 

Exons 2620.. 2940 



OJ000250_47. 0303. Cll 
6474 

TBLASTX: Maize 

2940 

180 



Seq. No. 43730 

Gene No. 91783 

Start 6300 

Name OJ000250_47 . 0303 . Cll . o3 . tw 

Start 2803 

GI none 

Exons 2803.. 2946, 2804.. 2887, 2995.. 3045 



Seq. ID OJ000250_47. 0303. Cll 
Strand 

End 6474 

Method TBLASTX : Wheat 

End 3045 

Score 71 



Seq. No. 43730 

Gene No. 91783 

Start 6300 

Name OJ000250_47 . 0303 . Cll . ol . tw 

Start 3241 

GI none 

Exons 3241.. 3585, 3390.. 3482, 3455.. 3586 



Seq. ID OJ000250_47. 0303. Cll 
Strand 

End 6474 

Method TBLASTX : Wheat 

End 3586 

Score 50 



H : jj 


Seq. No. 


43730 


Seq. ID 


OJ000250_47. 0303. Cll 




Gene No. 


91783 


Strand 






Start 


6300 


End 


6474 




Name 


OJ000250 47 


.0303. Cll. ol.tm Method 


TBLASTX: Maize 




Start 


3286 


End 


3585 




GI 


none 


Score 


47 


'"■4 


Exons 


3286. .3585, 


3287. .3367, 3429. .3467, 3455.. 3559 


h si 


Seq. No. 


43730 


Seq. ID 


OJ000250_47. 0303. Cll 


'- 3 


Gene No. 


91783 


Strand < 






Start 


6300 


End 


6474 




Name 


OJ000250 47 


.0303. Cll. o3.np Method 


AAT/NAP 




Start 


6300 


End 


6474 




GI 


6063554 


Score 


98 




Exons 


6300. .6474 








GI Descrip. 


(AP000615) 


ESTs AU075609(C6334 4) , C71850 (E0464 ) ,C98611 (E04 64 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 43731 Seq. ID OJ000250_47 . 0303 . C12 

Gene No. 91784 Strand 

Start 1 End 1920 

Name OJ000250_47 . 0303 .C12 . ol .np Method AAT/NAP 

Start 1 End 1920 

GI 6721517 Score 2855 

Exons 1.-1920 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



44591 



Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_47 . 0303 . C12 .ol . tm 

Start 4 

GI none 

Exons 4.. 453, 5.. 142, 188. .448 

Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_47 . 0303 . C12 . o2 . tw 

Start 79 

GI none 

Exons 79. .450, 80. .460, 82. .471, 83 

Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_47 . 0303 . C12 . ol . ts 

Start 184 

GI none 

Exons 184.. 453, 193.. 453, 194.. 457, 
527. .556, 556. .588, 556. .588 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 

Method TBLASTX : Maize 

End 453 

Score 47 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 
Method TBLASTX : Wheat 
End 471 
221 



Score 
.469 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 

Method TBLASTX : Soybean 

End 588 

Score 107 

353. .544, 508. .549, 508. .552, 



Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_4 7 . 0303 . C12 . o2 . tm 

Start 508 

GI none 

Exons 508. .870, 508. .942, 701. .946 

Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_47 . 0303 . C12 . ol . tw 

Start 532 

GI none 

Exons 532.. 1011, 572.. 1015 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 

Method TBLASTX : Mai ze 

End 94 6 

Score 113 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 

Method TBLASTX : Wheat 

End 1015 

Score 305 



Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_47 . 0303 . C12 . o2 . ts 

Start 658 

GI none 

Exons 658.. 942, 659.. 859 

Seq. No. 43731 

Gene No. 91784 

Start 1 

Name OJ000250_47 . 0303 . C12 . o3 . tw 

Start 1192 

GI none 

Exons 1192.. 1539, 1213.. 1356 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 

Method TBLASTX : Soybean 

End 942 

Score 70 



Seq. ID OJ000250_47.0303.C12 
Strand 

End 1920 

Method TBLASTX : Wheat 

End 1539 

Score 80 



44592 



Seq. No. 


43731 


Seq. ID 


OJ000250_47.0303 


Gene No. 


91784 


Strand 




CM 1 yf 

o tart 


i 
i 






Name 


ujuuuzou 4 /.ujUj.Li^.oj.tm 




TQT A CITY • Ma 1 tcx 
I Dlino l /\ . Via lie 


Start 


lz / J 




1 ^dft 
1 Jlo 


GI 


none 


Score 




Exons 


lZ / j . . 104 0 






beq. NO. 


ft 0 / 


ocq • ±u 




Gene No. 


91785 


Strand 




Start 


1 


End 


632 


Name 


OJ000250 47.0303.C13.ol.np 


Method 


n AT /NAP 


Start 


1 


End 


J 


GI 


5042447 


Score 


O VJ u 


Exons 


1. .332 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat 1 va j 


Seq. No. 


43732 


Seq. ID 


OJ000250_47.0303 


Gene No. 


91785 


Strand 




otart 


1 


End 


6^9 


Name 


OJ000250 47.0303.C13.ol.gs 


Method 




Start 


36 


End 


£ "39 


GI 


none 


Score 




Exons 


36. .119, 132. .332, 490. .632 






Seq. No. 


43733 


Seq. ID 


OJ000250_47.0303 


Gene No. 


91786 


Strand 




b tart 


401 


End 




Name 


OJ000250 47.0303.C14.ol.gs 


Method 


PTTMCP AM 


Start 


401 


End 




GI 


none 


Score 


. DO 


Exons 


401. .468, 619. .774, 1073. .1239 




Seq. No. 


43734 


Seq. ID 




Gene No . 


91787 


Strand 




Start 


315 


End 


2780 


Name 


. OJ000250 47.0303.C16.ol.tw 


Method 


TBLASTX : Wheat 


Start 


276 


End 


1545 


C T 


none 


Score 


43 


Exons 


276. .338, 322. .384, 323. .391, 


327. .383, 


388. .468, 390.. 




397. .537, 408. .536, 516. .575, 


517. .579, 


581. .646, 582.. 




586. .627, 621. .1316, 654. .953, 


661. .1317, 1101. .1322, 




1314.. 1538, 1318.. 1539, 1319.. 


1540, 1360. .1545 


Seq. No. 


43734 


Seq. ID 


OJ000250_47.0303 


Gene No. 


91787 


Strand 




btart 


315 


End 


2780 


Name 


OJ000250 47.0303.C16.ol.gs 


Method 


GEN SCAN 


Start 


315 


End 


2735 


GI 


none 


Score 


.79 


Exons 


315. .737, 1564. .1614, 2513. .2735 




Seq. No. 


43734 


Seq. ID 


OJ000250_47.0303 


Gene No. 


91787 


Strand 




Start 


315 


End 


2780 


Name 


OJ000250 47.0303.C16.ol.np 


Method 


AAT/NAP 


Start 


706 - 


End 


2780 



44593 






674979Q 




Score 


2204 




Exons 


idfi isftfi 91 fin 97fin 










\j± uescirip. 


fAFI 91 1 39^ RTM9 nrofpin 


[Oryza sativa; 






Seq. No. 


43734 




Seq. ID 


OJ000250_47.0303 


.C16 


Gene No. 


91787 




Strand 








315 
_> j. j 




End 


2780 




Name 


OJ0002 50 4 7 0303 CI 6 ol 


tc 


Method 


TBLASTX: Cress 






804 ~~ 

O \J *1 




End 


1251 




b± 






Score 


95 




Exons 


804 953 804 1247 808 


..1251, 814. .1251 




Seq. No. 


43734 




Seq. ID 


OJ000250_47.0303 


.C16 


Gene No. 


91787 




Strand 








j j. j 




End 


2780 




Name 


n.Tnnn^^n 47 0303 pi 6 ol 


tm 


Method 


TBLASTX: Maize 






1189 ~~ 




End 


1497 




bl 


none 




Score 


72 




Exons 


1189 -"l 31 1910 1293 


1 309 


.1497, 1325. .1486 




beq. wo. 


4 3734 




Seq. ID 


OJ000250_47.0303 


.C16 


Gene No. 


91787 




Strand 






Start 


315 




End 


2780 




Name 


0.70009^0 47 0303 Cl 6 n? 


tw 


Method 


TBLASTX: Wheat 




OLait 


91 fiS ~~ 




End 


2567 




pt 

b± 


none 




Score 


40 






916^ 991^ 91 fifi 2904 


2167. 


.2244, 2209. .2430, 2266. .2418, 




2970 2431 2414 2566. 


2424. 


.2567 






Seq. No. 


43734 




Seq. ID 


OJ000250_47.0303 


.C16 


Gene No. 


91787 




Strand 








31 5 




End 


2780 




Name 


n.T0009^0 47 0303 PI 6 nl 


ts 


Method 


TBLASTX : Soybean 




Q+- -j 


9 R^S "~ 

L JJO 




End 


2779 




PT 
bl 


none 




Score 


182 






9R c i8 977Q 










Seq. No. 


43735 




Seq. ID 


OJ000250_47.0303 


.C18 


Gene No. 


91788 




Strand 


+ 




OldX L 


8 Q 




End 


2800 




Name 


O.T0009S0 47 0303 P18 nl 


gs 


Method 


GEN SCAN 




OLaiL 


Q Q 

0 :? 




End 


2800 




PT 
bl 


none 




Score 


.75 






8Q 391 4Q2 1241 144^ 


. .2800 






o € q . IN (J • 


4 373fi 




Seq. ID 


OJ000250_47.0303 


.C19 


Gene No. 


91789 




Strand 


+ 




Start 


212 




End 


598 




Name 


OJ000250 47.0303.C19.ol. 


np 


Method 


AAT/NAP 




Start 


212 




End 


598 




GI 


7248394 




Score 


177 




Exons 


212. .598 











GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



44594 



Seq. No. 


43736 








Seq. ID 


OJ000250_47.0303 


.C19 


ucllc LN\J • 


91790 








Strand 






OLait 


R1 6 








End 


1031 




Mamo 
IN cUllt: 


OJ000250 47 


0303 


.C19 . ol 


. ts 


Method 


TBLASTX : Sovbean 




q-i- a -r t- 


81 6 ~~ 

O X u 








End 


1031 




ox 


none 








Score 


182 




17 von c 


816 1031 


818 

O X o • • 


1027 










Seq. No. 


43737 








Seq. ID 


OJ000250_47.0303 


.C20 


rorio Mo 


91791 








Strand 






Q-l- a y+- 
OlaX L 


1010 

ivlV 








End 


1536 




IN cUUc 


0.10009^0 47 


0303 


.C20 . ol 


. gs 


Mpt" hod 


GENSCAN 

VJ J_l li U Villi 




CH- a r-t- 


1010 — 








End 


1536 




*jX 


nnnp 








Score 


. 7 






1010 1043 


1438 


1536 










Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303 


.C24 


UC11C LVKJ • 


91792 








Strand 






OLdX L 


X 








End 


3169 




Name 


O.T0009^0 47 


0303 


C24 ol 




M<a1~ h od 


GENSCAN 




jLdl L 










Fnd 


3169 




VjX 


non<a 

1 1U11C 








Score 


1 






991 31 69 














Seq. No. 


43738 








Seq. . ID 


OJ000250_47.0303 


.C24 


Gene No. 


91792 








Strand 






OLal L 


991 








End 


3169 




Name 


0.70009^0 4 7 


.0303 


.C24.ol 


.np 


Method 


AAT/NAP 




Q+- a t-4- 
OLali; 


994 ~~ 








End 


3169 






SQ09444 

J .7 U £ 4 4 4 








Score 


4877 




von q 


994 3169 














ui uescrip. 


/ AR0^09fi*3\ 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303 


.C24 


Cono Mo 


91793 








Strand 






Of- -j v~4- 


6^84 

UJO 4 








End 


10795 




Name 


n.70009^0 4 7 


.0303 


.C24.o2 


. gs 


Method 


GENSCAN 




Of- a y-l- 

OtaX L 


6R84 ~ 








End 


8777 




PT 


n on 








Score 


.53 






6SR4 6667 


6893 


. .7027, 


7122. 


.7211, 7770. .8054, 8145. .8777 


Seq. No.. 


43738 








Seq. ID 


OJ000250_47.0303 


.C24 


Gene No. 


91793 








Strand 






O UdX U 


6^84 








End 


10795 




Name 


O.T0009 c iO 4 7 


.0303 


■ C24..o2 


.np 


Method 


AAT/NAP 




DLdl L 


774 0 ~~ 

/ / 4 U 








End 


10795 




\j±. 


468090^ 








Score 


2809 




J_iA.vJilO 


7740 8790 


8997 


. .10795 












I API 14171 ^ 

^ /\E XXIX / X / 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303 


.C24 


Gene No. 


91793 








Strand 






Start 


6584 








End 


10795 




Name 


OJ000250 47 


.0303 


.C24.o3 


. gs 


Method 


GENSCAN 




Start 


9055 








End 


10558 




GI 


none 








Score 


.87 





44595 




Exons 


9055. . 9644, 


9812. 


.9845, 


9984. 


.10421, 10436.. 10558 


Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303.C24 


Gene No. 


91794* 








Strand 


— 


Start 


11376 








End 


13998 


Name 


OJ000250 47 


.0303. 


C24.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


92 








End 


889 


GI 


none 








Score 


116 


Exons 


92.. 328, 96 


. .296, 


432. . 


568, 434.. 664, 


713. . 889 


Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303.C24 


Gene No. 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


.0303. 


C24.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


434 








End 


581 


GI 


none 








Score 


110 


Exons 


434. .580, 435. .581 








Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303.C24 


Gene No. 


91794 








Strand 




Start 










End 


13998 


Name 


OJ000250 47 


.0303. 


C24.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


1466 








End 


1868 


GI 


none 








Score 


117 


Exons 


1466. .1867, 


1599. 


.1868 








Qprr Mn 


43738 








Seq. ID 


OJ000250_47 .0303.C24 


\J ^ 1 1 C I 1 ! W • 


91794 








Strand 




Start 


1 1 

± ± O / D 








End 


13998 


Name 


OJ000250 47 


.0303. 


C24.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7794 








End 


9116 


GI 


none 








Score 


55 


Exons 


7794. .7886, 


7811. 


.7885, 


7875. 


.7955, 7903. .7956, 7960. .8058, 




7961. .8077, 


7962. 


.8078, 


7969. 


.8109, 7980. .8108, 8038. .8151, 




8088. .8147, 


8154. 


.8201, 


8155. 


.8202, 8162.. 8218, 8193.. 9110, 




8209. .9111, 


8386. 


.9111, 


8622. 


.9116 




Seq. No. 


43738 








Seq. ID 


OJ000250_47 .0303.C24 


Gene No. 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


.0303. 


C24.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


8376 








End 


8823 


GI 


none 








Score 


91 


Exons 


8376.. 8525, 


8376. 


.8819, 


8380. 


.8823, 8386.. 8823 


Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303.C24 


Gene No. 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


.0303. 


C24.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


8754 








End 


9068 


GI 


none 








Score 


67 


Exons 


8754. .8984, 


8754. 


.9068, 


8782. 


.9057 




Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303.C24 


Gene No. 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


.0303. 


C24..o2 


.ts 


Method 


TBLASTX : Soybean 



44596 



Start ' 9298 End 9540 

GI none Score 186 

Exons 9298.. 9540 



lj C VJ • Vt \J a 


43738 








Seq. ID 


OJ000250_47.0303.C24 


\J C11U 1. » w • 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


. 0303, 


.C24 ,ol 


. tm 


Method 


TBLASTX: Maize 


Start 


9370 ~ 








" End 


9821 


GI 


none 








Score 


46 


Exons 


9370. .9561, 


9574. 


. .9693, 


9574 


..9699, 9693.. 9815, 9699.. 9821 


Qprr No 


43738 








Seq. ID 


OJ000250_47.0303.C24 


OC11C IN >J • 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


. 0303, 


■C24 .o2 


. tw 


Method 


TBLASTX: Wheat 


Cf art 


9409 ~~ 








End 


9864 


GI 


none 








Score 


108 


Exons 


9409. .9633, 


9467, 


, .9610, 


9613 


..9699, 9614.. 9700, 9696.. 9818, 




9714. .9818, 


9718, 


. .9819, 


9816 


..9863, 9820.. 9864 


O C • Li W • 


43738 








Seq. ID 


OJ000250_47.0303.C24 




91794 








Strand 




Cf art" 


11376 








End 


13998 


IN CXlUG 


OJ000250 47 


.0303. 


.C24.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


10032 








End 


10322 


GI 


none 








Score 


81 


Exons 


10032. .10112, 10089. .10295, 


10107. .10322, 10108.. 10314 


Seq. No. 


43738 








Seq. ID 


OJ000250_47.0303.C24 


Gene No. 


91794 








Strand 




Start 


11376 








End 


13998 


Name 


OJ000250 47 


.0303, 


,C24.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


10102 








End 


10489 


GI 


none 








Score 


195 



Exons 10102. .10344, 10110 10355, 10111 .. 10347, 10338 .. 10445, 

10352. .10489 



Seq. No. 43738 Seq. ID OJ000250_47 . 0303 . C24 

Gene No. 91794 Strand 

Start 11376 End 13998 

Name OJ000250_47 . 0303 . C24 . o4 . gs Method GENSCAN 

Start 11376 End 13998 

GI none Score .45 

Exons 11376. .11404, 11596 .. 11731, 11983 .. 1207 9, 13678 .. 13737 , 
13781. .13998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43739 
91795 
718 

OJ000250_47.0303.C25.ol.gs 

718 

none 



Seq. ID OJ000250_47.0303.C25 



Strand 
End 

Method 

End 

Score 



+ 

2428 
GENSCAN 
2428 
.45 



718. .834, 1081.. 1201, 1928.. 2090, 2210. .2428 



Seq. No. 
Gene' No. 



43739 
91796 



Seq. ID' 
Strand 



OJ000250 47.0303.C25 



44597 



Start . 893 End 3043 

Name OJ000250_47 . 0303 .C25 .ol .np Method AAT/NAP 

Start 893 End 3043 

GI 6063554 Score 142 

Exons 893.. 1070, 2198.. 2464, 3004.. 3043 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43739 Seq. ID 

91796 Strand 
893 End 
OJ000250_47 . 0303 . C25 ..o2 . np Method 
1605 End 
5852178 Score 
1605.. 1707, 2067.. 2163, 2195.. 2500 

(AL117265) zhb0008.1 [Oryza sativa] 



OJ000250_47.0303.C25 

3043 
AAT/NAP 
2500 
392 



OJ000250 47.0303.C25 



43739 Seq. ID 

91797 Strand 
3464 End 3539 

OJ000250_47 . 0303 . C25 . ol . gp Method AAT/GAP 
3464 End 3539 

LIB3477-003-P1-K1-E9 Score 90 

3464. .3539 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 43740 

Gene No. 91798 

Start 316 

Name OJ000250_4 7.0303.C26.ol.gp 

Start 210 

GI none 

Exons 210.. 498, 726.. 1088 

Seq. No. 43740 

Gene No. 917 98 

Start 316 

Name OJ000250_47 . 0303 . C26 . ol . tw 

Start 235 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000250_47.0303.C26 
+ 

1088 
AAT/GAP 
1088 
1068 



OJ000250_47.0303.C26 
+ 

1088 

TBLASTX: Wheat . 

855 

49 

484, 



235. .375, 243. .269, 279. .380, 295. .483, 354. .482, 362 
436. .492, 730. .855, 735. .851, 736. .855 



Seq. No. 43740 

Gene No. 91798 

Start 316 

Name OJ000250_47 . 0303 .C26 . ol . gs 

Start 316 

GI none 

Exons 316.. 484, 732.. 787 

Seq. No. 43741 

Gene No. 91799 

Start 1022 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000250_47.0303.C26 
+ 

1088 
GENSCAN 
787 
. 67 



OJ000250_47.0303.C27 
+ 

3664 



44598 



Name 


nTfifinORn 4*7 n^n^ P97 r*1 rr<3 


Method 


GENSCAN ■ 




o rare 


1UZZ 


End 


3664 




bl 


none 


Score 


.82 




Exons 


1099 1991 9Rfl*} 9fi?ft 9fiQ? 


..2825, 2908.. 3360, 3501.. 3664 


O q /T KT 

oeq. in o . 


4 "37 4 1 


Seq. ID 


OJ000250_47.0303 


.C27 


Gene No. 


91800 


Strand 


- 




Start 


1 


End 


314 




Name 


OJ000250 47.0303.C27.ol.np 


Method 


AAT/NAP 




btdiL 


1 


End 


306 




r* t 
bl 


6705984 


Score 


429 




Exons 


1. .306 








bl uescrip . 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


43741 


Seq. ID 


OJ000250_47.0303 


.C27 


Gene No. 


91800 


Strand 


- 




otaru 


1 


End 


314 




Name 


OJ000250 4 / . U JU o . Cz / . Ol . tw 


Method 


TBLASTX: Wheat 






1 


End 


303 




bl 


none 


Score 


254 






1..303, 3. .302 








Seq. No. 


43741 


Seq. ID 


OJ000250_47.0303 


.C27 


Gene No. 


91800 


Strand 


- 




Of -i yf 

OLdlL 


1 - 


End 


314 




Name 


OJ000250_47 . 0303 . C27 . ol . ts 


Method 


TBLASTX : Soybean 




otiar x. 


iy 




991 




bl 


none 


Score 


58 




Exons 


19. .108, 24. .110, 106. .291, 


114. .290 






Seq. No. 


43741 


Seq. ID 


OJ000250_47.0303 


.C27 


Gene No. 


91800 


Strand 


- 




otari. 


1 


End 


314 




Name 


OJ000250 47.0303.C27.ol.tm 


Method 


TBLASTX: Maize 




otart 


63 


End 


314 




bl 


none 


Score 


92 




Exons 


63. .314/ 76. .306 








oeq. wo. 


43742 


Seq. ID 


OJ000250_47.0303 


.C28 


Gene No. 


91801 


Strand 


+ 




Start 


195 


End 


595 




Name 


OJ000250 47.0303.C28.ol.np 


Method 


AAT/NAP 




Of -i v4- 


195 


End 


574 




bl 


4 680203 


Score 


276 




Exons 


195. .574 








bi uescrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




oeq. no. 


43742 


Seq. ID 


OJ000250_47.0303 


.C28 


Gene No. 


91801 


Strand 


+ 




Start 


195 


End 


595 




Name 


OJ000250 47.0303.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


232 


End 


520 




GI 


none 


Score 


133 




Exons 


232.. 345, 233.. 334, 235.. 354 


, 236. .352, 358. .411, 359.. 


439, 




428. .520, 432. .503, 454. .519 








Seq. No. 


43742 


Seq. ID 


OJ000250_47.0303 


.C28 



44599 




Gene No. 


91801 






Strand 


+ 


start 








CjIIU. 


•j .7 .j 


Name 


. OJ00025U_ 




ol . gs 


MetnOu 




Start 


0 o c 

1 Jo 






Ejna 




GI 


none 






Score 




Exons 


^ jo . . oyo 










oeq. no. 


ft J / fx O 






Seq. ID 


OJ000250 


Gene No. 


91802 






Strand 


+ 


Start 


156 






End 


1878 


Name 


OJ000250 


47.0303.C29. 


ol . gs 


Method 


GEN SCAN 


Start 


156 






End 


1878 


GI 


none 






Score 


.91 


Exons 


156. .243, 


1433. .1533, 


1621. 


.1878 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8832. .9151, 



OJ000250_47 
+ 

10451 
AAT/NAP 
10448 
2311 
9322. .9488, 



0303. C29 



9564. .9675, 



43743 
91803 
7496 

OJ000250_47.0303.C29.ol.np 
7496 
6691716 

7496. .8380, 8578. .8750, 
9826.. 9930, 10003.. 10448 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 

OJ000250_47 . 0303. C29 
+ 

10451 
GEN SCAN 
10451 
.51 



OJ000250_47.0303.C29 
265 

AAT/GAP 
265 
430 

0. sativa mRNA for myb 



Seq. No. 


43743 






Seq. ID 


Gene No. 


91803 






Strand 


Start 


7496 






End 


Name 


OJ000250 47.0303 


.C29.o3 


.gs 


Method 


Start 


7496 






End 


GI 


none 






Score 


Exons 


7496.. 8380, 8506 


. .9226, 


9301. 


.9488, 9 




10003. .10451 . 








Seq. No. 


43743 






Seq. ID 


Gene No. 


91804 






Strand 


Start 


1 






End 


Name 


OJ000250 47.0303 


.C29.ol 


.gp 


Method 


Start 


1 






End 


GI 


3761372 






Score 


Exons 


1. .265 








GI Descrip. 


1945282/emb | Y11351 | OSMYB1402 


2.0e-15 ( 




factor, 1402 bp 








Seq. No. 


43743 






Seq. ID 


Gene No. 


91805 






Strand 


Start 


4383 






End 


Name 


OJ000250 47.0303 


.C29.o2 


.gp 


Method 


Start 


4343 






End 


GI 


568184 






Score 


Exons 


4343.. 4520, 4593 


. . 4760 






Seq. No. 


43743 






Seq. ID 


Gene No. 


91805 






Strand 


Start 


4383 






End 



OJ000250_47.0303.C29 

5662 
AAT/GAP 
4760 
640 



OJ000250 47.0303.C29 



5662 



44600 




Name 


✓NtAAAOCA A 1 mm POO y\ O i-r 

OJ00025Q 47 . U 3U3 . . . gs 


Method 


GENSCAN 




Start 


4383 


End 


5662 




61 


none 


Score 


.75 




Exons 


a no *3 a c a o » COQ A CO. C A COO 

43o3..4o4o, 43oy..4ooo, 4oy^. 


.4874, 4956.. 5085, 5559. .5662 


Seq- No. 


43743 


Seq. ID 


OJ000250_47.0303. 


C29 


Gene No. 


91806 


Strand 


- 




Start 


1U / D / 


End 


11110 




Name 


OJOOUzoU 4 / . U jUj . Lzy . Ol . lW 


Method 


TBLASTX: Wheat 




Start 


7616 


bna 


i on & 




GI 


none 


Score 


217 




Exons 


7 616 . . 7906 








Seq. No. 


43743 


Seq. ID 


OJ000250_47.0303. 


C29 


Gene No. 


91806 


Strand 


- 




Start 


1U /b / 


End 


11110 




Name 




Method 


TBLASTX: Wheat 




Start 


10764 


hna 


1 1 nm 




GI 


none 


Score 


172 




Exons 


1 U / b4 . . IUoUz , lUooo. . 11U10 








Seq. No. 


43743 


Seq. ID 


OJ000250_47.0303 


C29 


Gene No. 


91806 


Strand 


- 




Start 


10767 


End 


11110 




Name 


OJ000250 47 . 0303 . C29. o4 . gs 


Method 


GENSCAN 




Start 


10767 


End 


10951 , 




GI 


none 


Score 


.88 




Exons 


10767 . . 10951 








Seq. No. 


4374 3 


Seq. ID 


OJ000250_47.0303 


.C29 


Gene No. 


91806 


Strand 






Start " 


10767 


End 


11110 




Name 


tAAAOCA y| *7 mm pnfl «0 r-v 

OJUUUzoU 4 / . U3U3 . Oz9 . o^ . np 


Method 


AAT/NAP 




Start 


10770 


End 


11110 




GI 


C A A A X /I C 

5902445 


Score 


570 




Exons 


10770 . . 11110 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


43743 


Seq. ID 


OJ000250_47.0303 


.C29 


Gene No. 


91806 


Strand 






Start 


10767 


End 


11110 




Name 


OJ000250 47.0303.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


10818 


End 


11051 




GI 


none 


Score 


100 




Exons 


10818. .10919, 10819. .10920, 10899. . 11051, 10900.. 10959 




Seq. No. 


43744 


Seq. ID 


OJ000250_47.0303 


.C34 


Gene No . 


91807 


Strand 


+ 




Start 


1 


End 


3014 




Name 


OJ000250 47.0303.C34.ol.np 


Method 


AAT/NAP 






1 


End 


3014 




GI 


5295955 


Score 


553 




Exons 


1..67, 523. .591, 1130. .1243, 


1930.. 2359, 2473.. 3014 




GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V015 




[Oryza sativa] 








Seq. No. 


43744 


Seq. ID 


OJ000250_47.0303 


.C34 



44601 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



91807 Strand + 

1 End 3014- 

OJ000250_47 . 0303 . C34 . ol . gs Method GEN SCAN 
131 End 1750 

none Score .77 

131. .285, 503. .659, 1066. .1184, 1669. .1750 



43744 
91808 
4095 

OJ000250_47.0303.C34.o3.gs 

4095 

none 



Seq. ID OJ000250_47.0303.C34 

Strand + 

End 5633 

Method GENSCAN 

End 5633 

Score .81 



4095. .4211, 4286. .4569, 4658. .4831, 4917. .5004, 5291. .5389, 
5484.. 5633 



Seq. No. 43744 Seq. ID OJ000250_47 . 0303 .C34 

Gene No. 91809 Strand + 

Start 5771 End 5873 

Name OJ000250_47 . 0303.C34 .ol .gp Method AAT/GAP 

Start 5771 End 5873 

GI LIB3477-003-P1-K1-E9 Score 122 

Exons 5771.. 5873 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


43744 








Seq. ID 


OJ000250_47.0303.C34 


Gene No. 


91810 








Strand 




Start 


2205 








End 


3864 


Name 


OJ000250 47 


.0303. 


C34.o2 


. gs 


Method 


GENSCAN 


Start 


2205 








End 


3864 


GI 


none 








Score 


.76 


Exons 


2205. .2291, 


2385. 


.2528, 


2812. 


.2882, 3546.. 3630, 3736.. 3864 


Seq. No. 


43744 








Seq. ID 


OJ000250_47.0303.C34 


Gene No. 


91811 








Strand 




Start 


4345 








End 


4989 


Name 


OJ000250 47 


.0303. 


C34.ol 


• tw 


Method 


TBLASTX: Wheat 


Start 


4345 








End 


4989 


GI 


none 








Score 


55 


Exons 


4345. .4413, 


4346. 


.4411, 


4638. 


.4841, 4647. .4706, 4694. .4837, 




4911. .4988, 


4915. 


.4989 








Seq. No. 


43745 








Seq. ID 


OJ000250_4 7 . 0303. C36 


Gene No. 


91812 








Strand 


+ 


Start 


70 








End 


195 


Name 


OJ000250 47 


.0303. 


C36.ol 


. gs 


Method 


GENSCAN 


Start 


70 








End 


195 


GI 


none 








Score 


.59 


Exons 


70. .195 













Seq. No. 43745 Seq. ID 

Gene No. 91813 Strand 

Start 1 End 

Name OJ000250_47 . 0303 . C36 . ol . np Method 

Start 1 End 



OJ000250_47.0303.C36 

3804 

AAT/NAP 

2754 



44602 



GI 6983860 Score 1355 

Exons 1..22, 1644.. 2754 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 





beq. wo. 


A 11 A ^ 
4 J / 4 O 






Seq. ID 


OJ000250_47 .0303.C36 




(jene wo. 








Strand 






Of -i -»~4- 


1 
X 






End 


3804 




Name 


OJ000250 47 


.0303.C36.o2. 


gs 


Method 


GENSCAN 




Start 


1574 






End 


3741 






none 






Score 


.53 




Exons 


1^7 4 9 9 1 "3 
13 / 4 . . ZZ lo, 


Z Z 33 . . 4JJ^/ 


9 fid ft 

Z O fi O 


..2754, 2944. .2962, 3044. .3741 




O /-> <t NT ^ 

beq. wo. 


40/43 






Seq. ID 


OJ000250_47 . 0303 .C36 




Gene No. 








Strand 


- 




b tar l 


1 






End 


3804 




Name 


UJUUUZjU ft / 


.UjUJ.bJU.Ul. 




Method 


TBLASTX: Wheat 




Start 


2227 






End 


2583 




GI 


none 






Score 


74 




Exons 


0001 ORQQ 
ZZZ / . . Z30O, 


999ft 9^fift 
ZZZO. • Z 3 DO , 


2483 


. .2575 






beq. NO. 


4 0/43 






Seq. ID 


OJ000250_47.0303.C36 




Gene No. 


Q1 Q1 O 






Strand 


- 




Start 


± 






End 


3804 




Name 


UJ UUUZ3U 4 1 


mm r*"5C ^.9 


np 


Method 


AAT/NAP 




start 


0U40 






End 


3804 


cn 


GI 


4512229 






Score 


1101 


r \ i 


Exons 


3043. .3804 












ui uescrip. 


l ft / ft u ; 


ORFO protein 


[Oryza sativa] 






beq. no. 


4 0 / 4 O 






Seq. ID 


OJ000250_47.0303.C37 


r 1 3 


Gene No . 


Q1 Q1 >l 
y 1 O 14 






Strand 


+ 




O +- —.4- 

otart 


1 






End 


498 




Name 


UJ UUUZ0U 4 / 


.0303.C37.ol. 


np 


Method 


AAT/NAP 




otart 


1 
1 






End 


498 




GI 


5852179 






Score 


60 




Exons 


1..223, 297 


. .498 








r — 

3d 


iji uescrip. 


\ r\_l 1 / Z D3 J 


zhb0009.1 [Oryza 


sativa] 




r ^ 


beq. wo. 


4 J / 4 0 






Seq. ID 


OJ000250_47.0303.C37 




Gene No. 


Q1 Q1 C 

y loio 






Strand 


+ 




otart 


iz uy 






End 


7491 




Name 


UJUUUZOU 4 / 


.0303.C37.o2. 


gs 


Method 


GENSCAN 




Start 


1209 






End 


7491 




GI- 


none 






Score 


.81 






1209 1281 


1734. .1853, 


4780 


..4836, 5152. .5392, 5425. .5539, 






6697. .7491 












Seq. No. 


43746 






Seq. ID 


OJ000250_47.0303.C37 




Gene No. 


91816 






Strand 


+ 




Start 


7738 






End 


10718 




Name 


OJ000250 47 


.0303.C37.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


874 






End 


1185 




GI 


none 






Score 


76 




Exons 


874. .1083, 


934.. 1071, 1090.. 


1185 






Seq. No. 


43746 






Seq. ID 


OJ000250_47. 0303.C37 



44603 





















Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


(JJUUUZDU h 1 




n "3 "7 r\ ^ 

Lj / . OD 


• tm 


Method 


TBLASTX: Maize 




Start 


1423 








End 


1806 




GI 


none 








Score 


61 




Exons 


1423. .1539, 


1424. 


.1534, 


1549. 


.1608, 1550. .1597, 1603. .1806, 






1604. .1762 














Seq. No. 


43746 








Seq. ID 


OJ000250 47.0303.C37 




Gene No. 


91816 








Strand 


+ 




Start 


/ 1 JO 








End 


10718 




Name 


OJ000250 47 


.0303. 


C37.05 


.tw 


Method 


TBLASTX: Wheat 




Start 


1480 








End 


1774 




GI 


none 








Score 


163 




Exons 


1480. .1764, 


1481. 


.1774 










Seq. No. 


43746 








Seq. ID 


OJ000250_4 7 . 0303 . C37 




Gene No. 


91816 








Strand 


+ 




Start 


•7*7 00 








End 


10718 




Name 


OJ000250 47 


.0303. 


C37.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


1807 








End 


2552 




GI 


none 








Score 


52 




Exons 


1807. .1926, 


1980. 


.2552, 


2124. 


.2249, 2296..2379, 2310. .2489 




Seq. No\ 


43746 








Seq. ID 


OJ000250_47.0303.C37 


f s 


Gene No. 


91816 








Strand 


+ 




Start 


/ / JO 








End 


10718 


i y 


Name 


OJ000250 47 


.0303. 


C37.o8 


. tm 


Method 


TBLASTX: Maize 


f ^ 


Start 


2556 








End 


2890 


i j 


GI 


none 








Score 


71 


, =1 


Exons 


2556. .2753, 


2744. 


.2890 










Seq. No. 


43746 








Seq. ID 


OJ000250_47 . 0303 .C37 


= 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


nTnnn^^n ai 
uuu^ju ft/ 


.0303. 


C37.o2 


. np 


Method 


AAT/NAP 




Start 


7738 








End 


10718 




GI 


4680179 








Score 


3261 


w 


Exons 


7738. .8769, 


8797. 


.10718 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 


H S 


Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303.C37 




Gene No. 


91816 








Strand 


+ 




Start 


/ / JO 








End 


10718 




Name 


OJ000250 47 


.0303. 


C37.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


7942 








End 


8140 




GI 


none 








Score 


198 




Exons 


7942. .8139, 


7958. 


.8140, 


7967. 


.8140 






Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303.C37 




Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47 


.0303. 


C37.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


8192 








End 


9038 




GI 


none 








Score 


292 




Exons 


8192. .8536, 


8340. 


.8438, 


8976. 


.9038 





44604 




Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303 


C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Naine 


OJ000250 47. 


0303. 


C37.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


8192 








End 


8530 




GI 


none 








Score 


225 




Exons 


8192. .8530, 


8273. 


.8434, 


8422. 


8493 






Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303 


.C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47. 


0303. 


C37.o6. 


tw 


Method 


TBLASTX : Wheat 




Start 


8824 








End 


9198 




GI 


none 








Score 


121 




Exons 


8824 . .8973, 


8859. 


.8969, 


9079. 


.9198, 9084. .9197 




Seq. No. 


43746 








Seq. ID 


OJ000250_47 .0303 


.C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47. 


0303. 


C37.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9348 








End 


9831 




GI 


none 








Score 


520 




Exons 


9348. .9788, 


9349. 


.9831, 


9460. 


.9828 






Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303 


.C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47. 


0303, 


C37.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


9385 








End 


9696 




GI 


none 








Score 


183 




Exons 


9385. . 9696 














Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303 


.C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47. 


0303 


C37.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9417 








End 


9861 




GI 


none 








Score 


359 




Exerts 


9417. . 9596, 


9418 


.9861 










Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303 


.C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47. 


0303 


.C37.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9772 








End 


10164 




GI 


none 








Score 


57 




Rxons 

1—1 *\ W 1 1 t_J 


9772. . 9804, 


9772 


. . 9804, 


9808. 


.9852, 9810. .9851, 9916.. 10164, 




9924. . 10061 














Seq. No. 


43746 








Seq. ID 


OJ000250_47.0303 


.C37 


Gene No. 


91816 








Strand 


+ 




Start 


7738 








End 


10718 




Name 


OJ000250 47. 


0303 


,C37.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9880 








End 


10182 




GI 


none 








Score 


56 




Exons 


9880. .10173, 


9899. .9973, 


9918 


. .10181, 


9919. .10182 





44605 




Seq. No. 


43746 


Seq. ID 


OJ000250_47.0303. 


C37 


Gene No. 


91816 


• Strand 


+ 




Start 


7738 


End 


10718 




Name 


OJ000250 47 0303 C37 o4 tm 


Method 


TBLASTX * Mai ze 




Start 


9916 ~~ 


End 


10250 




GI 


none 


Score 


306 




Exons 


9916. .10248, 9969. .10250 








Seq. No. 


43746 


Seq. ID 


OJ000250_47.0303. 


C37 


Gene No. 


91816 


Strand 


+ 




Start 


7738 


End 


10718 




Naine 


OJ000250 47 0303 C37.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10183 ~~ 


End 


10608 




GI 


none 


Score 


580 




Exons 


10183. .10608, 10185. .10601, 


10300. .10608 




Seq. No. 


43746 


Seq. ID 


OJ000250_47.0303. 


C37 


Gene No. 


91816 


Strand 


+ 




Start 


7738 


End 


10718 




Name 


OJ000250 47.0303 C37.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10189 ~~ 


End 


10437 




GI 


none 


Score 


206 




Exons 


10189 10437, 10215 10319, 


10374. .10418 




Seq. No. 


43746 


Seq. ID 


OJ000250_47.0303. 


C37 


Gene No. 


91816 


Strand 


+ 




Start 


7738 


End 


10718 




Name 


OJ000250 47 0303 C37 ol tm 


Method 


TBLASTX: Maize 




Start 


10255 ~~ 


End 


10608 




GI 


none 


Score 


445 




Exr>n s 


10255 10608. 10260 10556 








Sea No 


43747 


Seq. ID 


OJ000250_47.0303. 


C38 


Gene No . 


91817 


Strand 


+ 




Start 


1 


■ End 


1755 




Name 


OJ000250 47.0303.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


621 




GI 


6983860 


Score 


965 




IT von <? 


1 . . 621 








GT Dpsptid 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 






(AF061282) TOrvza satival 








Seq. No. 


43747 


Seq. ID 


OJ000250__47.0303. 


C38 


Gene No. 


91817 


Strand 


+ 




Start 


1 


End 


1755 




Name 


OJ000250 47.0303.C38.ol.gs 


Method 


GEN SCAN 




Start 


62 


End 


1755 




GI 


none 


Score 


.48 




Exon s 


62. .273, 358. .499, 1405. .1641, 1646. .1755 




Seq. No. 


43747 


Seq. ID 


OJ000250_47.0303. 


C38 


Gene No. 


91818 


Strand 


+ 




Start 


1989 


End 


8264 




Name 


OJ000250 47.0303.C38.o2.np 


Method 


AAT/NAP 




Start 


1989 


End 


8264 




GI 


4680179 


Score 


3616 




Exons 


1989.. 2061, 5053.. 6045, 6073 


. .8264 







44606 




GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


43747 


Seq. ID 


OJ000250_47 . 0303. C38 


r"cina Mo 


91 818 


Strand 


+ 




1 QfiQ 
J. .70 j 


End 


8264 


Name 


n.TnnnPsn 47 rno'? C38 o2 as 


Method 


GENSCAN 


o tart 


9 ^fi ^ ~~ 

Z JO J 


End 


8255 




none 


Score 


.64 


Exons 


9583 2654 3997 4184, 4186. 


.4351, 4378. .4701, 5046. .5237, 




5440. .6151, 6534. .7015, 7072. 


.7757, 7800.. 8255 


Oct] • LNU . 


43747 


Seq. ID 


OJ000250_47 . 0303 . C38 


uene lnu . 


91819 


Strand 


- 


o tar t 


2175 


End 


2704 


Name 


OJ000250 47.0303.C38.o2.tm 


Method 


TBLASTX: Maize 


C +- a -rl- 
Otai L 


1 


End 


324 




none 


Score 


210 


Exons 


1..174, 16. .174, 171. .314, 172. .324 




oeq . wo . 


43747 


Seq. ID 


OJ000250_47 . 0303 .C38 


uene wo. 


91819 


Strand 


- 


CM > >-+- 

otart 


2175 


End 


2704 


Name 


OJ000250 47.0303.C38.o8.tw 


Method 


TBLASTX: Wheat 




1 


End 


171 


r* t 


none 


Score . 


197 


Exons 


1..171, 3. .125, 4. .171 






oeq . jno . 


43747 


Seq. ID 


OJ000250_47 . 0303 .C38 


uene wo . 


91819 


Strand 


- 


o tart 


2175 


End 


2704 


Name 


OJ000250 47.0303.C38.o3.tw 


Method 


TBLASTX: Wheat 


o tart 


174 


End 


576 




none 


Score 


467 


Exons 


174. .317, 175. .576, 175. .360, 


336. .383 




Q*ao* Mo 
oeq • LNU • 


43747 


Seq. ID 




taene no * 


91819 


Strand 




Q4- 

ot ar t 


2175 


End 


2704 


Name 


OJ000250 47.0303.C38.o5.tm 


Method 


TBLASTX: Maize 


C +- a r-4- 
Otdit 


325 


End 


564 




none 


Score 


234 


Exons 


325. .564, 333.-476 






Seq. No. 


43747 


Seq. ID 


OJ000250_47.0303.C38 


Gene No. 


91819 


Strand 




o tar t 


2175 


End 


2704 


Name 


OJ000250 47.0303.C38.o2.gp 


Method 


AAT/GAP 


Of -» -w-4- 

o tart 


2175 


End 


2704 


GI 


uC-osflM202048cl2bl 


Score 


828 


Exons 


2175. .2704 




16 Oryza sativa genomic 


GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 2.0e- 


DNA, chromosome 8, clone : P0026F07 ' 




Seq. No. 


43747 


Seq. ID 


OJ000250_47 . 0303 .C38 


Gene No. 


91820 


Strand 




Start 


5452 


End 


5796 


Name 


OJ000250 47.0303.C38.o6.tm 


Method 


TBLASTX: Maize 



44607 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5452 
none 

5452. .5751, 

43747 
91820 
5452 

OJ000250_47. 

5452 

none 

5452. .5796, 

43747 
91821 
5983 

OJ000250_47. 

5983 

none 

5983. .6030, 

43747 
91822 
6365 

OJ000250_47. 

6365 

none 

6365. .6532, 

43747 
91823 
6625 

OJ000250_47. 

6625 

none 

6625. .7047, 

43747 
91823 
6625 

OJ000250_47. 

6638 

none 

6638. .6928, 

43747 
91823 
6625 

OJ000250_47. 

6665 

none 

6665. .6979 

43747 
91824 
7051 

OJ000250_47. 
7051 



5478.-5597, 5670. 

0303.C38.o6.tw 
5478.-5597, 5555. 

0303.C38.o7.tw 
6103.. 6357, 6150. 

0303.C38.o9.tw 
6379.. 6441, 6536. 

0303.C38.o2.tw 
6629. .7048 

0303.C38.o3.tm 
6737.. 6928, 6745. 

0303.C38.o3.ts 



End 5751 
Score 226 
.5750 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5647 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.6290 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.6622, 6547.. 6624 



OJ000250_47.0303.C38 
5796 

TBLASTX: Wheat 
5796 
303 



OJ000250_47.0303.C38 
6357 

TBLASTX : Wheat 
6357 
65 



OJ000250_47. 0303.C38 
6624 

TBLASTX: Wheat 
6624 
113 



0303.C38.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6930 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End • 



OJ000250_47.0303.C38 
7048 

TBLASTX: Wheat 

7048 

481 



OJ000250_47.0303.C38 
7048 

TBLASTX: Maize 

6930 

325 



OJ000250_47. 0303.C38 
7048 

TBLASTX : Soybean 

6979 

198 



OJ000250_47.0303.C38 
7887 

TBLASTX: Soybean 
7446 



44608 






V3X 










Score 


57 






7051 7 Oft ^ 


7051 


7083 


7087 . 


.7140, 7087. .7167, 7195. .7446, 






7206 7436 














Seq. No. 


43747 








Seq. ID 


OJ000250_47.0303.C38 




Gene No. 


91824 








Strand 






tD U CI X L. 


7051 








End 


7887 




Name 


OJ000250 47 


.0303. 


C38 .o4 


. tw 


Method 


TBLASTX: Wheat 




Cf arf 
OlCtiL 


7186 ~ 








End 


7428 






none 








Score 


110 






7186 7287. 


7190 . 


.7402, 


7198 . 


.7428, 7206. .7418, 7333.-7428 




Seq. No. 


43747 








Seq. ID 


OJ000250_47.0303.C38 




Gene No. 


91824 








Strand 






Start 


7051 








End 


7887 




LN CHUG 


OJ000250 47 


. 0303 . 


C38 . o4 


. tm 


Method 


TBLASTX: Maize 




OLal L. 


7195 ~~ 








End 


7532 




v3X 


none 








Score 


318 






7195 7527- 


7248 . 


.7532 










Seq. No. 


43747 








Seq. ID 


OJ000250_47.0303.C38 




Gene No. 


91824 








Strand 






Start 


7051 








End 


7887 






D.T000 2 50 4 7 


0303 


C38 ol 




Method 


TBLASTX: Wheat 




O-l- a r 4- 


7431 ~~ 








End 


7847 














Score 


575 


r n 

" : : 
s : ; 


EjAUUO 


7431 7784 


7432 


7845 


7471 . 


.7845, 7668. .7847 


? ^ 


Seq. No. 


43747 








Seq. ID 


OJ000250_47.0303.C38 




Gene No. 


91824 








Strand 






O Lul L 


7051 








End 


7887 


% =1 
K : ; 


v* dill" 


OJ0002 50 47 


0303 


C38 o2 


. ts 


Method 


TBLASTX : Soybean 


: : : 


OLdl L. 


74 68 ~~ 








End 


7716 




ox 










Score 


209 




DAUllO 


7468 7716 














Seq. No. 


43747 








Seq. ID 


OJ000250_47.0303.C38 


SKI 


Gene No. 


91824 








Strand 






Start 


7051 








End 


7887 


^ =~ 






0303 


C38 ol 


. L.1U 


Method 


TBLASTX: Maize 




Ofa t*1- 


7534 ~~ 

/ J *J *4 








End 


7887 




OX 










Score 


452 






7534 7887 


7539 


. 7784, 


7570 . 


.7872, 7848. .7880 




Seq. No. 


43747 








Seq. ID 


OJ000250_47.0303.C38 




Gene No. 


91825 








Strand 






O I- Cl X t_ 


7918 








End 


8259 




in dine 


OJ000250 47 


0303 


C38 o5 


. L. W 


Method 


TBLASTX: Wheat 




OLdlL 


7Q1 ft ~~ 

/ .7 X O 








End 


8259 






T"l /""i T*l Q 








Score 


313 




Exons 


7Q1 ft 82 5Q 




8258 


7996 

/ .7 ^ O . 


.8259 






Seq. No. 


43748 








Seq. ID 


OJ000250_47.0303.C39 




Gene No. 


91826 








Strand 


+ 




Start 


1 








End 


957 




Name 


OJ000250 47 


.0303. 


C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


957 



44609 




GI 6983860 Score 1108 

Exons 1..721, 875.. 957 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



OcCJ. IN O . 


4?74ft 






c prr t n 


OJ000950 47 0303 


.C39 


lac lie LN(J . 


Q1 ft9fi 






^"t - rsnH 






DLdi U 


1 
J. 






End 


957 




Name 


OJ000250 


47.0303.C39.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


240 




rij 

uJ. 


none 






Score 


147 




IT v on c 


O 997 -3 


9^6 4 940 










O /-\ Mo 
OSq . IN U • 


4 "374 ft 








OJ000250 47 0303 


.C39 


f c^r> a Mo 
belle LN(J . 


Q1 896 












o car u 


1 

J. 






FnH 


QS7 




Name 


OJ000250 


47.0303.C39.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


46 






End 


306 




J. 


none 






^ f 0 r* 


292 




E 1 v /™\ t*\ e* 


40. . JUDf 


57. .305 










o e q • IN u ■ 










r> 1 Tnno9 c >o 47 0^0^ 

\J ij \J \J vj £t \J * ' • \J yj 


. C39 


/-n -r% /~v \T /-\ 


Q1 ft9fi 








+ 




Q-t- a t-+- 
Jtdl t. 


i 






FnH 


957 




Name 


OJ000250 


47.0303.C39.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


49 






End 


222 






11 Wilt; 






CpArp 


240 




Exons 


4 Q 999 


55. .207,. 57. .221 








O /^r Mo 

oeq. ino. 


fi .3 / fi 0 








n.Tnnri9sn 47 o^rn 




rjono Mo 
ocllc 1NU . 


Q1 R9fi 








+ 




OLal U 


1 
J. 






FnH 


957 




Name 


OJ000250 


47.0303.C39.ol. 


gs 


Method 


GENSCAN 




Start 


70 






End 


897 






none 








51 




Exons 


70 9R9 


478. .897 










Q^o Mo 

oeq. ino . 


4J/40 






q pri T n 




C39 


C2. a t\ o Mo 

OCIlCr 1N(J • 


Q1 ft 9 






U UiQt 1U 






jLdlC 


1 
X 






FnH 






Name 


OJ000250 


47:0303. C39.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


223 






End 


540 






none 








4 "31 

1 *J x , 




L| ' w* /•> 


ZZo . • Oft U / 


234. .536 










Qpn No 


43748 






Seq. ID 


OJ000250 47.0303 


.C39 


Gene No. 


91826 






Strand 


+ ~~ 




Start 


1 






End 


957 




Name 


OJ000250 


47.0303.C39.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


241 






End 


651 




GI 


none 






Score 


492 




Exons 


241. .642, 


264. .644, 268. 


.651 








Seq. No. 


43749 






Seq. ID 


OJ000250_47 .0303 


.C43 


Gene No. 


91827 






Strand 






Start 


168 






End 


742 




Name 


OJ000250 


47.0303.C43.ol. 


np 


Method 


AAT/NAP 





44610 






Start 


168 


End 


742 






GI 


5295955 


Score 


144 






Exons 


168. .291, 722. .742 










GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01 






[Oryza sativa] 










Seq. No. 


43750 


Seq. ID 


OJ0UU2DU 4 0.U3U3 


. C2 




Gene No. 


ft. 1 Q ft Q 


strana 


+ 






start 


ft T T 

971 


End 


i o h a 
12 / b 






Name 


OJG00250 4 o . 0303 . C2 . ol . gs 


Method 


GENSLAN 






Start 


971 


End 


1276 






GI 


none 


Score 


.68 






Exons 


m n i ft ft o i 1 >i i i otc 
971. .1023, 1141. .12/0 










Seq. No. 


>t O T C ft 

43750 


Seq. ID 


OJUUU23U 4D.U3U3 


. C2 




Gene No. 


ft 1 O ft ft 

91829 


Strand 


+ 






Start 


r r Art 

5580 


End 


c i a c 

614 o 






Name 


/"\TftftftftCft AC ft Oft "3 O ft —I ». 

OJ000250 4 o . 0303 . C2 . ol . gp 


Method 


AAT/bAP 






Start 


5580 


End 


6146 






bl 


none 


Score 


859 






Exons 


55o0..5o34, 5933. .ol4o 










Seq. No. 


43750 


Seq. ID 


/"\ Tft ft ft ft C A AC. A ft ft O 

OJ0UU25U 46.U3U3 


. C2 




Gene No. 


91829 


Strand 


+ 




sJ 


start 


5580 


End 


614 O 




r fl 


Name 


/"\ Tft ft ft ft C ft >1 /" ft ft ft O Oft _ o 

OJ000250 4 6 . 0303 . C2 . o3 . gs 


Method 


/-i T-i xi C Z™' "ft XT 

GEN SCAN 






Start 


5742 


End 


6022 




f\ i 


GI 


none 


Score 


.99 






Exons 


C *7 vl ft COO>t crt'JO ^ ft ft ft 

5/42. .5834, 5933. .6022 










Seq. No. 


43750 


Seq. ID 


OJ000250_46.0303 


. C2 




Gene No. 


ft 1 O O ft 

91830 


Strand 


+ 




f [J 


start 


T ft A ft ft 

10492 


End 


18758 






Name 


/-\ Tft ft ft ft C ft A /~ ft ft ft ft /"*» o _ vl 

OJ000250 46 . 0303 . C2 . o4 . gs 


Method 


GENSCAN 






start 


1 ft A ft ft 

104 92 


End 


12235 




'"•4 


bl 


none 


Score 


.99 






Exons 


10492. .10742, 11323 .. 11575, 


11708. .12235 




% sr 


seq. no. 


A ft *7 C ft 

43750 


Seq. ID 


OJ000250_46.0303 


. C2 


% ST 


Gene No. 


91830 


Strand 


+ 






Start 


10492 


End 


18758 






Name 


OTftftftftCft Jl /" ft ft ft ft /-l O ft 

OJ000250 4 6 . 0303 . C2 . o2 . np 


Method 


AAT/NAP 






start 


10555 


End 


13880 






GI 


7287994 


Score 


448 






Exons 


iriRRQ 1 CiH A 1 1 1 "3 ft "3 1 1 co^ 
IUj j j . . 1 U / 4 2 , 11323 .. 11DJ4 , 


13816. .13880 






GI Descrip. 


(AL138646) myb protein-like 


[Arabidopsis thaliana] 






Seq. No. 


43750 


Seq. ID 


OJ000250_46.0303 


.C2 




bene jno • 


91830 


Strand 


+ 






Start 


10492 


End 


18758 






Name 


OJ000250 46.0303.C2.o2.gp 


Method 


AAT/GAP 






Start 


12931 


End 


17432 






GI 


7583 2.R1084 


Score 


3027 






Exons 


12931. .13032, 13858. .14037, 


14118. .14283, 14394. .14532, 








16027. .16160, 16260. .16402, 


16540. .16738, 16861. .17432 





GI Descrip. ' 4589726/dbj | BAA76883 . 1 1 1.0e-164 (AB003137) DnaJ homolog 

protein [Salix gilgiana] >gi_458 9739_dbj_BAA76888 . 1_ (AB003138) 



44611 



DnaJ homolog protein [Salix gilgiana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43750 
91830 
10492 

OJ000250_4 6 . 0303 . C2 . o4 . np 

13081 

133435 

13081. .13175, 17867. .18270, 
DNA- DIRECT ED RNA POLYMERASE 
DNA-directed RNA polymerase 



Seq. ID OJ000250_46.0303.C2 
Strand + 
End 18758 
Method AAT/NAP 
End 18758 
Score 639 
18580. .18758 

BETA' CHAIN gi | 66983 | pir | 
(EC 2.7, 



IRNRZC1 



7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta' 
subunit-1 [Oryza sativa] gi | 226690 | prf | | 1603356Q RNA polymerase 
beta'-l [Oryza sativa] 



43750 
91830 
10492 

OJ000250_4 6.0303.C2.o3.np 

13891 

4589726 

13891. .14037, 14118. .14285, 
16260. .16402, 16540 .. 16738 , 



OJ000250_46.0303.C2 
+ 



Seq. ID 
Strand 

End 18758 
Method AAT/NAP 
End 17180 
Score 1477 
14393. .14532, 16027 .. 16160, 
16861. .17180 
(AB003137) DnaJ homolog protein [Salix gilgiana] 
gi I 4589739 | dbj IBAA76888.il (AB003138) DnaJ homolog protein 
[Salix gilgiana] 



43750 
91830 
10492 

OJ000250_46.0303.C2.o6.gs 

13891 

none 



Seq. ID OJ000250_46.0303.C2 

Strand + 

End 18758 

Method GENSCAN 

End 18346 

Score .59 



13891. .14037, 14118. .14283, 14394 .. 14532, 16027 16160, 
16260. .16402, 16540 .. 16738, 16861 .. 17179, 17845 1834 6 



43750 Seq. ID 

91831 Strand 

24943 End 

OJ000250_4 6 . 0303 . C2 . o5 . np Method 

24943 End 

4263785 Score 
24943. .25522 

(AC006068) putative AP2 domain transcription factor [Arabidopsis 
thaliana] 



OJ000250_46.0303.C2 
+ 

25522 
AAT/NAP 
25522 
383 



43750 
91832 
2219 

OJ000250_46.0303.C2.ol.np 

2202 

2498163 

2202.. 2438, 3005. .3109, 3605.. 
4297. .4361, 5045. .5206, 6404.. 
N4- ( BETA-N-ACET YLGLUCOSAMINYL ) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 46. 0303. C2 



6433 
AAT/NAP 
6433 
564 

3663, 3740.. 3801, 3877.. 4183, 
6433 

- L -AS PARAG I NAS E PRECURSOR 



(GLYCOSYLASPARAGINASE) (AS PARTYLGLUCOSAMINIDASE) 

(N4- (N-ACETYL-BETA-GLUCOSAMINYL) - L - AS PARAG I N E AMIDASE) (AGA) 



44612 




gi 1 1478357 | bbs 1 176622 (S81393) aspartylglucosaminidase, AGA 







[mice, liver, brain, Peptide, 


346 aal 


I L 1UO 0_-> • J 






Seq. No. 


43750 








Seq. ID 


OJ000250 


_46.0303.C2 




Gene No. 


91832 








Strand 








Start 


2219 








End 


6433 






Name 


OJ000250 46. 


0303. 


C2.o2. 


gs 


Method 


GENSCAN 








2219 








End 


5528 








none 








Score 


.84 






F.xons 


2219. .2438, 


3005. 


.3109, 


3605. 


.3663, 3740. .4194, 


5045. .5113, 






S338 S447 


5482. 


.5528 












Seq. No. 


43750 








Seq. ID 


OJ000250 


_46.0303.C2 




\JC 1 J. C IXU . 


91833 








Strand 








Start 


12788 








End 


13065 






Name 


OJ000250 46. 


0303. 


C2.o5. 


gs 


Method 


GENSCAN 






Start 


12788 








End 


13065 






O J. 


none 








Score 


.75 






R von s 


12788. .12806 


i, 12866.. 13065 










Seq. No. 


43750 








Seq. ID 


OJ000250 


_46.0303.C2 




f^c»n^ Mo 


91834 








Strand 










19415 








End 


19759 




_ „ 




OJ000250 46. 


0303. 


C2.o7. 


gs 


Method 


GENSCAN 






O Lai L. 


19415 








End 


19759 




%J 




none 








Score 


.97 






Hj2\.\j i io 


19415. ;19759 














CpA Mo 
O • IN w • 


. 43750 








Seq. ID 


OJ000250 


46 0303 C2 




Gene No. 


91835 








Strand 








Start 


29939 








End 


30893 








OJ000250 46. 


0303. 


C2.o3. 


tm 


Method 


TBLASTX: 


Mai ze 


fy 




2210 








End 


4024 




C 


ox 


none 








Score 


338 






F von q 


2210. .2434, 


2211. 


.2432, 


2220. 


.2438, 3005. .3112, 


3007 3111. 






3604. .3666, 


3605. 


.3670, 


3736. 


.4017, 3737.. 4003, 


3737 4024. 


? ™ 




3741. .4022 
















Seq. No. 


43750 








Seq. ID 


OJ000250 


__46.0303.C2 






91835 








Strand 






- ™ 


O l_ CI i- L. 


29939 








End 


30893 








OJ000250 46. 


0303. 


C2.o4. 


ts 


Method 


TBLASTX: 


JUjf KJ Cull 




91- art- 

O U CI i- L. 


2219 








End 


2438 






ox 


none 








Score 


209 








2219. .2434, 


2223. 


.2438 














43750 








Seq. ID 


OJ000250 


46 0303 CO 




Gene No. 


91835 








Strand 








Start 


29939 








End 


30893 






Name 


OJ000250 46. 


0303. 


C2.o4. 


tm 


Method 


TBLASTX:! 


Maize 




Start 


4046 








End 


5399 






GI 


none 








Score 


195 






Exons 


4046. .4213, 


4047. 


.4193, 


4147. 


.4194, 4280.. 4363, 


4294. .4365, 






4297. .4362, 


5044. 


.5196, 


5046. 


.5135, 5112.. 5219, 


5112. .5195, 






5316. .5399 
















Seq. No. 


43750 








Seq. ID 


OJ000250 


_46.0303.C2 



44613 



Gene No. 91835 
Start 29939 

Name OJ000250_4 6. 0303.C2 .o5. ts 

Start 4073 
GI none 

Exons 4073. .4180, 4074. .4181, 4076. 

4297.. 4362, 4953.. 5006, 5046. 
5098. .5193 



Strand 

End 30893 

Method TBLASTX : Soybean 

End 5195 

Score 142 

.4216, 4280. .4363, 4297. .4392, 
.5117, 5047. .5118, 5085. .5195, 



Seq. No. 43750 
Gene No. 91835 
Start 29939 

Name OJ000250_4 6 . 0303 . C2 . o3 . tw 

Start 11348 
GI none 
Exons 11348. 

11489. 

11838. 



11464, 11348. .11494, 
,11542, 11529. .11606, 
,11861 



Seq. ID OJ000250_46.0303.C2 
Strand 

End 30893 

Method TBLASTX : Wheat 

End 11861 

Score 195 
11353. . 114 96, 114 60. .11528, 
11751. .11795, 11792. .11833, 



Seq. No. 43750 
Gene No. 91835 
Start 29939 

Name 0 JO 0025 0_46. 0303. C2.o2.tm 

Start 13891 
GI none 
Exons 13891. 

13912. 

14117. 

14396. 

16027. 



,13920, 13907. .14020, 

,14043, 14115. .14225, 

,14224, 14207. .14284, 

,14548, 14398. .14529, 

,16188, 16028.. 16162 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13908. .14021, 
14115. .14222, 
14208. .14258, 
14426. .14533, 



OJ000250 46. 0303. C2 



30893 

TBLASTX: Maize 
16188 
37 

13908. .14042, 
14116. .14235, 
14392. .14535, 
16027. .16161, 



Seq. No. 43750 Seq. ID 

Gene No. 91835 Strand 

Start 29939 End 

Name OJ000250_4 6 . 0303 . C2 . ol . tc Method 

Start 13896 End 

GI none Score 

Exons 13896. .14042, 13897 .. 14043, 14115 

14392. .14535, 14426 .. 14533, 16027 

16256. .16402, 16258 16401, 16530 

16540. .16737, 16848 .. 16961, 16868 

16988. .17098, 17154 .. 17183, 17159 



OJ000250 46. 0303. C2 



30893 

TBLASTX: Cress 
17185 
197 

14252, 14117. .14287, 
16188, 16028. .16162, 
16736, 16540. .16737, 
16960, 16968. .17123, 
17185 



Seq. No. 43750 
Gene No. 91835 
Start 29939 

Name OJ000250_4 6.0303.C2.ol.ts 

Start 13896 
GI none 

Exons 13896. .14036, 13908 14042, 

14117. .14281, 14117. .14284, 
14426. .14533, 16027 .. 16188, 
16256. .16402, 16530 .. 16739, 
16540. .16740, 16848 17132, 
17162. .17182 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13909. .14043, 



OJ000250 46. 0303. C2 



14392, 
16028. 



,14535, 
.16162, 



16536. .16736, 
16848. .16985, 



30893 

TBLASTX : Soybean 
17182 
53 

14115. .14255, 
14396. .14560, 
16255. .16401, 
16540. .16740, 
16859. .17131, 



Seq. No. 



43750 



Seq. ID OJ000250 46. 0303. C2 



44614 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



91835 
29939 

OJ000250_4 6 . 0303 . C2 . o2 . tw 
13907 



none 
13907. 
14115. 
14217. 



Strand 
End 

_ Method 

End 
Score 

14020, 13908. .14036, 13909 14043, 13911 .. 14042, 
14222, 14116. .14238, 14117 .. 14221, 14133 .. 14225, 
14255, 14270.. 14314 



30893 

TBLASTX: Wheat 

14314 

85 



43750 
91835 ' 
29939 
OJ000250 
14416 
none 
14416. 
16256. 
16540. 



46.0303.C2.ol.tw 



14532, 
16402, 
16737, 



14426. 
16258. 
16852. 



14533, 
16401, 
16923, 



Seq. ID OJ000250_46.0303.C2 
Strand 

End 30893 

Method TBLASTX : Wheat 

End 17132 

Score 145 
16028. .16162, 16030. .16161, 
16530. .16736, 16540 .. 16737 , 
16868. .16960, 16869 .. 16961, 



16967. .17128, 16968.. 17132 



43750 
91835 
29939 

OJ000250_4 6.0303.C2.ol. tm 
16262 
none 

16262. .16402, 16264 16401 , 16530 .. 16685, 16540 
16684. .16740, 16695 16739, 16845 .. 17081, 16848 
16859. .17128, 17024 17158, 17038 



Seq. ID OJ000250_46.0303.C2 
Strand 

30893 

TBLASTX: Maize 
17182 
176 

16683, 
17132, 

17151, 17156.. 17182 



End 

Method 

End 

Score 



43750 Seq. ID 

91835 Strand 

29939 End 

OJ000250_4 6 . 0303 . C2 . o2 . tc Method 

17869 End 

none Score 

17869. .18069, 17870 .. 18076, 

18139. .18255, 18141.. 18263 



OJ000250 46. 0303. C2 



30893 
TBLASTX : 
18263 
332 



Cress 



18123. .18254, 18137 18256, 



43750 
91835 
29939 

OJ000250_46.0303.C2.o3.ts 

17903 

none 

17903. .18070, 
18128. .18256, 



17919. .18068, 
18139. .18255, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17938 

18141 



18069, 
18263 



OJ000250_46.0303.C2 
30893 

TBLASTX : Soybean 

18263 

218 

18111. .18254, 



43750 
91835 
29939 

OJ000250_4 6.0303.C2.o6.tm 

18014 

none 

18014. .18070, 18015. .18068, 
18128. .18256, 18139. . 18255, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18016. .18069, 
18141. .18263 



OJ000250 46. 0303. C2 



30893 

TBLASTX: Maize 
18263 
82 

18111. .18254, 



44615 




Seq. No. 


43750 




Seq. ID 


OJ000250_4'6.0303.C2 


Gene No. 


91835 




Strand 




Start 


29939 




End 


30893 


Name 


OJ000250 46. 0303. C2. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


25039 




End 


25294 


GI 


none 




Score 


281 


Exons 


25039. .25155, 25040. 


.25294, 


25213. .25266 


Seq. No. 


43750 




Seq. ID 


OJ000250_4 6. 0303.C2 


Gene No. 


91835 




Strand 




Start 


29939 




End 


30893 


Name 


OJ000250 46. 0303. C2. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


25049 




End 


25294 


GI 


none 




Score 


340 


Exons 


25049. .25294, 25057. 


.25281 






Seq. No. 


43750 




Seq. ID 


OJ000250_46. 0303.C2 


Gene No. 


91835 




Strand 




Start 


29939 




End 


30893 


Name 


OJ000250 46. 0303. C2. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


25057 




End 


25294 


GI 


none 




Score 


337 


Exons 


25057. .25281, 25058. 


.25294 






Seq. No. 


43750 




Seq. ID 


OJ000250_46.0303.C2 


Gene No. 


91835 




Strand 




Start 


29939 




End 


30893 


Name 


OJ000250 46. 0303. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


25070 




End 


25260 


GI 


none 




Score 


193 


Exons 


25070. .25240, 25072. 


.25260 






Seq. No. 


43750 




Seq. ID 


OJ000250_46.0303.C2 


Gene No. 


91835 




Strand 




Start 


29939 




End 


30893 


Name 


OJ000250 46. 0303. C2. 


o9 . gs 

* 


Method 


GEN SCAN 


Start 


29939 


End 


30893 


GI 


none 




Score 


.83 


Exons 


29939. .29983, 30752. 


.30893 






Seq. No. 


43751 




Seq. ID 


OJ000250_46.0303.C3 


Gene No. 


91836 




Strand 


+ 


Start 


67 




End 


677 


Name 


OJ000250 46. 0303. C3. 


ol.as 


Method 


GENSCAN 


Start 


67 




End 


677 


GI 


none 




Score 


.79 


Exons 


67. .169, 616. .677 








Seq. No. 


43751 




Seq. ID 


OJ000250_46.0303.C3 


Gene No. 


91837 




Strand 


+ 


Start 


15978 




End 


18544 


Name 


OJ000250 46. 0303. C3. 


ol ,np 


Method 


AAT/NAP 


Start 


15818 




End 


17703 


GI 


7488386 




Score 


345 


Exons 


15818. .16362, 17639. 


.17703 






GI Descrip. 


transcription factor 


■ TINY homolog T13E15.5 - Arabidopsis 



thaliana gi I 4895256 | gb | AAD32841 . 1 1 AC007659_23 (AC007659) 



44616 



putative AP2 domain transcription factor [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43751 Seq. ID 

91837 Strand 

15978 End 

OJ000250_4 6.0303.C3.o4.gs Method 

15978 End 

none Score 



OJ000250_46.0303.C3 
+ 

18544 
GENSCAN 
18544 
.47 



15978. .16618, 17116. 
18223. .18544 



,17305, 17371. .17529, 18035 18117 , 



Seq. No. " • 43751 

Gene No. 91838 

Start 1781 

Name OJ000250_4 6 . 0303 . C3 . o2 . gs 

Start 1781 

GI none 

Exons 1781.. 1812, 1874.. 2078, 2535. 

5151. .5229, 5408. .5536, 6231. 



Seq. ID OJ000250_46.0303.C3 
Strand 

End 10296 
Method GENSCAN 
End 10296 
Score .49 

.2735, 3277. .3323, 3903. .3967, 
.6425, 10236.. 10296 





Seq. No. 


43751 




Seq. ID 


OJ000250_46.0303 


.C3 




Gene No. 


91839 




Strand 








Start . 


18804 




End 


19866 






Name 


OJ000250 46. 0303. C3. 


o5 . gs 


Method 


GENSCAN 






Start 


18804 




End 


19866 




r : z 


GI 


none 




Score 


.85 




% : = 


Exons 


18804. .19006, 19467. 


.19563, 


19723. .19866 




?*= 


Seq. No. 


43751 




Seq. ID 


OJ000250_46.0303 


.C3 




Gene No. 


91840 




Strand 








Start 


20356 




End 


31746 




~ i ; 


Name 


OJ000250 46. 0303. C3. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


16074 




End 


16265 




E 


GI 


none 




Score 


288 




-.. 3 


Exons 


16074. .16265, 16094. 


.16264 










Seq. No. 


43751 




Seq. ID 


OJ000250_46.0303 


.C3 


r 


Gene No. 


91840 




Strand 






^ _s 


Start 


20356 




End 


31746 






Name 


OJ000250 46. 0303. C3. 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


16077 




End 


16340 






GI 


none 




Score 


353 






Exons 


16077. .16340, 16106. 


.16309 









Seq. No. 43751 Seq. ID 

Gene No. 91840 Strand 

Start 20356 End 

Name OJ000250_4 6 . 0303 . C3 . ol . tc Method 

Start 16086 End 

GI none Score 

Exons 16086. .16340, 16100.. 16309 



OJ000250_46.0303.C3 
31746 

TBLASTX: Cress 

16340 

346 



Seq. No. 43751 Seq. ID 

Gene No. 91840 Strand 

Start 20356 End 

Name OJ000250_4 6 . 0303 . C3 . ol . tw Method 

Start 16116 End 



OJ000250_46.0303.C3 
31746 

TBLASTX: Wheat 
16306 



44617 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



none 

16116. .16286, 16118. .16306 

43751 
91840 
20356 

OJ000250_4 6.0303.C3.o6.gs 

20356 

none 

20356. .20684, 21067 21204 , 

22598. .22750, 23125 .. 23199, 

24059. .24125, 25705 25856, 

28688. .28825, 2964 1 29727, 

30469. .30545, 30663 30734 , 

31365. .31484, 31623. .31706 

43751 
91840 
20356 

OJ000250_4 6.0303.C3.ol.gp 
27414 

4677_1.R1084 

27414. .28025, 28161 .. 28326, 
'2344889 1.0e-45 (AC002388) 



Score 



188 



Seq. ID OJ000250_46.0303.C3 
Strand 

End 31746 

Method GENSCAN 

End 31706 

Score .75 
21923. .22079, 22365 .. 22514 , 
23444. .23570, 2394 9 .. 23974 , 
■28161. .28326, 284 06 28 608 , 
29825. .29897, 30015 30209, 
30826. .30986, 31015 .. 31261, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 46. 0303. C3 



31746 
AAT/GAP 
28646 
1847 
28406. .28646 

unknown protein [Arabidopsis 
thaliana] >gi_4895255_gb_AAD3284 0 . 1_AC007 659_22 (AC007659) 
unknown protein [Arabidopsis thaliana] 1 



43751 
91840 
20356 

OJ000250_4 6.0303.C3.o3.tm 

27447 

none 

27447. .27488, 27496.-27525, 
28158. .28181 

43751 
91840 
20356 

OJ000250_4 6.0303.C3.o2.tc 

27893 

none 

27893... 28027, 27894 28028, 
28158. .28328, 28159.. 28341 

43751 
91840 
20356 

OJ000250_4 6.0303.C3.o2.np 

27897 

7486945 

27897. .28025, 28161 28326, 
29641. .29727, 29825 .. 29897 , 
30663. .30734, 30826 .. 30986, 
hypothetical protein T13E15 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_46.0303.C3 
31746 

TBLASTX: Maize 

28181 

166 



27894. .28034, 278 95 .. 28026, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_46.0303.C3 
31746 

TBLASTX: Cress 

28341 

143 



gi I 4895255 | gb I AAD32840.il AC007659 22 
[Arabidopsis thaliana] 



27895. .28026, 27992 .. 28036, 



Seq. ID OJ000250_46.0303.C3 
Strand 

End 31746 
Method AAT/NAP 
End 31388 
Score 934 
28406. .28608, 28688.-28825, 
30015. .30209, 304 69 .. 3054 5 , 
31075. .31265, 31327.. 31388 
4 - Arabidopsis thaliana 

(AC007659) unknown protein 



44618 




Seq. No. 


43751 




Seq. ID 


OJ000250 


_46.0303 


.C3 


Gene No. 


rt 1 O A f\ 

91840 




Strand 








Start 


20356 




End 


31746 






Name 


OJ000250 46. 0303. C3 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


27954 




End 


28617 






GI 


none 




Score 


127 






Exons 


27954. .28028, 28158 


. .28328, 


28159. .28344, 28405 


. .28611, 






28405. .28617 












Seq. No. 


43751 




Seq. ID 


OJ000250 


_46.0303 


.C3 


Gene No. 


91840 




Strand 








Start 


20356 




End 


31746 






Name 


OJ000250 46. 0303. C3 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


28184 




End 


31268 






GI 


none 




Score 


129 






Exons 


28184. .28327, 28185 


. .28328, 


28185. .28334, 28186 


. .28344, 






28388 .. 28618 , 28404 


. . 28622, 


28404. .28598, 28405 


. . 28617 , 






28685. .28828, 28692 


. .28823, 


28708. .28827, 29643 


. .29711, 






29643. .29696, 29818 


. .29877, 


29825. .29878, 29825 


. .29899, 






29859. .29912, 30014 


. .30211, 


30020. .30202, 30031 


. .30216, 






30468. .30545, 30469 


. .30540, 


30661. .30738, 30662 


. .30736, 






30820. .30987, 30824 


. .30985, 


30825. .30986, 30826 


. .30987, 






31073. .31240, 31073 


. .31264, 


31074. .31268, 31075 


. .31263 




Seq. No. 


43751 




Seq. ID 


OJ000250 


_46.0303 


.C3 


Gene No. 


91840 




Strand 








Start . 


20356 




End 


31746 






Name 


OJ000250 46. 0303. C3 


. o3.tc 


Method 


TBLASTX: 


Cress 




Start 


29964 




End 


31023 






GI 


none 




Score 


154 






Exons 


29964. .30233, 30014 


. .30211, 


30033. .30212, 30465 


. .30545, 






30468. .30545, 30821 


. .30958, 


30826. .31023 






Seq. No. 


43751 




Seq. ID 


OJ000250 


_46 . 0303 


.C3 


Gene No. 


91840 




Strand 








Start 


20356 




End 


31746 






Name 


OJ000250 46. 0303. C3 


. o2 . gp 


Method 


AAT/GAP 






Start 


31348 




End 


31746 






GI 


none 




Score 


460 






Exons 


31348. .31484, 31623 


. .31746 










Seq. No. 


43752 




Seq. ID 


OJ000250_ 


_46 . 0303 


. C4 


Gene No. 


91841 




Strand 








Start 


39 




End 


1232 






Name 


OJ000250 46. 0303. C4 


.ol.gs 


Method 


GENSCAN 






Start 


39 


End 


1232 






GI 


none 




Score 


.9 






Exons 


39. .256, 604. .771, 


L008. .1232 








Seq. No. 


43753 




Seq. ID 


OJ000250 


J6.0303 


.C5 


Gene No. 


91842 




Strand 


+ 






Start 


5722 




End 


6753 






Name 


OJ000250 46. 0303. C5 


. o2 . gp 


Method 


AAT/GAP 






Start. 


5691 




End 


6067 






GI 


uC-osflcyp019h08bl 




Score 


746 






Exons 


5691. .6067 













44619 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



f 4895251/gb|AAD32836.1|AC007659_18 7.0e-33 (AC007659) 
hypothetical protein [Arabidopsis thaliana] ' 



43753 Seq. ID 

91842 Strand 

5722 End 

OJ000250_4 6 . 0303 . C5 . o2 . np Method 

5710 End 

6706427 Score 
5710. .6750 

(AL133248) acetylglutamate kinase-like protein [Arabidopsis 
thaliana] 



OJ000250_46.0303.C5 

+ 

6753 
AAT/NAP 
6750 
1068 



Seq. No. 43753 Seq. ID 

Gene No. 91842 Strand 

Start 5722 End 

Name OJ000250_4 6 . 0303 . C5 . o2 . gs Method 

Start 5722 End 

GI none Score 

Exons 5722.. 6753 



OJ000250_46.0303.C5 
+ 

6753 
GEN SCAN 
6753 
.97 



Seq. No. 43753 Seq. ID 

Gene No. 91843 Strand 

Start 10195 End 

Name OJ000250_4 6 . 0303 . C5 . o3 . np Method 

Start 10183 End 

GI 4895251 Score 

Exons 10183. .10586, 10673 .. 11031, 11127 

11588. .11860, 11965. .12365, 12490 



11255, 
12630 



OJ000250_ 
+ 

12633 
AAT/NAP 
12630 
1462 

11344. 



46. 0303. C5 



,11475, 



GI Descrip. (AC007659) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


43753 




Seq. ID 


OJ000250 


46.0303 


.C5 


Gene No. 


91843 




Strand 


+ 






Start 


10195 




End 


12633 






Name 


OJ000250 46. 0303. C5 


. o3.gp 


Method 


AAT/GAP 






Start 


10184 


End 


10450 






GI 


426401 




Score 


477 






Exons 


10184. .10450 












Seq. No. 


43753 




Seq. ID 


OJ000250 


46.0303 


.C5 


Gene No. 


91843 




Strand 


+ 






Start 


10195 




End 


12633 






Name 


OJ000250 46. 0303. C5 


. o4 .gs 


Method 


GENSCAN 






Start 


10195 




End 


12633 






GI 


none 




Score 


.89 






Exons 


10195. .10586, 10673 


. .11031, 


11127. .11255, 11344. 


.11475, 






11588. .11860, 11965 


. .12365, 


12490. .12633 







Seq. No. 43753 Seq. ID OJ000250_4 6 . 0303 . C5 

Gene No. 91843 Strand + 

Start 10195 End 12633 

Name OJ000250_4 6. 0303.C5.o4 .gp Method AAT/GAP 

Start 11166 End 11701 

GI 5701670 Score 612 

Exons 11166. .11255, 11344 .. 11475, 11588.. 11701 

GI Descrip. 4895251/gb | AAD32836 . 1 | AC007659_18 7.0e-33 (AC007659) 
hypothetical protein [Arabidopsis thaliana] 



44620 




Seq. No. 


43753 


Seq. ID 


OJ000250_ 


46.0303 


.C5 


Gene No. 


fl 1 O A A 

91o4 4 


btrana 


+ 






Start 


18224 


End 


1 QCCO 






Name 


OJUUU20U 4 b . U JUo . Lo . ob . gp 


Metnoa 


7\ 7\ m / (-* t\ T3 

AA 1 / bAr 






Start 


1 Q O O /I 

lo2^4 


bna 


n q c c 0 

10 boo 






GI 


none 


Score 


OflU 






Exons 


i 000/ 1 OCCl 










beq. NO. 


A O T C *5 


Seq. ID 


OJ000250_ 


46.0303 




Gene No . 


91845 


Strand 








Start 


1 


End 


2356 






Name 


OJ000250 46.0303.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1984 






GI 


7486944 


Score 


140 






Exons 


1..20, 98.-259, 1865. .1984 










GI Descrip. 


hypothetical protein T13E15.3 


- Arabidopsis thaliana 






gi | 4895254 | gb | AAD32839 . 1 | AC007 659 21 


(ACUU /boy) 


hypothetic; 




protein [Arabidopsis thaliana 


1 








Seq. No.. 


43753 


Seq. ID 


OJ000250_ 


4 6 . 0303 


. Co 


Gene No. 


91845 


Strand 








Start 


1 


End 


2356 






Name 


OJ000250_46 . 0303. C5 . ol . gs 


Method 


GEN SCAN 






Start 


98 


End 


1984 






GI 


none r«" 


Score 


. 81 






Exons 


98. .259, 1862. .1984 










Seq. No. 


43753 


Seq. ID 


OJ000250_ 


4 6 . 0303 


. C5 


Gene No . 


91845 


Strand 








Start 


1 


End 


2356 






Name 


OJ000250 46.0303.C5.ol.gp 


Method 


AAT/GAP 






Start 


210 


End 


2356 






GI 


none 


Score 


1041 






Exons 


210.. 259, 1862.. 2356 










Seq. No. 


43753 


Seq. ID 


OJ000250_ 


4 6.0303 


.C5 


Gene No. 


91846 


Strand 








Start 


8190 


End 


8986 






Name 


OJ000250 46.0303.C5.o3.gs 


Method 


GENS CAN 






start 


8190 


End 


8986 






GI 


none 


Score 


.52 






Exons 


8190. .8359, 8546. .8639, 8861. 


.8986 








Seq. No. 


43753 


Seq. ID 


OJ000250_ 


46.0303 


-C5 


Gene No. 


91847 


Strand 








Start 


13064 


End 


14916 






Name 


OJ000250 46.0303.C5.o5.gs 


Method 


GEN SCAN 






Start 


13064 


End 


14916 






GI 


none 


Score 


.7-8 






Exons 


13064. .13296, 13405 .. 13498, 13637 .. 13964 , 14453. 


.14916 




Seq. No. 


43753 


Seq. ID 


OJ000250_ 


46.0303 


.C5 


Gene No. 


91847 


Strand 








Start 


13064 


End 


14916 






Name 


OJ000250 46.0303.C5.o5.gp 


Method 


AAT/GAP 






Start 


13706 


End 


14614. 







44621 




(IT 


2^2822 5 


Score 


759 






13706 13964. 14453 14614 










43753 


Seq. ID 


OJ000250_46.0303 


-C5 


Gene No. 


91848 


Strand 






Start 


18278 


End 


20687 




Name 


OJ000250 46. 0303.C5 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


5761 ~~ 


End 


6192 




GI 


none 


Score 


57 






5761 5853, 5782.. 5865, 5908 


..5967, 5914. .6132, 5943. .6131 




6129 .6191, 6130.. 6192 








Seq. No. 


43753 


Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 


Strand 






Start 


18278 


End 


20687 




Name 


OJ000250 4 6. 0303.C5 .ol . ts 


Method 


TBLASTX: Soybean 




Start 


6060 ~ 


End 


6741 






none 


Score 


742 






6060.. 6698, 6094.. 6741, 6490 


. .6741 








43753 


Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 


Strand 






Start 


18278 


End 


20687 




Name 


OJ000250 46.0303.C5.ol.tm 


Method 


TBLASTX: Maize 






6193 ~~ 


End 


6775 




ox 


none 


Score 


762 






6193 6762 6214 6393, 6216 


..6698, 6486. .6770, 6490. .6756 




6608 6775 










43753 


Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 


Strand 






Start 


18278 


End 


20687 




Name 


OJ000250 4 6. 0303.C5 ,o6.gs 


Method 


GENS CAN 




Start 


18278 ~ 


End 


20687 




GI 


none 


Score 


.82 




p. von 


18278. .18712, 18727.. 19028, 


19140. . 19275, 19687. .19755, 






19761 19928, 20493 20687 










43753 


Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 


Strand 






Start 


18278 


End 


20687 




Name 


OJ000250 46.0303.C5.o6.np 


Method 


AAT/NAP 




Start 


18308 


End 


19989 






6539588 


Score 


283 






18308. .18434, 19219 19271, 


19679. .19989 






(AP000837) hypothetical protein [Oryza 


sativa] 






43753 


Seq. ID 


OJ000250_46.0303 


.C5 


Gene No . 


91848 


Strand 






Start 


18278 


End 


20687 




Name 


OJ000250 46.0303.C5.o5.np 


Method 


AAT/NAP 




Start 


18309 


End 


19278 




GI 


7441278 


Score 


497 




Exons 


18309. .18712, 18778. .19024, 


19136. .19278 




GI Descrip. 


aquaporin homolog T21L8.190 


- Arabidopsis thaliana 





gi I 5541711 1 emb| CAB51216.il (AL096860) aquaporin-like protein 
[Arabidopsis thaliana] 



44622 



Seq. No. 


43753 




Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 




Strand 








1 fi?7ft 




End 


20687 




Name 






Method 


TBLASTX: Cress 




Q+- a r-t- 
OLdlt 


1 ft 4 04 ~~ 




End 


19230 




bx 


none 




Score 


67 




Exons 


18404 18496 18444 


18494 , 


18617. .18712, 18775. .19041, 






1 ftftnn 1QD94 1 Q1 


1 Q^^n 


19148. .19204 




Seq. No. 


43753 




Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 




Strand 






Q-»- a v~f- 






End 


20687 




Name 






Method 


TBLASTX: Maize 






1 ft404 ~~ 




End 


19230 




bx 


none 




Score 


82 




Exons 


1 ft404 1ft4Qfi 1ft40ft 

• • 104 ?D/ X O 4 U O 


1 ft 4 Q7 


18617. .18721, 18775. .19041, 






IOOUU . •X^P\JO\Jf X.7X44 




19148. .19201 




Seq. No. 


43753 




Seq. ID 


OJ000250_46.0303 


.C5 


Gene No. 


91848 




Strand 






C 4- a v-f 

O La. IT L 


1 ft97ft 




End 


20687 




Name 


n.Tnnn9^n dfi n^n^ 




Method 


TBLASTX: Soybean 




C+- a v+- 
OLdH 


1 ft4n4 — 




End 


19230 




bx 


none 




Score 


76 




Exons 


Tft4n4 IftdQfi 1ft444 

104U4 • • 10430; ±0444 


1 ft 4 Q4 

• • 1U4 54^ 


18617. .18661, 18781. .19041, 






ift7P9 i qn^n 1 Qnn7 


1 Q9fl1 


19135.. 19230 




Seq. No. 


43753 




Seq. ID 


OJ000250_46.0303 


.C5 


bene lnu • 


Q1 ft 4 ft 




Strand 






o ram 






End 


20687 




Name 




. (J J. . LW 


Method 


TBLASTX: Wheat 






1 ft77^ _ 




End 


19230 




bX 


none 




Score 


161 




Exons 


1ft77^ 1 Qn^n 1ft77ft 


1 904 1 

. . X ? U 4 X , 


19144. .19230, 19148. .19201 




Seq. No. 


43754 




Seq. ID 


OJ000250_46.0303 


.C6 


bene iNo . 


91849 




Strand 








1388 




End 


2018 




Name 


OJ000250 46. 0303. C6 


.ol.gs 


Method 


GENSCAN 




Q+- a vf- 
OLalL 


1388 




End 


2018 






none 




Score 


.45 




Exons 


1388.. 1488, 1550.. 2018 








iJC^i IN W . 


43755 




Seq. ID 


OJ000250_46.0303 


.C7 




91850 




Strand 


+ 




Start 


1 




End 


5038 




Name 


OJ000250 46. 0303. C7 


.ol.np 


Method 


AAT/NAP 




o car u 


1 




End 


5035 




bX 


7228457 




Score 


7473 




Exons 


1..1439, 1503.. 2336 


, 2459.. 


3418, 3485.. 


5035 




GI Descrip. 


(AP001366) Similar 


to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein. 


(AF098806) [Oryza 




sativa] 










Seq. No. 


43755 




Seq. ID 


OJ000250_46.0303 


.CI 


Gene No. 


91850 




Strand 


+ 





4 : 4 623 




Start 1 End 5038 

Name OJ000250_4 6.0303.C7.ol.gs Method GENSCAN 

Start 93 End 5038 

GI none Score .44 

Exons 93. .1482, 1614. .1648, 1653. .2194, 2251. .3742, 3821. .5038 



Seq. No. 43755 

Gene No. 91851 

Start 7973 

Name OJ000250_4 6 . 0303 . C7 . o3 . gs 

Start 7973 

GI none 

Exons 7973.. 8069, 
9730. .9900 



Seq. ID OJ000250_46.0303.C7 

Strand + 

End 9933 

Method GENSCAN 

End 9900 

Score .67 
8445.-8542, 8915. .9086, 9123. .9540, 9555. .9700, 



OJ000250_46.0303.C7 
+ 

9933 
AAT/NAP 
9933 
985 



Seq. No. 43755 Seq. ID 

Gene No. 91851 Strand 

Start 7973 End 

Name OJ000250_4 6 . 0303 . C7 . o3 . np Method 

Start 9194 End 

GI 6721562 Score 

Exons 9194.. 9933 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 |dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


43755 






Seq. ID 


OJ000250_46.0303 


.C7 


Gene No. 


91852 






Strand 






Start 


3524 






End 


7289 




Name 


OJ000250 46. 


0303. 


C7.o3. 


tw Method 


TBLASTX: Wheat 




Start 


860 






End 


1346 




GI 


none 






Score 


402 




Exons 


860.. 997, 861.. 1346, 1055.. 1315 






Seq. No. 


43755 






Seq. ID 


OJ000250_46.0303 


.C7 


Gene No. 


91852 






Strand 






Start 


3524 






End 


7289 




Name 


OJ000250 46. 


0303. 


C7.ol. 


tw Method 


TBLASTX: Wheat 




Start 


1511 






End 


1973 




GI 


none 






Score 


567 




Exons 


1511. .1966, 


1512. 


.1973, 


1512. .1967 






Seq. No. 


43755 






Seq. ID 


OJ000250_46.0303 


.C7 


Gene No. 


91852 






Strand 






Start 


3524 






End 


7289 




Name 


OJ000250 46. 


0303. 


C7.ol. 


tm Method 


TBLASTX: Maize 




Start 


1676 






End 


1997 




GI 


none 






Score 


386 




Exons 


1676. .1987, 


1677. 


.1997, 


1881. .1997 






Seq. No. 


43755 






Seq. ID 


OJ000250_46.0303 


.C7 


Gene No. 


91852 






Strand 






Start 


3524 






End 


7289 




Name 


OJ000250 46. 


0303. 


C7.o3. 


tm Method 


TBLASTX: Maize 




Start ' 


2024 






End 


2407 





44624 






none 








Score 


9 Q 1 
Z O / 






Exons 


Z UZ4 . .ZjUO/ 


90.9 R 
ZUZD 


. .zjuy, 


99 Q*7 

zz y / . 


9/i m 

. Z 41 u / 








Seq. No. 


43755 








Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








OZ.3.XZ. 










End 


7289 






Name 


nTnnn9Rn 4fi 


n ^n 7 


HI r\0 

. c / . oz . 


LW 


Method 


TBLASTX : 


WilcaL 




C -1 1 -V-+- 

OtdlU 


on q i • 








End 


2500 








none 








Score 


281 






Exons 


OflPI 9 "31 1 


90ft 9 

z uo z 


9^19 
. • Z «J -LZ / 


99Q4 


.2500, 2320. .2475 






Seq. No. 


43755 








Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








OLalL 










End 


7289 






XT **** TY1 




U jU J 


• V— 1 .OX. 


lb 


Method 


TBLASTX: 






O tail. 


91 £0 








End 


2530 








none 








Score 


154 








91 fin 9*^n^ 


91 11 
z x / / 


• . Z O UZ , 


9 ^nn 

z o u u • 


.2530 








beq. wo. 


41 O / DD 








Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








Start 


3524 








End 


7289 






Name 


UuUUUZjU 41 D . 


UjUj 


. ^ / . Oj • 




Method 


TBLASTX: 


Wheat 




Of a >-+- 










End 


3397 








. none 








Score 


231 






Exons 


z yob . . jio / , 


z y D 3 


. . OZ 1 41 , 


OUZO . 


.3213, 3192. .3224, 


3257. .3397, 




















beq. no. 










Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








Start 


3524 








End 


7289 






Name 


nTnnn9Rn 4fi 




.C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 




btart 


jUoD 








End 


3652 








o odd / yo 








Score 


63 






Exons 


OfjQ £ oi o/ 
jUOD. . Olo4 , 


*^9 fin 

-3Z DU 


. .3397, 


3452. 


.3652 








oi uescrip.- 


490^^0^ 9 Ho 

4Zud jud z . ue 


— i n 
1 u 


(AF049110) prpol [Zea 


mays] 






Seq. No. 


43755 








Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








C +- -j r 4~ 

uLal L 










End 


7289 






Name 


UUuUuZjU . flu. 


n^n*3 

UJUJ 


.C7.o7. 


tw 


Method 


TBLASTX: 


Wheat 






0 41 UU 








End 


3712 








none 








Score 


191 






Exons 


j4l UU . . JD / 0 , 


1A R9 
J41 OZ 


. .3712 












beq. no. 


A 11 R R 

41 J / DO 








Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








Start 


3524 








End 


7289 






Name 


OJ000250 46. 


0303 


.C7.o2. 


np 


Method 


AAT/NAP 






otarL 


3524 








End 


7289 








6907089 








Score 


2298 






Exons 


3524. .3703, 


5677 


. .5928, 


6029. 


.7289 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


43755 








Seq. ID 


OJ000250 


_46.0303. 


C7 


Gene No. 


91852 








Strand 








Start 


3524 








End 


7289 







44625 




Name 


UJUUUZDU ft 0 . 


n 7n 7 


P7 ^9 
il/. oz . 


f m 






otart 


1QAC 










4 9 4ft 
ft Z ft O 




none 








Score 


76ft 


Exons 


OjUD • . ft ££0 r 


7 Q74 


A 9 1 R 
■ . ft £ X D , 


4 1 79 

ft X • 


4 94ft 
. 4 Z ft 0 




Seq. No. 


43755 








Seq. ID 


OJ000250_46.0303.C7 


Gene No. 


91852 








Strand 




Of a r-f 


7S94 










7289 


Name 




UJUJ ! 


CI n4 

. \s I . Oft • 


f w 


Mot - hnH 


TRT.A9TX -Whpat 
1 DLnu ± /\ . mica L. 


otarxz 


4 PI4 9 

ft U ft £. 








FnH 


4 4 4 7 

4 T T J 


P T 


none 








OUOic 


7ft4 


Exons 


A(\A0 4 4 4 7 
ft U ft Z . . ft ft ft O f 


AC\A 7 
ft Uft O . 


4 4 9 7 

. . ft ft £. O 








Seq. No. 


43755 








Seq. ID 


OJ000250_46.0303.C7 


Gene No. 


91852 








Strand 




Of a r-+- 


7^94 








End 


7289 


Name 


UuUUUt JU ft O . 


n7n7 


1^ ' • UD • 


4- T-T 

uw 


Method 


TBLASTX: Wheat 


Of a -r-f 

o tar r 


4 4 A ft 
ft ft ft O 








End 


5026 


p t 


none 








Score 


239 


Exons 


4 4 4ft 4 7 9 6 

ft ft ft O • • 4 / £.\J f 


44^0 


4707 


4479 


.4840, 4900.. 5022, 4901.. 5026 


Seq. No. 


43755 








Seq. ID 


OJ000250_46.0303.C7 


Gene No. - 


91852 








Strand 




Q f- -3 y-f 


7^94 








End 


7289 


Name 


Uu UUUi OU ft D . 


n 7n 7 


CI r\A 
, ^ / • Oft • 


LIU 


Method 


TBLASTX: Maize 


O +- >- f- 

otart 


A Q Q /l 

ft 0 y ft 








End 


5038 


P T 


none 








Score 


186 


Exons 


j1 Q 04 g: H74 


4PQC 
ft O D . 










Seq. No. 


43755 








Seq. ID 


OJ000250_46.0303.C7 


Gene No. 


91852 








Strand 




C f- a r-4- 


7 R94 








End 


7289 


Name 


UUUUUZOU ft O • 


07H7 

UjUj . 


P7 r>9 


gs 


Method 


GENSCAN 


Of a v>f 


jDOU 








End 


7289 


pt 


none 








Score 


.94 


Exons 


OOOU. . 3 0 , 


609 Q 


61 77 


61 ft 6 


.7093, 7160.. 7289 


oeq. iNo • 


4 77 Rfi 
ft O / j O 








Seq. ID 


OJ000250_46.0303.C8 


Gene No. 


91853 








Strand 


+ 


Start 


159 








End 


218 


Name 


OJ000250 46. 


0303. 


.C8.0I. 


np 


Method 


AAT/NAP 


Of ra rf 

b tar z 


159 








End 


218 


p t 


5042454 








Score 


72 


Exons 


159. .218 












\j± uescrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


UCLJ • LNVJ • 


43757 








Seq. ID 


OJ000250_4 6.0303.C12 


Gene No. 


91855 








Strand 


+ 


Start 


1015 








End 


5056 


Name 


OJ000250 46. 


0303. 


■C12.01 


.gs 


Method 


GENSCAN 


Start 


1015 








End 


5056 


GI 


none 








Score 


.51 


Exons 


1015. .1104, 


2163. 


. .2642, 


2748. 


.3169, 3754. .4115, 4352. .4506, 



4910. .5056 



Seq. No. 43757 Seq. ID OJ000250_4 6 . 0303 . C12 

Gene No. 91855 Strand + 



44626 




start 


1015 


End 


bUoo 








Name 


OJ000250 46.0303.C12.ol.np 


Method 


AAT/NAP 








Start 


2067 


End 


3618 








GI 


7339707 


Score 


804 








Exons 


2067.. 2626, 3495.. 3618 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43757 


Seq. ID 


OJ000250_ 


4 6. 


0303 


.C12 


Gene No. 


91856 


Strand 


+ 








Start 


6925 . 


End 


7017 








Name 


OJ000250_4 6.0303.C12.o2.gs 


Method 


GENSCAN 








Start 


6925 


End 


7017 








GI 


none 


Score 


.81 








Exons 


6925 . . 7017 












Seq. No. 


43758 


Seq. ID 


OJ000250_ 


4 6. 


0303 


.C13 


Gene No. 


91857 


Strand 


+ 








Start 


133 


End 


414 








Name 


OJUOUzoU 4 0 . U JU 0 . CI 0 . ol . gs 


Method 


GENSCAN 








Start 


133 


End 


414 








GI 


none 


Score 


.85 








Exons 


133 . . 151, 296 . .414 












Seq. No. 


43758 


Seq. ID 


OJ000250_ 


46. 


0303 


.C13 


Gene No. 


91858 


Strand 


+ 








Start 


1864 


End 


4521 








Name 


OJ000250 46. 0303.C13 .ol .np 


Method 


AAT/NAP 








Start 


1864 


End 


4480 








GI 


7287987 


Score 


487 








Exons 


1864.. 1884, 3617.. 3763, 3930 


..4009, 4176. .4480 








GI Descrip. 


(AL138646) homeobox-leucine 


zipper protein HAT3 


[Arabidopsi: 




thaliana] 












Seq. No. 


43758 


Seq. ID 


OJ000250_ 


46. 


0303 


.C13 


Gene No . 


91858 


Strand 


+ 








Start 


1864 


End 


4521 








Name 


OJ000250 46.0303.C13.o2.gs 


Method 


GENSCAN 








Start 


3327 


End' 


4521 








GI 


none 


Score 


.93 








Exons 


3327.. 3429, 3549.. 3763, 3930 


..4009, 4176. .4521 








Seq. No. 


43758 


Seq. ID 


OJ000250_ 


46. 


0303 


.C13 


Gene No. 


91859 


Strand 


+ 








o tart, 


9230 


End 


10961 








Name 


OJ000250 46. 0303.C13.o2 .np 


Method 


AAT/NAP 








Start 


9230 


End 


10961 








GI 


7298711 


Score 


67 








Exons 


9230. .9443, 10874. .10961 












GI Descrip. 


(AE003668) cad gene product 


[Drosophila melanogaster] 




Seq. No. 


43758 


Seq. ID 


OJ000250_ 


46. 


0303 


.C13 


Gene No. 


91860 


Strand 


+ 








Start 


10874 


End 


10961 








Name 


OJ000250 46.0303.C13.ol.gp 


Method 


AAT/GAP 








Start 


10874 


End 


10961 








GI 


5867 1.R1084 


Score 


128 








Exons 


10874. .10961 













44627 




GI Descrip. 1 464986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase {EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



beq. lno . 


A "57 R p 
4 j / jo 








Seq. ID 


OJ000250_46.0303.C13 


Gene No., 


91861 








Strand 




Start 


6531 








End 


7538 


Name 




mm 




gs 


Method 


GENSCAN 


Of a ■y+- 


D0J1 








End 


7538 




none 








Score 


.86 


t^r V\ e> 

tiXons 


DO jl . . 0 / , 




7H67 


74 7^ 


.7538 




beq. wo. 


^ O "7 C Q 

4 J / Do 








Seq. ID 


OJ000250_4 6.0303.C13 


Gene No . 


Q1 QCO 

y j. o dz 








Strand 




Start 


9032 








End 


11563 


Name 


OJ000250_46. 


0303. 


C13.ol. 


tc 


Method 


TBLASTX: Cress 


Of -i 

o car u 


J Do 0 








End 


4364 




none 








Score 


110 


Exons 


JDoOt . J / / £/■ 


o you . 


/i n i n 

. 4 U 1U , 


^Q*} 9 

o y . 


.4009, 4170. .4292, 4174. .4293, 




A 1 QA /I "3 ^ Q 


4 z y D . 


A 1£A 
. 4 O04 








beq. wo. 


yl O *7 c Q 

4 J / JO 








Seq. ID 


OJ000250_4.6 . 0303 . C13 


Gene No . 


y 1od<£ 








Strand 




Start 


9032 








End 


11563' 


Name 


OJ000250_4 6. 


0303. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 


CM » -*-+- 


jOoD 








End 


4364 




none 








Score 


101 


Exons 


jDOD . . J / / Z , 


j y ju . 


. 4 u ± o , 


j^jj. 


.4016, 4173. .4292, 4174. .4293, 




d 9 CM /I "3 ^ Q 

4 z y4 . * 4 jj y , 


/tone 

4 z y o . 


. 4 j 04 








beq. wo. 


/l "37 £Q 
4 J / Do 








Seq. ID 


OJ000250_46.0303.C13 


Gene No. 


91862 








Strand 




Start 


9032 








End 


11563 


Name 


UJUUU^DU 40. 


UjUj. 


C13.ol. 


tm 


Method 


TBLASTX: Maize 


btart 










End 


4341 




none 








Score 


110 


Exons 


jy^j . . 4 uuy / 


q Q97 

jyz / . 


.4010, 


3927. 


.4010, 4170. .4229, 4170. .4340, 




4 ± / 4 . . 4 j4 1 












Seq. No. 


43758 








Seq. ID 


OJ000250_4 6.0303.C13 


Gene No. 


91862 








Strand 




Start 


9032 








End 


11563 


Name 


OJ000250 46. 


0303. 


C13.o4. 


gs 


Method 


GENSCAN 


Start 


9032 








End 


11563 


GI 


none 








Score 


.99 


Exons 


9032. .9573, 


11557 


. .11563 






Seq. No. 


■ 43759 








Seq. ID 


OJ000250_46.0303.C14 


Gene No. 


91863 








Strand 


+ 


Start 


56 








End 


1020 


Name 


OJ000250 46. 


0303. 


C14.ol. 


gs 


Method 


GENSCAN 


Start 


56 








End 


1020 


GI 


none 








Score 


.59 



44628 



i y 



n 

•a J=r 



LAUllO 


sfi 37n 3"?fi S3? R1? i o?n 








Seq. No. 


43759 


Seq. ID 


OJ000250_46.0303. 


C14 


Gene No. 


91864 


Strand 


+ 




uLCli. L. 


2809 


End 


3483 




Marno 


OJ0002S0 46 0303 C14 o2 as 


Mpt" hod 


GENSCAN 




OLall. 


PftOQ ~ 


Fnd 


3483 




VJ J. 


none 


Score 


. 99 




Hi A VJUO 


oonq 3483 










43760 


Sea I D 


OJ000250 42.0303. 


C8 




91865 


Strand 


+ " 




Start 


1 


End 


774 




Name 


OJ000250 42.0303.C8.ol.np 


Method 


AAT/NAP 






1 


End 


774 




rir 


7106512 


Score 


1011 




TT von q 


1. .774 










(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


43760 


Seq. ID 


OJ000250_42.0303. 


C8 


Gene No. 


91865 


Strand 


+ 




Of ar+- 


1 


End 


774 




LNcUUC 


OJ000250 42.0303.C8.ol.gs 


Method 


GENSCAN 




Clt- 3 T-t- 


55 


End 


769 




O-L 


none 


Score 


.89 




Exons 


55.-357, 362. .769 








Sea No 


43761 


Seq. ID 


OJ000250_42.0303. 


C9 


Gene No. 


91866 


Strand 


+ 




Start 


131 


End 


719 




Name 


OJ000250 42.0303.C9.ol.np 


Method 


AAT/NAP 




Start 


131 


End 


719 




GI 


6721559 


Score 


257 




Exons 


131. .607, 636. .719 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 Idbj IBAA90370. 1| (AP001081) hypothetical protein 

[Oryza sativa] 



43761 Seq. ID OJ000250 

91866 Strand + 

131 End 719 

0 J000250_42 . 0303 . C9 . ol . gs Method GENSCAN 

268 End 587 

none Score .56 

268. .587 



42. 0303. C9 



Seq. No. 43762 Seq. ID 

Gene No. 91867 Strand 

Start 1 End 1007 

Name OJ000250_42 . 0303 . C10 . ol .np Method AAT/NAP 

Start 1 End 1007 

GI 4680203 Score 1180 

Exons 1..1007 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000250 42. 0303. C10 



Seq. No. 



43762 



Seq. ID OJ000250_42. 0303. C10 



44629 




Gene No. 


91867 




Strand 








i 

X 




End 


1007 




Name 


nTfinn9Rfi 49 0*30*3 n n ni 




M^fhod 


GEN SCAN 




b tar t 


CO ~~ 
oz 




End 


953 




bl 


none 




Score 


. 9 




Exons 


69 905 509 679. 912 


. 953 








Seq. No. 


43762 




Seq. ID 


OJ000250_42.0303 


.CIO 


Gene No. 


91867 




Strand 






b Lai L 


i 




End 


1007 




Name 


n.in 009 so 49 0*3 0*3 no oi 


. tw 


Method 


TBLASTX: Wheat 




Of -3 y-f 


74 ~~ 

/ 4 




End 


401 




bl 


none 




Score 


267 




Exons 


74 400 87 401 










Seq. No. 


43762 




Seq. ID 


OJ000250_42.0303 


.CIO 


Gene No. 


91867 




Strand 






Of -3 

btart. 


i 

X 




End 


1007 




Name' 


O.T000950 49 0*30*3 no ol 


. tm 


Method 


TBLASTX: Maize 




Of —4- 


14 1 




End 


517 




bl 


none 




Score 


124 






141 401. 143 400. 440 


. .517, 


440. .511 






Seq. No. 


43762 




Seq. ID 


OJ000250_42.0303 


.CIO 


Gene No. 


91867 




Strand 






otaiT. 


i 




End 


1007 




Name 


nTfinn9^n 49 n*30*3 no ni 




Me^i - hod 


TBLASTX: Cress 




otart 


x o o 




End 


529 




/" t 
bl 


none 




Score 


56 




Exons 


1flR 59Q 199 *3?6 384 


437, 


428 . . 529 






Seq. No. 


43762 




Seq. ID 


OJ000250_42.0303 


.CIO 


Gene No. 


91867 




Strand 






Cf a r-+- 

b tax u 


1 

X 




End 


1007 




Name 


07000950 49 0*30*3 P10 o1 




Mpt hod 


TBLASTX : Soybean 




Of ~»f 

b tar l 


969 _ 

4& O ^7 




End 


692. 




bl 


none 






97 




Exons 


969 565 982 527 287 


. .562, 


614 . . 655, 


660.. 692 




oeq. iNo . 


4*3769 




Seq. ID 


OJ000250 42.0303 


.CIO 


Gene No. 


91867 




Strand 






Start 


1 




End 


1007 




Name 


OJ000250 42 0303 CIO o2 


. tw 


Method 


TBLASTX: Wheat 




Cf a -K-4- 

b tar l 


69Q _ 




End 


962 




bl 


none 




Score 


38 




Exons 


COQ ^OQ fifil £C;7 


869 


657 878, 


. 658 . . 870, 659. . 


877, 




861 Q69 875 9*31 










beq. iNo . 


4 *37 6*3 




Seq. ID 


OJ000250 42.0303 


.Cll 


Gene No . 


91868 




Strand 






Start 


1 




End 


1843 




Name 


OJ000250 42.0303.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1843 




GI 


4680203 




Score 


466 




Exons 


1..570, 1777. .1843 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 





44630 




Seq. No. 


43764 


Seq. ID 


OJ000250 


_42. 


0303. C12 


Gene No. 


91869 


Strand 








9t* Art 


31 


End 


243 






Name 


OJ000250 42 0303 C12 ol as 


Method 


GENS CAN 






art- 


31 ~~ 


End 


243 






GI 


none 


Score 


. 54 








31 . . 243 










Sea No 


43765 


Seq. ID 


OJ000250 


42. 


0303. C13 


Gene No. 


91870 


Strand 


+ 






Start 


200 


End 


2231 






Name 


OJ000250 42.0303.C13.ol.np 


Method 


AAT/NAP 






Start 


200 


End 


2231 






GI 


7340881 


Score 


103 








200. .306, 412. .444, 2213. .2231 








fil Descrio. 

\J _» _* _J V* -— J- * 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43765 


Seq. ID 


OJ000250 


_42. 


0303. C13 


Gene No. 


91870 


Strand 


+ 






Start 


200 


End 


2231 






Name 


OJ000250 42.0303.C13.ol.gs 


Method 


GENS CAN 

w —J k-J Villi 








872 


End 


2079 






ox 


none 


Score 


. 68 








872. .1410, 1422. .1712, 1972. 


.2079 








Seq. No. 


43765. 


Seq. ID 


OJ000250 


42 . 


0303 .C13 


Gene No . 


91871 


Strand 


+ 






Start 


2492 


End 


2877 






Name 


OJ000250 42.0303.C13.o2.gp 


Method 


AAT/GAP 






Start 


2492 


End 


2877 






GI 


uC-osflcyp033a04bl 


Score 


645 






Exons 


2492. .2877 










GI Descrip. 


■6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 43765 Seq. ID 

Gene No. 91872 Strand 

Start 4030 End 

Name OJ000250_42 . 0303 . C13 . o2 . gs Method 

Start 4030 End 

GI none Score 

Exons 4030.. 4075, 4317.. 4417, 4881.. 4973 



OJ000250_42.0303.C13 
+ 

4973 
GENSCAN 
4973 
.77 



Seq. No. 43765 

Gene No. 91873 

Start 7154 

Name OJ000250_42.0303.C13.o4.gp 

Start 7154 

GI 2310235 

Exons 7154.. 7191, 7603.. 7741, 

GI Descrip. 5852182/emb | CAB55420 . 1 | 
sativa] 



Seq. ID OJ000250 

Strand + 

End 9199 

Method AAT/GAP 

End 8677 

Score 303 
8657. .8677 
9.0e-13 (AL117265) 



42.0303.C13 



zhb0012.1 [Oryza 



Seq. No. 43765 

Gene No. 91873 

Start 7154 

Name OJ000250 42 . 0303 . C13 . o4 . 



gs 



Seq. ID OJ000250_42.0303.C13 

Strand + 

End 9199 

Method GENSCAN 



44631 



Start 


7603 




T7> _ -J 

End 


QCQQ 


GI 


none 




Score 


QQ 


Exons 


/ bu 5 . . ooyy 








beq. NO. 


4 J / DJ 




oeq . ± u 


n Tnnn9 sn 

UJ UUUZ JU 


Gene No. 


91873 




Strand 


+ 


Start 


7154 




End 


9199 


Name 






l v Jc LllOU 


7AAT /MAP 


b tart 


TOO 




bna 




bl 


4 boUZUo 




Score 




Exons 


/ DZZ . . o DZ 1 , 


Q1 "7 £ Q1QQ 






GI Descrip. 


(Ar 1141 / 1 ) 


iNrV—iifce protein 


[ Sorghum 


Dicoior j 


Seq. No. 


4 J / DO 




beq. 1U 


UJ uuuz ou 


Gene No. 


91874 




Strand 




Start 


164 




End 


375 


Name 


OJ000250 42 


.0303.C13.ol.gp 


Method 


AAT/GAP 


Start 


164 




End 


375 


GI 


1631463 




Score 


354 


Exons 


164. .375 









42.0303.C13 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 



43765 
91875 
1154 

OJ000250_42.0303.C13.o2.np 

1154 

5852180 



Seq. ID 
Strand 

End 7857 

Method AAT/NAP 

End 6374 

Score 550 
1154.. 1565, 1617.. 1725, 2717.. 2779, 6343.. 6374 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000250 42.0303.C13 



43765 Seq. ID 

91875 Strand 

1154 End 

OJ000250_42 . 0303 . C13 . o3 . gs Method 

5496 End 

none Score 
5496.. 6787, 6870.. 6885 

43765 Seq. ID 

91875 Strand 

1154 End 

OJ000250_42 . 0303 . C13 . o3 . np Method 

5541 End 

7485704 Score 
5541. .6650, 7822.. 7857 
hypothetical protein F18B3 
gi|4835245|emb|CAB42923.1| 
protein [Arabidopsis thaliana] 

43765 Seq. ID 

91875 Strand 

1154 End 

OJ000250_42 . 0303 . C13 . o2 . tm Method 

5602 End 



OJ000250_42.0303.C13 

7857 
GENSCAN 
6885 
.79 



OJ000250_42.0303.C13 

7857 
AAT/NAP 
7857 
616 



220 - Arabidopsis thaliana 
(AL04 9862) putative mitochondrial 



OJ000250_42.0303.C13 
7857 

TBLASTX: Maize 
5802 



44632 






pt 


none 








Score 


14ft 

140 




Exons 


3 DU^ . .J /3D/ 


DO -L H • 


con? 


R£1 & 


^ft 01 

. JOUl 






oeq. NO. 


fi J / DO 








Seq. ID 


OJ000250_42.0303.C13 




Gene No. 


91875 








Strand 






Start 


1154 








End 


7857 




Name 






P1 *3 nl 




Method 


TBLASTX : Soybean 




Q-f- -J y-4- 

Otai t 


JD^O 








End 


6482 




PT 


none 








Score 


215 




Exons 


ccoo RQ91 






S7 fifi 

J / OD. 


.5975, 5985.. 6311, 5986.. 6306, 






6^94 fi4fi9 


6^4 


64 4 7 










Seq. No. 


43765 










OJ000250 42 0303 C13 




Gene No. 


91875 








OLldilU 






C-t- a r-+- 


1 1 ^4 










7857 




Name 


nTnnr^^n 49 




PI ? ol 










ijtdl U 


Rfi*}4 ~ 
D DOfi 










SQ94 




TT 


none 








Score 


X / J 




EjXUIIO 


RC"3^ RQ94 


R64 7 
Jul ( • 












Seq. No. 


43765 








Seq. ID 


OJ000250_42.0303.C13 




Gene No. 


91875 








Strand 






Cf ar f 


1 1 S4 








End 


7857 




Name 




. UjUj . 


LI J . OZ 




Method 


TBLASTX: Wheat 


- ~ 


01311 


R7nn ~ 
o / uu 








End 


5928 


•Z. jgS 




none 








Score 


159 


Hi 

?! ; 


Exons 


o / uu . .0 yz 1 / 




. 0^1 0, 


R7 07 
D / U / . 


.5928 






o e q • in o . 


4 ^7 6 r 

ft J / DO 








Seq. ID 


OJ000250_42.0303.C13 




Gene No. 


91875 








Strand 






Start 


1154 








End 


7857 




Name 




.UjUj. 


PI "3 n1 
Llj • v-L 


t-m 


Method 


TBLASTX: Maize 


f u 


o car u. 










End 


6383 




PT 

ul 


none 








Score 


157 


js ss. 


Exons 




Rft0*3 
J 0 UO • 


. D ^7 X O , 


Rftrm 

joUj • 


.5936, 5982. .6041, 5985.. 6305, 








6*3 **n 

DOOU • 


. DO 0 O 










Seq. No. 


43765 , 








Seq. ID 


OJ000250_42.0303.C13 




Gene No. 


91876 








Strand 






Of ar f 


7 QR4 

/ .7 J fi 








End 


8367 


S3 


Name 


UJUUU^OU fl z 


mn*3 

• UjUj. 


PI *3 rxl 
LlJ. Ol 




Method 


TBLASTX: Wheat 




C+- -a V+- 


7 QR4 








End 


8297 






none 








Score 


103 




Exons 


7QC4 ft fi £1 


p n 4 4 

0 U 4 f± . 


ft9 


ftOR9 


.8294, 8055.. 8297 




Seq. No. 


43765 








Seq. ID 


OJ000250_42.0303.C13 




Gene No. 


91876 








Strand 








7 QR4 








End 


8367 




Name 


UJUUUZOU 


. UjUj . 


LI J . oz 


4- 0 


Method 


TBLASTX: Soybean 




otar l 


QH7 7 
OU / / 








End 


8367 




C T 

Lrl 


none 








Score 


236 




Exons 


8077. .8295, 


8085. 


.8291, 


8302. 


.8367 






Seq. No. 


43765 








Seq. ID 


OJ000250_42.0303.C13 




Gene No. 


91877 








Strand 






Start 


8299 








End 


8622 




Name 


OJ000250 42 


.0303. 


C13.o3 


.tw 


Method 


TBLASTX: Wheat 



44633 




Of- -j y-f- 


ft 9 QQ 




End 


8622 






none 




Score 


62 




Exons 


P.9QQ ft^7fl ft^99 ft^fiQ 


ft ^QT 


.8453, 8395. .8514, 8512. .8622 


Seq. No. 


43765 




Seq. ID 


OJ000250_42.0303 


.C13 


Gene No. 


91877 




Strand 






Of a r f 

jLal L 


ft 9QQ 




End 


8622 




Name 


n.Tfinn^sn 4? rno** pi^ n*3 

UUUUU^ Jv It * VJ J VJ J • V^.L-J . k_/-J 




Method 


TBLASTX : Soybean 




q+- art- 
o Lai L 


PHRfi _ 

O JOu 




End 


8619 




\j± 


none 




Score 


189 






O JO U • • O *J X .3 , Q J ^ X • • UUU 


84 1 ^ 


.8616 






Seq. No. 


43765 




Seq. ID 


OJ000250_42.0303 


.C13 


Gene No. 


91877 




Strand 






Cf arf 

O L-d JL U 


ft 999 




End 


8622 




Name 


0,70009^(1 49 D^m PI ^ r»9 




Method 


TBLASTX: Cress 




Of a r f 


ft ?Rft ~ 




End 


8622 




VjX 


none 




Score 


184 






ft?ftft RS40 ft^Q^ R699 










o e q • in o • 


1 J / DO 




Seq. ID 


OJ000250 42.0303 


.C14 


OC11C • 


91878 




Strand 


+ ~ 




Start 


38 




End 


5318 




Name 


OJ000250 42.0303.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


38 




End' 


492 






95437 1.R1084 




Score 


802 




Exons 


38. .492 












'4512226/dbj IAB014738.1 


IAB014738 l.Oe- 


134 Oryza sativa 






gypsy-type retrotransposon RIRE3 DNA, 


internal region, 


Uvlll^ - 




sequence 1 










Seq. No. 


43766 




Seq. ID 


OJ000250_42.0303 


.C14 


Gene No. 


91878 




Strand 


+ 




OLal L 


38 




End ■. 


5318 




Name 


OJ000250 42.0303.C14.ol 


.gs 


Method 


GENSCAN 




Of y-f- 


48 




End 


5318 






none 




Score 


.7 




Exons 


48.. 528, 567.. 595, 819. 


.2598, 


2635.. 5318 




Seq. No. 


43766 




Seq. ID 


OJ000250_42.0303 


.C14 


Gene No. 


91878 




Strand 


+ 




Ofar-f 
O Lai L 


38 




End 


5318 




Name 


OJ000250 42.0303.C14.o2 


.tw 


Method 


TBLASTX: Wheat - 




q-f ar 4- 


520 




End 


4304 




VjX 


none 




Score 


51 




Exons 


520. .582, 3737. .4300, 3768. .4304, 3840 


. .4304 




OCL] . LNU . 


43766 




Seq. ID 


OJ000250_42.0303 


-C14 


Gene No. 


91878 




Strand 


+ 




Start 


38 




End 


5318 




Name 


OJ000250 42.0303.C14.o2 


.np 


Method 


AAT/NAP 




Start 


816 




End 


5315 




GI 


4680179 




Score 


5417 




Exons 


816. .1880, 1914. .5315 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


43766 




Seq. ID 


OJ000250_42.0303 


.C14 



44634 





Gene No. 


91878 








Strand 


+ 








38 








End 


5318 






Name 


OJ000250 42 


.0303 


.C14.o9 


.tw 


Method 


TBLASTX : Wheat 






OLaxt 


858 








End 


1240 






GI 


none 








Score 


57 






HiXons 


858. .920, 981. .1115, 1041. .1238, 1043. 


. 1240 






Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303 


.C14 




Gene No. 


91878 








Strand 


+ 






C +- -a r>+- 


■J o 








End 


5318 






Name 


OJ000250 42 


.0303 


.C14.o7 


.tw 


Method 


TBLASTX : Wheat 






OtaiT. 


1267 








End 


1625 








none 








Score 


57 






Exons 


1267. .1443, 


1274 


. .1468, 


1275. 


.1625 








Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303 


.C14 




Gene No. 


91878 








Strand 


+ 






OLaiL 


o o 








End 


5318 






Name 


OJ000250 42 


.0303 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 






o tar t 


1275 








End 


1580 








none 








Score 


232 






T /-v «\ 

bxons 


1275. .1580, 


1289 


. .1405 










f =1 


Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303 


.C14 




Gene No. 


91878 








Strand 


+ 






o tax t. 


■30 








End 


5318 






Name 


OJ000250 42 


.0303 


.C14.o7 


.tm 


Method 


TBLASTX - Mai ze 




S Li 


Of — — 4- 


1905 








End 


2260 






VjI 


none 








Score 


189 




: . 5 
=: x? 


Exons 


1905. .2258, 


1997 


. .2074, 


2168. 


.2260 






p : ; 


Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303 


.C14 


» ~ 


Gene No. 


91878 








Strand 


+ 






otart 


38 








End 


5318 




- — 


Name 


OJ000250 42 


.03.03 


.C14.o8 


.tw 


Method 


TBLASTX: Wheat 




'"4 


O Lai t 


1941 








End 


2363 




i = 




none 








Score 


163 






Exons 


1941. .2150, 


1997 


. .2149, 


2195. 


.2308, 2196.. 2363 






Seq. No. 


43766 








Seq. ID 


OJ000250__42.0303 


.C14 




Gene No. 


91878 








Strand 


+ 








j 0 








End 


5318 






Name 


OJ000250 42 


.0303 


.C14.o4 


.tw 


Method 


TBLASTX: Wheat 






o tart 


2474 








End 


2960 








none 








Score 


52 






Exons 


2474. .2917, 


2478 


. .2528, 


2583. 


.2960, 2592.. 2957 






Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303 


.C14 




Gene No. 


91878 








Strand 


+ 






o tart 


38 








End 


5318 






Name 


OJ000250 42 


.0303 


.C14.o5 


. tm 


Method 


TBLASTX: Maize 






Start 


2489 








End 


2779 






GI 


none 








Score 


281 






Exons 


2489. .2779, 


2490 


. .2777 












Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303 


.C14 




Gene No. 


91878 








Strand 


+ 





44635 




O Lai. L 


3ft 

J o 








End 


5318 


N3IT16 


n.T0002 c io 42 


0303 


PI 4 n3 

^ X *i . \J J 


■j-rn 


Method 


TBLASTX: Maize 




2ft47 ~~ 
Z, O *i / 








End 


3347 




n on o 








Score 


167 


Exons 


2847 3026 


2ft 55 


3001 


3033 

J U J J • 


.3347, 3173.. 3226, 3254.. 3304 


Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


Of a r f 
OLalL 


38 

J o 








End 


5318 


KT a rp O 
LNalLLC 


OJ000250 4? 


0303 


C14 . ol 


t* <? 


Method 


TBLASTX: Soybean 


O Ldl L 


2901 _ 








End 


3296 












Score 


57 


Hi AUIlO 


2901 2933 


2903 


2932 

. £. J J , 


2937 
£. j j t . 


.3296, 2939.. 2977, 3005.. 3295 


Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


O Ldl L. 


38 








End 


5318 


Name 


o.tooo2so 42 


0303 


C14 . o5 




Method 


TBLASTX: Wheat 


O LaX L 


3009 _ 








End 


3311 




1HJ11C 








Score 


382 


Exons 


3009 331 1 


3010 

JU1U • 


3090 


301 1 

J \J X X • 


.3295, 3012.. 3305 


Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


OLdl L. 


3fi 

J o 








End 


5318 


Name 


n.T0009 c io 42 


0303 


n 4 n3 


• LW 


Mq +- h oo* 

liC L HULL 


i Diino x i\ • vv i ic a u 


Of- a yj- 


3312 ~~ 








End 


3734 


riT 

Vjx 


none* 








Score 


598 




3312 3734 


3^44 

J J *i *i • 


3733 
* j / j j 








Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


Cf art 
O L QI L 


3ft 








End 


5318 


IN CllLlC? 


0.70002 50 4 2 


0303 

. U JU J • 


PI 4 n3 

V_/ X I . L> J 


. L O 


Method 


TBLASTX : Soybean 


o Lai u 


331 ft _ 

J J X o 








End 


3563 




n on o 








Score 


207 




3318 3563 

J J X O * t JJUJ/ 


3335 
j j j j • 


34 63 

. J *i U J 








Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


O Lax L 


38 








End 


5318 


LNaiut; 


O.T000250 42 


0303 

. uJUJ • 


n 4 n2 


. LILL 


Method 


TBLASTX: Maize 


O Lai. L 


3383 _ 








End 


3737 


ox 


none 








Score 


482 


Exons 


3383 3733 

JJUJ. • J / J J , 


3384 

J J O H • 


37 37 
• j / j / 








Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


O Lai. L 


38 
J o 








End 


5318 


Name 


0.7000250 49 


0303 


PI 4 ol 


• Lt 


Method 


TBLASTX: Cress 


Of 3 

O LalT L 


4 ni i ~~ 

fl U x l 








End 


4328 


GI 


none 








Score 


90 


Exons 


4011. .4184, 


4185. 


.4328, 


4187. 


.4327 




Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303.C14 


Gene No. 


91878 








Strand 


+ 


Start 


38 








End 


5318 



44636 






Name 


ATfinnoRn 49 

UJUUUZDU fl^ 


. UjUj . 


L/l 4 . OZ 


f 0 

. lS 


MeLnoa 


1 dLi£\o 1 a . ooyjjcan 






Of -i v>f 


yl HQ9 








tina 


4 JO J 








none 








Score 


9 Q7 






Exons 


4HQ9 4 ^9 


4 n Q7 

4 U i? / . 


4 

. 4 JO 1 , 


4 1 

4 X J D • . 


4 ^ r ^ 
4 j 0 j 








Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303. 


C14 




Gene No. 


91878 








Strand 


+ 






Of a yf 

u Lai L 


JO 










S^l P. 






Name 


nTnnn9Rn 49 

vJUUU^ JU 4<£ 


• U juj . 


PI 4 n4 
Lift • 04 


f m 




TRT ACTY * Ma i 

1 DLnO lAi LI a. J. ^ c 






Of a >-f- 


4 1 M ~~ 










4 4 4 9 
444l 








none 








Score 


^7 4 

J / 4 






Exons 


41 M 44 ^R 


41 R9 


4 4 4 9 

. 4 4 4 £ 












Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303. 


C14 




Gene No. 


91878 








Strand 


+ 






Of -j yf 


JO 








£jI1U. 


j j ± 0 






Name 


nTnnn9i=in 49 


n*3n*} 

• U JUJ • 


PI 4 r\1 
• OX 


• LW 


Lrle LZ1UCJ. 


TRT ACTV * Wh^a t* 






Of a yf 
o Ear L 


4^11 ~~ 
Ull 








LilQ 


4 Q^7 
4 y J / 








none 








Score 


71 1 
/ J. J. 






Lxons 


4^11 4 Q"37 
4 J JL J. • • 4 y J i , 


4 ^67 

4 J O / . 


4 fl 9 ^ 

• 40Z J; 


4 R 1 9 
4 0 J. £. . . 


4 Q ^4 

4 J J4 








Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303. 


C14 




Gene No. 


91878 








Strand 


+ 




I* 3 


Cf -3 yf 
o Lai u 


JO 








End 


5318 




%2 


Name 


oTnnn9^n 49 

UUUUUZOU 4^ 


n*^n*^ 


PI 4 ^ 1 
L,X4 . Ol 


f m 

. u.m 


Method 


TBLASTX: Maize 






Of 2 r-f 


4 4 Q1 

4 4 ?i 








End 


5075 




Us 


ul 


none 








Score 


231 




a ; : 
f ^ 


Exons 


4 4 Q1 4 ^9 


4 4 QQ 

4 4 i?y . 


4 £4 ^ 
. 4 04 0 , 


4 £4 Q 
4 04 . . 


5074, 4650.. 5075 




T ^ 


Seq. No. 


43766 








Seq. ID 


OJ000250_42.0303. 


C14 




Gene No. 


91878 








Strand 


+ 






Cf a T"f 


•j 0 








End 


5318 






Naitie 


UJUUUZjU 4Z 




PI 4 

L14 .OD 


f u 


Method 


TBLASTX: Wheat 






Cf a r»f 


4 Q"37 

4 y j / 








End 


5270 






pt 


none 








Score 


302 






Exons 


4 jj / . . jZUD, 


4 y JO . 


^970 


4 Q4 1 
4 :?4 X . . 


5249 






3 =3 


oeq • ino . 


4 "37 £7 
4 J / 0 / 








Seq. ID 


OJ000250_42.0303. 


pi ^ 




Gene No. 


91879 








Strand 


+ 






Start 


1 








End 


6430 






Name 


run 009^0 49 


.0303. 


C15.o2 


.np 


Method 


AAT/NAP 






Cf => -r-f 


1 
1 








End 


3299 








7^4 f|QQ 1 
/ J4U00 1 








Score 


106 






Exons 


1 "37 1 9^1 
X • • J / , IZOl 


. .1374 


, 1480 


. .1510, 


3272. .3299 








^rii: UU J- J J J. ) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


43767 








Seq. ID 


OJ000250_42.0303. 


C15 




Gene No. 


91879 








Strand 


+ 






Cf a -r-f 

bear u 


1 








End 


6430 






Name 


OJ000250 42 


.0303. 


C15.ol 


. gs 


Method 


GENS CAN 






otart 


652 








End 


6400 






GI 


none 








Score 


.75 






Exons 


652.. 742, 1650.. 1675, 2005.. 2598, 2672 


. .2776, 3165. . 6400 






Seq. No. 


43767 








Seq. ID 


OJ000250_42.0303. 


C15 




Gene No. 


91879 








Strand 


+ 






Start 


1 








End 


6430 





44637 



Name OJ000250_42.0303.C15.ol.np Method AAT/NAP 

Start 652 End 2713 

GI 6721561 Score 131 

Exons 652.. 758, 2470.. 2713 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 43767 Seq. ID 

Gene No. 91879 Strand 

Start 1 End 

Name 0 J000250_4 2 . 0303 .C15.ol.gp Method 

Start 1234 End 

GI 1631463 Score 

Exons 1234.. 1443 

GI Descrip. 4680178/gb | AF111709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ00025.0_42.0303.C15 
+ 

6430 
AAT/GAP 
1443 
353 



Seq. No. 43767 Seq. ID 

Gene No. 91879 Strand 

Start 1 End 

Name OJ000250_42 . 0303 . C15 . o3 . np Method 

Start 2071 ' End 

GI 5042448 Score 

Exons 2071.. 2907 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ000250_42. 0303. CIS 
+ 

6430 
AAT/NAP 
2907 
1145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43767 
91879 
1 

OJ000250_42 . 0303 . C15 . o4 . np 
3165 
4680179 
3165.. 6430 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_42.0303.C15 

Strand + 

End 6430 

Method AAT/NAP 

End 6430 

Score 5598 



43767 
91879 
1 

OJ000250_42.0303.C15.o4 .tw 

3432 

none 

3432.. 3791, 3462.. 3791 



43767 
91879 
1 

OJ000250_42. 

3672 

none 

3672. .3968, 



0303.C15.o4 .tm 



3672.. 3956, 3689. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3859 



OJ000250_42 . 0303 . C15 
+ 

6430 

TBLASTX: Wheat 

3791 

305 



OJ000250_42.0303.C15 
+ 

6430 

TBLASTX: Maize 

3968 

210 



Seq. No, 



43767 



Seq. ID OJ000250_42.0303.C15 



44638 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



91879 
1 

OJ000250_42 
4308 
none 

4308. .4628, 

43767 
91879 
1 

OJ000250_42. 
4311 
none 

4311. .4520, 

43767 
91879 
1 

OJ000250_42. 
4890 
none 

4890. .5372, 

43767 
91879 
1 

OJ000250_42. 
4902 
none 

4902. .5189, 

43767 
91879 
1 

OJ000250_42. 
4926 
none 

4926. .5240, 

43767 
91879 
1 

OJ000250_42. 
5259 
none 

5259. .5438, 

43767 
91879 
1 

OJ000250_42. 
5313 
none 

5313. .5345, 

43767 
91879 



.0303.C15.o5.tm 
4361. .4453 

0303.C15.o5.tw 
4361. .4459, 4520. 

0303.d5.o2.tw 
4994.. 5329, 5019. 

0303.C15.o3.tm 
5000. .5191 

0303.C15.o3.ts 
5042. .5239 

0303.C15.o2.tm 
5424.. 5759, 5510. 

0303.C15.ol.ts 
5313.. 5357, 5349. 



Strand + 

End 6430 

Method TBLASTX: Maize 

End 4 628 

Score 184 



Seq. ID OJ000250_42.0303.C15 

Strand + 

End 6430 

Method TBLASTX : Wheat 

End 4733 

Score 152 

.4660, 4542.-4733, 4571. .4726 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5363 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C15 
+ 

6430 

TBLASTX: Wheat 

5372 

550 



OJ000250_42.0303.C15 
+ 

6430 

TBLASTX: Maize 

5191 

322 



Seq. ID OJ000250_42.0303.C15 

Strand + 

End 6430 

Method TBLASTX : Soybean 

End 5240 

Score 183 



Seq. ID OJ000250_42. 0303. CIS 

Strand + 

End 6430 

Method TBLASTX : Mai ze 

End 5759 

Score 161 
.5644, 5511.. 5750 

Seq. ID OJ000250_42.0303.C15 

Strand + 

End 6430 

Method TBLASTX : Soybean 

End 5708 

Score 57 

.5708, 5349. .5429, 5444. .5707 

Seq. ID OJ000250_42.0303.C15 

Strand + 



44639 



Start 


1 


End 


6430 




Name 


OJ000250 42 0303 CIS o3 tw 


Mpf hod 


TBLASTX * Wheat 




Start 


5421 ~~ 


End 


5723 




GI 


none 


Score 


402 




Exons 


5421. . 5723, 5441.. 5722 








Seq. No. 


43767 


Seq. ID 


OJ000250_42.0303 


.C15 


Gene No. 


91879 


Strand 


+ 




Start 


1 


End 


6430 




Naiue 


OJ000250 42.0303.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5724 ~~ 


End 


6233 




GI 


none 


Score 


631 




Exons 


5724.. 6233, 5756.. 6067, 5802. 


.6149, 6110.. 6232 




Seq. No. 


43767 


Seq. ID 


OJ000250_42.0303 


.C15 


Gene No. 


91879 


Strand 


+ 




Start 


1 


End 


6430 




Name 


OJ000250 42 . 0303 .C15 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


5730 "~ 


End 


5975 




GI 


none 


Score 


204 




Exons 


5730 5975 








Seq. No. 


43767 


Seq. ID 


OJ000250_42.0303 


.C15 


Gene No. 


91879 


Strand 


+ 




Start 


1 


End 


6430 




Name 


OJ000250 42 0303 C15 ol tm 


Method 


TBLASTX: Maize 




Start 


5796 _ 


End 


6161 




GI 


none 


Score 


488 




Exons 


5796 6149. 5798 6064 5850 


.6161 






Sea. No. 


43768 


Seq. ID 


OJ000250 42.0303 


.C16 


Gene No . 


91880 


Strand 


+ 




Start 


1249 


End 


1876 




Name 


OJ000250 42.0303.C16.ol.np 


Method 


AAT/NAP 




Start 


1249 


End 


1876 




GI 


100920 


Score 


222 




Exons 


1249.. 1307, 1574.. 1876 








GI Descrip. 


rab28 protein - maize gi | 22460 | emb | CAA4 1854 | (X59138) absci: 




acid-inducible [Zea mays] 








Seq. No. 


43769 


Seq. ID 


OJ000250_42.0303 


.C17 


Gene No. 


91881 


Strand 


+ 




Start 


135 


End 


429 




Name 


OJ000250 42.0303.C17.ol.gs 


Method 


GENS CAN 




Start 


135 


End 


429 




GI 


none 


Score 


.84 




Exons 


135. .238, 327. .429 








Sen No 


43770 


Seq. ID 


OJ000250_42.0303 


.C22 


Gene No. 


91882 


Strand 


+ 




Start 


304 


End 


507 




Name 


OJ000250 42.0303.C22.ol.np 


Method 


AAT/NAP' 




Start 


304 


End 


507 




GI 


4680186 


Score 


245 




Exons 


304. .507 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





44640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43770 Seq. ID OJ000250__42 . 0303 . C22 

91883 Strand 

54 End 436 

OJ000250_42 . 0303 . C22 . ol . gp Method AAT/GAP 

54 End 436 

uC-osflcyp033a04bl Score 692 

S4..436 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 43771 

Gene No. 91884 

Start 1 

Name OJ000250_4 2 . 0303 . C25 . ol . np 

Start 1 

GI 6815107 

Exons 1..512 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. ID OJ000250_42.0303.C25 

Strand + 

End 512 

Method AAT/NAP 

End 512 

Score 235 





4 ?77 1 




q prr t n 


OJ000250_42 


.0303. 






Q1 ftft S 














4 1 




EjIUJ. 


4212 






Name 


n."rnnn?sn ao n?n^ ro^ ni 


. LIU 




TBLASTX: Maize 




Start 


174 




End 


4 ^4 






GI 


none 




Score 


1 ftfi 
J.OO 






Hi aUho 


174 ^fiQ 17Q 419 1 ftfl 


4^4 










OcCj • LNU . 


4 *^771 




c orr t n 

ocq . if 


OJ000250_42 


.0303. 






Q1 ft ft ^ 




DLI ctllU 










4 1 

fl 1 O ^7 






4212 






Name 


OJ000250 42.0303.C25.o2 


.gs 


Method 


GENSCAN 






Start 


4139 




End 


4212 






GI 


none 




Score 


.83 






Exons 


4139. .4212 












Seq. No. 


43772 




Seq. ID 


OJ000250_42 


.0303. 


C26 


Gene No. 


91886 




Strand 


+ 






Start 


302 




End 


709 






Name 


OJ000250 42.0303.C26.ol 


.gs 


Method 


GENSCAN 






Start 


302 




End 


709 






GI 


none 




Score 


.89 






Exons 


302. .709 












Seq. No. 


43772 




Seq. ID 


OJ000250_42 


.0303. 


C26 


Gene No. 


91887 




Strand 








Start 


2179 




End 


2598 






Name 


OJ000250 42.0303.C26.o2 


.gs 


Method 


GENSCAN 






Start 


2179 




End 


2598 






GI 


none 




Score 


.91 






Exons 


2179. .2278, 2507. .2598 












Seq. No. 


43772 




Seq. ID 


OJ000250_42 


.0303. 


C26 


Gene No. 


91888 




Strand 








Start 


3002 




End 


3540 






Name 


OJ000250 42.0303.C26.o3 


.gs 


Method 


GENSCAN 






Start' 


3002 




End 


3540 







44641 






none 










^nr»9 ^iR7 ^4fift ^S4n 








Seq. No. 


43773 


Seq. ID 


OJ000250_42.0303. 


C27 


Gene No. 


91889 


Strand 






rt 


31 


End 


1290 




Mama 
IN dine 


OJ000250 42.0303.C27.ol.tw 


Method 


TBLASTX * Whpat 




Start 


10 


End 


532 




GI 


none 


Score 


70 






10. .81, 181. .363, 188. .313, 452. .532 






Seq. No. 


43773 


Seq. ID 


OJ000250_42.0303. 


C27 


Gene No. 


91889 


Strand 






Start 


31 


End 


1290 




IN dlllC 


OJ000250 42.0303.C27.ol.gs 


Method 


o E-t v* kj vnii 




Qr p ri- 
ot, cix u 


31 


End 


1290 




OX 


none 


Score 


. 74 






31. .79, 176. .349, 459. .1290 








kj ~ N-^ • \J . 


43774 


Seq. ID 


OJ000250 42 0303 


C28 


Gene No. 


91890 


Strand 






Start 


1 


End 


1039 




Name 


OJ000250 42.0303.C28.ol.np 


Method 


AAT/NAP 




OLai L 


1 


End 


1039 




ox 


4680204 


Score 


605 




pyrin Q 


i;.1039 








OX UCDLl ir • 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


43774 


Seq. ID 


OJ000250_42.0303. 


C28 


Gene No. 


91890 


Strand 






o Lai u 


1 


End 


1039 




INCH LLC 


OJ000250 42.0303.C28.ol.gs 


Method 


GENSCAN 




q r art 


23 


End 


1024 




ox 


none 


Score 


.89 






23. .1024 








Seq. No. 


43774 


Seq. ID 


OJ000250_42.0303. 


C28 


Gene No. 


.91890 


Strand 






Start 


1 


End 


1039 




Name 


OJ000250 42.0303.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


119 


End 


413 




GI 


none 


Score 


66 






119. .412, 141. .293, 200. .373, 


360. .413 






O C • LN W • 


43775 


Seq. ID 


OJ000250_42.0303. 


C29 


Gene No. 


91891 


Strand 






Start 


66 


End 


3621 




Name 


OJ000250 42.0303.C29.ol.gp 


Method 


AAT/GAP 




Cfarf 
Jlai L 


66 


End 


3621 




OX 


342 1.R1084 


Score 


5372 




Exons 


66. .582, 692. .789, 872. .891, 


927. .2409, 


2433.. 3338, 3592 


. • -J D X 


GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 








Seq. No. 


43775 


Seq. ID 


OJ000250_42.0303. 


C29 


Gene No. 


91891 


Strand 






Start 


66 


End 


3621 





44642 



Name OJ000250_42.0303.C29.o6.gp Method AAT/GAP 

Start 237 End 3621 

GI 342_1.R1084 Score 5069 

Exons 237. .582, 692. .789, 872. .891, 927. .2409, 2433. .3338, 3592. .3621 

GI Descrip. ' 4574406/gb IAAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 

Seq. No. 43775 Seq. ID OJ000250_42 . 0303 .C29 

Gene No. 91891 Strand 

Start 66 End 3621 

Name OJ000250_42 . 0303 .C29 . o5 . gp Method AAT/GAP. 

Start 239 End 3621 

GI 342_1.R1084 Score 5065 

Exons 239. .582, 692. .789, 872. .891, 927 .. 2409, 2433 .. 3338 , 3592. .3621 

GI Descrip. 1 4574406/gb IAAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ■ 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C29 . o4 . gp 

Start 245 

GI 342_1.R1084 

Exons. 245.. 582, 692.. 789, 872 

GI Descrip. 1 4574406/gb | AAD24042 . 1 1 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C29 

3621 
AAT/GAP 
3621 
5053 



.891, 927.. 2409, 2433.. 3338, 3592.. 3621 
0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43775 Seq. ID 

91891 Strand 

66 End 

OJ000250_42 . 0303 .C29 . o7 .gp Method 

259 End 

342 1.R1084 Score 



OJ000250_42.0303.C29 

3621 
AAT/GAP 
3621 
5025 



259. .582, 692. .789, 872. .891, 927. .2409, 2433. .3338, 3592. .3621 
•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C2 9 . 08 . gp 

Start 263 

GI 342_1.R1084 

Exons 263.. 582, 692.. 789, 872 

GI Descrip. ■ 4574406/gb IAAD24042 . 1 1 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C29 

3621 
AAT/GAP 
3621 
5017 



.891, 927.. 2409, 2433.. 3338, 3592.. 3621 
0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 43775 
Gene No. 91891 
Start 66 

Name OJ000250_4 2 . 0303 . C2 9 . ol . tw 

Start 1074 
GI none 

Exons 1074.. 1166, 1075.. 1140, 1155. 

1249.. 1389, 1336.. 1431, 1368. 
1473. .2390, 1488. .1805, 1489. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 42.0303.C29 



3621 

TBLASTX: Wheat 
2391 
52 

1235, 1172.. 1243, 1248.. 1388, 
1430, 1434. .1478, 1439. .1474, 
2391 



44643 



Seq. No. 43775 ; 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C29 . ol . 

Start 1558 

GI 6742729 

Exons 1558.. 3344, 3592.. 3621 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C29 . ol . 

Start 1656 

GI none 

Exons 1656.. 2093, 1656.. 2099, 



np 



Seq. ID OJ000250_42.0303.C29 
Strand 

End 3621 

Method AAT/NAP 

End 3621 

Score 2745 



[Oryza sativa] 



Seq. ID OJ000250_42.0303.C29 
Strand 

3621 

TBLASTX: Cress 
2107 
175 



End 

tc Method 
End 
Score 



1660. .2103, 1666.. 2103, 1925.. 2107 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C29 . o2 , 

Start 2034 

GI none 

Exons 2034.. 2264, 2034.. 2348, 



Seq. ID OJ000250_42.0303.C29 
Strand 

3621 

TBLASTX: Maize 
2348 
68 



End 

tm Method 
End 
Score 

2062. .2337 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303.C29.o3, 

Start 2408 

GI none 

Exons 2408.. 2500, 2412.. 2501, 
2534. .2752, 2574. .2756, 



Seq. ID OJ000250_42.0303.C29 
Strand 

End 3621 
tw Method TBLASTX: Wheat 

End 2825 

Score 85 
2412. .2504, 2414. .2506, 2533. .2745, 
2762. .2824, 2775. .2825 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C29 . ol . 

Start 2858 

GI none 

Exons 2858.. 3100 



ts 



Seq. ID OJ000250_42.0303.C29 
Strand 

End 3621 

Method TBLASTX : Soybean 

End 3100 

Score 216 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C2 9 . ol . 

Start 2930 

GI none 

Exons 2930.. 3124, 3134.. 3358, 



tm 



Seq. ID OJ000250_42.0303.C29 
Strand 

3621 

TBLASTX: Maize 
3358 
87 



End 

Method 
End 
Score 
3135. .3323 



Seq. No. 43775 

Gene No. 91891 

Start 66 

Name OJ000250_42 . 0303 . C2 9 . o2 , 

Start 2964 

GI none 

Exons 2964.. 3170, 2964.. 3173, 



Seq. ID OJ000250_42.0303.C29 
Strand 

End 3621 

tw Method TBLASTX: Wheat 

End 3335 

Score 173 
2969.. 3172, 2969.. 3193, 3173.. 3271, 



44644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3174.. 3266, 3275.. 3334, 3279.. 3335 

43776 Seq. ID 

91892 Strand 
277 End 
OJ000250_42 . 0303 . C30 . ol . gp Method 
277 End 
uC-osflcyp033a04bl Score 
277. .659 

'6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P0711E10 1 



42.0303.C30 



OJ000250_ 
+ 

2311 
AAT/GAP 
659 
688 



0e-59 Oryza sativa genomic 



43776 Seq. ID 

91892 Strand 

277 End 
OJ000250_42 . 0303 . C30 . ol . gs Method 

375 End 

none Score 

375. .446, 1916. .2311 



OJ000250_42.0303.C30 
+ 

2311 
GENSCAN 
2311 
.8 



Seq. No. 43776 

Gene No. 91893 

Start 3720 

Name OJ000250_42 . 0303 . C30 . o2 . np 

Start 3720 

GI 6907087 

Exons 3720.. 4100, 4309.. 4969, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5487. .5590 



OJ000250_ 
+ 

5590 
AAT/NAP 
5590 
1171 



42.0303.C30 



(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 43776 Seq. ID 

Gene No. 91894 Strand 

Start 6052 End 

Name OJ000250_42 . 0303 . C30 . o2 . gp Method 

Start 6052 End 

GI uC-osflcyp033a04bl Score 

Exons 6052.. 6434 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000250_42.0303.C30 
+ 

6434 
AAT/GAP 
6434 
692 



Seq. No. 


43776 


Seq. ID 


OJ000250 


Gene No. 


91895 


Strand 




Start 


206 


End 


2154 


Name 


OJ000250 42.0303.C30.ol.np 


Method 


AAT/NAP 


Start 


206 


End 


2154 


GI 


4680186 


Score 


237 


Exons 


206. .427, 2133. .2154 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


43776 


Seq. ID 


OJ000250 


Gene No. 


91896 


Strand 




Start 


5483 


End 


6184 


Name 


OJ000250 42.0303.C30.o3.gs 


Method 


GENSCAN 


Start 


5483 


End 


6092 


GI 


none 


Score 


.6 


Exons 


5483.. 5589, 6032.. 6092 







44645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 



43776 Seq. ID 

91896 Strand 

5483 End 
OJ000250_42.0303.C30.o3.np Method 

5981 End 

4680186 Score 
5981. .6184 

(AF111709) unknown [Oryza sativa subsp 



OJ000250_42 . 0303 . C30 

6184 
AAT/NAP 
6184 
238 

. indica] 



43777 ' Seq. ID 

91897 Strand 
569 End 
OJ000250_42.0303.C33.ol.np Method 
569 End 
7485703 Score 
569. .1928, 3158. .3180 

hypothetical protein F18B3.210 - Arabidopsis thaliana 
gi|4835244|emb|CAB42922.1| (AL049862) putative mitochondrial 
protein [Arabidopsis thaliana] 



OJ000250_42.0303.C33 
+ 

3180 
AAT/NAP 
3180 
645 



Seq. No. 


43777 


Seq. ID 


OJ000250_42.0303.C33 


Gene No. 


91897 


Strand 


+ 


Start 


569 


End 


3180 


Name 


OJ000250 42.0303.C33.ol.gs 


Method 


GENSCAN 


Start 


601 - 


"End 


2110 


GI 


none 


Score 


.57 


Exons 


601. .773, 775. .2110 






Seq. No. 


43777 


Seq. ID 


OJ000250_42 . 0303 .C33 


Gene No. 


91898 


Strand 




Start 


2939 


End 


3078 


Name 


OJ000250 42.0303.C33.ol.ts 


Method 


TBLASTX : Soybean 


Start 


779 


End 


1903 


GI 


none 


Score 


112 


Exons 


779. .952, 1009. .1167, 1010.. 


1168, 1169, 


..1477, 1201. .1476, 




1562.. 1762, 1586.. 1903, 1600 


. .1803 




Seq. No. 


43777 


Seq. ID 


OJ000250_42.0303.C33 


Gene No. 


91898 


Strand 




Start 


2939 


End 


3078 


Name 


OJ000250 42.0303.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


1109 


End 


1732 


GI 


none 


Score 


48 



1109. .1156, 1154. .1378, 1166. .1477, 1300. .1476, 1422. .1505, 
1597. .1644, 1604. .1645, 1621. .1731, 1643. .1732 



43777 
91898 
2939 

OJ000250_42.0303.C33.ol.tc 
1555 
none 

1555. .1875, 1586. .1894, 1603. .1803 



Seq. ID OJ000250_42.0303.C33 
Strand 

End 3078 

Method TBLASTX : Cress 

End 1894 

Score 81 



43777 
91898 



Seq. ID OJ000250_42.0303.C33 
Strand 



44646 






Start 


2939 






End 


3078 






OJ000250 42. 


0303.C33.ol 


. tw 


Method 


TBLASTX: Wheat 




O L.CLX L. 


1606 ~~ 






End 


1828 






none 






Score 


257 




ITynn <5 
Hi AUHj 


1606. . 1791, 


1607. .1828 










Seq. No. 


43777 






Seq. ID 


OJ000250_42.0303.C33 




Gene No. 


91898 






Strand 






Start 


2939 






End 


3078 




Name 


OJ000250 42. 


0303.C33.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1732 ~~ 






End 


1894 




GI 


none 






Score 


187 






1732. . 1803, 


1733. .1894, 


1844 . . 


1894 






Seq. No. 


43111 






Seq. ID 


OJ000250_42.0303.C33 




Gene No. 


91898 






Strand 






Start 


2939 






End 


3078 




Name 


OJ000250 42. 


0303.C33.o2 


. gs 


Method 


GEN SCAN 




Start 


2939 _ 






End 


3078 




GI 


none 






Score 


.48 




F. von s 


2939 3078 












Seq. No. 


43778 






Seq. ID 


OJ000250_42.0303.C34 




Gene No. 


91899 






Strand 






Start 


74 






End 


840 


w 

r r : 


Name 


OJ000250 42 


0303 C34.ol 


. gs 


Method 


GEN SCAN 




Start 


74 ~~ 






End 


840 


fil 


(IT 
\j x 


none 






Score 


. 67 




R von *3 


74 213. 672 


. . 840 










Seq. No. 


43778 






Seq. ID 


OJ000250_42. 0303.C34 




Gene No. 


91900 






Strand 




fjj 


Start 


1530 






End 


1931 


= 


Name 


OJ000250 42 


0303. C34 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1530 ~~ 






End 


1931 




GI 


none 






Score 


143 




P vr>n 


1530 1745. 


1583 1744, 


1772. 


1927, 1779. .1928, 1779. .1931 




Sea No 


43779 






Seq. ID 


OJ000250_42.0303.C35 


f 1 


Gene No . 


91901 






Strand 


+ 




Start 


1 






End 


2527 




Name 


OJ000250 42. 


0303.C35.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


2527 




VJX 


2961349 






Score 


1295 




JTv on s 


1..736, 992. 


.2527 












(AL022140) LTR retrotransposon like protein [Arabidopsis 






thaliana] 












Seq. No. 


43779 






Seq. ID 


OJ000250_42.0303.C35 




Gene No. 


91901 






Strand 


+ 




Start 


1 






End 


2527 




Name 


OJ000250 42. 


0303.C35.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


35 






End 


409 




GI 


none 






Score 


212 




Exons 


35. .409 












Seq. No. 


43779 






Seq. ID 


OJ000250_42.0303.C35 



44647 




Gene No. 


91901 




Strand 


+ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


38 ~~ 




End 


409 




GI 


none 




Score 


217 




Exons 


38. .409, 121. .402 










Seq. No. 


43779 




Seq. ID 


OJ0.00250_42.0303 


.C35 


Gene No. 


91901 




Strand 


+ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.ol. 


gs 


Method 


GENSCAN 




Start 


75 ~~ 




End 


2272 




GI 


none 




Score 


. 45 




Exons 


75.-209,- 776. .1158, 1327 


..1639, 1740.. 


2272 




Seq. No. 


43779 




Seq. ID 


OJ000250_42.0303 


.C35 


Gene No. 


91901 




Strand 


+ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


212 ~ 




End 


669 




GI 


none 




Score 


118 




Exons 


212. .412, 424 . .669 










Seq. No. 


43779 




Seq. ID 


OJ000250_42.0303 


.C35 


Gene No. 


91901 




Strand 


+ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


248 ~ 




End 


669 




GI 


none 




Score 


127 




Exons 


248 . . 403, 424 . . 669 










Seq. No. 


43779 




Seq. ID 


OJ000250_42.0303 


.C35 


Gene No. 


91901 




Strand 


+ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


454 ~ 




End 


699 




GI 


none 




Score 


260 




Exons 


454.-669, 456. .674, 457. 


.699 








Sea. No. 


43779 




Seq. ID 


OJ000250 42.0303 


■ C35 


Gene No. 


91901 




Strand 


+ ~~ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1003 ~ 




End 


1479 




GI 


5509260 




Score 


135 




Exons 


1003 1236. 1237.. 1407. 


1417. 


.1479 






GI Desrrio 












Seq. No. 


43779 




Seq. ID 


OJ000250_42.0303 


.C35 


Gene No. 


91901 




Strand 


+ 




Start 


1 




End 


2527 




Name 


OJ000250 42.0303.C35.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1135 




End 


1389 




GI 


none 




Score 


122 




Exons 


1135.. 1236, 1140.. 1235, 


1243. 


.1389, 1258.. 1383 




Seq. No. 


43779 




Seq. ID 


OJ000250_42.0303 


.C35 



44648 






Gene No. 


91901 


Strand 


+ 






Start 


1 


End 


2527 






Name 


OJ000250 42.0303.C35.o3.tw 


Method 


TBLASTX: Wheat 






Start 


1177 ~ 


End 


1659 






GI 


none 


Score 


51 






Exons 


1177. .1236, 1237. .1413, 1417. 


.1482, 1525.. 1659 






Seq. No. 


43779 


Seq. ID 


OJ000250_42.0303 


.C35 




Gene No. 


91901 


Strand 


+ 






Start 


1 


End 


2527 






Name 


OJ000250 42.0303.C35.o2.tm 


Method 


TBLASTX: Maize 






Start 


1303 ~ 


End' 


1732 






GI 


none 


Score 


75 






Exons 


1303. .1398, 1414. .1659, 1416. 


.1508, 1655.. 1732 






Seq. No. 


43779 


Seq. ID 


OJ000250_42 .0303 


.C35 




Gene No. 


91901 


Strand 


+ 






Start 


1 


End 


2527 






Name 


OJ000250 42.0303.C35.o2.tw 


Method 


TBLASTX: Wheat 






Start 


1679 ' ~ 


End 


2110 






GI 


none 


Score 


103 






Exons 


1679. .1852, 1850. .2110 








£3 


Seq. No. 


43779 


Seq. ID 


OJ000250_42.0303 


.C35 




Gene No. 


91901 


Strand 


+ 




Z ST 


Start 


1 


End 


2527 




in 


Name 


OJ000250 42.0303.C35.ol.tm 


Method 


TBLASTX: Maize 




f ; | 


Start 


1844 ~~ 


End 


2515 






GI 


none 


Score 


233 






Exons 


1844 . .2221, 2312 . . 2515 








? : 5 


Seq. No. 


43779 


Seq. ID 


OJ000250_42 . 0303 


.C35 


I y 


Gene No. 


91901 


Strand 


+ 






Start 


1 


End 


2527 






Name 


OJ000250 42.0303.C35.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1877 ~~ 


End 


o o o o 

2232 






GI 


none 


Score 


297 




=. *! 


Exons ' 


1877.. 2218, 1886.. 1954, 2053. 


.2232 






f 1 


Seq. No. 


43780 


Seq. ID 


OJ000250_42.0303 


.C36 




Gene No. 


91902 


Strand 


+ 






Start 


90 


End 


1420 






Name 


OJ000250 42.0303.C36.ol.np 


Method 


AAT/NAP 






Start 


90 


End 


1420 






GI 


2764732 


Score 


133 






Exons 


90. .250, 802. .894, 1294. .1420 










GI Descrip. 


(AJ002490) ndhB [Arabidopsis 


thaliana] 








Seq. No. 


43781 


Seq. ID 


OJ000250_42.0303 


.C37 




Gene No. 


91903 


Strand 








Start 


879 


End 


3529 






Name 


OJ000250 42.0303.C37.ol.np 


Method 


AAT/NAP 






Start 


879 


End 


3529 






GI 


6539570 


Score 


172 






Exons 


879. .905, 3088. .3167, 3326. .3529 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 





44649 



Seq. No. 


43781 




Seq. ID 


OJ000250 


Gene No . 


91904 




Strand 




Start 


3656 




End 


4581 


Name 


OJ000250 42.0303.C37.o2 


. np 


Method 


AAT/NAP 


Start 


3656 




End 


4581 


GI 


6630699 




Score 


78 


Exons 


3656. .3739, 4376. .4581 








GI DesGrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi | 6721536 | dbj | BAA89566 


- 1 1 


(AP001073) ] 


lypotheti 




[Oryza sativa] 








Seq. No. 


43781 




Seq. ID 


OJ000250 


Gene No. 


91904 




Strand 




Start 


3656 




End 


4581 


Name 


OJ000250 42.0303.C37.o2 


. as 


Method 


GENSCAN 


Start 


4321 ~ 




End 


4521 


GI 


none 




Score 


.55 


Exons 


4321. .4521 








Seq. No. 


43782 




Seq. ID 


OJ000250 


Gene No. 


91905 




Strand 




Start 


385 




End 


1096 


Name 


OJ000250 42.0303.C38.o2 


.gs 


Method 


GENSCAN 


Start 


385 ~~ 




End 


603 


GI 


none 




Score 


. 61 


Exons 


385. . 603 








Seq. No. 


43782 




Seq. ID 


OJ000250 


Gene No. 


91905 




Strand 




Start 


385 




End 


1096 


Name 


OJ000250 42.0303.C38.ol 


.np 


Method 


AAT/NAP 


Start 


409 




End 


1096 


GI 


6498430 




Score 


137 


Exons 


409. .547, 1015. .1096 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43783 




Seq. ID 


OJ000250 


Gene No. 


91906 




Strand 


+ 


Start 


1 




End 


839 


Name 


OJ000250 42.0303.C43.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


839 


GI 


5091513 




Score 


1365 


Exons 


1. .839 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa ] 


Seq. No. 


43783 




Seq. ID 


OJ000250 


Gene No. 


91906 




Strand 


+ 


Start 


1 




End 


839 


Name 


OJ000250 42.0303.C43.ol 


.gs 


Method 


GENSCAN 


Start 


80 




End 


763 


GI 


none 




Score 


.67 


Exons 


80. .179, 185. .763 








Seq. No. 


43784 




Seq. ID 


OJ000250 


Gene No. 


91907 




Strand 


+ 


Start 


619 




End 


1766 


Name 


OJ000250 42.0303.C48.ol 


.gs 


Method 


GENSCAN 



42.0303.C37 



protein 



44650 



O Lai L 


619 






End 










none 






Score 








Exons 


619.. 737, 885.. 1167, 1313.. 1552, 1578. 


1766 






Seq. No. 


43784 






Seq. ID 


OJ000250_42 


0303 


.C48 


Gene No. 


91908 






Strand 


+ 








2844 






End 


4 8 92 






LNdlUC 


OJ000250 42.0303. 


C48.o2 


.gs 


Method 


\3 £j IN O vAli 






OLal L 


2844 






End 


4ft 






riT 


none 






Score 


67 








2844. .2863, 4082. 


.4321, 


4766. 


.4892 










43784 






Seq. ID 


OJ000250 42 


0303 


.C48 


Gene No. 


91909 






Strand 


+ " 






Start 


8549 






End 


10225 






Name 


OJ000250 42.0303. 


C48.ol 


.np 


Method 


AAT/NAP 






Start 


8549 






End 


10225 






GI 


7484957 






Score 


129 






Exons 


8549.. 8981, 9069. 


.9266, 


10168 


. .10225 








GI Descrip. 


extensin homolog 


F28A21 


.80 - 


Arabidopsis thaliana 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 4539386 |emb| CAB37452.il (AL035526) extensin-like protein 
[Arabidopsis thaliana] gi | 7268661 1 emb | CAB78869. 1 1 (AL161549) 
extensin-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 42.0303.C48 



43784 
91910 
2622 

OJ000250_42.0303.C48.ol.gp 
2622 

uC-osf Icypl58c04al 
2622. .2690 

, 4581164/gb|AAD24647.1|AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] 1 



2690 
AAT/GAP 
2690 
89 





Seq. No. 


43784 






Seq. ID 


OJ000250_ 


42. 


0303 


.C48 




Gene No. 


91911 






Strand 












Start 


2741 






End 


4352 










Name 


OJ000250 42.0303 


.C48.o2 


.gp 


Method 


AAT/GAP 










Start 


2741 






End 


4352 










GI 


5003807 






Score 


722 








k J 


Exons 


2741.. 2866, 3331 


. .3385, 


3985. 


.4068, 4216. .4352 










Seq. No. 


43784 






Seq. ID 


OJ000250_ 


42. 


0303 


.C48 




Gene No. 


91912 






Strand 












Start 


10008 






End 


10097 










Name 


OJ000250 42.0303 


.C48.o4 


.gs 


Method 


GENSCAN 










Start 


10008 






End 


10097 










GI 


none 






Score 


.45 










Exons 


10008. .10097 


















Seq. No. 


43784 






Seq. ID 


OJ000250_ 


42. 


0303 


.C48 




Gene No. 


91913 






Strand 












Start 


10081 






End 


10225 










Name 


OJ000250 42.0303 


.C48.o2 


.np 


Method 


AAT/NAP 










Start 


10081 






End 


10225 










GI 


. 7523512 






Score 


126 










Exons 


10081. .10225 

















44651 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C49 
+ 

6818 
AAT/NAP 
6818 
9240 



.43785 
91914 
666 

OJ000250_42.0303.C4 9.ol.np 
666 

7228457 

666.. 1032, 1094.. 3029, 3093.. 3927, 4050.. 5201, 5268.. 6818 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
'retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 

OJ000250_42.0303.C49 
+ 

13114 
AAT/GAP 
13114 
622 

Oe-59 Oryza sativa genomic 



OJ000250_42 .0303.C4 9 

12382 
GENSCAN 
10692 
.91 



5? per No . 


43785 


Seq. ID 




91915 


Strand 


Start 


12734 


End 


Name 


OJ000250 42.0303.C49.ol.gp 


Method 


Start 


12734 


End 


GI 


uC-osflcyp033a04bl 


Score 


Exons 


12734. .13114 




GI Descrip. 


' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 




DNA, chromosome 1, clone : P0711E10 ' 


Qpn No 


43785 


Seq. ID 




91916 


Strand 


Start 


7457 


End 


Name 


OJ000250 42.0303.C49.o2.gs 


Method 


Start 


7457 


End 


GI 


none 


Score 


Exons 


7457.. 9338, 9431.. 9599, 9627. 


.10692 


Seq. No. 


43785 


Seq. ID 


Gene No. 


91916 


Strand 


Start 


7457 


End 


Name 


OJ000250 42.0303.C49.o2.np 


Method 


Start 


7460 


End 


GI 


6907089 


Score 


Exons 


7460. .9338, 9431. .10692 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


Seq. No. 


43785 


Seq. ID 


Gene No. 


91916 


Strand 


Start 


7457 


End 


Name 


OJ000250 42.0303.C49.o4.np 


Method 


Start 


9921 


End 


GI 


5922623 


Score 


Exons 


9921.. 9951, 11534. .11609, 11776.. 11923 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 



OJ000250_42.0303.C4 9 

12382 
AAT/NAP 
10692 
4137 



OJ000250_42.0303.C4 9 

12382 
AAT/NAP 
12382 
290 

, 12302.. 12382 



gi I 6016856 | dbj IBAA85199.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 



43785 
91916 
7457 

OJ000250_42, 

11355 

7523512 



0303.C49.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C49 

12382 
AAT/NAP 
11487 
101 



44652 



Exons 11355;. 11487 

GI Descrip. (AP001633) hypothetical 

Seq. No. 43785 

Gene No. 91917 

Start 12667 

Name OJ000250_42 . 0303 . C4 9 . 06 . 

Start 1320 

GI none 

Exons 1320.. 1367, 1374.. 1472, 

Seq. No. 43785 

Gene No. 91917 

Start 12667 

Name OJ000250_42. 0303.C49.o4 , 

Start 1362 

GI none 

Exons 1362.. 1610, 1460.. 1609 

Seq. No. 43785 

Gene No. 91917 

Start 12667 

Name OJ000250_42.0303.C4 9.o3, 

Start 2450 

GI none 

Exons 2450. .2623, 2451. .2933, 

Seq. No. 43785 

Gene No. 91917 

Start 12667 

Name OJ000250_42 . 0303 . C4 9 . ol . 

Start 3101 

GI none 

Exons 3101.. 3562, 3102.. 3563 

Seq. No. 43785 

Gene No. 91917 

Start 12667 

Name OJ000250_42 . 0303 . C4 9 . o3 . 

Start 3141 

GI none 

Exons 3141.. 3365, 3372.. 3506 

Seq. No. 43785 

Gene No. 91917 

Start 12667 

Name OJ000250_42 . 0303 . C4 9 . ol . 

Start 3231 

GI none 

Exons 3231.. 3587, 3266.. 3577, 

Seq. No. 43785 
Gene No. ' 91917 

Start 12667 

Name OJ000250_42 . 0303 . C4 9 . o3 . 

Start 3614 

GI none 



protein [Oryza sativa] 

Seq. ID OJ000250_42.0303.C49 
Strand 

End 17649 

tw Method TBLASTX: Wheat 

End 1712 

Score 58 
1391. .1471, 1439. .1678, 1455. .1712 

Seq. ID OJ000250__42.0303.C49 
Strand 

End 17649 

tm Method TBLASTX: Maize 

End 1610 

Score 193 



Seq. ID OJ000250_42.0303.C49 
Strand 

17649 

TBLASTX: Wheat 
2933 
411 



End 

tw Method 
End 
Score 

2645. .2905 



tw 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C49 
17649 

TBLASTX: Wheat 

3563 

588 



OJ000250_42.0303.C49 
17649 

TBLASTX: Soybean 

3506 

117 



Seq. ID OJ000250_42.0303.C49 
Strand 

17649 

TBLASTX: Maize 
3587 
392 



End 

tm Method 
End 
Score 

3282. .3587 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_42.0303.C49 
17649 

TBLASTX: Maize 

3998 

360 



44653 




Fvnn q 


3614 3979 


3615 


3998 








Seq. No. 


43785 








Seq. ID 


OJ000250_42.0303.C49 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 




OJ000250 42 


0303 


.C4 9.o2 


. tw 


Method 


TBLASTX: Wheat 




3671 ~~ 








End 


4096 


GI 


none 








Score 


485 


Exons 


3671. .4096, 


3672 


. .4091 








Seq. No. 


43785 








Seq. ID 


OJ000250_42.0303.C49 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42 


0303 


.C49.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3750 ~ 








End 


4121 


GI 


none 








Score 


271 


Fxons 


3750 4121. 


3767 


. . 3910 










43785 








Seq. ID 


OJ000250_42.0303.C49 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42. 


0303 


.C49.o5 


. tw 


Method 


TBLASTX : Wheat 


Start 


4722 ~~ 








End 


5180 


ox 


none 








Score 


234 


r,yon q 


4722 4970. 


4746 


4970, 


4811. 


.4984, 5040.. 5180, 5040.. 5177, 




5042 5179 












Seer No 


43785 








Seq. ID 


OJ000250_42.0303.C49 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42 


0303 


.C49.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4869 ~ 








End 


5435 


GI 


5666795 








Score 


68 


F.5f nn 

bAUl 1 0 


4869 4967. 


5043 


. .5180, 


5235. 


.5435 




(IT Dp s p T*i r> 

VJX O ^> -L r"^ • 


4206306 2 Oe 


i-10 


(AF049110) prpol [Zea mays] 


Seq. No. 


43785 








Seq. ID 


OJ000250_42.0303.C49 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42 


0303 


,C4 9.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


5183 ~~ 








End 


5495 


GI 


none 








Score 


192 


Fxon 


5183 5359. 


5235 


. .5495 








Seq. No. 


43785 








Seq. ID 


OJ000250_42.0303.C49 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42 


0303 


.C4 9.o2 


. tm 


Method 


TBLASTX: Maize 




5688 ~~ 








End 


6011 


GI 


none 








Score 


362 




5688 6011 


5717 


. .5998 








Seq. No. 


43785 








Seq. ID 


OJ000250_42.0303.C4 9 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42. 


0303 


.C49.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5825 








End 


6206 



44654 





none 










375 


P von <! 


5825 5881. 


5826. 


. 6206, 


5927 


6175 




Seq. No. 


43785 








Seq. ID 


OJ000250 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42 


. 0303. 


C49.o7 


. tw 


Method 


TBLASTX: 


Start 


6207 _ 








End 


6809 


GI 


none 








Score 


265 


P vnn s 


6207 6491. 


6212 . 


. 6490, 


6684 


. . 6809 






43785 








Seq. ID 


OJ000250 


Gene No. 


91917 








Strand 




Start 


12667 








End 


17649 


Name 


OJ000250 42 


.0303. 


C49.05 


.np 


Method 


AAT/NAP 


Start 


12667 








End 


17649 


GI 


4680186 








Score 


379 


jTvnn q 


12667. .12867, 13688 .. 13754 , 


17627. .17649 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 


O C ^ . IN \J * 


43786 








Seq. ID 


OJ000250 


Gene No. 


91918 








Strand 


+ 


Start 


3457 








-End 


7410 


Name 


OJ000250 42 


.0303. 


CSO.ol 


.gs 


Method 


GENSCAN 




3457 








End 


7410 


GI 


none 








Score 


.6 


P von q 


3457. .4318, 


4483. 


.4999, 


5338 


..5448, 5524. .5981, 




7010. .7195, 


7223. 


.7410 








Cprt Ma 


43786 








Seq. ID 


OJ000250 


Gene No . 


91918 








Strand 


+ 


Start 


3457 








End 


7410 


Name 


OJ000250 42 


.0303. 


CSO.ol 


.np 


Method 


AAT/NAP 


Start 


4578 








End 


6947 


GI 


7488250 








Score 


334 


Exons 


4578. .4874, 


4920. 


.4999, 


5449 


..5988, 6835. .6947 


GI Descrip. 


protein kinase homolog 


F21P8 


.130 - Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42.0303.C49 



6442. .6495, 



gi | 30212761 emb | CAA18471 . 1 | (AL022347) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 
gi|7269172|emb|CAB79279.1| (AL161559) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



43786 Seq. ID 

91919 Strand 

19903 End 

OJ000250_42 . 0303 . C50 . o4 . np Method 

19903 End 

7025863 Score 



OJ000250_42.0303.C50 
+ 

24731 
AAT/NAP 
24563 
231 



19903. .19972, 23458 23815, 23861 2394 1, 24209.. 24563 
(AC024128) putative protein kinase, 3' partial [Arabidopsis 
thaliana] 



Seq. No. 43786 

Gene No. 91919 

Start 19903 

Name OJ000250_42 . 0303 . C50 . o4 . gs 

Start 20611 



Seq. ID OJ000250_42.0303.C50 

Strand + 

End 24731 

Method GENSCAN 

End 24731 



44655 



GI none Score . 8 

Exons 20611. .21496, 23410 .. 23941, 24284.. 24731 



Seq. No. 


43786 


Seq. ID 


OJ000250 42.0303.C50 


fZpnp No 


91919 


Strand 


+ 


Start 


19903 


End 


24731 


Name 


OJ000250 42.0303.C50.o3.np 


Method 


AAT/NAP 


Start 


20724 


End 


21522 


GI 


951112 


Score 


170 


Exons 


20724. .21522 






GI Descrip. 


(U22470) galactose-binding lectin precursor [Arachis hypogaea] 


Seq. No. 


43786 


Seq. ID 


OJ000250_42.0303.C50 


Gene No. 


91920 


Strand 




Start 


8246 


End 


8814 


Name 


OJ000250 42.0303.C50.o2.gs 


Method 


GEN SCAN 


Start 


8246 


End 


8814 


GI 


none 


Score 


.6 


Exons 


8246. .8338, 8449. .8560, 8687. 


.8814 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43786 Seq. ID 

91921 Strand 

12811 End 

OJ000250_42 . 0303 . C50 . o3 . gs Method 

12811 End 

none Score 



OJ000250_42.0303.C50 

18000 
GEN SCAN 
18000 
.78 



12811. .13262, 13348. .14093, 14509 .. 15230, 15995 .. 16306, 
16371. .16483, 16639 .. 16852 , 168 62 .. 17212 , 17583 .. 17 632, 
17967.. 18000 



Seq. No. 


43786 


Seq. ID 


OJ000250 


_42.0303.C50 


Gene No. 


91921 


Strand 






Start 


12811 


End 


18000 




Name 


OJ000250 42.0303.C50.o2.np 


Method 


AAT/NAP 




Start 


12814 


End 


16703 




GI 


6979320 


Score 


4054 - 




Exons 


12814. .13262, 13348 13764 , 


13900. .14093, 14509 


. .15230, 




15995. .16306, 16371.. 16703 








GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] • 




Seq. No. 


43786 


Seq. ID 


OJ000250 


_42.0303.C50 


Gene No. 


91922 


Strand 






Start 


26595 


End 


31735 




Name 


OJ000250 42.0303.C50.o3.tm 


Method 


TBLASTX: Maize 


Start 


3523 


End 


21111 




GI 


none 


Score 


94 




Exons 


3523.. 3684, 3555.. 3683, 3691 


..3807, 3700. .3780, 


3819. .3869, 



3820. .3906, 20700 .. 2084 9, 20755 .. 20856, 208 68 .. 21008 , 
20869. .21111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43786 
91922 
26595 

OJ000250_42.0303.C50.ol.tc 

4192 

none 



Seq. ID OJ000250 42.0303.C50 



Strand 
End 

Method 

End 

Score 



31735 

TBLASTX: Cress 

24710 

76 



4192. .4308, 4611. .4850, 4899. .4967, 5447. .5614, 5618. .5764, 



44656 




5792. .5974, 23601 .. 23705, 23721 23804 , 23851 .. 23919, 
24207. .24365, 24 354.-24473, 24501.. 24710 



Seq. No. 


43786 




Seq. ID 


OJ000250 


_42.0303 


.C50 


Gene No. 


91922 




Strand 








Start 


26595 




End 


31735 






Name 


OJ000250 42.0303.C50 


.ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


4620 




End 


24644 






GI 


none 




Score 


82 






Exons 


4620. .4718, 4728. .4874, 5447 


..5596, 5600. .5764, 


5759. .5908, 




23553 ,v. 23612, 23724. 


.23801, 


24201. .24356, 24336 


• .24494, 






24483. .24644 












Seq. No. 


43786 




Seq. ID 


OJ000250 


_42.0303 


.C50 


Gene No. 


91922 




Strand 








Start 


26595 




End 


31735 






Name 


OJ000250 42.0303.C50 


.ol . tm 


Method 


TBLASTX: 


Maize 




Start 


4899 




End 


24674 






GI 


none 




Score 


80 






Exons 


4899.. 5015, 5447.. 5608, 5465 


..5608, 5621. .5737, 


5741. .5938, 




24207. .24365, 24240. 


.24380, 


24372.-24473, 24477 


. .24674 




Seq. No. 


43786 




Seq. ID 


OJ000250 


_42.0303 


.C50 


Gene No. 


91922 




Strand 








Start 


26595 




End 


31735 






Name 


OJ000250 42.0303.C50 


.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


5447 




End 


24467 






GI 


none 




Score 


140 






Exons 


5447.. 5602, 5524.. 5592, 5620 


..5727, 5621. .5731, 


24204. . 


2436; 




24372. .24467 












Seq. No. 


43786 




Seq. ID 


OJ000250 


_42.0303 


.C50 


Gene No. 


91922 




Strand 








Start 


26595 




End 


31735 






Name 


OJ000250 42.0303.C50 


.o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


13054 




End 


13585 






GI 


none 




Score 


58 






Exons 


13054. .13152, 13156. 


.13263, 


13157. .13270, 13385 


. .13585, 






13389. .13490, 13536. 


.13571 










Seq. No. 


43786 




Seq. ID 


OJ000250 


_42.0303 


.C50 


Gene No. 


91922 




Strand 








Start 


26595 




End 


31735 






Name 


OJ000250 42.0303.C50 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


13136 




End 


13585 






GI 


none 




Score 


82 






Exons 


13136. .13264, 13138. 


.13263, 


13334. .13585 






Seq. No. 


43786 




Seq. ID 


OJ000250 


_42.0303 


.C50 


Gene No. 


91922 




Strand 








Start 


26595 




End 


31735 






Name 


OJ000250 42.0303.C50 


.o5.gs 


Method 


GENSCAN 






Start 


26595 




End 


31735 






GI 


none 




Score 


.48 






Exons 


26595. .26653, 27235. 


.27380, 


27493. .27572, 31640 


. .31735 




Seq. No. 


43787 




Seq. ID 


OJ000250 


_42.0303 


.C51 



44657 



Gene No. 


91923 


Strand 


+ 




Of- -a y-4- 


1 1 HA 


iiina 


1 

IjUI 




Name 


UJUUU/DU *i Z . U jU O . LOl . Ol . y S 


rjetnoa 


PTTMCPZiKT 




olait 


1 1 n6 

HUD 


CjIIQ 


IjUI 




PT 


none 


Score 


7 4 




Exons 










Seq. No. 


43787 


Seq. ID 


OJ000250_ 


_42.0303.C51 


Gene No. 


91924 


Strand 


+ . 




O Lai L 


oi cz: 
OlJv) 




O J JU 




Name 


UUUUUZjU fi Z ■ U jU J . L jl • KJ 3 .go 




P IT NT Q p 7\ M 




Of- -a v-+- 


OlJD 




O J JU 




PT 


none 


Score 






Exons 


Ol JO. . O JjU 








D 6 q • LNU . 


ftO/D / 


Seq. ID 


OJ000250_ 


49 n^n^ pm 

4 Z • UjUj • k>3 J. 


Gene No. 


91925 


Strand 






Start 


2011 


End 


5229 




Name 


o.Tnnn9sn 4? n^n*3 pm n? na * 


Method 


GEN SCAN 




o t.ar u 




End 


5229 




PT 


none 


Score 


.73 




ir\ 


9fl1 1 91 97 99*}*} 9404 9R71 


.2741, 2824.. 3656, 


J / JO • • 4 J. ;? Z7 , 




497R i;ni 1 m nn ( ^99Q 








Q /^\ /-t M /-> 

oeq . ino . 


4j / o / 


Seq. ID 


OJ000250_ 


49 n^n^ pri 

4 Z . UjU J . Ljl 




Qi Q9£ 

.7 J. _/Z O 


Strand 






Of ar f 


8155 


End 


8598 




Name 


OJ000250 42.0303.C51.ol.np 


Method 


AAT/NAP 




Start 


8155 


End .. 


8598 




PT 


1076802 


Score 


215 




Exons 


8155. .8598 








ta± uescrip. 


extensin-like protein - maize 


gi| 600118 |emb|CAA84230| (Z344 65 




extensin-like protein [Zea mays] gi 1 1096557 | prf | 


I2111476A 




extensin-like domain [Zea mays] 






JC^t LMO . 


43788 


Seq. ID 


OJ000250__ 


42.0303.C52 


Gene No. 


91927 


Strand 


+ 




Start 


3443 


End 


18284 




Name 


OJ000250 42.0303.C52.o2.np 


Method 


AAT/NAP 




C-h a r*+- 


3443 


End 


12243 




PT 


7248395 


Score 


1584 




Exons 


3443.. 3525, 5381.. 5455, 8243. 


.8757, 9399. .10874, 


12125. .12243 




(AP001389) hypothetical protein [Oryza 


sativa] 




Cart KF/-\ 

oecj • INO . 


43788 


Seq. ID 


OJ000250_ 


42.0303.C52 


Gene No. 


91927 


Strand 


+ 




Start 


3443 


End 


18284 




Name 


OJ000250 42.0303.C52.o2.gs 


Method 


GENS CAN 




Of 3 >-+- 

o tare 


4044 


End 


8677 




PT 


none 


Score 


.67 




Exons 


4044. .4108, 4564. .4750, 5690. 


.5801, 7347. .7407, 


7553. .7685, 




8294. .8677 








Seq. No. 


43788 


Seq. ID 


OJ000250_ 


42.0303.C52 


Gene No. 


91927 


Strand 


+ 




Start 


3443 


End 


18284 




Name 


OJ000250 42.0303.C52.o2..gp 


Method 


AAT/GAP 





44658 



Start 


6954 


End 


7260 




GI 


72524 1.R1084 


Score 


434 




Exons 


6954. .7260 








GI Descrip. 


•5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


■84 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


43788 


Seq. ID 


OJ000250_42.0303. 


C52 


Gene No. 


91927 


Strand 


. +, 




Start 


3443 


End 


18284 




Name 


OJ000250 42.0303.C52.o3.gs 


Method 


GENSCAN 




Start 


9494 


End 


10713 




GI 


none 


Score 


.57 




Exons 


94 94 . . 10151, 10286. .10713 








Seq. No. 


43788 


Seq. ID 


OJ000250_42.0303. 


C52 


Gene No. 


91927 


Strand 


+ 




Start 


3443 


End 


18284 




Name 


OJ000250_42.0303.C52.o4.gs 


Method 


GENSCAN 




Start 


11819 


End 


15608 




GI 


none 


Score 


.63 




Exons 


11819. .11865, 13416. ,15409, 


15601. .15608 




Seq. No. 


43788 


Seq. ID 


OJ000250_42.0303. 


C52 


Gene No . 


91927 


Strand 


+ 




Start 


3443 


End 


18284 




Name 


OJ000250 42.0303.C52.o3.np 


Method 


AAT/NAP 




Start 


13205 


End 


18284 




GI 


7106512 


Score 


80 




Exons 


13205. .13265, 13339 13428, 


18250. .18284 




GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


43788 


Seq. ID 


OJ000250_42.0303. 


C52 


Gene No. 


91928 


Strand 






Start 


315 


End 


5075 




Name 


OJ000250 42.0303.C52.ol.gp 


Method 


AAT/GAP 




Start 


315 


End 


1775 




GI 


5002953 


Score 


1265 




Exons 


315. .495, 975. .1385, 1644. .1775 






GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) TNP2 


-lik 




protein [Sorghum bicolor] 








Seq. No. 


43788 


Seq. ID 


OJ000250_42.0303. 


C52 


Gene No. 


91928 


Strand 






Start 


315 


End 


5075 




Name 


OJ000250 42.0303.C52.ol.np 


Method 


AAT/NAP 




Start 


429 


End 


5075 




GI 


4680203 


Score 


2031 




Exons 


429. .1370, 1647. .1877, 2031. 


.2123, 2166.. 3740, 5043.. 5075 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


43788 


Seq. ID 


OJ000250_42.0303. 


C52 


Gene No. 


91929 


Strand 






Start 


12947 


End 


13252 




Name 


OJ000250 42.0303.C52.o3.gp 


Method 


AAT/GAP 




Start 


12947 


End 


13252 




GI 


72524 1.R1084 


Score 


433 





44659 



Exons 12947. .13252 

GI Descrip. ' 50914 96/db'j | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 


43788 








Seq. ID 


OJ000250 42.0303.C52 


Gene No . 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


.0303 


.C52.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


540 








End 


1760 


GI 


none 








Score 


67 


Exons 


540.. 632, 633.. 737, 661 


. .738, 


762. .803, 


762. .800, 807. .854, 




843. .1034, 


859. . 


999, 1047.. 1199, 1060.. 


1182, 1218. .1760, 




1270. .1716 












Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No . 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


.0303 


,C52.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1047 








End 


1473 


GI 


none 








Score 


68 


Exons 


1047. .1199, 


1060 


. . 1182, 


1218 . 


.1469, 1270. .1473 


Sea. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No . 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


. 0303 


,C52.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1371 ~ 








End 


1856 


GI 


none 








Score 


89 


Exons 


1371. .1856, 


1378 


. . 1527, 


1663. 


.1839 




Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No . 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


.0303 


.C52.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


1764 ~~ 








End 


2097 


GI 


none 








Score 


66 


Exons 


1764. .1847, 


1765 


. . 1848, 


1884 . 


.2069, 1885. .2085, 1981. .2097 


Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No . 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


.0303 


.C52.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2253 








End 


2487 


GI 


none 








Score 


98 


Exons 


2253. .2486, 


2332 


. .2487 










43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


.0303 


.C52.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2322 








End 


2765 


GI 


none 








Score 


78 


Exons - 


2322. .2516, 


2520 


. .2765, 


2524. 


.2715 




Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 




"44660 




N 31116 


OJ000250 42. 


0303. 


C52.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2356 ~ 








End 


2822 


GI 


none 








Score 


102 


uAvl I O 


2356. .2544, 


2361. 


. 2516, 


2485 


..2655, 2547. .2663, 2561. .2659, 




2562 . .2672, 


2664 . 


.2768, 


2671 


..2757, 2769.-2822, 2779. .2814 


Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42. 


0303. 


C52 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2610 ~ 








End 


2940 


GI 


none 








Score 


59 


Exons 


2610. .2939, 


2611. 


.2685, 


2652 


..2756, 2707. .2766, 2803. .2940 


Seq. No. 


43788 








Seq. ID 


OJ000250_42 .0303.C52 


Gene No. 


91930 








Strand 


— 


Start 


15916 








End 


16623 


Name 


OJ000250 42. 


0303. 


C52 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2688 ~~ 








End 


3107 


GI 


none 








Score 


105 


Exons 


2688. .2936, 


2692. 


.2937, 


2986 


..3105, 298 


8. .3107 


Seq. No. 


43788 








Seq. ID 


OJ000250_42. 0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42 


0303. 


C52 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2835 ~~ 








End 


3386 


GI 


none 








Score 


64 


Exons 


2835. .2939, 


2845. 


.2940, 


2986 


..3147, 29£ 


8. .3386, 3265. .3288 


Seer No 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42. 


0303. 


C52.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


13429 ~ 








End 


14004 


GI 


none 








Score 


85 


Evon q 


13429 13584 


, 134 


89. .13584, 


13566. .13718, 13567 .. 1374 3, 




13570. . 13785 


, 13738. .13863, 


13753. .13857, 13930.. 14004 


Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42. 


0303. 


C52.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


14083 








End 


14319 


GI 


none 








Score 


199 


Exons 


14083. .14319, 14086. .14175 






Seq. No. 


43788 








Seq. ID 


OJ000250_42.0303.C52 


Gene No. 


91930 








Strand 




Start 


15916 








End 


16623 


Name 


OJ000250 42. 


0303. 


C52.o5 


.gs 


Method 


GENSCAN 


Start 


15916 






End 


16623 


GI 


none 








Score 


.99 


Exons 


15916. .16623 










Seq. No. 


43789 








Seq. ID 


OJ000250_42.0303.C53 


Gene No. 


•91931 








Strand 


+ 



44661 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 2159 

OJ000250_42 . 0303 . C53 . ol . np Method AAT/NAP 
1 End 1925 

7340909 Score 96 

1..33, 1349. .1547, 1628. .1925 

(AP001550) hypothetical protein [Oryza sativa] 



43789 
91931 
1 

OJ000250 

120 

none 



42.0303.C53.ol.gs 



Seq. ID OJ000250_42.0303.C53 

Strand + 

End 2159 

Method GENS CAN 

End 2147 

Score .44 



120. .168, 1115. .1151, 1628. .1859, 2004. .2147 



Seq. No. 43789 Seq. ID 

Gene No. 91931 Strand 

Start 1 End 

Name OJ000250_42 . 0303 . C53 . ol . tc Method 

Start 1842 End 

GI none Score 

Exons 1842.. 2159, 1844.. 2005 



OJ000250_42.0303.C53 
+ 

2159 

TBLASTX: Cress 

2159 

311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43789 Seq. ID 

91931 Strand 

1 . End 
OJ000250_42 . 0303 . C53 . ol . tm Method 

1842 End 

none Score 

1842. .2138, 1844. .2140, 2040. .2147 



OJ000250_42.0303.C53 
+ 

2159 

TBLASTX: Maize 

2147 

374 



Seq. No. 43789 Seq. ID 

Gene No. 91931 Strand 

Start 1 End 

Name OJ000250_42 . 0303 . C53 . ol . tw Method 

Start 1842 End 

GI none Score 

Exons 1842.. 2150, 1844.. 2149 



OJ000250_42 . 0303 .C53 
+ 

2159 

TBLASTX: Wheat 

2150 

380 



Seq. No. 43789 Seq. ID 

Gene No. 91931 Strand 

Start 1 End 

Name OJ000250_42 . 0303 . C53 . ol . ts Method 

Start 1842 End 

GI none Score 

Exons 1842.. 2057, 1844.. 2011 



OJ000250_42.0303.C53 
+ 

2159 

TBLASTX : Soybean 

2057 

272 



Seq. No. 43789 Seq. ID OJ000250_42 . 0303 . C53 

Gene No. 91931 Strand + 

Start 1 End 2159 

Name OJ000250_42.0303.C53.o2.np Method AAT/NAP 

Start 1843 End 2159 

GI 7452044 Score 283 

Exons 1843.. 2159 

GI Descrip. hypothetical protein F27B13.20 - Arabidopsis thaliana 

gii4914402|emb|CAB43653.1| (AL050352) hypothetical protein 
[Arabidopsis thaliana] gi | 7269877 | emb | CAB79736 . 1 | (AL161575) 



44662 



hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43790 Seq. ID 

91932 Strand 

81 End 

OJ000250_42 . 0303 . C54 . o2 . gp Method 

81 End 

5816518 Score 
81. .186 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000250_42.0303.C54 
+ 

186 

AAT/GAP 
186 
163 



Seq. No. 43790 Seq. ID 

Gene No. 91933 Strand 

Start 6340 End 

Name OJ000250_4 2 . 0303 . C54 . o4 . gp Method 

Start 6340 End 

GI. 5816518 Score 

Exons 6340.. 6447 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000250_42.0303.C54 
+ 

6447 
AAT/GAP 
6447 
161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.43790 Seq. ID OJ000250_42 . 0303 . C54 

91934 Strand 

1 End 72 

OJ000250_42.0303.C54 .ol.gp Method AAT/GAP 

1 End 72 

3761181 Score 136 

1. .72 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43790 Seq. ID 

91935 Strand 

2273 End 

OJ000250_42 . 0303 . C54 .ol .np Method 

2273 End 

7106512 Score 



OJ000250_42.0303.C54 

6331 
AAT/NAP 
6185 
3711 



2273.-2646, 2701. .3731, 4537. .6052, 6126. .6185 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000250_42.0303.C54 

6331 
AAT/GAP 
6331 
414 



43790 Seq. ID 

91935 Strand 
2273 End 
OJ000250_42 . 0303 . C54 . o3 . gp Method 
6083 End 
3761181 Score 
6083. .6331 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

43791 Seq. ID OJ000250_42 . 0303 . C55 

91936 Strand + 
8302 End 14379 
OJ000250_42.0303.C55.ol.np Method AAT/NAP 
8302 End 14379 



44663 



10047. .10195, 



GI 5922631 Score 6615 

Exons 8302.. 8426, 8685.-8932, 9182.. 9384, 9430.. 10004, 

10322. .11245, 11852. .14379 
GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


43791 








Seq. ID 


OJ000250 


Gene No. 


91937 








Strand 




Start 


2752 








End 


7407 


Name 


OJ000250 42 


.0303 


C55.ol 


.gp 


Method 


AAT/GAP 


Start 


2752 








End 


3232 


GI 


none 








Score 


929 


Exons 


2752. .3232 












Seq. No. 


43791 








Seq. ID 


OJ000250 


Gene No. 


91937 








Strand 




Start 


2752 








End 


7407 


Name 


OJ000250 42 


.0303 


C55.ol 


.gs 


Method 


GENS CAN 


Start ' 


2834 








End 


7407 


GI 


none 








Score 


.65 


Exons 


2834. .2897, 


3150 


.3488, 


3584. 


.3726, 3871. .4012, 




7378. .7407 













42.0303.C55 



5794. .5895, 



Seq. No. 43791 Seq. ID 

Gene No. 91937 Strand 

Start 2752 End 

Name OJ000250_42 . 0303 . C55 . o2 . gp Method 

Start 3320 End 

GI 58375_1.R1084 Score 

Exons 3320.. 3488, 3584.. 3726, 3931.. 4012, 
GI Descrip. 



OJ000250_42.0303.C55 

7407 
AAT/GAP 
4195 
737 
4118. .4195 



f 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. No. 


43791 


Seq. ID 


OJ000250_42.0303 


C55 


Gene No. 


91938 


Strand 






Start ■ 


14736 


End 


17718 




Name 


OJ000250 42.0303.C55.o7.tw 


Method 


TBLASTX: Wheat 




Start 


9609 


End 


10011 




GI 


none 


Score 


297 




Exons 


9609.. 9878, 9610.. 10011 








Seq. No. 


43791 


Seq. ID 


OJ000250_42.0303 


C55 


Gene No. 


91938 


Strand 






Start 


14736 


End 


17718 




Name 


OJ000250 42.0303.C55.o6.tw 


Method 


TBLASTX: Wheat 




Start 


10618 


End 


11019 




GI 


none 


Score 


353 




Exons 


10618. .11019, 10680.. 11006 








Seq. No. 


43791 


Seq. ID 


OJ000250_42.0303 


C55 


Gene No. 


91938 


Strand 






Start 


14736 


End 


17718 





44664 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_42.0303.C55.ol.tw 

11262 

none 

11262. .11717, 11263.. 11718 

43791 
91938 
14736 

OJ000250_42.0303.C55.o3.ts 

11302 

none 

11302. .11526, 11533. .11667 



43791 
91938 
14736 

OJ000250_42.0303.C55, 

11392 

none 

11392. .11748, 11433., 



Method 

End 

Score 



TBLASTX: Wheat 

11718 

472 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Soybean 

End 11667 

Score 126 



Seq. ID OJ000250_42.0303.C55 
Strand 

17718 

TBLASTX: Maize 
11748 
366 



End 

Method 
End 
Score 



o3 . tm 
11738, 11455.. 11748 



43791 
91938 
14736 

OJ000250_42.0303.C55.o2.tw 

11833 

none 

11833. .12252, 11877.. 12257 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX: Wheat . 

End 12257 

Score 446 



43791 
91938 
14736 

OJ000250_42.0303.C55.ol.ts 
11881 
none 

11881. .12312, 11928. .12071, 12108.. 12278 



Seq. ID OJ000250_42.0303.C55 
Strand 

17718 

TBLASTX : Soybean 
12312 
318 



End 

Method 

End 

Score 



43791 
91938 
- 14736 

OJ000250_42.0303.C55.o2.tm 
11979 
none 

11979. .12233, 11980 .. 12234 , 12255 12386, 12256 .. 12399, 
12397. .12423 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Mai ze 

End 12423 

Score 275 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



43791 
91938 
14736 

OJ000250_42.0303.C55.o8.tw 
12261 
none 

12261. .12338, 12262 12543, 12295.. 12546 



Seq. ID OJ000250_42.0303.C55 
Strand 

17718 

TBLASTX: Wheat 
12546 
276 



End 

Method 

End 

Score 



43791 
91938 
14736 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 



44665 



Name OJ000250_42 . 0303 .C55 . o2 . ts 

Start 12538 

GI none 

Exons 12538. .12642, 1254 6 .. 12926, 

Seq. No. 43791 

Gene No. 91938 

Start 14736 

Name OJ000250_42 . 0303 .C55 . o4 . tw 

Start 12547 

GI none 

Exons 12547. .12969, 12555. ,12959 



Method TBLASTX : Soybean 

End 12926 

Score 88 
12681. .12755, 12682. .12924 

Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Wheat 

End 12969 

Score 415 



Seq. . No. 43791 

Gene No. 91938 

Start 14736 

Name OJ000250_42 . 0303 . C55 . o5 . tm 

Start 12799 

GI none 

Exons 12799. .13053 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Mai ze 

End 13053 

Score 191 



Seq. No. 43791 

Gene No. 91938 

Start 14736 

Name OJ000250_42 . 0303 .C55 . olO . tw 

Start 12985 

GI none 

Exons 12985. .13119, 13144.. 13284 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Wheat 

End 13284 

Score 130 



Seq. No. 43791 

Gene No. 91938 

Start 14736 

Name OJ000250_42 . 0303 . C55 . ol . tm 

Start 13281 

GI none 

Exons 13281. .13592, 13282 .. 13605, 
13597.. 13644 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Mai ze 

End 13644 

Score 443 
13302. .13616, 13596. .13643, 



Seq. No. 43791 

Gene No. 91938 

Start 14736 

Name OJ000250_42 . 0303 . C55 . o3 . tw 

Start 13287 

GI none 

Exons 13287 . . 13598, 13288 . . 13674 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Wheat 

End 13674 

Score 417 



Seq. No. 43791 

Gene No. 91938 

Start 14736 

Name 0 J000250_42 . 0303 . C55 . o5 . tw 

Start 13789 

GI none 

Exons 13789. .14067, 13809 .. 13898 , 
14266. .14403 



Seq. ID OJ000250_42.0303.C55 
Strand 

End 17718 

Method TBLASTX : Wheat 

End 14403 

Score 267 
13950. .14 051, 14122. .14280, 



Seq. No. 
Gene No. 



43791 
91938 



Seq. ID OJ000250_42.0303.C55 
Strand 



44666 




Start 


14736 




End 


17718 


Name 


OJ000250 42 0303 C55 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


14131 ~~ 




End 


14364 


GI 


none 




Score 


152 


Exons 


14131. .14283, 14262. 


.14363, 


14263. .14364 


Seq. No. 


43791 




Seq. ID 


OJ000250_42.0303 


Gene No. 


91938 




Strand 




Start 


14736 




End 


17718 


Name 


OJ000250 42.0303.C55 


. o3.gs 


Method 


GENSCAN 


Start 


14736 




End 


17718 


GI 


none 




Score 


.89 


Exons 


14736. .15184, 15257. 


.15361, 


15433. .15622, 15698. .15885, 



15960. .16336, 164 19 .. 16576, 16795 .. 17120, 17550.. 17718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
£3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43791 
91938 
14736 

OJ000250_42.0303.C55.o2.np 

14739 

6691716 

14739. .15184, 15257. 
16069. .16336, 16419. 



OJ000250 42.0303.C55 



Seq. ID 
Strand 

End 17718 
Method AAT/NAP 
End 17 67 9 

Score 2345 
15511. .15622, 15698. .15892, 
16809. .17679 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



15361, 
16611, 



43791 Seq. ID 

91938 Strand 

14736 End 
OJ000250_42.0303.C55.o9.tw Method 

17269 End 

none Score 
17269. .17559 



OJ000250_42 . 0303 .C55 
17718 

TBLASTX: Wheat 

17559 

209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43792 Seq. ID OJ000130_45 . 0328 . C2 

91939 Strand + 

4351 End 9463 

OJ000130_45 . 0328 . C2 . ol . np Method AAT/NAP 

4351 End 9463 

5922631 Score 1108 

4351. .4405, 4664. .4812, 5941. .6367, 6410. .6662, 6789. .9173, 
9383. .9463 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 43792 Seq. ID 

Gene No. 91939 Strand 

Start 4351 End 

Name OJ000130_4 5 . 0328 . C2 . o5 . tw Method 

Start 5939 End 

GI none Score 



OJ000130_45.0328.C2 
+ 

9463 

TBLASTX: Wheat 

6337 

61 • 



44667 




Exons 


5939. . 5989, 


5990 


. . 6103, 


6001. 


.6093, 6062.. 6337, 6062.. 6232 




6076. . 6288 












Seq. No. 


43792 








Seq. ID 


OJ000130_45. 0328.C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5984 








End 


6223 


GI 


none 








Score 


188 


Exons 


5984. . 6223 












Seq. No. 


43792 








Seq. ID 


OJ000130_45.0328.C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


6968 








End 


7423 


GI 


none 








Score 


137 


Exons 


6968. .7150, 


6976 


. .7149, 


7187. 


.7423, 7189. .7305, 7199. .7366 


Seq. No. 


43792 








Seq. ID 


OJ000130_4 5. 0328 .C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7580 








End 


7944 


GI 


none 








Score 


394 


Exons 


7580. .7939, 


7595 


. .7918, 


7600. 


.7944 




Seq. No. 


43792 








Seq. ID 


OJ000130_45.0328.C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


. C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7745 ~ 








End 


7951 


GI 


none 








Score 


262 


Exons 


7745. .7951, 


7799 


. .7939, 


7807. 


.7947 




Seq. No. 


43792 








Seq. ID 


OJ000130_45.0328.C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8277 ~ 








End 


8582 


GI 


none 








Score 


342 


Exons 


8277. .8582, 


8294 


. .8581 








Seq. No. 


43792 








Seq. ID 


OJ000130_45.0328.C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


. C2 . o2 • 


tw 


Method 


TBLASTX: Wheat 


Start 


8277 ~ 








End 


8660 


GI 


none 








Score 


359 


Exons 


8277. .8660, 


8285 


. .8659 








Seq. No. 


43792 








Seq. ID 


OJ000130_45.0328.C2 


Gene No. 


91939 








Strand 


+ 


Start 


4351 








End 


9463 


Name 


OJ000130 45 


.0328 


.C2.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8784 








End 


9170 


GI 


none 








Score 


317 



44668 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8784,. 9170, 8798. .8887, 8799.. 8972, 8933. .9040 



43793 Seq. ID 

91940 Strand 

1 End 

OJ000130_45 . 0328 . C3 . o3 . np Method 

1 End 

7228457 Score 
1..17, 5546. .5775 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000130_45.0328.C3 
+ 

7187 
AAT/NAP 
5775 
196 



43793 Seq. ID 

91940 Strand 
1 End 
OJ000130_45 . 0328 .C3 . ol . gp Method 
127 End 
61605_1.R1084 Score 
127. .378 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000130_45.0328.C3 
+ 

7187 
AAT/GAP 
378 
436 



43793 Seq. ID 

91940 Strand 

1 End 

OJ000130_45 . 0328 . C3 . ol . gs Method 

211 End 

none Score 



OJ000130_45.0328.C3 
+ 

7187 
GENSCAN 
3664 
.58 



211. .243, 489. .682, 916. .1848, 3173. .3664 



43793 
91940 
1 

OJ000130_45 . 0328 . C3 . ol . np 
916 

6983860 
916. .1953 
(AP001168) 
(AF061282) 



Seq. ID OJ000130_45.0328.C3 

Strand + 

End 7187 

Method AAT/NAP 

End 1953 

Score 988 



Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
[Oryza sativa] 



43793 
91940 
1 

OJ000130_45.0328.C3.o2.np 

3198 

6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3198. .3412, 4056. .4087, 4724.-4897 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000130_45.0328.C3 
+ 

7187 
AAT/NAP 
4897 
328 



43793 Seq. ID 

91940 Strand 

1 End 

OJ000130_45 . 0328 . C3 . o2 . gs Method 

4745 End 



OJ000130_45.0328.C3 
+ 

7187 

GENSCAN 

7187 



44669 






none 


Score 


.77 






Exons 




..5761, 7081. .7187 






beq. no. 




Seq. ID 


OJ000130_ 






Gene No. 


91941 


Strand 


+ 






Start 


15060 


End 


17160 






Name 


OJ000130 45.0328.C3.o5.np 


Method 


AAT/NAP 






otart 


15060 


End 


17160 








7523517 


Score 


352 






Exons 


15060. .15357, 15502 .. 15547 , 


16803. .16951, 17142. 


1 7 1 fid 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






beq. NO. 


43793 


Seq. ID 


OJ000130_ 


a ^ n^? ft 




bene no . 


91942 


Strand 








Start 


1010 


End 


1497 






Name 


OJ000130 45.0328.C3.o2.gp 


Method 


AAT/GAP 






Of -j —.+. 

btart 


1010 


End 


1497 








uC-osflcypl62a07al 


Score 


690 






Exons 


1010. .1237, 1337. .1497 










GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2.0e 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. indica] 










oeq. in 0 . 


43793 


Seq. ID 


OJ000130_ 


45.0328 


• C3 


Gene No. 


91943 


Strand 








Start 


9567 


End 


10006 






Name 


OJ000130 45.0328.C3.o3.gs 


Method 


GENSCAN 






Start 


9567 


End 


10006 






GI 


none 


Score 


.9 






Exons 


9567.. 9828, 9972.. 10006 











Seq. No. 43793 
Gene No. 91944 
Start 11571 

Name OJ000130_45 . 0328 .C3 . o4 . gs 

Start 11571 
GI none 
Exons 11571. 

13413. 

14155. 

16911. 



.12088, 12199. .12344, 

13465, 13487. .13610, 

14356, 14504. .14897, 
.17155 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12607. .13248, 
13677. .13801, 
14913. .14959, 



OJ000130 45. 0328. C3 



17155 
GENSCAN 
17155 
.7 

13331. 
13969. 
15993. 



.13389, 
. 14042, 
,16165, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43793 Seq. ID OJ000130_4 5 . 0328 . C3 

91944 Strand 

11571 End 17155 

OJ000130_4 5 . 0328 . C3 . o4 . np Method AAT/NAP 

12483 End 13764 

6721561 Score 1208 

12483. .13248, 13331 .. 13610, 13696.. 13764 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 |dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No, 
Gene No, 
Start 



43793 
91945 
18135 



Seq. ID 

Strand 

End 



OJ000130 45. 0328. C3 



19932 



44670 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method GENSCAN 
End 19932 
none Score .49 

18135. .18327, 18997 .. 19319, 19534 .. 19719, 19792. .19932 



OJ000130_4 5 . 0328 . C3 . o5 . gs 
18135 



43793 
91946 
22642 

-OJ000130_45.0328.C3-ol.tw 
1078 
none 



Seq. ID OJ000130_45.0328.C3 
Strand 

End 27360 

Method TBLASTX : Wheat 

End 1434 

Score 284 



1078. .1434, 1086. .1256, 1293. .1433 



End 

Method 

End 

Score" 



43793 
91946 
22642 

OJ000130_45.0328.C3.ol.tm 
1315 . 
none 

1315. .1578, 1341. .1502 

43793 
91946 
22642 

OJ000130_45.0328.C3.o6.gs 
22642 
none 

22642. .23185, 25645 .. 25776, 26603.. 27360 



Seq. ID OJ000130_45.0328.C3 
Strand 

27360 

TBLASTX: Maize 
1578 
211 



Seq. ID OJ000130_45.0328.C3 
Strand 

27360 
GENSCAN 
27360 
.51 



End 

Method 

End 

Score 



Seq. ID OJ000130__45.0328.C3 
Strand 

End 27360 
Method AAT/NAP 
End 27150 
Score 315 

22651. .22742, 22972 .. 23185, 25645 .. 25775 , 27104. .27150 
(AC007660) putative WRKY-type DNA binding protein [Arabidopsis 
thaliana] 



43793 
91946 
22642 

OJ000130_45.0328.C3.o6.np 
22651 
4895219 



r — 
: : 

- sr 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43794 
91947 
99 

OJ000130_45 . 0328 . C4 . ol . gs 
99 

none 
99. .290 



Seq. ID OJ000130_45.0328.C4 

Strand + 

End 290 

Method GENSCAN 

End 290 

Score . 7 



43795 
91948 
3371 

OJ000130_45.0328.C5.o3.np 
3371 
5295955 



Seq. ID OJ000130_45.0328.C5 
Strand + 

20478 
AAT/NAP 
20478 
941 



End 

Method 
End 
Score 

3371. .3432, 7518. .7890, 9368.-9482, 17340 .. 17523, 17778 .. 17847 , 
18390. .18504, 19185 .. 19384 , 19963 .. 20166, 20246 .. 20312, 
20352.. 20478 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 



44671 




[Oryza sativa] 



Seq. No. 


43795 


Seq. ID 


OJ000130_45. 0328 


,C5 




91948 


Strand 


+ 






3371 


End 


20478 




Name 


OJ000130 45.0328.C5.o2.np 


Method 


AAT/NAP 




Of -j -y-f- 


4219 


End 


6005 




GI 


6721512 


Score 


96 




pyrin q 


4219. .4314, 4342. .4474, 5978 


. .6005 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




^orr Kin 


43795 


Seq. ID 


OJ000130_45.0328 


.C5 




91948 


Strand 


+ 




OLal L 


3371 


End 


20478 




Name 


OJ000130 45.0328.C5.o3.gs 


Method 


GENS CAN 




Start 


9278 


End 


10672 




rij 
ul 


none 


Score 


. 67 






9278.. 9445, 9736.. 9797, 10068 .. 10224 , 


10634. .10672 




Seq. No. 


43795 


Seq. ID 


OJ000130_45.0328 


.C5 


Utile LN^J • 


91948 


Strand 


+ 




Of a r f 


3371 


End 


20478 




Name 


OJ000130 45.0328.C5.o5.gs 


Method 


GENSCAN 




OLalL 


15256 


End 


19008 




rr 
ul 


none 


Score 


.57 






1525.6. .15257, 15832 16129, 


16176. .16278, 16454 16605, 






17317. .17370, 17778. .17915, 


18390. .18513, 18920. .19008 




Seq. No. 


43795 


Seq. ID 


OJ000130_45.0328 


.C5 




91949 


Strand 






Of ar f 
O Lai. L. 


2303 


End 


3011 




Name 


OJ000130 45.0328.C5.ol.np 


Method 


AAT/NAP 






2303 


End 


3011 




GI 


5042454 


Score 


338 






2303. .2788, 2870. .3011 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




JC^ . Vi\J • 


43795 


Seq. ID 


OJ000130_45.0328 


.C5 




91950 


Strand 






Of ar f 

O Lai L 


7249 


End 


7827 




Name 


OJ000130 45.0328.C5.o2.gs 


Method 


GENSCAN 




Start 


7249 


End 


7827 






none 


Score 


.92 




Exons 


7249.-7448, 7686. .7827 








Ofirr Nn 

OC^ • LN KJ * 


43795 


Seq. ID 


OJ000130_45.0328 


.C5 


UCllC IN (J • 


91951 


Strand 






Cf a Y-f 


19953 


End 


20376 




IN aiue 


OJ000130 45.0328.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2309 


End 


2700 




GI 


none 


Score 


94 




Exons 


2309.. 2560, 2310. .2561, 2552 


..2653, 2560. .2655, 2656. .2700 


Seq. No. 


43795 


Seq. ID 


OJ000130_45.0328 


.C5 


Gene No. 


91951 


Strand 






Start 


19953 


End 


20376 




Name 


OJ000130 45.0328.C5.o2.tw 


Method 


TBLASTX: Wheat 





44672 



0 4- -i vf 

btart 


1 £K) 1 


Fnd 


7422 


GI 


none 


Score 


1 HQ 


Exons 


*79£T 1A00 7968 7490 






Seq. No. 


43795 


Seq. ID 


OJ000130 


Gene No. 


91951 


Strand 




otarL 




End 


20376 


Name 




Method 


GEN SCAN 






End 


20376 


GI 


none 


Score 


.73 


Exons 


i qqcq 9nn£n 9nnfiQ ?oi70 


20263. .20376 


C orr Mo 
OC^ • IN w • 


43796 


Seq. ID 


OJ000130 


Gene No. 


91952 


Strand 


+ 


Start 


55 


End 


6365 


Name 


OJ000130 45.0328.C6.ol.gs 


Method 


GENSCAN 


Start 


55 


End 


6365 


GI 


none 


Score 


.54 


Exons 


55. .170, 747. .995, 1061. .1263, 1743.. 


1944, 2304 



,2734, 



3319.. 3385, 3810.. 4066, 5525.. 5814, 6345.-6365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43796 Seq. ID 

91952 Strand 

55 End 

OJ000130_4 5 . 0328 . C6 . ol . np Method 

2311 " End 

6630739 Score 
2311. .2700 

(AL132958) pectate lyase-like protein [Arabidopsis thaliana] 



OJ000130_45.0328.C6 
+ 

6365 
AAT/NAP 
2700 
476 



43796 Seq. ID 

91953 Strand 

8578 End 

OJ000130_4 5 . 0328 . C6 . o2 . np Method 

8578 End 

4680186 Score 



OJ000130_45.0328.C6 
+ 

10137 
AAT/NAP 
10137 
189 



8578.. 8803, 9385.. 9449, 10084.. 10137 

(AF111709) unknown [Oryza sativa subsp. indica] 



43796 
91954 
10427 

OJ000130_4 5 . 0328 . C6 . o3 . np 

10427 

6907086 



Seq. ID OJ000130_45.0328.C6 

Strand + 

End 12039 

Method AAT/NAP 

End 12039 

Score 562 



10427. .11201, 11260. .11518, 11568 .. 11599, 11705. .12039 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000130_45.0328.C6 
Strand 

End 12646 

Method TBLASTX : Cres s 

End 2688 

none Score 223 

2308. .2568, 2370. .2456, 2496. .2564, 2566. .2688, 2568. .2663, 
2569. .2688 



43796 
91955 
12338 

OJ000130_45 . 0328 . C6 . ol . tc 
2308 



44673 



Seq. No. 


43796 


Seq. ID 


OJ000130_45.0328 


.C6 


Gene No. 


91955 


Strand 






OLdLl. 


1 ?33fl 


End 


12646 




Name 


n.TnfiDI 30 039ft 


P6 nl tw Method 


TBLASTX: Wheat 




O Lai L 




End 


2625 




/*"T 
b± 


none 


Score 


230 




Exons 


2308 2610 2403 


. .2609, 2476. .2625 






Seq. No. 


43796 


Seq. ID 


OJ000130_45.0328 


.C6 


Gene No. 


91955 


Strand 








1 933fi 


End 


12646 




Name 


n.mnm 3fl 4S 032ft 


.C6.ol.tm Method 


TBLASTX: Maize 






0 *3f|ft ~~ 

1 JUO 


End 


2693 




bl 


none 


Score 


465 




Exons 


23fifi 268ft 2370 


..2663, 2479.-2688, 2556. .2693 




Seq. No. 


43796 


Seq. ID 


OJ000130_45.0328 


.C6 


Gene No. 


91955 


Strand 






Q-t- a -rt" 
OLdl L 


i ?33ft 

1l JJO 


End 


12646 




Name 


n.Tnnni 30 032ft 


■C6.ol.ts Method 


TBLASTX : Soybean 




otart 


9393 ~ 


End 


2693 




bl 


none 


Score 


398 




Exons 


2323 2688 2370 


..2687, 2476.-2688, 2577. .2693 




beq. ino . 


*± o / y o 


Seq. ID 


OJ000130_45.0328 


.C6 


bene inu . 


91955 


Strand 






Start 


12338 


End 


12646 




Name 


OJ000130 45.0328 


. C6.o4.np Method 


AAT/NAP 




oiari. 


12338 


End 


12646 




bl 


103076 


Score 


125 




Exons 


12338. .12646 








bl uescrip. 


Bkm-like sex-determining region hypothetical protein CS314 




fruit fly (Drosophila melanogaster ) (fragment) 




Seq. No. 


43797 


Seq. ID 


OJ000130_45.0328 


.C7 


Gene No. 


91956 


Strand 


+ 




O Lai L 


2726 


7_End* 


3103 




Name 


OJ000130 45.0328 


.C7.ol.gp Method 


AAT/GAP 




Of -i v+- 


2726 


End 


3103 




bl 


none 


Score 


720 




Exons 


2726. .3103 








C ^ M/^ 
OCvj • LN(J . 


43798 


Seq. ID 


OJ000130_45.0328 


.C8 


Gene No. 


91957 


.Strand 


+ 




Start 


1 


End 


4118 




Name 


OJ000130 45.0328 


.C8.ol.gp Method 


AAT/GAP 




Start 


1 


End 


453 




GI 


9201 1.R1084 


Score 


893 




Exons 


1. .453 









GI Descrip. 1 39150 96/sp I 024312 | TCM0_P0PTM 9.0e-69 TRANS-CINNAMATE 

4 -MONOOXYGENASE (CINNAMIC ACID 4 -HYDROXYLASE) (CA4H) (C4H) 
(P450C4H) (CYTOCHROME P450 73) >gi_1574976 (U47293) 
trans-cinnamate 4-hydroxylase [Populus tremuloides] 1 



Seq. No. 
Gene No. 
Start 



43798 
91957 
1 



Seq. ID OJ000130_45.0328.C8 
Strand + 
End 4118 



44674 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000130_45 . 0328 . C8 . ol . np Method AAT/NAP 

1 End 4115 

417863 Score 1839 

1..697, 2322. .2438, 3523. .4115 

TRANS-CINNAMATE 4 -MONOOXYGENASE (CINNAMIC ACID 4 -HYDROXYLASE) 
(CA4H) (C4H) (P450C4H) (CYTOCHROME P450 73) 
gi| 476982 Ipir | IA47454 trans-cinnamate 4-monooxygenase (EC 
1.14.13.11) - Jerusalem artichoke gi | 18859 | emb | CAA78982 . 1 | 
(Z17369) trans-cinnamate 4-monooxygenase [Helianthus tuberosus] 



43798 
91957 
1 

OJ000130_45 . 0328 . C8 . ol . gs 
70 

none 



Seq. ID OJ000130_45.0328.C8 



Strand 
End 

Method 

End 

Score 



+ 

4118 
GENS CAN 
4118 
.82 



70. .680, 2317. .2438, 2780. .2816, 3464. .4118 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130 
+ 

4118 
AAT/GAP 
3873 
899 



45. 0328. C8 



43798 
91957 
1 

OJ000130_4 5 . 0328 . C8 . o2 . gp 
2303 

15552_1.R1084 
2303.. 2438, 3523.. 3873 

' 3 9150 8 5 /sp | P92994 | TCMO_ARATH 2.0e-62 TRANS-CINNAMATE 
4-MONOOXYGENASE (CINNAMIC ACID 4 -HYDROXYLASE ) . (CA4H) (P450C4H) 
(CYTOCHROME P450 73) >gi_1773289 (U71081) 

cinnamate-4-hydroxylase [Arabidopsis thaliana] >gi_194 6370 
(U93215) cinnamate-4-hydroxylase [Arabidopsis thaliana] • 



Seq. No. 43798 

Gene No. 91958 

Start 5538 

Name OJ000130_4 5 . 0328 . C8 . o4 . gp 

Start 5538 

GI 2312838 

Exons 5538.. 5597 

GI Descrip. 1420932/gb | U61383 | ORU61383 



Seq. ID OJ000130_45.0328.C8 

Strand + 

End 5597 

Method AAT/GAP 

End 5597 

Score 65 

7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 43798 Seq. ID 

Gene No. 91959 Strand 

Start 10607 End 

Name OJ000130_4 5 . 0328 . C8 . o3 . np Method 

Start 10607 End 

GI 119713 Score 

Exons 10607. .10900, 1154 6 .. 11611, 12286.. 12419 

GI Descrip. EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN) 

gi|21627|emb|CAA39485| (X56010) hydroxyproline-rich 

glycoprotein [Sorghum bicolor] 



OJ000130_45.0328.C8 
+ 

16515 
AAT/NAP 
12419 
137 



Seq. No. 43798 

Gene No. 91959 

Start 10607 

Name OJ000130_45 . 0328 . C8 . o4 . gs 

Start 11171 



Seq. ID OJ000130_45.0328.C8 

Strand + 

End 16515 

Method GENSCAN 

End 14859 



44675 



GI 

Exons 



none Score .75 

11171. .11189, 12252. .12543, 12599 .. 13037 , 13158 .. 13316, 

13339. .13413, 14272. .14859 



beq. wo. 


43798 


Seq. ID 


OJ000130_45.0328 


.C8 


bene no . 


91959 


Strand 


+ 




Of n -.4- 

b tan 


10607 


End 


16515 




Name 


OJ000130 45.0328:C8.o4.np 


Method 


AAT/NAP 




Of a — 4- 

b tart 


12717 


End 


16515 






6979320 


Score 


1432 




Exons 


12717. .13037, 13102. .13413, 


14272. .14966, 15205 15409, 






15542. .15951, 16059.. 16515 










(AF172282) hypothetical protein [Oryza 


sativa] 




beq. no. 


43798 


Seq. ID 


OJ000130_45.0328 


. C8 


bene no. 


91959 


Strand 


+ 




otart 


10607 


End 


16515 




Name 


OJ000130 45.0328.C8.o5.gs 


Method 


GEN SCAN 




Start 


15222 


End 


16378 




GI 


none 


Score 


.87 




Exons 


15222. .15564, 15868 15951, 


16059. .16378 




beq. no. 


43798 


Seq. ID 


OJ000130_45.0328 




Gene No. 


91960 


Strand 


+ 




Of - v>f 

start 


34251 


End 


35399 




Name 


OJ000130 45.0328.C8.o7.gs 


Method 


GENSCAN 




btart 


34251 


End 


35399 




ul 


none 


Score 


.65 




Exons 


34251. .35399 








beq. no. 


43798 


Seq. ID 


OJ000130_45.0328 


.C8 


bene no. 


91961 


Strand 






btart 


3875 


End 


4341 




Name 


OJ000130 45.0328.C8.o3.gp 


Method 


AAT/GAP 




Of a v+- 

btart 


3875 


End 


4341 




bl 


2343 1.R1084 


Score 


882 




Exons 


3875. .4341 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


i 


beq. no. 


43798 


Seq. ID 


OJ000130_45.0328 




Gene No. 


91962 


Strand 






btart 


4486 


End 


5801 




Name 


OJ000130 45.0328.C8.o2.gs 


Method 


GENSCAN 




Pf - v4- 

btart 


4486 


End 


5801 




r* t 
bl 


none 


Score 


.53 




Exons 


4486.. 4514, 4711.. 4862, 5608 


. .5801 






Seq. No. 


43798 


Seq. ID 


OJ000130_45.0328 


.C8 


Gene No. 


91963 


Strand 






Start 


6475 


End 


10958 




Name 


OJ000130 45.0328.C8.o3.gs 


Method 


GENSCAN 




Start 


6475 


End 


10958 




GI 


none 


Score 


.74 




Exons 


6475. .6689, 6845. .6910, 8936 


..9068, 9813.. 9922, 10368.. 


10445, 




10565. .10958 









44676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43798 Seq. ID OJ000130_4 5 . 0328 . C8 

91963 Strand 

6475 End 10958 

OJ000130_45 . 0328 . C8 . o2 . np Method AAT/NAP 

6478 End 6887 

7487752 Score 75 

6478. .6709, 6841. .6887 

hypothetical protein T6H20.110 - Arabidopsis thaliana 

gi|5541673|emb|CAB51179.1| (AL096859) putative protein 
[Arabidopsis thaliana] 



Seq. No. 43798 
Gene No. 91964 
Start 17085 

Name OJ000130_45. 0328 .C8 .o6.gs 

Start 17085 
GI none 
Exons 17085. 

18874. 

21134. 

23276. 

24423. 

28457. 

32168. 



.17561, 17621. 

,19065, 19255. 

,21228, 21506. 

,23301, 23333. 

,24518, 24949. 

,28574, 28640. 
,32241 



.17847, 
.19539, 
.21616, 
.23411, 
.24975, 
.28833, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18204 

19634 



OJ000130 45. 0328. C8 



32241 
GENSCAN 
32241 
.46 

18543, 18576. 
19948, 20922. 



21695. .21850, 22412. 
23756. .24037, 24091, 
25077. .25188, 27282, 



. 18781, 
20994, 
22507, 
,24259, 
,27311, 



29425. .29692, 31059 .. 31378 , 



Seq. No. 43798 

Gene No. 91964 

Start 17085 

Name OJ000130_4 5 . 0328 . C8 . o5 . np 

Start 17609 

GI 6815062 

Exons 17609. .17841, 17896 .. 17916, 
19142. .19539, 19634 .. 19904 , 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18204. .18781, 
20922. .20994, 



OJ000130 45. 0328. C8 



32241 
AAT/NAP 
21369 
2670 

18874, 
21213, 



,19065, 
,21369 



(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ000130_45.0328.C8 

32241 
AAT/GAP 
22882 
873 



43798 Seq. ID 

91964 Strand 
17085 End 
0 J000130_45 . 0328 . C8 . o5 . gp Method 
22416 End 
2312698 Score 
22416. .22882 

43798 Seq. ID 

91965 Strand 
36817 End 
OJ000130_45 . 0328 . C8 . ol . tc Method 
1 End 
none Score 
1..696, 3. .68, 139. .348, 144. .467, 549. .581, 2342. .2437, 
2347. .2445, 3518. .3625, 3519. .3626, 3602. .4108, 3627. .4106, 
4147. .4188, 4161. .4196 



OJ000130_45.0328.C8 
41913 

TBLASTX: Cress 

4196 

931 



43798 
91965 



Seq. ID 
Strand 



OJ000130 45. 0328. C8 



44677 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36817 End 

OJ000130_45 . 0328 . C8 . ol . tm Method 

1 End 

none Score 



41913 

TBLASTX: Maize 

4118 

138 



1..81, 3. .71, 4. .81, 85. .714, 138. .467, 521. .547, 543. .689, 
2311. .2445, 2313. .2357, 2314. .2433, 2371. .2433, 3518. .3625, 
3519. .3626, 3602. .4117, 3627. .4118 



43798 
91965 
36817 

OJ000130_4 5.0328.C8.ol.ts 
1 

none 

1..681, 3. .71, 144. .467, 546. 
3518.. 3625, 3519. .3626, 3626. 
3878. .4108 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000130 45. 0328. C8 



41913 

TBLASTX : Soybean 
4108 
947 

581, 2314. .2445, 2339. .2437, 
3820, 3627.. 4106, 3648.. 3830, 



Seq. No. 43798 Seq. ID 

Gene No. 91965 Strand 

Start 36817 End 

Name OJ000130_45 . 0328 . C8 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..255, 3.. 71, 138. .254 

Seq. No. 43798 Seq. ID 

Gene No. 91965 Strand 

Start 36817 End 

Name OJ000130_45 . 0328 . C8 . o4 . tw Method 

Start 3795 End 

GI none Score 

Exons 3795.. 3890, 3899.. 4108, 3900.. 4133 

Seq. No. 43798 Seq. ID 

Gene No. 91965 Strand 

Start 36817 End 

Name OJ000130_45 . 0328 . C8 . 08 . tw Method 

Start 15579 End 

GI none Score 

Exons 15579. . 15959 



OJ000130_45.0328.C8 
41913 

TBLASTX: Wheat 

255 

412 



OJ000130_45.0328.C8 
41913 

TBLASTX: Wheat 

4133 

91 



OJ000130_45.0328.C8 
41913 

TBLASTX: Wheat 

15959 

181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43798 
91965 
36817 

OJ000130_45.0328.C8.o3.tm 

19003 

none 

19003. .19077, 19036. .19077, 
19143. .19448, 19473 .. 19547 , 

43798 
91965 
36817 

OJ000130_45 . 0328 . C8 . 08 . gs 

36817 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
19139. .19426, 
19478. .19546, 



OJ000130 45. 0328. C8 



41913 

TBLASTX: Maize 
19700 
46 

19139. .19450, 
19611. .19700 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130_45.0328.C8 

41913 
GENSCAN 
41913 
.45 



44678 



Exons 



36817. .37023, 38444 38524 , 39012 .. 3911 6, 40738. .41913 



Seq. No. 43798 

Gene No. 91965 

Start 36817 

Name OJ000130_45 . 0328 .C8 .06. tm 

Start 38961 

GI none 

Exons 38961. .39062, 38983 39075, 
39142. .39255 



Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Maize 

End 39255 

Score 38 
39057. .39254, 39060 39254 , 



Seq. No. 43798 

Gene No. 91965 

Start 36817 

Name OJ000130_45 . 0328 . C8 . o5 . tw 

Start 39331 

GI none 

Exons 39331. .39564, 39333 .. 39440, 

Seq. No. 43798 

Gene No. 91965 

Start 36817 

Name OJ000130_45 . 0328 . C8 . o4 . tm 

Start 39430 

GI none 

Exons 39430. .39507, 39525.-39896, 



' Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Wheat 

' End 39701 

Score 121 
39510. .39701 

Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Mai ze 

End 39897 

Score 70 
39709. .39897 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43798 
91965 
36817 

OJ000130_45.0328.C8.o3.tw 

39795 

none 

39795. .39911, 39939. . 39977, 

43798 
91965 
36817 

OJ000130_45.0328.C8.o2.ts 

39969 

none 

39969. .40154, 40143 .. 40370, 



Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Wheat 

End 40346 

Score 287 
39984. .40346 

Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Soybean 

End 40496 

Score 114 
40171. .40380, 40440. .40496 



Seq. No. 43798 

Gene No. 91965 

Start 36817 

Name OJ000130_45 . 0328 . C8 . o2 . tm 

Start 40101 

GI none 

Exons 40101. .40730, 40102 .. 40374 , 
40729. .40911, 40729 .. 40950, 

Seq. No. 43798 

Gene No. 91965 

Start 36817 

Name OJ000130_45 . 0328 . C8 . o7 . tw 

Start 40353 



Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Maize 

End 40950 

Score 93 
40434. .40580, 40441 .. 40716, 
40733. .40927 

Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Wheat 

End 40697 



44679 



GI none Score 96 

Exons 40353. ,40433, 40425 40577, 40587.. 40697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43798 
91965 
36817 

OJ000130_45.0328.C8.o6.tw 

40698 

none 



Seq. ID OJ000130_45.0328.C8 



Strand 
End 

Method 

End 

Score 



41913 

TBLASTX: Wheat 

40899 

113 



40698. .40730, 407 19 40847 , 40726 .. 40899, 40730. .40864 



43798 
91965 
36817 

OJ000130_45 . 0328 . C8 . o5 . tm 

41089 

none 



Seq. ID OJ000130_45.0328.C8 
Strand 

End 41913 

Method TBLASTX : Mai ze 

End 41799 

Score 41 



41089. .41187, 41143. .41334, 41308 .. 41553, 4 1543 .. 4 1623, 
41600. .41797, 41626 .. 41796, 41677.. 41799 





06q . INO . 


4 ^7 QR 


0C4 . xu 


OJ000130_45. 


0328 


C8 

• V-/ (J 








Oil dl 1V_4 










C+- -a vf- 


"5 £0 1 7 
jOOI / 


CjLL\J. 


41913 








Name 




Mot" }-i /-\ /~1 


TBLASTX: Wheat 




t : 


O Lai L. 


41227 ~~ 


End 


41641 






1 w 
~~ 


GI 


none . 


Score 


165 






U : : 

Jr i 5 
s : : 


Exons 


41227. .41568, 41228. .41641 










fn. 


Seq. No. 


43799 


Seq. ID 


OJ000130_45. 


0328 


.Cll 




Gene No. 


91966 


Strand 


+ 








Start 


3456 


End 


4033 








Name 


OJ000130 45.0328.Cll.ol.gp 


Method 


AAT/GAP 






i !=? 


Start 


3456 


End 


4033 






B 


GI 


none 


Score 


1081 








Exons 


3456. .4033 












Seq. No. 


43799 


Seq. ID 


OJ000130_45. 


0328 


.Cll 


. s-s 


Gene No. 


91967 


Strand 










Start 


913 


End 


2145 






h ss 

XL 3S. 


Name 


OJ000130 45.0328.Cll.ol.gs 


Method 


GENSCAN 






1 J 


Start 


913 


End 


2145 








GI 


none 


Score 


.58 








Exons 


913. .1021, 1878. .1956, 2001.. 


2145 










Seq. No. 


43799 


Seq. ID 


OJ000130_45. 


0328 


.Cll 




Gene No. 


91968 


Strand 










Start 


3777 


End 


4648 








Name 


OJ000130 45.0328.Cll.ol.np 


Method 


AAT/NAP 








Start 


2993 


End 


4648 








GI 


7406997 


Score 


143 








Exons 


2993. .3036, 4214. .4344, 4446. 


.4648 









GI Descrip. (AF193771) DNA-binding protein 4 [Nicotiana tabacum] 



Seq. No. 43799 Seq. ID OJ000130_4 5 . 0328 . Cll 

Gene No. 91968 Strand 

Start * 3777 End 4648 

Name OJ000130_45 . 0328 . Cll . o2 . gs Method GENSCAN 



44680 



otaru 


^7 77 






£jna 


4 

4 jjU 




PT 
vax 


none 








ft 4 




Exons 


0777 a *\AA 

3 1 f /. • 4 Jfi 4 , 


4 4 4 £ 
ft ft 4 O 


. . ft jOU 








Seq. No. 


43799 






Seq. ID 


OJ000130_45.0328 


.Cll 


Gene No. 


91968 






Strand 






OLaiL 


"}777 






FnH 

Hi i 1 Li 


4 64 ft 
4 0 4 0 




Name 


njnnm ^0 4 r 

UOUUUIjU 40. 


o?9ft 


. Lii • uz . yty 




AAT /CAP 




OLalL 










4 4 04 
4 4 \j 4 




P.T 








Score 


60^ 

U W w> 




Exons 














Seq. No. 


43799 






Seq. ID 


OJ000130_45.0328 


.Cll 


Gene No. 


91968 






Strand 






OLdl L 


^777 






FnH 

J. LI 


4 64ft 
4 0 4 0 




Name 


o.toooi ^0 4 ^ 


0T98 


PI 1 nl 1-c; 

• ^X X • vJX • l_o 


MpfhnH 


1 OXjr\0 1 /v • OU^JtJCClll 




jLdlL 


4 991 ~~ 

4 Z X 






FnH 


4 «J U X 




P T 


none 






Score 


Q7 




IT vrsn c 
CiXUIlo 


4991 4 *^4 

4 ^ Z X • • 1 J4D; 


4 4 4 R 


• • 4 Jul 








Seq. No. 


43799 






Seq. ID 


OJ000130_45.0328 


.Cll 


Gene No. 


91968 






Strand 






Q +- a 


*377 7 






End 


4648 




Name 


n too 01 to 4 r 


uozo 


PI 1 r\ 1 +-m 
# vll .OX . L.UI 


Method 


TBLASTX: Maize 




o tare 


4 9 97 
4 Z Z / 






End 


4520 






none 






Score 


79 




Exons 


4997 4 ^4 

4 Z Z / . . 4 J4D f 


4 99ft 
4 zz 0 




.4508, 4445. .4510, 4446. .4520 


Seq. No. 


43800 






Seq. ID 


OJ000130_45.0328 


.C12 


Gene No. 


91969 






Strand 








9ft 1 
z O J. 






End 


3227 




Name 


o.toooi to 4 r 


n?9ft 


PI 9 n1 on 

. x z .ox • y p 


Method 


AAT /GAP 




C +- a -r-h 
Olail 


9ft 1 ~~ 
Z O -L 






End 


696 




PT 


none 






Score ■ 


739 




Exons 


9ft1 fiQfi 

Z O X . .0:70 












Seq. No. 


43800 






Seq. ID 


OJ000130 : _45.0328 


.C12 


Gene No. 


91969 






Strand 








281 






End 


3227 




Name 


OJ000130 45. 


0328 


.C12.ol.gs 


Method 


GENSCAN 




OLdl L 


281 






End 


3227 




ul 


none 






Score 


.63 




Exons 


281. .589, 752. .909, 1118. .1190, 2912.. 


3227 




Seq. No. 


43801 






Seq. ID 


OJ000350_46.0322 


.C2 


Gene No. 


91970 






Strand 


+ 




O tal L 


70 






End 


579 




Name 


OJ000350 46. 


0322 


.C2.ol.gs 


Method 


GENSCAN 




Olall 


70 






End 


579 




pt 


none 






Score 


.84 




Exons 


70. .579 












Seq. No. 


43801 






Seq. ID 


OJ000350_46.0322 


.C2 


Gene No. 


91971 






Strand 


+ 




Start 


4170 






End 


5729 




Name 


OJ000350 46. 


0322 


.C2.o2.np 


Method 


AAT/NAP 




Start 


4170 






End 


5729 





44681 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6016871 Score 347 

4170. .4502, 4548. .5511, 5563.-5729 

(AP000570) EST C98565 (E04 14 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



43801 
91972 
1761 

OJ000350_4 6. 0322 .C2 .o2 . tm 
1 

none 

1..180, 7. .171, 2394. .2492, 
5068.. 5271, 5069.. 5272, 5122 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2394. .2489, 2470 
5280 



OJ000350 46. 0322. C2 



5280 

TBLASTX: Maize 
5280 
134 

2619, 2508.. 2600, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43801 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 46. 0322. C2 



5280 
AAT/NAP 
2232 
170 



91972 
1761 ' 

OJ000350_4 6 . 0322 . C2 . ol . np 
1761 
6069646 
1761. .2232 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


43801 








Seq. ID 


OJ000350_46.0322.C2 


Gene No. 


91972 








Strand 




Start 


1761 








End 


5280 


Name 


OJ000350 46 


.0322 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1792 








End 


2235 


GI 


none 








Score 


64 


Exons 


1792. .1974, 


1999 


. .2133, 


2121. 


.2189, 2191.. 2235 


Seq. . No. 


43801 








Seq. ID 


OJ000350_46.0322.C2 


Gene No. 


91972 








Strand 




Start 


1761 








End 


5280 


Name 


OJ000350 46 


.0322 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4231 








End 


4465 


GI 


none 








Score 


95 


Exons 


4231. .4452, 


4233 


. .4463, 


4247. 


.4465, 4247. .4465 


Seq. No. 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91973 








Strand 


+ 


Start 


3090 








End 


6947 


Name 


OJ000350 46 


.0322 


.C3.o2. 


gs 


Method 


GENSCAN 


Start 


3090 








End 


6462 


GI 


none 








Score 


.64 


Exons 


3090. .3105, 


4193 


. .4332, 


4375. 


.4686, 4876. .4895, 5004. .5658, 




6161. .6223, 


6299 


. .6462 








Seq. No. 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91973 








Strand 


+ 


Start 


3090 








End 


6947 


Name 


OJ000350 46 


.0322 


.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


4081 






End 


4295 



44682 




ox 


3090615 








Score 


365 


V von 


4081 4295 














43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91973 








Strand 


+ 


Start 


3090 








End 


6947 


Name 


OJ000350 46. 


0322 


.C3.ol. 


np 


Method 


AAT/NAP 




5590 








End 


6947 


OX 


2315153 








Score 


393 


TT von ^ 


5590. .5654, 


5749 


. .5836, 


6161. 


.6223, 6299.. 6466, 6927.. 6947 


GT Descrio. 

\J ^ 1^ \m* *L> • 


(Y14316) MAP3K gamma protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91974 








Strand 




Start 


1594 








End 


1773 


Name 


OJ000350 46. 


0322 


-C3.ol. 


gs 


Method 


GENSCAN 


Qf art 


1594 








End 


1773 


ox 


none 








Score 


.79 


Rxons 


1 SQ4 1773 

X<^_7*i* .X / f *J 












Seq. No. 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91975 








Strand 




Start 


5290 








End 


6472 


Name 


OJ000350 46. 


0322 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Cf- art 


5290 








End 


5817 


ox 


none 








Score 


403 


F von 


5290. .5658, 


5367 


. .5651, 


5740. 


.5817, 5741. .5815, 5749. .5817 


»J c U . IN *J • 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91975 








Strand 




Start 


5290 








End 


6472 


Name 


OJ000350 46. 


0322 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5590 








End 


6472 


GI 


none 








Score 


83 


R von ^ 


5590. .5652, 


5739 


. .5837, 


5746. 


.5847, 5750. .5836, 6158. .6226, 












.6472 




JCU • IN \J . 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91975 








Strand 




Start 


5290 








End 


6472 


Name 


OJ000350 46. 


0322 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


qt art 


5740 








End 


6472 


GI 


none 








Score 


123 


von 


5740. .5841, 


5741 


. .5836, 


6158. 


.6226, 6160.. 6225, 6273.. 6374, 




6289. .6456, 


6300 


. .6419, 


6302. 


.6472 




Seq. No. 


43802 








Seq. ID 


OJ000350_46.0322.C3 


Gene No. 


91975 








Strand 




Start 


5290 








End 


6472 


Name 


OJ000350 46. 


0322 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




6158 








End 


6472 


GI 


none 








Score 


112 


Exons 


6158. .6226, 


6159 


. .6218, 


6160. 


.6222, 6301.. 6462, 6302. .6472 


Seq. No. 


43803 








Seq. ID 


OJ000350_46.0322.C4 


Gene No. 


91976 








Strand 


+ 


Start 


152 








End 


4187 



44683 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_4~6.0322.C4.ol..np Method AAT/NAP 

152 End 4187 

2315153 Score 396 

152. .229, 649. .708, 1313. .1432, 1728. .1884, 4148. 



,4187 



(Y14316) MAP3K gamma protein kinase [Arabidopsis thaliana] 



43803 
91976 
152 

OJ000350_4 6 . 0322 . C4 . ol . gs 
154 
none 



Seq. ID OJ000350_46.0322.C4 



154. .229, 649. 
2192. .2405 



Strand 
End 

Method 
End 
Score 

.708, 1313.. 1432, 1728. 



+ 

4187 
GENSCAN 
2405 
.73 

,1937, 2007. .2086, 



Seq. No. 


43803 


Seq. ID 


OJ000350_46.0322.C4 


Gene No. 


91977 


Strand 


+ 


Start 


5659 


End 


7080 


Name 


OJ000350 46.0322.C4.o3.np 


Method 


AAT/NAP 


Start 


5659 


End 


7080 


GI 


5852084 


Score 


75 


Exons 


5659.. 5704, 6985.. 7080 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


43803 


Seq. ID 


OJ000350_4 6.0322.C4 


Gene No. 


91978 


Strand 




Start 


4037 


End 


7290 


Name 


OJ000350 46.0322.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


148 


End 


1882 


GI 


none 


Score 


106 


Exons 


148. .216, 149. .226, 649. .711, 


1352.. 1432, 1354.. 1431, 




1727.. 1882, 1728.. 1880 






Seq. No. 


43803 


Seq. ID 


OJ000350_46.0322.C4 


Gene No. 


91978 


Strand 




Start 


4037 


End 


7290 


Name 


OJ000350 46.0322.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


149 


End 


1883 


GI 


none 


Score 


129 


Exons 


149. .235, 151. .228, 667. .711, 


669. .740, 


1348. .1431, 1352.. 




1355.. 1432, 1730.. 1882, 1731. 


.1883 




Seq. No. 


43803 


Seq. ID 


OJ000350_46.0322.C4 


Gene No. 


91978 


Strand 




Start 


4037 


End 


7290 


Name 


OJ000350 46.0322.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


149 


End 


2399 


GI 


none 


Score 


133 


Exons 


149. .244, 149. .235, 151. .237, 


649. .711, 


651. .710, 1310. .14 




1315. .1431, 1727.. 1933, 1727. 


.1933, 1728. .1934, 2022. .2075 




.2030.. 2086, 2201.. 2245, 2268. 


.2399 





Seq. No. 43803 Seq. ID 

Gene No. 91978 Strand 

Start 4037 End 

Name OJ000350_4 6 . 0322 . C4 . o2 . np Method 

Start 4037 End 



OJ000350_46.0322.C4 

7290 

AAT/NAP 

7290 



44684 












Score 


105 


Exons 


/I H *3 "7 A C\C A 


6200 


..6355, 7263. 


.7290 




GI Descrip. 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43804 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91979 






Strand 


+ 


o tare 


99B7 






End 


4158 


Name 


UJUUUjjU 4D 


.0322 


.C5.o2.gs 


Method 


GENS CAN 


Start 


9 9 Q 7 
ZZ 0 / 






End 


3982 


GI 


none 






Score 


.52 


Exons 


99QQ 
zz o / • . zz , 


Z jj4 


967R 9Q67 


.3410, 3546.. 3623, 3893.. 3982 


beq. NO. 


3 joU*i 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91979 






Strand 


+ 


Start 


2287 






End 


4158 


Name 


UJUUUj OU ft d 


.0322 


.C5.ol.np 


Method 


AAT/NAP 


otdiL 


9"3Q^ _ 






End 


4158 




4 £8 09 n 7 






Score 


1211 


Exons 


zjyj . . *± u Jo , 


4 iiy 


A 1 
. . H. 1 JO 






GI Descrip. 


/an 14171 ^ 


TNP2- 


like protein 


[Sorghum 


bicolor] 


Seq. No. 


43804 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91980 






Strand 




otar u 


J. 1 






End 


624 


Name 


UJUUUjjU ft O 


.0322 


.C5.ol.gs 


Method 


GEN SCAN 


Start 


1 1 






End 


624 


GI 


none 






Score 


.51 


Exons 


11. . DZ 4 










Seq. No. 


43804 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91981 






Strand 




Of -» v>f 


Z / jj 






End 


3804 


Name 


UJUUUjjU fi 0 


.0322 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Pi. — —.4- 

otart 


Z / j j 






End 


3433 




none 






Score 


234 


Exons 


9*7 R "3 ^1 £ Q 


3178 


..3288, 3182. 


.3301, 3304.. 3390, 3308.. 3433 


Seq. No. 


43804 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91981 






Strand 




DLaiL 


97 R "3 
Z / j j 






End 


3804 


Name 


UJUUUjjU *1 0 


.0322 


.C5.ol.ts 


Method 


TBLASTX: Soybean 


otart 


ZoZ j 






End 


3162 




none 






Score 


47 


Exons 


oqoc 9 Q 7 9 

zoz j . . z o / z / 


2830 


..2880, 2878. 


.3162, 2879.. 3160 


Seq. No. 


43804 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91981 






Strand 




b tar c 


Z / j j 






End 


3804 


Name 


UJ UUUjjU 4 0 


.0322 


.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


jlol 






End 


3448 




none 






Score 


226 


Exons 


3181. .3447, 


3185 


. .3448 






Seq. No. 


43804 






Seq. ID 


OJ000350_46.0322.C5 


Gene No. 


91981 






Strand 




Start 


2753 






End 


3804 


Name 


OJ000350 46 


.0322 


.C5.ol.tc 


Method 


TBLASTX: Cress 



'44685 




C 4- -i •*•+- 

btari. 


ft? 








End 


3529 






none 








Score 


325 




Exons 




3187 


3336, 


3376 


. . 3528 






oeq. iNu . 


4 3804 

*i J O V/ *± 








Seq. ID 


OJ000350_46.0322 


.C5 


Gene No. 


91981 








Strand 






Start 


2753 








End 


3804 




Name 


OJ0003S0 4 6 


0322 


.C5 .ol . 


tm 


Method 


TBLASTX: Maize 




O LdiL 










End 


3804 






none 








Score 


215 . 




Exons 


00(Tp OCT -t 
j J DO • , JJll/ 


3373 


. . j \j \j \j , 


3374 


..3616, 3598. .3738, 3623.-3748, 




3766 3804 

J ' DQi • JO v *i 














Seq. No. 


43804 








Seq. ID 


OJ000350_46.0322 


.C5 


Gene No. 


91981 








Strand 
















End 


3804 




Name 


n.Tnnn^^n 4fi 


0322 


. C5 . o2 . 


tw 


Method 


TBLASTX: Wheat 




O Lail 


34 34 ~~ 








End 


3739 






none 








Score 


56 




Exons 


3434 347S 


3482 


3577, 


3484 


..3579, 3529. .3738, 3623.-3739 


Seq. No. 


43804 








Seq. ID 


OJ000350_46.0322 


.C5 


Gene No. 


91982 








Strand 
















End 


4152 




Name 


nTnnn^Rn 4fi 






tm 


Method 


TBLASTX: Maize 




o tart 


O -3 Dfi 








End 


4152 






none 








Score 


203 




Exons 


3Qfi4 41 S9 


3Q88 


4152 










Seq. No. 


43805 








Seq. ID 


OJ000350_46.0322 


.C6 


Gene No. 


91983 








Strand 


+ 




otdl u 


821 








End 


1344 




Name 


OJ000350 46. 


0322 


.C6.ol. 


gs 


Method 


GENSCAN 




Of n -r~+- 

o tart 


821 








End 


1344 






none 








Score 


.8 




TT 1 v /-\ t— & c? 


821. .980, 1184.. 


1213, 1268.. 


1344 






oeq . jno . 


43805 








Seq. ID 


OJ000350_46.0322 


.C6 


Gene No. 


91984 








Strand 


+ 




Start 


4489 








End 


11783 




Name 


OJ000350 46. 


0322 


.C6.o3. 


gs 


Method 


GENSCAN 




otart 


4489 








End 


11783 






none 








Score 


.61 




Exons 


' 4489.-4585, 


6074 


. .6099, 


9365 


..9447, 9829. .9860, 10190.. 


10619, 




10695. .10724 


, 10835. .11102, 


11309. .11337, 11648.. 11783 




Seq. No. 


43805 








Seq. ID 


OJ000350_46.0322 


.C6 


Gene No. 


91985 








Strand 


+ 




ot art 


12219 








End 


12443 




Name 


OJ000350 46. 


0322 


.C6.o4. 


gs 


Method 


GENSCAN 




otaiu 


12219 








End 


12443 




GI 


none 








Score 


.85 




Exons 


12219. .12443 












Seq. No. 


43805 








Seq. ID 


OJ000350_46.0322 


.C6 


Gene No. 


91986 








Strand 






Start 


1 








End 


2729 





44686 



Nam© 


OJ000350 46.0322 


.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


2516 






GI 


2317905 






Score 


160 








1..65, 1952. .2075, 2242 


1. .2516 










GI Descrip. 


(U89959) bZIP-like protein [Arabidopsis thaliana] 






Seq. No. 


43805 






Seq. ID 


OJ000350_4 6. 


0322. 


C6 


Gene No. 


91986 






Strand 








Start 


1 






End 


2729 






Name 


OJ000350 46.0322 


. C6. o2 . 


CIS 


Method 


GENSCAN 






Start 


1875 






End 


2729 






GI 


none 






Score 


.42 






Exons 


1875.. 1991, 2478 


. .2729 












Seq. No. 


43805 






Seq. ID 


OJ000350_4 6. 


0322. 


C6 


Gene No. 


91987 






Strand 








Start 


4792 






End 


5355 






Name 


OJ000350 46 0322 


.C6. ol . 


tw 


Mp1~ hnH 


TBLASTX: Wheat 




Start 


4792 






End 


5153 






GI 


none 






Score 


82 






Exons 


4792.. 4893, 4793 


. .4894, 


4908. 


.5153 








Seq. No. 


43805 






Seq. ID 


OJ000350_46. 


0322. 


C6 


Gene No. 


91987 






Strand 








Start 


4792 






End 


5355 






Name 


OJ000350 46 0322 


C6 ol 


tm 




TBLASTX: Maize 




Start 


4902 






End 


5355 






GI 


none 






Score 


122 






Exons 


4902.. 4976, 4986 


. .5354, 


5164. 


.5355 








Seq. No. 


43806 






Seq. ID 


OJ000350_46. 


0322. 


C7 


Gene No. 


91988 






Strand 


+ 






Start 


963 






End 


1775 






Name 


OJ000350 46 0322 


.C7.ol. 


gs 


Method 


GENSCAN 






Start 


963 






End 


1775 






GI 


none 






Score 


.92 






Exons 


963.. 1284, 1708. 


.1775 












Seq. No. 


43807 






Seq. ID 


OJ000350_46. 


0322. 


C8 


Gene No. 


91989 






Strand 


+ 






Start 


546 






End 


3757 






Name 




.C8.ol. 


gs 


Method 


GENSCAN 






Start 


546 






End 


3757 






GI 


none 






Score 


.86 






Exons 


546. .605, 1313.. 


1381, 1676.. 1731, 3131. 


,.3223, 3580. 


.3757 




Seq. No. 


43807 






Seq. ID 


OJ000350_46. 


0322. 


C8 


Gene No. 


91990 






Strand 


+ 






Start 


6138 






End 


6380 






Name 


OJ000350 46.0322 


.C8.o2. 


gp 


Method 


AAT/GAP 






Start 


6138 






End 


6380 






GI 


none 






Score 


450 






Exons 


6138. .6380 














Seq. No. 


43807 






Seq. ID 


OJ000350_46. 


0322. 


C8 


Gene No. 


91991 






Strand 








Start 


4377 






End 


7482 







44687 






Mamp 
LNCtlllC 


OJ000350 46 0322 C8 ol od 


Method 


AAT/GAP 




O U Ct i- u 


4195 _ 


End 


4831 






2800183 


Score 


555 






41 95. . 44 42, 47 64.. 4831 








Seq. No. 


43807 


Seq. ID 


OJ000350_46.0322.C8 




Gene No. 


91991 


Strand 






Start 


4377 


End 


7482 




Name 


OJ000350 46.0322.C8.o2.as 


Method 


GEN SCAN 




O U Cli- L. 


4377 _ 


End 


7417 




\j -i- 


none 


Score 


.71 




Pvrjn c 


4377. .4442, 4764.-4844, 5283 


..5394, 6951. .7417 




Seq. No. 


43807 


Seq. ID 


OJ000350_46.0322.C8 




Gene No. 


91991 


Strand 


- 




Start 


4377 


End 


7482 




IN dlLlC 


OJ000350 46 0322 C8 o3.ao 


Method 


AAT/GAP 






7053 ~~ 


End 


7482 




VJJ J. 


none 


Score 


618 




Exons 


7053.. 7102, 7187.. 7482 








Seq. No. 


43808 


Seq. ID 


OJ000350_46.0322.C9 




Gene No. 


91992 


Strand 


+ 




Start 


6860 


End 


7107 


"i 3? 




OJ000350 46 0322 C9 o2 as 


Method 


GENSCAN 


V = 


O I- Cli- U 


6860 _ 


End 


7107 


fy 


0 t 


ilUIJC 


Score 


.81 




IjAUI 1 iD 


6860 7048 7075 7107 








Cfarr No 

O C ^ a llU • 


43808 


Seq. ID 


OJ000350_46.0322.C9 


Si 




91993 


Strand 




s i? 


art 


4 95 


End 


4302 




Name 


OJ000350 46.0322.C9.ol.np 


Method 


AAT/NAP 


S 


Start 


374 


End 


923 


5: el 


GI 


4337175 


Score 


307 






374. .923 








(XT Dp qrrin 


(AC006416) ESTs gb|T20589, gb|T04648, 


gb|AA597906, gb|T04111, 






gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 


C3 




gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA720210 






come from this gene. [Arabidopsis thaliana] 




CcifT No 


43808 


Seq. ID 


OJ000350_46.0322.C9 




Gene No. 


91993 


Strand 






Start 


495 


End 


4302 




Name 


OJ000350 46.0322.C9.ol.tw 


Method 


TBLASTX: Wheat 






469 


End 


4227 




O -L 


none 


Score 


124 






469. .741, 510. .704, 741. .797 


, 773. .817 


, 3887. .4123, 3889. .407 






4118. .4222, 4129. .4227, 4131 


. .4223 






Seq. No. 


43808 


Seq. ID 


OJ000350_46.0322.C9 




Gene No. 


91993 


Strand 






Start 


495 


End 


4302 




Name 


OJ000350 46.0322.C9.ol.gs 


Method 


GENSCAN 




Start 


495 


End 


4302 




GI 


none 


Score 


.85 




Exons 


495. .911, 1651.. 1807, 2310.. 


2374, 2787 


..2862, 3172.. 3336, 



44688 



3878. .4302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43808 
91993 
495 

OJ000350_4 6.0322.C9.ol.ts 

508 

none 



Seq. ID OJ000350_46,0322.C9 
Strand 

End 4 302 

Method TBLASTX : Soybean 

End 4289 

Score 111 



508. .741, 510. .698, 739. .897, 741. .797, 849. .899, 3877. .4077, 
3887. .4120, 4115. .4264, 4129. .4200, 4131. .4289 



43808 
91993 
495 

OJ000350_4 6.0322.C9.ol.tc 

510 

none 



Seq. ID OJ000350_46.0322.C9 
Strand 

End 4302 

Method TBLASTX : Cress 

End 4185 

Score 81 



510. .581, 579. .698, 595. .741, 741. .797, 849. .908, 853. .924, 
3877. .3951, 3967. .4077, 4013. .4120, 4123. .4176, 4129. .4185 



43808 Seq. ID 

91993 Strand 

4 95 End 

OJ000350_4 6.0322.C9.ol.tm Method 

567 End 

none Score 



OJ000350_46.0322.C9 
4302 

TBLASTX: Maize 

4291 

201 



567. .704, 568. .738, 736. .867, 773. .853, 774. .884, 852. .932, 
853. .912, 3946. .4083, 3947. .4117, 4007. .4117, 4115. .4252, 
4125. .4283, 4128. .4253, 4253. .4291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 46. 0322. C9 



43808 
91993 
495 

OJ000350_4 6.0322.C9.o3.np 
3771 
4337175 
3771. .4302 

(AC006416) ESTs gb|T20589, gb|T04648, gb|AA597906, gb|T04111, 
gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 
gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA720210 
come from this gene. [Arabidopsis thaliana] 



4302 
AAT/NAP 
4302 
307 



43809 Seq. ID 

91994 Strand 

287 End 

OJ000350_4 6 . 0322 . C10 . ol .np Method 

287 End 

6016871 Score 



OJ000350_46. 0322. C10 
+ 

4348 
AAT/NAP 
4348 
489 



287.. 629, 3050.. 3462, 3500.. 4348 

(AP000570) EST C98565 (E0414 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



43809 Seq. ID 

91994 Strand 

287 End 

OJ000350_4 6.0322.C10.ol.gs Method 

4 64 End 



OJ000350_46. 0322. C10 
+ 

4348 

GENSCAN 

1971 



44689 




CT 


none 




Score 






Exons 


4 64 1717 1 ft Rft 
. flDft..J./l// lO JO . 


1 Q7 1 








Seq. No. 


43809 




Seq. ID 


OJ000350_46.0322 


.C10 


Gene No. 


91994 




Strand 


+ 






987 
zo / 






4 ^4ft 




Name 


runnn^^n 4 6 fi*39 9 


C 1 fi r\0 rrc 

.Liu . oz . go 




PFN^PAN 

\JCj LN O LrilN 




C 4- -> vf 

btart 


9790 — 
z / ZO 




LIIU 


4 9 

4 Z _7 0 




pt 


none 




Score 


66 






979ft 49Q^ 

Z / Z O • . 4t. JJ 










Seq. No. 


43809 




Seq. ID 


OJ000350_46.0322 


.C10 


Gene No. 


91995 




Strand 


+ 




Of a yf 


R 67 1 






ft fi R9 




Name 


piTfififn^fi 4 6 rn9 9 


PI fi r\ "3 rr a 




O £j LN O ^sfUN 






^ 67 1 
3D / 1 






ft fi R9 

OU J& 




PT 


none 






6R 

a UJ 




U 1 T/ 

tjXons 


R671 c i797 ^7Rfi 
30/1.. O/Z/, j / jU 




ft n R9 






Con XI f\ 

oeq. wo. 


43809 




oeq • jl u 


n.Tfififi^sn 46 n^99 


pi n 




91996 




Strand 






Start 


9308 




End 


11841 




Name 


OJ000350 46.0322 


.C10.o4.np 


Method 


AAT/NAP 






9308 




End 


11841 




pt 


6016871 




Score 


93 




Exons 


9308.. 9729, 11789.. 11841 








GI Descrip. 


(AP000570) EST C98565 (E04 14 ) 


corresponds to a region of 


t* hp 
uric 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 




oeq. no. 


43809 




Seq. ID 


OJ000350_46.0322 


.C10 


Gene No. 


91997 




Strand 






Start 


9709 




End 


11502 




Name 


OJ000350 46.0322 


.C10.o5.tm 


Method 


TBLASTX: Maize 




o tar u 


950 




End 


7365 




pt 


none 




Score 


87 




Exons 


950. .1036, 3118. 


.3309, 3339.. 


3413, 3340.. 3429, 7021.. 7248, 




7276. .7365 










oeq . no . 


43809 




Seq. ID 


OJ000350_46.0322 


.C10 


Gene No. 


91997 




Strand 






Start 


9709 




End 


11502 




Name 


OJ000350 46.0322 


.C10.o3. tm 


Method 


TBLASTX: Maize 




OLaiL 


1186 




End 


7797 




PT 


none 




Score 


213 




Exons 


1186.. 1422, 1187 


.-.1471, 3595. 


.3807, 3630.. 3818, 7512.. 7748, 




7513. .7797 










uc^. IN » 


43809 




Seq. ID 


OJ000350_46.0322 


.C10 


Gene No. 


91997 




Strand 






Start 


9709 




End 


11502 




Name 


OJ000350 46.0322 


.C10.o5.np 


Method 


AAT/NAP 




Start 


9709 




End 


11502 




GI 


6069646 




Score 


796 




Exons 


9709.. 10696, 10963.. 11502 









GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 



44690 




putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 





43809 






Seq. ID 


OJ000350 46.0322 


.C10 


fjpnp Mo 


91997 






Strand 








* 9709 






End 


11502 




Name 


OJ000350 46 


0322. C10 


,o4 .gs 


Method 


GENSCAN 




utal L 


9788 ~ 






End 


11194 




GI 


none 






Score 


.68 




Exons 


9788. .9966, 


10050. .10459, 10498. .10610, 


10808. .11194 




O C ^ • 11U • 


43809 






Seq. ID 


OJ000350_46.0322 


.C10 


f!pnp Mo 


91997 






Strand 






Start 


9709 






End 


11502 




Name 


OJ000350 46. 


0322. C10 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


9916 ~~ 






End 


10196 




GI 


none 






Score 


96 




Exons 


9916. .10191, 


10061 


10195, 


10080. .10196 






43809 






Seq. ID 


OJ000350_4 6.0322 


.C10 


f^pnp NIo 








Strand 






o Lai i~ 








End 


11502 






OJ000350 46 


0322. C10 


,o4 .tm 


Method 


TBLASTX: Maize 




Of art 


10407 _ 

X \J t \J f 






End 


10700 




GI 


none 






Score 


64 




Exons 


10407. .10514 


1 0S27 


10700 

• X \J 1 \J\J f 


10528.. 10698 






43809 






Seq. ID 


OJ000350_4 6.0322 


.C10 


CZe^TiP^ Mo 


91997 






Strand 






Qf arf 
O L-ClX L. 


9709 






End 


11502 




Name 


OJ000350 46. 


0322. C10 


.ol.ts 


Method 


TBLASTX : Soybean 




O Lfll l— 


10635 ~~ 






End 


11128 




GI 


none 






Score 


145 




Exons 


10635. .10733 


, 10778. 


. 11128 








JU^ ■ VtKJ . 


43809 






Seq. ID 


OJ000350_4 6.0322 


.C10 


(^pnp Mn 


91997 






Strand 






O L.CU- U. 


9709 






End 


11502 




Name 


OJ000350 46 


0322. C10 


. ol. tw 


Method 


TBLASTX: Wheat 




91- art 

u Lai L 


10683 "~ 






End 


11107 




GI 


none 






Score 


55 




Exons 


10683. .10736 


, 10687. 


.10743, 


10811. .11107, 10812.. 11102 






43809 

*i J O U J 






Seq. ID 


OJ000350_46.0322 


.C10 


(?an a Mo 


91997 

J X J J f 






Strand 






Crarf 


9709 






End 


11502 




Name 


OJ000350 46 


0322. C10 


. ol. tm 


Method 


TBLASTX: Maize 




O L. GLX L. 


10748 _ 
x w / i o 






End 


11435 




GI 


none 






Score 


127 




Exons 


10748. .11434 


, 10898. 


.11194, 


11280. .11435 




Seq. No. 


43810 






Seq. ID 


OJ000350_46.0322 


.Cll 


Gene No. 


91998 






Strand 


+ 




Start 


2573 






End 


3623 




Name 


OJ000350 46. 


0322. Cll 


,o2 .gs 


Method 


GENSCAN 




Start 


2573 






End 


3623 




GI 


none 






Score 


.54 





44691 



Exons 


?S7^ 270fi ?ft?fl *3?14 ^sn? 


3623 






Seq. No. 


43810 


Seq. ID 


OJ000350_46.0322 


.Cll 


Gene No. 


91999 


Strand 






Of 3 r--h 


1 1 "31 4 


End 


13419 




Name 


nTnnn^^n 46 m?9 pit ni t-m 


Mo t" hnH 


TBLASTX * Maize 






97ft S ~~ 

*L f 0 D 


End 


3054 






none 


Score 


198 






?7ftS *^flS4 9817 








Seq. No. 


43810 


Seq. ID 


OJ000350_46.0322 


.Cll 


Gene No. . 


91999 


Strand 






o Lai L 


11^14 
ii jii 


End 


13419 




Name 


nmnn^Rn 46 n^99 n 1 r>4 n<? 


Method 


GEN SCAN 




Of a y+- 


I 1 4 _ 

II Jl4 


End 


13410 




r* t 

bl 


none 


Score 


.56 




F v o 


11^14 1140Q 1 1 Q67 1 ?nOR 

11 Jl4 • • 1 1 *i U -7 , 1 1 / ■ • 1 ^ W O , 


13136. .13245, 13287. .13410 




o e q . in o . 


4 ^ft i n 


Seq. ID 


OJ000350_46.0322 


.Cll 


Gene No. 


91999 


Strand 






Start 


11314 


End 


13419 




Name 


OJ000350 46.0322.Cll.o3.np 


Method 


AAT/NAP 




Start 


13073 


End 


13419 




GI 


2129677 


Score 


249 




Exons 


13073. .13419 









GI Descrip. probablel N-acetyltransferase hookless 1 - Arabidopsis. thaliana 
gi 1 1277090 (U50399) putative N-acetyltransferase hooklessl 
[Arabidopsis thaliana] gi 11277092 (U50400) putative 
N-acetyltransferase hooklessl [Arabidopsis thaliana] 
gi|4468983|emb|CAB38297| (AL035605) probable N-acetyltransferase 
hookless 1 [Arabidopsis thaliana] 

Seq. No. 43811 Seq. ID OJ000350_4 6 . 0322 . C12 

Gene No. 92000 Strand 

Start 1 End 4 96 

Name OJ000350_46. 0322 .C12 .ol .np Method AAT/NAP 

Start 1 .;Vv . End 4 60 

GI 2129677 Score 312 

Exons 1..194, 293.. 460 

GI Descrip. probablel N-acetyltransferase hookless 1 - Arabidopsis thaliana 
gi 1 1277090 (U50399) putative N-acetyltransferase hooklessl 
[Arabidopsis thaliana] gi 11277092 (U50400) putative 
N-acetyltransferase hooklessl [Arabidopsis thaliana] 
gi t 44 68983 | emb | CAB38297 | (AL035605) probable N-acetyltransferase 
hookless 1 [Arabidopsis thaliana] 



Seq. ID OJ000350_46.0322.C12 
Strand 

End 4 96 

Method TBLASTX : Cres s 

End 4 60 

Score 60 

6. .26, 109. .201, 120. .170, 281. .373, 282. .374, 374. .460 



Seq. No. 43811 

Gene No. 92000 

Start 1 

Name OJ000350_4 6 . 0322 . C12 . ol . tc 

Start 6 

GI none 
Exons 



Seq. No. 
Gene No. 
Start 



43811 
92000 
1 



Seq. ID OJ000350_46.0322.C12 

Strand 

End 4 96 



44692 



Til 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Method GENSCAN 
End 496 
Score .79 



OJ000350_4 6 . 0322 . C12 . ol . gs 
102 
none 

102. .203, 296. .496 

43812 
92001 
3187 

OJ000350_4 6.0322.C14 .o2.gs 
3187 
none 

3187. .3263, 3515. .3622, 3786. .3965, 5338. .5422 



Seq. ID OJ000350_46.0322.C14 

Strand + 

End 5422. 

Method GENSCAN 

End 5422 

Score .74 



43812 
92002 
70 

OJ000350_4 6.0322.C14.ol.np 
70 

6016871 

70. .178, 1082. .1717, 



OJ000350 46.0322.C14 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1763. .2274, 2314. 
(AP000570) EST C98565 (E0414 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



3319 
AAT/NAP 
3319 
409 

.2574, 3230.. 3319 



43812 Seq. ID 

92003 Strand 

5638 End 
OJ000350_46.0322.C14 .o3.gs Method 

5638 End 

none Score 

5638. .5867, 6457. .7981 



43812 
92003 
5638 

OJ000350 
6406 
6016871 
6406. .6712, 
(AP000570 



OJ000350_46.0322.C14 

11431 
GENSCAN 
7981 
.89 



OJ000350 46.0322.C14 



Seq. ID _ 
Strand 

End 11431 
Method AAT/NAP 
End 9032 
Score 377 
6758.-7624, 7664. .7979, 8950.. 9032 
EST C98565 (E0414) corresponds to a region of the 



46.0322.C14.o3.np 



predicted gene.; hypothetical protein [Oryza sativa] 



43812 Seq. ID 

92003 Strand 

5638 End 

OJ000350_4 6 . 0322 . C14 . 06 . np Method 

8864 End 

6016871 Score 



OJ000350_4 6. 0322 .C14 

11431 
AAT/NAP 
11431 
420 



8864.. 8953, 9850. .10184, 10231 .. 11024 , 11067.. 11431 
(AP000570) EST C98565 (E0414 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



43812 Seq. ID 

92003 Strand 

5638 End 

OJ000350_4 6.0322 .C14 .o4 .np Method 

9195 End 

6007781 Score 



OJ000350_4 6.0322.C14 

11431 
AAT/NAP 
9997 
230 



44693 



Exons 9195.. 9488, 9899.. 9997 

GI Descrip. (AF185271) NADH ubiquinone oxidoreductase PSST subunit [Lupinus 
iuteus] 



Seq. No. 


43812 


beq. ±v 




Gene No . 


92UU 3 


Strand 




Start 


c C Q Q 


Htna 


114 Jl 


Name 


OJUUUJ5U 4 D . U jzz . U14 . OX . gp 


we tnoQ 


r\r\ 1 / oftr 


Start 


9719 




1UUU D 


GI 




Score 


503 


Exons 


9719. .10005 






Seq. No. 


A T Q 1 O 

4 Jo 12 


Seq. ID 


OJ000350_46.0322.C14 


Gene No. 


a o a a a 

92004 


Strand 




Start 


11537 


End 


12435 


Name 


/"\taaaoca ac moo pi ji o 

OJ00Q350 46 . U322 . C14 . o2 . gp 


Method 


AAT/GAP 


Start 


1153 7 


End 


12435 


GI 


85209 1.R1084 


Score 


876 


Exons 


11537 .. 11772, 12193.. 12435 






GI Descrip. 


4 17 6420/00 j I BAA3 /I o / | 2 . Ue- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322.C14 


Gene No. 


a A A A c 

92005 


Strand 




Start 


1 A c 1 C 

13515 


End 


23577 


Name 


OJ000350 4 6 . 0322 . C14 . o / . tm 


Method 


■ TBLASTX: Maize 


Start 


1441 


End 


21453 


GI 


none 


Score 


129 


Exons 


1441. .1716, 1499. .1678, 6881 


..7162, 6930. .7157, 6938. .7162, 




1 A A C 1 1 A C A A -1 A A /T A 1 A C O O 

10251 .. 10532, 10260 .. 10532, 


21168. .21452, 21177 .. 2144 9, 




21217. .21453 






Seq. No. 


A O O 1 O 

4 3812 


Seq. ID 


OJ000350_46.0322.C14 


Gene No. 


92005 


Strand 




Start 


13515 


End 


23577 


Name 


/^TAAAACA / /" A O A A /"< ~l /I _ O 4-m 

OJ000350 46 . 0322 . C14 . 08 . tm 


Method 


TBLASTX: Maize 


Start 


1900 


End 


21905 


GI 


none 


Score 


68 


Exons 


1900. .1989, 1913. .1990, 2020 


..2280, 7313. .7402, 7430. .7588, 




10683. .10772, 10696 .. 10773, 


10800. .10976, 21603. .21695, 




Ai£"io o t c o ^ onn oiqac 
21613 .. 21696, 21/l/..2iyU5 






Seq. No. 


43812 


Seq. ID 


OJ000350_4 6.0322.C14 


Gene No. 


92005 


Strand 




Start 


13515 


End 


23577 


Name 


/■\TAAAACA AC A O A A PI yl _ 1 

OJ000350 46 . 0322 . C14 . ol . tc 


Method 


TBLASTX: Cress 


C 4- i +- 

btart 


Q1 QQ 


End 


9407 


GI 


none 


Score 


121 


Exons 


9198.. 9350, 9198.. 9350, 9342 


..9407, 9344. .9406 


Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322.C14 


Gene No. 


92005 


Strand 




Start 


13515 


End 


23577 


Name 


OJ000350 46.0322.C14.o4.ts 


Method 


TBLASTX: Soybean 


Start 


9198 


End 


9407 


GI 


none 


Score 


168 


Exons 


9198.. 9356, 9198.. 9350, 9342 


..9407, 9344. .9406 



44694 





Seq. No. 


43812 


Seq. ID 


OJ000350_4 6. 0322 .CI 4 




Gene No. 




Strand 






Start 


13515 


End 


23577 




Name 


OJ000350 46.0322.C14.o4.tm 


Method 


TBLASTX: Maize 




Start 


9198 


End 


9407 




GI 


none 


Score 


171 




Exons 


9198.. 9350, 9198.. 9350, 9342 


. .9407/ 9344. .9406 




Seq. No. 


43812 


Seq. ID 


OJ000350_4 6.0322.C14 




Gene No . 




Strand 






Start 


13515 


End 


23577 




Name 


OJ000350 46.0322.C14 .oS.gs 


Method 


GEN SCAN 




Start 


13515 


End 


15360 




GI 


none 


Score 


.51 




Exons 


13515. .13576, 14810 .. 14924 , 


15265. .15360 




Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322.C14 




Gene No. 


92005 


Strand 






Start 


13515 


End 


23577 




Name 


OJ000350 46.0322.C14.o7.np 


Method 


AAT/NAP 




Start 


15160 


End 


19118 




GI 


4388818 


Score 


2591 




Exons 


15160. .19118 






%J 


GI Descrip. 


(AC006528) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 






r | e 


Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322.C14 




Gene No. 


92005 


Strand 






Start 


13515 


End 


23577 




Name 


OJ000350 46.0322.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


15165 


End 


15590 




GI 


none 


Score 


110 




Exons 


15165. .15347, 15169 .. 15348 , 


15169. .15354, 15348 .. 15590, 






15349. .15585 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



43812 
92005 
13515 

OJ000350_46.0322.C14 .o3.ts 
15169 
none 



Seq. ID OJ000350_46.0322.C14 
Strand 

End 23577 

Method TBLASTX : Soybean 

End 15566 

Score 56 



15169. .15282, 15284 .. 15334 , 15292 .. 15351, 15348 .. 15566, 
15349. .15564 



Seq. No. 


43812 






Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 






Strand 






Start 


13515 






End 


23577 




Name 


OJ000350 46. 


0322. C14 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


15169 






End 


15767 




GI 


none 






Score 


58 




Exons 


15169. .15351 


, 15393. 


.15539, 


15540. .15644, 15639. .15767 




Seq. No. 


43812 






Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 






Strand 






Start 


13515 






End 


23577 




Name 


OJ000350 46. 


0322. C14 


.o4 .tw 


Method 


TBLASTX: Wheat 





44695 



Start 


15193 




End 


15627 




GI 


none 




Score 


37 




Exons 


15193. . 15351, 15253. 


. 15357, 


15411. .15614, 15436. .15627 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15646 




End 


16092 




GI 


none 




Score 


213 




Exons 


15646. . 15957, 15649. 


. 15897, 


15651. .15956, 15933 .. 16091, 






15981. .16073, 16000. 


. 16092 








Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15741 




End 


16364 




GI ' 


none 




Score 


57 




Exons 


15741. .16079, 15760. 


. 15924, 


15909. .16121, 16212.. 16364 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene ^o . 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


.06. gs 


Method 


GENSCAN 




Start 


16083 




End 


23577 




GI 


none 




Score 


.68 




Exons 


16083. .16885, 17141. 


. 17294, 


17315. .17449, 17519 .. 19176, 






19368 . . 19617, 20578. 


.20673, 


20925. .21803, 21983 .. 22239, 






23466. .23577 










Seq. No. 


43812 




Seq. ID 


OJ000350_4 6.0322 


.C14 


Gene No. 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


. o3 . gp 


Method 


AAT/GAP 




Start 


16122 




End 


16364 




GI 


1621494 




Score 


422 




Exons 


16122. .16364 










GI Descrip. 


1621495/dbj IBAA12903 


I 4.0e- 


35 (D85877) 


reverse transcriptas 




[Oryza sativa] 










Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


16145 




End 


16499 




GI 


none 




Score 


93 




Exons 


16145. .16405, 16148. 


. 16405, 


16155. .16478, 16155 .. 164 99, 






16204 . . 16479 










Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16155 




End 


16526 




GI 


none 




Score 


108 




Exons 


16155. .16523, 16228. 


.16488, 


16425. .16526 





44696 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No . 






C4- ran H 






otart 






EjIIU. 


ZOO / / 




Name 


r\Tnnn*5CLn a& n^oo c\ a 

UJUUUOOU 40.UOZZ.bl3 


. OO . tC 




•TDT 7\ C T 1 V • r~ a c c 




O f -* -»-f 

btart 








lDJi J 




C T 

bl 


none 




Score 


1 4 




Exons 


1 OOl / . . IDj^ J/ IDjI / • 










Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


bene wo . 






Strand 






otart 


IjDIO 




End 


23577 




Name 




. Ol . tw 


Method 


TBLASTX: Wheat 




C 4- -»-f 

btart 


1 D ODD 




End 


16801 




bl 


none 




Score 


392 




Exons 


IDjOj. . ID / / (J/ IDjdj . 


i C7 qq 
.lb/ y y , 


16613. .16801 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


bene wo . 


UUj 




Strand 






Of -i vf 


X jDIO 




End 


23577 




Name 


UJUUUjjU 40.UOZZ.bl4 


. Oz . tc 


Method 


TBLASTX: Cress 




Of -i >~4- 






End 


17446 




bl 


none 




Score 


75 




Exons 


loyo u . . i / x jo f i/uzo. 


1 11 on 

. i / ioy , 


17154. .17330, 17333.. 17446 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 




Strand 






Of -i >~4- 


IjjID 




End 


23577 




Name 


oTfinn^^n /i £ n^oo c\ a 
UJUUUOOU 4 0 . UOZZ . bl*l 


. oz . ts 


Method 


TBLASTX: Soybean 




Of — -vf 

btart 


1 7H1 
1 / UlO 




End 


17464 




bl 


none 




Score 


57 




Exons 


i 7r\i o i 71 en 1 71 o^r 
J. / U1j. . 1 / lOUf I/IOO. 


. 1 / jjU/ 


17206. .17316, 17333. .17464, 
















Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No * 






Strand 






ni. - — .f 

btart 


lOOlO 




End 


23577 




Name 


r\Tnnmc;n ac moo c\ a 
UJUUUOOU 4o.UOZZ.bl4 


. Oj . tW 


Method 


TBLASTX: Wheat 




Start 


1 /U / 0 




End 


17683 




bl 


none 




Score 


114 




Exons 


1 / U / O . . 1 / 1 Jo / 1/100. 


. 1 / ZOO , 


17333. .17683, 17364.. 17672 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No . 


yzuuo 




Strand 






Of vf 

btart 


IjJiJ 




End 


23577 




Name 


nT^nm^n a a moo c\ a 
UJUUUOOU 4o.Uozz.bl*l 


C f 

. oo . tm 


Method 


TBLASTX: Maize 




Of v-f 

btart 


1 7 0 1 >l 




End 


17698 




bl 


none 




Score 


76 




Exons 


1 /zl4 . . 1 /o jU, 1 / jjj. 


1 7 CQQ 

. l / t>y o , 


17337. .17504, 17345.. 17605 




Seq. No. 


43812 




Seq. ID 


OJ000350_46.0322 


.C14 


Gene No. 


92005 




Strand 






Start 


13515 




End 


23577 




Name 


OJ000350 46.0322.C14 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


18389 




End 


18814 




GI 


none 




Score 


42 




Exons 


18389. .18457, 18399. 


.18434, 


18460. .18555, 18521 .. 18580, 





44697 



18572. .18682, 18573 .. 18 665, 18662 .. 18814, 18669. .18794 



Seq. No. 


43812 


Seq. ID 


OJ000350_4 6.0322. 


C14 


Gene No. 


92005 


Strand 






Start 


13515 


End 


23577 




Name 


OJ000350 46.0322.C14.o9.np 


Method 


AAT/NAP 




Start 


19907 


End 


22351 




GI 


6016871 


Score 


435 




Exons 


19907. .20023, 20800 .. 20993, 


21047. .21886, 21934.. 22351 




GI Descrip. 


(AP000570) EST C98565 (E04 14 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322. 


C14 


Gene No. 


92005 


Strand 






Start 


13515 


End 


23577 




Name 


OJ000350 46.0322.C14.ol0.np 


Method 


AAT/NAP 




Start 


20797 


End 


22351 




GI 


6016871 


Score 


439 




Exons 


20797. .20993, 21047 .. 2188 6, 


21934. .22351 




GI Descrip. 


(AP000570) EST C98565 (E04 14 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322. 


C14 


Gene No . 


92006 


Strand 






Start 


24935 


End 


25494 




Name 


OJ000350 46.0322.C14.o6.tw 


Method 


TBLASTX: Wheat 




Start 


24935 


End 


25291 




GI 


none 


Score 


182 




Exons 


24935. .24982, 24965.. 25291 








Seq. No. 


43812 


Seq. ID 


OJ000350_46.0322. 


C14 


Gene No . 


92006 


Strand 






Start 


24935 


End 


25494 




Name 


OJ000350 46.0322.C14.o6.tm 


Method 


TBLASTX: Maize 




Start 


25034 


End 


25494 




GI 


none 


Score . 


65 




Exons 


25034. .25108, 25115 .. 25351, 


25121. .25309, 25374 .. 254 93, 






25396. .25494 








Seq. No. 


43813 


Seq. ID 


OJ000350_46.0322. 


C15 


Gene No. 


92007 


Strand 






Start 


538 


End 


4050 




Name 


OJ000350 46.0322.C15.ol.np 


Method 


AAT/NAP 




Start 


538 


End 


2125 




GI 


6016871 


Score 


426 




Exons 


538. .859, 905. .1272, 1306. .1637, 1695. 


.2125 




GI Descrip. 


(AP000570) EST C98565 (E0414 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


43813 


Seq. ID 


OJ000350_46.0322. 


C15 


Gene No. 


92007 


Strand 






Start 


538 


End 


4050 




Name 


OJ000350 46.0322.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


961 


End 


4050 




GI 


none 


Score 


136 




Exons 


961. .1149, 967. .1140, 972. .1184, 3768. 


.4049, 3777. .3914, 





3826.. 4044, 3832.. 4050 



44698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_40.0323.C2.ol.np 
1 

4008156 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 40. 0323. C2 



8485 
AAT/NAP 
8116 
7905 

1..1824, 2045. .2206, 2321. .2475, 3004. .3873, 4172. .4641, 
4726. .4790, 4914. .5257, 5340. .5519, 5626. .5729, 5862. .5971, 
6457. .6553, 6947. .7047, 7133. .7285, 7370. .7483, 7574. .7693, 
7769. .8116 

(AB008845) NADH dependent Glutamate Synthase [Oryza sativa] 



43814 
92008 
1 

OJ000350_40. 
350 

42_1.R1084 
350. .1824, 2 
4726. .4790, 
6457. .6553, 
7769. .8181, 
'2252840 3.0 
Haemophilus 
thaliana] >g 
contains reg 
permease (SP 



0323.C2.ol.gp 



045. 
4914 
6947 
8452 
e-09 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2475, 3004 



OJ000350 40. 0323. C2 



8485 
AAT/GAP 
8485 
9446 

3873, 4172, 



.5519, 5626. 
.7285, 7370. 



,5729, 5862 



.4641, 
, .5971, 



.7483, 7574. .7693, 



2206, 2321, 
.5257, 5340. 
.7047, 7133. 
.8485 

(AF013293) contains regions of similarity to 
influenzae permease (SP:P38767) [Arabidopsis 
i_6049882_gb_AAF02797.1_AF195115_17 (AF195115) 
ions of similarity to Haemophilus influenzae 
:P38767) [Arabidopsis thaliana] 1 



43814 Seq. ID 

92008 Strand 
1 End 
OJ000350_4 0 . 0323 . C2 . ol . tm Method 
351 End 
none Score 

351. .995, 352. .996, 352. .993, 813. .998 



OJ000350_40.0323.C2 
8485 

TBLASTX: Maize 

998 

678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_40 . 0323 . C2 . o2 . tc 

397 

none 

397. .993, 419. .505, 529. .831, 
1394. .1747, 2030. .2209, 2048. 
3446. .3643, 3509. .3604, 3683. 
4317. .4640, 4389. .4619, 4405. 
5187. .5255, 5344. .5412, 5346. 
5862. .5954, 7145. .7285, 7367. 
7793. .7849 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 40. 0323. C2 



8485 

TBLASTX: Cress 
7849 
44 

581. .862, 923. .994, 1285. .1830, 
.2206, 2321. .2410, 2325. .2414, 
.3820, 3684. .3836, 4173. .4277, 
.4632, 4971.. 5126, 5004.. 5102, 
.5411, 5425. .5514, 5861. .5968, 
.7435, 7580. .7693, 7611. .7694, 



Seq. No. 43814 Seq. ID 

Gene No. 92008 Strand 

Start 1 . End 

Name OJ000350_40 . 0323 . C2 . o4 . ts Method 

Start 397 End 

GI none Score 



OJ000350_40.0323.C2 
8485 

TBLASTX: Soybean 

5117 

135 



44699 



Exons 



397. .831, 529. .789, 581. .832, 1333 1830, 1394 1831, 

3683. .3820, 4167. .4256, 4317. .4640, 4386. .4640, 4402. .4641, 

4758. .4844, 4977. .5063, 5079. .5117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_4 0 . 0323 . C2 . ol . gs 

406 

none 



Seq. ID OJ000350_40.0323.C2 
Strand 

End 8485 

Method GEN SCAN 

End 8116 

Score .94 



406. .1824, 2045. .2206, 2321. .2475, 3004. .3873, 4172. .4641, 
4726..47>90, 4914.. 5257, 5340.. 5519, 5626.. 5729, 5862.. 5971, 
6457. .6553, 6947. .7047, 7133. .7285, 7370. .7483, 7769. .8116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_40.0323.C2.ol.ts 

834 

none 



Seq. ID OJ000350_40.0323.C2 
Strand 

End 8485 

Method TBLASTX : Soybean 

End 1332 

Score 77 



834. .947, 835. .1191, 835. .1332, 917. .1330, 1231. .1332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

0 J000350_4 0 . 0323 . C2 . o2 . tm 

1282 

none 



Seq. ID OJ000350_40.0323.C2 
Strand 

End 8485 

Method TBLASTX: Maize 

End 2092 

Score 224 



1282. .1818, 1394. .1747, 1603. .1818, 2048. .2092 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_40.0323.C2.ol.tw 

1618 

none 



Seq. ID OJ000350_40.0323.C2 
Strand 

End 8485 

Method TBLASTX : Wheat 

End 2209 

Score 87 



1618. .1830, 1631. .1738, 2048. .2206, 2049. .2165, 2063. .2209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_40.0323.C2.o3.ts 

2027 

none 



Seq. ID OJ000350_40.0323.C2 
Strand 

End 8485 

Method TBLASTX : Soybean 

End 3056 

Score 124 

2027. .2209, 2045. .2206, 2049. .2210, 2061. .2207, 2321. .2476, 
2325.-2462, 3002.. 3055, 3003.. 3056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43814 
92008 
1 

OJ000350_4 0 . 0323 . C2 . o3 . tm 

2093 

none 



Seq. ID OJ000350_40.0323.C2 
Strand 

End 8485 

Method TBLASTX : Mai ze 

End 2374 

Score 161 



2093. .2209, 2093. .2206, 2097. .2207, 2321. .2374, 2322. .2372 



Seq. No. 
Gene No. 



43814 
92008 



Seq. ID OJ000350_40.0323.C2 
Strand 



44700 





Start 


1 








End 


8485 








Name 


OJ000350 40. 


0323. 


C2.ol. 


tc 


Method 


TBLASTX : 


Cress 






Start 


3032 ~ 








End . 


3443 








GI 


none 








Score 


325 








Exons 


3032. .3442, 


3036. 


. 3368, 


3038. 


.3433, 3159.. 3443 








Seq- No. 


43814 








Seq. ID 


OJ000350 


_40.0323. 


C2 




Gene No. 


92008 








Strand 










Start 


1 








End 


8485 








Name. 


OJ000350 40. 


0323. 


C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


3173 








End 


3539 








GI 


none 








Score . 


292 








Exons 


3173. .3526, 


3177. 


.3527, 


3207. 


.3539, 3328.. 3531 








Seq. No. 


43814 








Seq. ID 


OJ000350 


_40.0323. 


C2 




Gene No. 


92008 








Strand 










Start 


1 








End 


8485 








Name 


OJ000350 40. 


0323. 


C2.o4 . 


tm 


Method 


TBLASTX: 


Maize 






Start 


3297 








End 


3730 








GI 


none 








Score 


38 








Exons 


3297. .3353, 


3386. 


.3643, 


3429. 


.3617, 3674. .3718, 


3683. .3730 




Seq. No. 


43814 








Seq. ID 


OJ000350 


_40.0323. 


C2 




Gene No. 


92008 








Strand 








% z£ 


Start 


1 








End 


8485 








Name 


OJ000350 40. 


.0323. 


C2 . o5 . 


ts 


Method 


TBLASTX: 


Soybean 




~: z 
E jj; 


Start 


5067 ~ 








End 


5433 






GI 


none 








Score 


115 






L -| 
LLi 


Exons 


5067 . .5261, 


5124 . 


.5261, 


5146. 


.5280, 5341.. 5433, 


5345. .5431 




Seq. No. 


43815 








Seq. ID 


OJ000350 


_40.0323. 


C3 


ru 


Gene No. 


92009 








Strand 


+ 






s 


Start 


153 








End 


1410 








Name 


OJ000350 40. 


0323. 


C3.ol. 


as 


Method 


GENSCAN 






-- =r 


Start 


175 








End 


1410 








GI 


none 








Score 


.6 








Exons 


175.. 379, 601.., 713, 976 


. . 1410 












Seq. No. 


43815 








Seq. ID 


OJ000350 


_40.0323. 


C3 




Gene No. 


92010 








Strand 


+ 








Start 


6102 








End 


7554 








Name 


OJ000350 40. 


0323. 


C3.ol. 


np 


Method 


AAT/NAP 








Start . 


6102 








End 


7554 








GI 


7340860 








Score 


86 








Exons 


6102. .6125, 


7390. 


.7554 













GI Descrip. (AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


43815 






Seq. ID 


OJ000350 


Gene No. 


92011 






Strand 




Start 


3800 






End 


7239 


Name 


OJ000350 40 


.0323.C3.o2. 


gs 


Method 


GENSCAN 


Start 


3800 






End 


7239 


GI 


none 






Score 


.5 


Exons 


3800. .3961, 


4492. .4763, 


5077. 


.5159, 7175. .7239 


Seq. No. 


43816 






Seq. ID 


OJ000350 



44701 



Gene No. 92012 

Start 1555 

Name OJ000350_40 . 0323 . C4 . ol . gs 

Start 1555 

GI none 

Exons 1555.. 1662, 2824.. 2928 

Seq. No. 43816 

Gene No. 92013 

Start 7180 

Name OJ000350_40 . 0323 . C4 . o2 . gp 

Start 7180 

GI none 

Exons 7180.. 7561 



Strand + 

End 2 928 

Method GENSCAN 

End 2928 

Score .79 



Seq. ID OJ000350_40.0323.C4 

Strand + 

End 7561 

Method AAT/GAP 

End 7561 

Score 760 



Seq. No. 43816 
Gene No! 92014 
Start 15728 

Name OJ000350_40 . 0323 .C4 . o3 .gs 

Start 15728 
GI none 

Exons 15728. .15884, 16428 .. 16786, 

17928. .17996, 18238 .. 18354 , 
20150. .20348, 20816 .. 20973, 
24435. .24572, 25323 .. 25430, 
29451. .29648, 30014 .. 30258 , 
31829. .32038, 32582 .. 32714 , 
34659. .34761, 34789.-34889 



Seq. ID OJ000350_40.0323.C4 

Strand + 

End 34889 

Method GENSCAN 

End 34889 

Score .52 
17140. .17219, 17302. .17353, 
18443. .18493, 19001 .. 19136, 
22315. .22852, 22947 23882, 
25494. .25715, 26523 .. 26991, 
30595. .30753, 31337 31424 , 
33534. .33659, 33951. .34231, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17447. .17488, 
18083. .18157, 



OJ000350_40.0323.C4 
+ 



Seq. No. 43816 
Gene No. 92014 
Start 15728 

Name OJ000350_4 0 . 0323 . C4 . o3 . np 

Start 16436 
GI 6751712 

Exons 16436. .16786, 17140 .. 17353, 

17817. .17848, 17928 .. 17996, 

18443. .18493, 19001. .19141 
GI Descrip. (AC018848) unknown protein [Arabidopsis thaliana] 



34889 
AAT/NAP 
19141 
1072 

17576. 
18238. 



,17654, 
,18354, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



43816 
92014 
15728 

OJ000350_4 0.0323.C4.o4.gp 
16528 

2400_1.R1084 
16528. .16786, 
17576. .17654, 
18238. .18354, 



17140. .17219, 
17817. .17848, 
18493, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17302 

17928 



OJ000350_40.0323.C4 
+ 



34889 
AAT/GAP 
19357 
2161 
17353, 17447. 
17996, 18083. 



.17488, 
.18157, 



18443. 



19001. . 19357 

, 287938/emb 1X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
(pBluescript KS plus derivative) 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43816 
92014 
15728 

OJ000350_4 0 . 0323 . C4 . o4 . np 
25588 



Seq. ID OJ000350_40.0323.C4 

Strand + 

End 34889 

Method AAT/NAP 

End 32107 



44702 



GI 6648606 Score 1920 

Exons 25588. .25715, 26523 26991, 29451 29648 , 30014 30258 , 

30595. .30753, 31337 .. 31424 , 31829.. 32107 
GI Descrip. (AF048706) CAD ATPase; AAA1 [Arabidopsis thaliana] 

gi|6751710|gb|AAF27692.1|AC018848_9 (AC018848) CAD ATPase (AAA1) 

[Arabidopsis thaliana] 



Seq. No. 


43816 


Seq. ID 


OJ000350_ 


40 . 0323 


Gene No. 


92014 


Strand 


+ 




Start 


15728 


End 


34889 




Name 


OJ000350 40.0323.C4.o6.gp 


Method 


AAT/GAP 




Start 


29492 


End 


30755 




GI 


21063 1.R1084 


Score 


1038 




Exons 


29492. .29648, 30014 .. 30258, 


30595. .30755 




GI Descrip. 


'3098603 4.0e-74 (AF052191) 


katanin p60 subunit 






[Strongylocentrotus purpuratus] * 






Seq. No. 


43816 


Seq. ID 


OJ000350 


40.0323 


Gene No. 


92014 


Strand 


+ 




Start 


15728 


End 


34889 




Name 


OJ000350 40.0323.C4.o7.gp 


Method 


AAT/GAP 




Start 


31825 


End 


32449 




GI 




Score 


1128 




Exons 


318257.32449 








GI Descrip. 


'3283072 3.0e-13 (AF056022) 


p60 katanin [Homo sapiens] ' 


Seq. No. 


43816 


Seq. ID 


OJ000350_ 


40.0323 


Gene No. 


92015 


Strand 


+ 




Start 


41734 


End 


42165 




Name 


OJ000350 40.0323.C4.o5.gs 


Method 


GENSCAN 




Start 


41734 


End 


42165 




GI 


none 


Score 


.46 




Exons 


41734 4216S 








Sea. No 


43816 


Seq. ID 


OJ000350_ 


40.0323 


Gene No- . 


92016 


Strand 


+ 




Start 


44156 


End 


55048 




Name 


OJ000350 40.0323.C4.o6.gs 


Method 


GENSCAN 




Start 


44156 


End 


55048 




GI 


none 


Score 


.56 




Exons 


44156. .44207, 46329. . 46408, 


46678.-46895, 47701. 


.47773, 




48490. .48716, 4 9038 .. 4 9133, 


49659. .49915, 50758. 


.51010, 




51093. .51183, 51672. .51728, 


52249. .52299, 52379. 


.52422, 




52523. .52586, 52777 52863, 


53154. .53245, 53340. 


.53473, 




53581. .53669, 54727 .. 54 870, 


55007. .55048 




Seq. No. 


43816 


Seq. ID 


OJ000350_ 


40.0323. 


Gene No. 


92016 


Strand 


+ 




Start 


44156 


End 


55048 




Name 


OJ000350 40.0323.C4.o9.gp 


Method 


AAT/GAP 




Start 


51545 


End 


51625 




GI 


38012 1.R1084 


Score 


101 




Exons 


51545. .51625 








GI Descrip. 


M097 947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds' 


Seq. No. 


43816 


Seq. ID 


OJ000350_ 


40.0323. 



44703 



Gene No. 


92016 




Strand 


+ 






Start 


44156 




End 


55048 






Name 


OJ000350 40. 0323. C4. 


o6.np 


Method 


AAT/NAP 






Start 


54210 




End 


55033 






GI 


6598627 




Score 


263 






Exons 


54210. .54243, 54400. 


.54492, 


54568. .54632, 54727. 


.54870, 






55007. .55033 












GI Descrip. 


(AC006837) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


43816 




Seq. ID 


OJ000350_ 


40.0323. 


C4 


Gene No. 


92017 




Strand 


+ 






Start' 


62978 




End 


65225 






Name 


OJ000350 40. 0323. C4. 


olO.gp 


Method 


AAT/GAP 






Start 


62978 




End 


65225 






GI 


15886 1.R1084 




Score 


1414 






Exons 


62978. .63125, 63709. 


.63904, 


64818. .65225 






GI Descrip. 


1 287938/emb | X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 




(DBluescriot KS olus 


derivative) ' 








Seq. No. 


43816 




Seq. ID 


OJ000350_ 


40. 0323. 


C4 


Gene No. 


92018 




Strand 


+ 






Start 


77180 




End 


83339 






Name 


OJ000350 40 0323 C4 


ol2 . gp 


Method 


AAT/GAP 






Start 


77180 




End 


79476 






GI 


701282 




Score 


594 






Exons 


77180. .77368, 79341. 


.79476 










Seq. No. 


43816 




Seq. ID 


OJ000350_ 


40.0323. 


C4 


Gene No . 


92018 




Strand 


+ 






Start 


77180 




End 


83339 






Name 


OJ000350 40. 0323. C4. 


ol2 .gs 


Method 


GENSCAN 






Start 


79335 




End 


83339 






GI 


none 




Score 


.6 






Exons 


79335. .79600, 79796. 


.80083, 


80231. .80341, 80661. 


.80751, 






80992. .81144, 81250. 


.81327, 


81473. .81562, 818.86. 


.82104, 






82217. .82307, 82906. 


.83138, 


83223. .83339 






Seq. No. 


43816 




Seq. ID 


OJ000350_ 


40.0323. 


C4 


Gene js^o . 


92018 




Strand 


+ 






Start 


77180 




End 


83339 






Name 


OJ000350 40. 0323. C4. 


08 . np 


Method 


AAT/NAP 






Start 


79564 




End 


82336 






GI 


7487485 




Score 


472 






Exons 


79564. .79646, 79796. 


.80083, 


80231. .80341, 80661. 


.80751, 






80992. .81060, 81250. 


.81327, 


81473. .81562, 81733. 


.81783, 






81886. .82104, 82217. 


.82336 










GI Descrip. 


hypothetical protein 


T27I1. 


12 - Arabidopsis thaliana 





gi I 3540189 | gb IAAC34339.il 
[Arabidopsis thaliana] 

Seq. No. 43816 

Gene No. 92018 

Start 77180 

Name OJ000350_40 . 0323 . C4 . ol3 . gp 

Start 80790 

GI uC-osrocyp036e02bl 
Exons 



(AC004122) Hypothetical protein 



Seq. ID OJ000350_40.0323.C4 

Strand + 

End 83339 

Method AAT/GAP 

End 81601 

Score 851 



80790. .81060, 81250 .. 81327, 81473.. 81601 



44704 



GI Descrip. '3540189 4.0e-17 (AC004122) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 43816 Seq. ID 

Gene No. 92018 Strand 

Start 77180 End 

Name OJ000350_40 . 0323 . C4 . ol4 . gp Method 

Start 81751 End 

GI none Score 

Exons 81751. .82104, 82217.. 82453 



OJ000350_40.0323.C4 
+ 

83339 
AAT/GAP 
82453 
1136 



Seq. No. 43816 

Gene No. 92019 

Start 3559 

Name OJ000350_40 . 0323 .C4 . o2 . gs 

Start 3559 

GI none 

Exons 3559.. 3728, 3839.. 3900, 4809. 

7669.. 8277, 8608.. 8732, 9722. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 40. 0323. C4 



13354 
GENSCAN 
13354 
.46 

4945, 5255. .5432, 5503. .6022, 
9855, 9957. .10818, 11462. .11561, 



11674. .11707, 11889. 
13317. .13354 



,12143, 12287. . 12466, 12625 .. 12754 , 



Seq. No. 43816 
Gene No. 92019 
Start 3559 

Name OJ000350_40 . 0323 . C4 . ol . np 

Start 6863 
GI 140503 
Exons 6863.. 6962 

GI Descrip. HYPOTHETICAL 14 KD PROTEIN IN 
gil 82518 Ipir | IJQ0279 hypothet 
rice chloroplast gi | 12041 | emb 
within trnl intron [Oryza sat 
(X15901) ORF133; ORF within t 
gi I 226660 Iprf | 1 1603356CL trnl 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_40.0323.C4 

13354 
AAT/NAP 
6962 
87 



YCF68 TRNI INTRON (ORF 133) 
ical 14. 5K protein (trnl intron) 
|CAA33945| (X15901) ORF133; ORF 
iva] gi|12061|emb|CAA33915| 
rnl intron [Oryza sativa] 
intron ORF 133 [Oryza sativa] 



Seq. No. 43816 Seq. ID 

Gene No. 92019 Strand 

Start 3559 End 

Name OJ000350_40 . 0323 . C4 . o3 . gp Method 

Start 11925 End 

GI none Score 

Exons 11925. .12366 



OJ000350_40.0323.C4 

13354 
AAT/GAP 
12366 
880 



Seq. No. 


43816 


Seq. ID 


OJ000350 


_4 0 


.0323. 


C4 


Gene No. 


92020 


Strand 










Start 


33306 


End 


38147 








Name 


OJ000350 40. 0323. C4 


.o5.np Method 


AAT/NAP 








Start 


33306 


End 


36544 








GI 


5852093 


Score 


71 








Exons 


33306. .33328, 35052 


..35159, 36524.. 36544 








GI Descrip. 


(AL117264) zwhl6.1 


[Oryza sativa] 










Seq. No. 


43816 


Seq. ID 


OJ000350_ 


_4 0 


.0323. 


C4 


Gene No. 


92020 


Strand 










Start 


33306 


End 


38147 








Name 


OJ000350 40. 0323. C4 


.o4.gs Method 


GENSCAN 









44705 





35559 




End 


38147 






GI 


none 




Score 


.4 








35559 .35614 35968 


36039 


37724. .37806, 38131. 


^8 1 4 7 

t JOll f 




Seq. No. 


43816 




Seq. ID 


OJ000350_ 


40.0323 


.C4 


Gene No. 


92021 




Strand 


- 






Start 


43225 




End 


43614 






Name 


OJ000350 40 0323 C4 


08 . gp 


Method 


AAT/GAP 






Start 


43225 ~~ 




End 


43614 






GI 


286945 




Score 


705 








43225 43614 












O C ^ ■ I'U • 


43816 




Seq. ID 


OJ000350_ 


40 0323 


CA 


Hptip No 


92022 




Strand 










54688 




End 


63913 






Name 


n.TO nrnsn ao n^?^ ca 


o / . np 


Method 


AAT/NAP 






Start 


54688 




End 


61240 






GI 


5103809 




Score 


1318 






Exons 


54688. .54754, 55703. 


.55841, 


55946. .56040, 56182. 


.56435, 






57501. .57592, 58165. 


.58249, 


58363. .58479, 58570. 


.58649, 






S8743..58797, 58960. 


.59050, 


59759. .59818, 59966. 


.60031, 






61089... 61240 













GI Descrip. (AC007591) Similar to gb|AF099053 phosphatidylserine synthase-2 
from Mus musculus. EST gb|N96271 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 43816 
Gene No. 92022 
Start 54688 

Name OJ000350_40 . 0323 . C4 . o7 . gs 

Start 56206 
GI none 
Exons 56206. .56268, 57501 .. 57612 , 59759 

61516. .61672, 62473 .. 62692 , 62987 

63854.. 63913 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 40. 0323. C4 



63913 
GENSCAN 
63913 
.7 

59818, 61089. 
63223, 63302. 



,61281, 
,63387, 



Seq. No. 43816 

Gene No. 92023 

Start 68455 

Name OJ000350_4 0 . 0323 . C4 . o9 . gs 

Start 68455 

GI none 

Exons 68455. .68744, 69033 69222, 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 70342 

Method GENSCAN 

End 70342 

Score .48 
69972. .70082, 70340.. 70342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



43816 
92024 
72545 

OJ000350_40. 0323. C4. oil. gs 

72545 

none 

72545. .72637, 72901 .. 72977 , 
77059. .77230, 77235.. 77285 

43816 
92025 
86892 

OJ000350 40.0323.C4.ol0.tm 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 77285 

Method GENSCAN 

End 77285 

Score .44 
73065. .73141, 75453 .. 75684 , 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 87016 

Method TBLASTX : Mai ze 



44706 



Start 
GI 

Exons 



7457 End 7638 

none Score 197 

7457.. 7636, 7480.. 7638, 7482. .7637 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_40 . 0323. C4 . o4 . ts 

Start 7514 

GI none 

Exons 7514.. 7633/ 7517.. 7633, 7667. 
7925.. 8071, 7926. .8051 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 87016 

Method TBLASTX : Soybean 

End 8071 

Score 63. 

.7699, 7667. .7909, 7760. .7855, 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_4 0. 0323.C4 .ol2 .tm 

Start 7896 

GI none 

Exons 7896.. 8039, 7898.. 8041, 8042. 
8069. .8179 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 87016 

Method TBLASTX : Mai ze 

End 8179 

Score 135 

.8074, 8043.. 8066, 8067.. 8165, 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_40 . 0323 . C4 . o5 . tm 

Start 8198 

GI none 
Exons 



Seq. ID OJ000350_40.0323.C4 
Strand 
End 

Method 
End 
Score 



87016 

TBLASTX: Maize 

10055 

215 



8198.. 8359, 8234. .8359, 9700. .9858, 9701.. 9856, 9714.. 9857, 
9720.. 9869, 9945.. 10055, 9957.. 10055 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_40 . 0323.C4 .ol . tm 

Start 10077 

GI none 

Exons 10077. .10340, 10078 .. 1034 1, 
10363. .10563 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_40.0323.C4 
87016 

TBLASTX: Maize 

10563 

316 



10078. .10341, 10353. .10562, 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_40. 0323.C4 .o6.ts 

Start 10410 

GI none 
Exons 



Seq. ID OJ000350_40.0323.C4 
Strand 
End 

Method 
End 
Score 



87016 

TBLASTX : Soybean 

10817 

180 



10410. .10715, 10411. .10659, 10683.. 10817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43816 
92025 
86892 

OJ000350_40.0323.C4.ol.tc 
16507 



OJ000350 40. 0323. C4 



none 
16507. 
17300. 
17806. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16785, 16520. .16789, 17139 .. 17204 , 17140. . 17208, 
17353, 17302. .17346, 17444 .. 17488 , 17570 .. 17617, 
17847, 17816. .17848, 17921 .. 18001, 17 928 .. 17 999, 



87016 

TBLASTX: Cress 

18496 

328 



44707 




18081. .18152, 18082. .18153, 
18235. .18354, 18237 .. 18344 , 
18442. .18495 




18083. . 18178, 18095. .18157, 
18252. .18356, 184 37 184 96, 



Seq. No. 


43816 








Seq. ID 


OJ000350 


_40.0323 


.C4 


Gene No. 


92025 








Strand 


- 






Start 


86892 








End 


87016 






Name 


OJ000350 40. 0323. C4. 


ol4 . tm 


Method 


TBLASTX: 


Maize 




Start 


16507 








End 


16653 






GI 


none 








Score 


189 






Exons 


16507. 


.16653, 


16520. 


.16651 










Seq. No. 


43816 








Seq. ID 


OJ000350 


_40.0323 


.C4 


Gene No. 


92025 








Strand 








Start 


86892 








End 


87016 






Name 


OJ000350 40. 0323. C4. 


o5.ts 


Method 


TBLASTX : 


Soybean 




Start 


16513 








End 


19132 






GI 


none 








Score 


340 






Exons 


16513. 


.1678*5, 


16520. 


.16789, 


17139. .17219, 17140 


. .17220, 






17299. 


.17346, 


17300. 


.17353, 


17444. .17494, 17449 


. .17487, 






17569. 


.17616, 


17570. 


.17617, 


17806. .17847, 17816 


. .17848, 






17927. 


.17998, 


17928. 


.17999, 


18082. .18153, 18095 


. .18157, 






18235. 


.18354, 


18237. 


.18362, 


18252. .18356, 18436 


. .18495, 






18437. 


.18496, 


18998. 


.19132, 


18998. ,19117, 19000 


. .19131 . 




Seq. No.' 


43816 








Seq. ID 


OJ000350 


_40.0323 


.C4 


Gene No. 


92025 








Strand 








Start 


86892 








End 


87016 






Name 


OJ000350 40. 0323. C4. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


16654 








End 


19302 






GI 


none 








Score 


208 






Exons 


16654. 


.16785, 


16655. 


.16789, 


16682. .16786, 17138 


. .17209, 






17139. 


.17204, 


17139. 


.17219, 


17140. .17220, 17140 


. .17220, 






17144. 


.17221, 


17299. 


.17352, 


17300. .17353, 17300 


. .17353, 






17444. 


.17488, 


17448. 


.17483, 


17452. .17511, 17531 


. .17662, 






17570. 


.17617, 


17806. 


.17847, 


17816. .17848, 17927 


. .17998, 






17928. 


.17999, 


18080. 


.18124, 


18081. .18146, 18122 


. .18178, 






18235. 


.18354, 


18237. 


.18353, 


18437. .18496, 18439 


. .18495, 






18998. 


.19138, 


19000. 


. 19137, 


19237. .19302, 19238 


. . 19261 




Seq. No. 


43816 








Seq. ID 


OJ000350 


_40.0323 


.C4 


Gene No. 


92025 








Strand 








Start 


86892 








End 


87016 






Name 


OJ000350 40. 0323. C4. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


25558 








End 


26878 






GI 


none 








Score 


187 






Exons 


25558. 


.25716, 


25671. 


.25715, 


26520. .26690, 26521 


. .26652, 






26525. 


.26689, 


26660. 


.26878, 


26664. .26876 






Seq. No. 


43816 








Seq. ID 


OJ000350 


_40.0323 


• C4 


Gene No. 


92025 








Strand 








Start 


86892 








End 


87016 






Name 


OJ000350 40. 0323. C4. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


25615 








End 


26880 






GI 


none 








Score 


162 






Exons 


25615. 


.25716, 


26520. 


.26678, 


26521. .26649, 26685 


. .26735, 






26698. 


.26736, 


26728. 


.26766, 


26730. .26777, 26805 


. .26858, 





44708 



26806. .26880 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_40 . 0323 . C4 . o7 . tm 

Start 29508 

GI none 

Exons 29508. .29645, 30013. . 30258, 
30698. .30751 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_40.0323.C4 
87016 

TBLASTX: Maize 

30751 

128 



30014. .30259, 30596 .. 30673, 



Seq. No. 43816 

Gene No. 92025 
Start ' 86892 

Name OJ000350_40 . 0323 . C4 .o3. tc 

Start 29553 

GI none 

Exons 29553. .29645, 30017 .. 30256, 30025.. 30237 



Seq. ID OJ000350_40.0323.C4 



Strand 
End 

Method 

End 

Score 



87016 

TBLASTX: Cress 
30256 
76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43816 Seq. ID 

92025 Strand 

86892 End 

OJ000350_40.0323.C4.o2.ts Method 

29586 End 

none Score 



OJ000350_40.0323.C4 
87016 

TBLASTX : Soybean 

30676 

110 



29586. .29648, 29591 . .29653, 30009 .. 30248 , 30010 .. 30246, 
30010. .30258, 30011 30259, 30099 30263, 30595 .. 30675, 
30596. .30676 



Seq. No. 43816 Seq. ID 

Gene No. 92025 Strand 

Start 86892 End 

Name OJ000350_40 . 0323 . C4 . ol . tw Method 

Start 30032 End 

GI none Score 

Exons 30032. .30259, 30049.. 30258 



OJ000350_40.0323.C4 
87016 

TBLASTX: Wheat 

30259 

212 



Seq. No. 43816 

Gene No. 92025 

Start 86892 

Name OJ000350_4 0 . 0323 . C4 . o2 . tm 

Start 31320 

GI none 

Exons 31320. .31427, 
31826. .32116, 



31321. .31416, 
31827. .32123, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

31338. 

31831. 



31430, 
32115 



OJ000350_40.0323.C4 
87016 

TBLASTX: Maize 

32123 

125 

31822. .31980, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43816 Seq. ID 

92025 Strand 

8 6892 End 

OJ000350_4 0 . 0323 . C4 . o5 . tc Method 

31945 End 

none Score 



OJ000350__40.0323.C4 
87016 

TBLASTX: Cress 

32204 

224 



31945. .32106, 31946. . 32110, 31959.. 32204 



Seq. No. 
Gene No. 
Start 



43816 
92025 
86892 



Seq. ID 

Strand 

End 



OJ000350 40. 0323. C4 



87016 



44709 



Name 

Start 

GI 

Exons 



OJ000350_40.0323.C4. 

52527 

none 

52527. .52586, 52530. 

52773. .52871, 52775. 

53154. .53249, 53154. 

53930. .54022, 53936. 

53941. .54042, 54128. 

54435. .54491, 54445. 

54726. .54758, 54727. 



oil . tm 



,52592, 
,52864, 
.53246, 
,54025, 
,54241, 
,54477, 
.54756 



Method TBLASTX : Mai ze 
End 54758 
Score 101 
52532. .52597, 52759 .. 528 63, 
52776. .52865, 53150 .. 53248 , 
53329. .53409, 53338 .. 53421 , 
53937. .54038, 5394 1 .. 54024 , 
.54242, 54130. .54246, 
.54631, 54573. .54632, 



54129. 
54572. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43816 
92025 
86892 

OJ000350_40.0323.C4.o6.tm 

55734 

none 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 87016 

Method TBLASTX : Mai ze 

End 58480 

Score 96 



55734. .55841, 55740 .. 55835, 55747 .. 55842 , 55945 .. 56043, 

55950. .56039, 55957 .. 56043, 56182 .. 56436, 56182 .. 56436, 

56183. .56437, 56184 .. 56438 , 574 98 .. 57593, 574 98.-57593, 

57499.-57594, 58162 .. 58233, 58 163 .. 58258 , 58 164 .. 58250, 

58358. .58480, 58360. .58479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43816 Seq. ID 

92025 Strand 

86892 End 

OJ000350_40 . 0323 . C4 . 08 . ts Method 

55740 End 

none Score 



OJ000350_40.0323.C4 
87016 

TBLASTX : Soybean 

56048 

60 



55740. .55841, 55744 .. 55842, 55950 .. 56048 , 55951 .. 56043, 
55953. .56048 



Seq. No. 43816 
Gene No. 92025 
Start 86892 

Name OJ000350_40 . 0323 . C4 . ol . ts 

Start 56205 
GI none 

Exons 56205. .56291, 56247 .. 56300, 

57490. .57594, 574 98.-57593, 
58357.-58482, 58363 .. 58479, 
58573. .58650, 5874 4 .. 58809, 
58964. .59044, 59758 .. 59820, 



Seq. ID OJ000350_40.0323.C4 
Strand 

End 87016 

Method TBLASTX : Soybean 

End 61168 

Score 66 
56284. .56436, 56286.-56453, 
58127. .58267, 58163 .. 58258 , 
58365.-58484, 58568 .. 58651 , 
58745. .58804, 58960 .. 59049, 
61088. .61168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43816 Seq. ID 

92025 Strand 

86892 End 

OJ000350_40 . 0323 . C4 . o9 . tm Method 

63010 End 

none Score 



OJ000350_4O.0323.C4 
87016 

TBLASTX: Maize 

63904 

101 



63010. .63123, 63030 .. 63113, 63034 .. 6314 1 , 63706 .. 63903, 
63707. .63904 



Seq. No. 43816 Seq. ID 

Gene No. 92025 Strand 

Start 86892 End 

Name OJ000350 40 . 0323 . C4 . o7 . ts Method 



OJ000350_40.0323.C4 
87016 

TBLASTX : Soybean 



44710 




Start 


63694 




End 


63904 






GI 


none 




Score 


109 






Exons 


63694. .63900, 63695 


.63904, 


63702. .63.785, 63706 


. . 63903 




Seq. No. 


43816 




Seq. ID 


OJ000350 


_40.0323 


.C4 


Gene No. 


92025 




Strand 


— 






Start 


86892 




End 


87016 






Name 


OJ000350 .40. 0323. C4 


o4 . tc 


Method 


TBLASTX : 


Cress 




Start 


63695 




End 


63904 






GI 


none 




Score 


239 






Exons 


63695. .63904,. 63706. 


.63903 










Seq. No. 


43816 




Seq. ID 


OJ000350 


40.0323 


-C4 


Gene No. 


92025 




Strand 








Start 


86892 




End 


87016 






Name 


OJ000350 40. 0323. C4. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


65949 




End 


66699 




GI 


none 




Score 


116 






Exons 


65949. .66047, 66139. 


.66255, 


66153. .66248, 66319 


. . 66453, 






66534. .66698, 66535. 


.66699 










Seq. No. 


43816 




Seq. ID 


OJ000350 


40 . 0323 


.C4 


Gene No. 


92025 




Strand 








Start 


86892 




End 


87016 






Name 


OJ000350 40. 0323. C4. 


06 . tc 


Method 


TBLASTX: 


Cress 




Start 


65949 




End 


66675 






GI 


none 




Score 


81 






Exons 


65949. . 66047., 66139. 


. 66255, 


66144. .66224, 66319 


. . 66453, 






66562. .66675 












Seq. No. 


43816 




Seq. ID 


OJ000350 


40.0323 


.C4 


Gene No. 


92025 




Strand 








Start 


86892 




End 


87016 






Name 


OJ000350 40. 0323. C4. 


o8.tm 


Method 


TBLASTX: 


Maize 




Start 


71320 




End 


72929 






GI 


none 




Score 


69 






Exons 


71320. .71418, 71327. 


.71416, 


72535. .72633, 72536 


. . 72640, 






72545. .72643, 72683. 


.72844, 


72734. .72847, 72735 


. .72875, 






72827. .72919, 72828. 


.72920, 


72837. .72929, 72838 


. . 72924 




Seq. No. 


43816 




Seq. ID 


OJ000350 


40 . 0323 


.C4 


Gene No . 


92025 




Strand 








Start 


86892 




End 


87016 






Name 


OJ000350 40. 0323. C4. 


ol3.tm 


Method 


TBLASTX: 


Maize 




Start 


81756 




End 


82330 






GI 


none 




Score 


73 






Exons 


81756. .81782, 81885. 


.81947, 


81886. .81948, 81937 


. . 82134, 






81949. .82098, 82216. 


.82260, 


82228. .82260, 82263 


. . 82298, 






82265. . 82297, 82298. 


.82330 










Seq. No. 


43816 




Seq. ID 


OJ000350 


J0.0323 


.C4 


Gene No. 


92025 




Strand 








Start 


86892 




End 


87016 






Name 


OJ000350 40. 0323. C4. 


ol4 .gs 


Method 


GEN SCAN 






Start 


86892 




End 


87016 






GI 


none 




Score 


.7 







Exons 86892. .87016 



44711 



Seq. No. 


43817 


Seq. ID 


OJ000350_40 


0323. C6 


Gene No. 


92026 


Strand 


+ 




Start 


1 


End 


1011 




Name 


OJ000350 40.0323.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


601 




GI 


5295955 


Score 


288 




Exons 


1. .601 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01 




[Oryza sativa] 








Seq. No. 


43817 


.Seq. ID 


OJ000350_40. 


0323. C6 


Gene No. 


92026 


Strand 


+ 




Start 


1 


End 


1011 




Name 


OJ000350 40.0323.C6.ol.gs 


Method 


GENSCAN 




Start 


344 ~~ 


End 


1011 




GI 


none 


Score 


. 66 




Exons 


344. .454, 850. .1011 








Seq. No. 


43818 


Seq. ID 


OJ000350_40. 


0323. C8 


Gene No. 


92027 


Strand 


+ 




Start 


68 


End 


250 




Name 


OJ000350 40.0323.C8.ol.gs 


Method 


GENSCAN 




Start 


68 


End 


250 




GI 


none 


Score 


.7 




Exons 


68. .250 








Seq. No. 


43818 


Seq. ID 


OJ000350_40. 


0323. C8 


Gene No. 


92028 


Strand 


+ 




Start 


7608 


End 


8696 




Name 


OJ000350 40.0323.C8.o3.gs 


Method 


GENSCAN 




Start 


7608 


End 


8696 




GI 


none ; 


Score 


. 68 




Exons 


7608^.7779, 8313.. 8473, 8523. .8696 






Seq. No. 


43818 


Seq. ID 


OJ000350_40. 


0323. C8 


Gene No. 


92029 


Strand 






Start 


482 


End 


5282 




Name 


OJ000350 40.0323.C8.o2.gs 


Method 


GENSCAN 




Start 


482 


End 


5282 




GI 


none 


Score 


.87 




Exons 


482. .540, 966.. 1089, 1563. 


.1700, 2802. 


.2945, 5238.. 


5282 


Seq. No. 


43818 


Seq. ID 


OJ000350_40. 


0323. C8 


Gene No. 


92029 


Strand 






Start 


482 


End 


5282 




Name 


OJ000350 40.0323.C8.ol.np 


Method 


AAT/NAP 




Start 


726 


End 


3830 




GI 


3818624 


Score 


142 




Exons 


726. .768, 2107.. 2637, 3770 


.3830 






GI Descrip. 


(AF095912) actin related protein 2; ARP2 [Arabidopsis thai] 


Seq. No. 


43819 


Seq. ID 


OJ000350_34. 


0310. CI 


Gene No. 


92030 


Strand 


+ 




Start 


87 


End 


2019 




Name 


OJ000350 34.0310.Cl.ol.np 


Method 


AAT/NAP 




Start 


87 


End 


2019 





44712 




GI 7437272 Score 991 

Exons 87.. 287, 370.. 477, 562.. 653, 979.. 1119, 1258.. 1355, 1438.. 1567, 

1782.. 2019 

GI Descrip. UDPglucose 4-epimerase homolog F9F13.110 - Arabidopsis thaliana 
gi|5262169|emb|CAB45812.1| (AL080253) UDP-glucose 
4-epimerase-like protein [Arabidopsis thaliana] 
gi | 7268842 | emb | CAB7904 6 . 1 1 (AL1 61553) UDP-glucose 
4-epimerase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43819 Seq. ID 

92030 Strand 

87 End 

OJ000350_34 .0310.Cl.ol.tm Method 

163 End 

none Score 



OJ000350_34.0310.C1 
+ 

2019 

TBLASTX: Maize 

1946 

175 



163. .243, 174. .287, 174. .287, 178. .288, 236. .292, 369. .479, 
370. .483, 383. .517, 561. .656, 562. .654, 976. .1026, 977. .1027, 
1027. .1119, 1038. .1112, 1246. .1353, 1260. .1331, 1318. .1359, 
1433. .1570, 1435. .1569, 1438. .1587, 1776. .1946, 1779. .1940 



Seq. No. 43819 

Gene No. 92030 

Start 87 

Name OJ000350_34 . 0310 .CI . ol . gs 

Start 174 

GI none 

Exons 174.. 287, 562.. 653, 1062.. 1119, 1258, 
1782. .1940 



Seq. ID OJ000350 34. 0310. CI 



Strand 
End 

Method 

End 

Score 



+ 

2019 
GENSCAN 
1940 
.87 

,1355, 1438. .1567, 



Seq. No. 43819 

Gene No. 92030 

Start 87 

Name OJ000350_34 . 0310 . CI . ol . tw 

Start 192 

GI none 

Exons 192.. 290, 216.. 290, 367.. 450, 369.. 452 



Seq. ID OJ000350_34.0310.C1 
Strand 
End 

Method 
End 
Score 



+ 

2019 

TBLASTX: Wheat 

452 

125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43819 
92030 
87 

OJ000350_34 .0310.Cl.ol.ts 

216 

none 



Seq. ID OJ000350_34.0310.C1 

Strand + 

End 2019 

Method TBLASTX : Soybean 

End 194 6 

Score 115 



216. .287, 236. .328, 369. .467, 370. .483, 561. .656, S62..654, 
976. .1026, 977. .1027, 980. .1030, 1027. .1119, 1035. .1112, 
1054. .1122, 1242. .1316, 1246. .1332, 1336. .1359, 1433. .1570, 
1435. .1569, 1776. .1946, 1779. .1928 



Seq. No. 


43819 




Seq. ID 


OJ000350_34.0310 


.CI 


Gene No. 


92030 




Strand 


+ 




Start 


87 




End 


2019 




Name 


OJ000350 34. 0310. CI 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


406 




End 


1056 




GI 


none 




Score 


118 




Exons 


406. .495, 414. .479, 


561. .656, 


562. .654, 


977. .1027, 1027 


.1056 


Seq. No. 


43819 




Seq. ID 


OJ000350_34.0310 


CI 



44713 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



92030 Strand 

87 End 

OJ000350_34 . 0310 . CI . ol . gp Method 

531 End 

29591 1.R1084 Score 



+ 

2019 
AAT/GAP 
1590 
871 
.1590 



531.. 653, 979.. 1119, 1258.. 1355, 1438, 
'2645165/dbj | D50573 | D50573 3.0e-42 Oryza sativa mRNA, similar to 
ribosomal protein 1 



43819 Seq. ID 

92030 Strand 
87 End 
OJ000350_34 . 0310 . CI . o2 . tw Method 
561 End 
none Score 
561. .656, 562. .654, 976. .1026, 977. .1027, 
1027. .1107, 1038. .1112, 1255. .1332, 1257. 



OJ000350_34.0310.C1 
+ 

2019 

TBLASTX: Wheat 
1359 
152 

1006. .1119, 
1331, 1327.. 1359 



Seq. No. 43819 
Gene No. 92030 
Start 87 

Name 0 J000350_34 . 0310 . CI . ol . tc 

Start 1057 
GI none 

Exons 1057.. 1119, 1059.. 1112, 1254. 

1333.. 1359, 1433.. 1570, 1435. 
1779. .1922 



OJ000350_34.0310.C1 
+ 

2019 

TBLASTX: Cress 

1937 

94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1322, 1255. .1323, 1332.. 1358, 
.1569, 1763. .1888, 1764. .1937, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43820 
92031 
1431 

OJ000350_34 . 0310 . C2 . ol . gs 

1431 

none 

1431. .1473, 1780. .1911 



Seq. ID OJ000350_34.0310.C2 

Strand + 

End 1911 

Method GENSCAN 

End 1911 

Score .83 



Seq. ID OJ000350_34.0310.C2 
Strand + 

1927 
AAT/GAP 
1927 
156 



43820 
92032 
1828 

OJ000350_34 . 0310 . C2 . ol . gp 
1828 
425916 
1828.. 1927 

2645165/dbj I D50573 | D50573 3.0e-42 Oryza sativa mRNA, similar to 
ribosomal protein 



End 

Method 

End 

Score 



Seq. ID OJ000350_34.0310.C3 

Strand + 

End 953 

Method AAT/GAP 

End 953 

Score 688 



43821 
92033 
586 

OJ000350_34 . 0310 . C3 . ol . gp 
586 

18072_1.R1084 
586. .953 

•2645165/dbj | D50573 | D50573 4.0e-42 Oryza sativa mRNA, similar to 
ribosomal protein' 



Seq. No. 



43822 



Seq. ID OJ000350 34. 0310. C4 



44714 



bene no . 




btrand 


+ 


Start 


353 


End 


1908 


Name. 


OJ000350 34.0310.C4.ol.gs 


Method 


GENSCAN 


Start 


353 


End 


793 


GI 


none 


Score 


.91 


Exons 


353. .624, 741. .793 






Seq. No., 


43822 


Seq. ID 


OJ000350_34.0310 


Gene No. 


92034 


Strand 


+ 


Start 


353 


End 


1908 


Name 


OJ000350 34.0310.C4.ol.np 


Method 


AAT/NAP 


Start 


582 


End 


1908 


GI 


7452061 


Score 


103 


Exons 


582. .624, 1811. .1908 






GI Descrip. 


hypothetical protein YUP8H12R.31 - Arabidopsis thaliana 




gi I 3152584 | gb IAAC17065 . 1 1 


(AC002986) 


YUP8H12R.31 [Arabi 



thaliana] 



I J 



Seq. No. 43823 
Gene No. 92035 
Start 111 

Name OJ000350_34 . 0310 .C7 .ol . np 

Start 111 
GI 7488436 
Exons 111.. 377, 4 

GI Descrip. zinc-finger 

gi 1 1872521 1 

[Arabidopsi 

zinc-finger 

gi|5262161| 

[Arabidopsi 

zinc-finger 



192. .691, 1502. 

protein Lsdl 
I gb | AAC49660.il 
Ls thaliana] gi 

protein Lsdl 
|emb|CAB45804.1 
Ls thaliana] gi 

protein Lsdl 



Seq. ID OJ000350_34 .0310.C7 

Strand + 

End 1603 

Method AAT/NAP 

End 1603 

Score 269 

.1603 

- Arabidopsis thaliana 

(U87833) zinc-finger protein Lsdl 
1 1872523 | gb | AAC4 9661. 1| (U87834) 
[Arabidopsis thaliana] 
I (AL080253) zinc-finger protein Lsdl 
17268834 | emb | CAB7 9038.il (AL161553) 
[Arabidopsis 



Seq. No. 43823 Seq. ID 

Gene No. 92035 Strand 

Start 111 End 

Name OJ000350_34 . 0310 . C7 . ol . gs Method 

Start 123 End 

GI none Score 

Exons 123.. 355, 495.. 604, 1502.. 1564 



OJ000350_34.0310.C7 
+ 

1603 
GENSCAN 
1564 
.6 



Seq. No. 43824 Seq. ID 

Gene No. 92036 Strand 

Start 1 End 

Name OJ000350_34 . 0310 . C8 . ol . np Method 

Start 1 End 

GI 6634762 Score 
Exons 1. .785 

GI Descrip. (AC009917) Contains a bZIP transcription factor PF| 00170 domain. 

ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



OJ000350_34.0310.C8 
785 

AAT/NAP 

785 

779 



Seq. No. 43824 Seq. ID 

Gene No. 92036 Strand 

Start 1 End 

Name OJ000350_34 . 0310 . C8 . ol . gs Method 

Start 16 End 



OJ000350_34.0310.C8 
785 

GENSCAN 
646 



44715 



GI none Score . 62 

Exons 16. .64 6 



Sea. No. 


43825 






Seq. ID 


OJ000350 


34 


. 0310. 


C10 


Gene No . 


92037 






Strand 


+ 








Start 


221 






End 


538 








Name 


OJ000350 


34 .0310. CIO. 


ol . as 


Method 


GENS CAN 








Start 


221 






End 


538 








GI 


none 






Score 


.87 








Exons 


221. .249, 


399. .538 














Seq. No. 


43826 






Seq. ID 


OJ000350_ 


_34 


0310. 


Cll 


Gene No. 


92039 






Strand 










Start 


260 






End 


3122 








Name 


OJ000350 


34.0310.C11. 


ol .gs 


Method 


GENSCAN 








Start 


260 






End 


3122 








GI 


none 






Score 


.65 








Exons 


260. .411, 


2005. .2186, 


2956. 


.3122 











Seq. No. 43827 Seq. ID OJ000350_34 . 0310 . C14 

Gene No. 92040 Strand 

Start 1 End 727 

Name OJ000350_34 .0310.C14.ol.np Method AAT/NAP 

Start 1 End 727 

GI 6634762 Score 186 

Exons 1..127, 603.. 727 

GI Descrip. (AC009917) Contains a bZIP transcription factor PF| 00170 domain. 

ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43827 
92040 
1 

OJ000350_34 .0310.C14.ol.tm 
5 

none 



Seq. ID OJ000350_34.0310.C14 
Strand 

End 727 

Method TBLASTX : Mai ze 

End 677 

Score 147 



5. .145, 6. .128, 8. .145, 589. .672, 603. .677, 603. .671, 604. .672 



Seq. No. 43827 Seq. ID 

Gene No. 92040 Strand 

Start 1 End 

Name OJ000350_34 . 0310 . C14 . ol . gs Method 

Start 603 End 

GI none Score 

Exons 603.. 672 



OJ000350_34.0310.C14 
727 

GENSCAN 

672 

.59 



Seq. No. 43828 Seq. ID OJ000350_34 . 0310 . C16 

Gene No. 92041 Strand + 

Start 528 End 2903 

Name OJ000350_34 . 0310 . C16. ol .np Method AAT/NAP 

Start 528 End 2903 

GI 7228442 Score 4108 

Exons 528.. 2903 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



44716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43828 Seq. ID 

92041 Strand 

528 End 
OJ000350_34 . 0310 . C16 . ol . gs Method 

1022 End 

none Score 

1022. .1177, 1254. .2659 



OJ000350_34.0310.C16 
+ 

2903 
GEN SCAN 
2659 
.51 



43828 Seq. ID OJ000350_34 . 0310 . C16 

92041 Strand + 
528 End 2903 
OJ000350_34 . 0310 . CI 6 . o2 . gp Method AAT/GAP 
1585 End 2016 
5701669 Score 841 
1585. .2016 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

43828 Seq. ID OJ000350_34 . 0310 . C16 

92042 Strand 

1 End 75 

OJ000350_34 -0310.C16.ol.gp Method AAT/GAP 

1 End 75 

7406_1.R1084 Score 122 
1. .75 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 





Seq. No. 


43828 






Seq. ID 


OJ000350_34.0310.C16 


i ^ 


Gene No. 


92043 






Strand 






Start 


1542 






End 


2216 




Name 


OJ000350 34 


.0310 


.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1542 






End 


2138 




GI 


none 






Score 


93 


x ; 


Exons 


1542. .1670, 


1550 


..1648, 1704. 


.2003, 1721.. 1942, 2067.. 2138 


: 


Seq. No. 


43828 






Seq. ID 


OJ000350_34.0310.C16 


I ss? 


Gene No. 


92043 






Strand 




sr 

IJ 


Start 


1542 






End 


2216 


lei 


Name 


OJ000350 34 


.0310 


.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1836 






End 


2216 




GI 


none 






Score 


209 




Exons 


1836. .2030, 


1845 


..2042, 2036. 


.2155, 2040.. 2216, 2040.. 2186 




Seq. No. 


43829 






Seq. ID 


OJ000350_34.0310.C17 




Gene No. 


92044 






Strand 


+ 




Start 


1 






End 


4282 




Name 


OJ000350 34 


.0310 


.C17.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


4282 




GI 


7228438 






Score 


2698 




Exons 


1..33, 644. 


.744, 


829.. 1239, 1331.. 1629, 


1706.. 1963, 2057.. 2239, 






2397. .2462, 


3725 


..4027, 4198. 


.4282 






GI Descrip. 


(AP001366) 


EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



44717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43829 
92044 
1 

OJ000350_34.0310.C17.ol.gs 

154 

none 



Seq. ID OJ000350__34.0310.C17 

Strand + 

End - 4282 

Method GEN SCAN 

End 3313 

Score .71 



154. .302, 408. .654, 829. .1173, 1331. .1629, 1706. .1833, 
1890. .1963, 2057. .2177, 2209. .2290, 2397. .2462, 2553. .2684, 
2748. .2795, 2800. .3002, 3078. .3313 



43829 Seq. ID 

92044 Strand 
1 ■ End 
OJ000350_34 . 0310 . C17 . ol . gp Method 
1457 End 
LIB3475-007-P1-K1-G8 Score 
1457.. 1629, 1706.. 1955 

»5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000350_34.0310.C17 
+ 

4282 
AAT/GAP 
1955 
776 



43829 Seq. ID OJ000350_34 , 

92044 Strand + 

1 End 4282 

OJ000350_34 . 0310 . C17 . o2 . gs Method GENSCAN 

3540 End 4072 

none Score .67 

3540.. 3542, 3725.. 3883, 3950.. 4072 



0310. C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43829 Seq. ID OJ000350_34 . 0310 . C17 

92045 Strand 

3138 End 3498 

OJ000350_34.0310.C17.o2.gp Method AAT/GAP . 

3138 End 3498 

LIB3431-045-P1-N1-A10 Score 617 

3138. .3498 

'5441876/dbj IAP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



43830 Seq. ID 

92046 Strand 

1 End 

OJ000350_34 .0310.C19.ol.np Method 

1 End 

7486298 Score 



OJ000350_34.0310.C19 

1049 
AAT/NAP 
1049 
425 



1..28, 133. .350, 390. .520, 640. .1049 

hypothetical protein F28J12.220 - Arabidopsis thaliana 
gi I 2832661 1 emb | CAA16736.il (AL021710) pherophorin - like protein 
[Arabidopsis thaliana] gi | 7268650 | emb | CAB78858 . 1 | (AL161549) 
pherophorin-like protein [Arabidopsis thaliana] 



43830 Seq. ID 

92046 Strand 

1 End 

OJ000350_34.0310.C19.ol.gs Method 

123 End 

none Score 



OJ000350_34.0310.C19 

1049 
GENSCAN 
912 
.75 



44718 



Exons 



123. .314, 390. .470, 497. .520, 640. .912 



Seq. No. 43831 Seq. ID 

Gene No. 92047 * Strand 

Start 880 End 

Name OJ000350_34 . 0310 . C20 . ol . gs Method 

Start 880 End 

GI none Score 

Exons 880.. 1279 



OJ000350_34 . 0310 .C20 
+ 

1279 
GEN SCAN 
1279 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



43832 Seq. ID 

92048 Strand 
119 End 
OJ000350_34 . 0310 . C21 . ol . np Method 
119 End 
6714274 Score 
119. .199, 2029. .2119, 2201. .2286, 2369. .3026 
(AC017118) F6N18.11 [Arabidopsis thaliana] 



OJ000350_34 .0310.C21 
+ 

3168 
AAT/NAP 
3026 
237 



43832 
92048 
119 

OJ000350_34.0310.C21.ol.gs 
138 
. none 



Seq. ID OJ000350_34 .0310.C21 



Strand 
End 

Method 

End 

Score 



+ 

3168 
GENSCAN 
3168 
.59 



138. .199, 1465. .1595, 2383. .2595, 2664. .3014, 3154. .3168 



43832 Seq. ID 

92049 Strand 
6372 End 
OJ000350_34 . 0310 . C2 1 . o3 . np Method 
6363 End 
121631 Score 
6363. .6962 

GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 2 
gi | 72323 | pir | | KNNT2S glycine-rich protein 2 



OJ000350_34.0310.C21 
+ 

7069 
AAT/NAP 
6962 
565 



PRECURSOR 

- wood tobacco 



gi| 19743|emb|CAA42622| (X60007) nsGRP-2 [Nicotiana sylvestris] 



0310. C21 



43832 Seq. ID 

9204 9 Strand 

6372 End 

OJ000350_34 . 0310 . C21 . o3 . gs Method 

6372 End 

none Score 
6372. .6398, 6459. .6965 

43832 Seq. ID 

92050 Strand 

4850 End 

OJ000350_34 . 0310 . C21 . o2 . np Method 

4850 End 

4680338 Score 
4850. .5926, 6968. .7069 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



OJ000350_34 
+ 

7069 
GENSCAN 
6965 
.9 



OJ000350_34 .0310.C21 

7069 
AAT/NAP 
7069 
508 



43833 
92052 



Seq. ID OJ000350_34 .0310.C22 
Strand + 



44719 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14384 End 

OJ000350_34 . 0310 . C22 . o5 . np Method 

14384 End 

7434423 Score 



17693 
AAT/NAP 
17693 
50 



14384. .14471, 17173 .. 17242, 17632. .17693 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.- 
T5F17.100 - Arabidopsis thaliana gi | 7269720 | emb | CAB8 1453 . 1 | 
(AL161573) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



43833 
92053 
3243 

OJ000350_34 . 0310 . C22 . ol . np 
3243 
6862923 
3243. .3346, 



4554. .5075, 9742, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.10347 



OJ000350_34.0310.C22 

10347 
AAT/NAP 
10347 
545 



(AC018907) unknown protein [Arabidopsis thaliana] 



Seq. No. 43833 Seq. ID 

Gene No. 92053 Strand 

Start 3243 End 

Name OJ000350_34 . 0310 . C22 . o3 . gs Method 

Start 9286 End 

GI none Score 

Exons 9286.. 10320 



OJ000350_34.0310.C22 

10347 
GENS CAN 
10320 
.98 



Seq. No. 


43833 


Seq. ID 


OJ000350_34. 


0310 


.C22 


Gene No. 


92054 


Strand 








Start 


11683 


End 


12585 






Name 


OJ000350 34.0310.C22.o2.np 


Method 


AAT/NAP 






Start 


11551 


End 


12064 






GI 


4680500 


Score 


178 






Exons 


11551. .12064 










GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43833 


Seq. ID 


OJ000350_34. 


0310 


.C22 


Gene No. 


92054 


Strand 








Start 


11683 


End 


12585 






Name 


OJ000350 34.0310.C22.o4.gs 


Method 


GENSCAN 






Start 


11683 


End 


12585 






GI 


none 


Score 


1 






Exons 


11683. .12585 










Seq. No. 


43833 


Seq. ID 


OJ000350_34. 


0310 


.C22 


Gene No. 


92055 


Strand 








Start 


13912 


End 


15069 






Name 


OJ000350 34.0310.C22.o4.np 


Method 


AAT/NAP 






Start 


13831 


End 


15069 






GI 


6862923 


Score 


413 






Exons 


13831. .14509, 14540.. 15069 










GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 







Seq. No. 43833 Seq. ID OJ000350_34 . 0310 . C22 

Gene No. 92055 Strand 

Start 13912 End 15069 

Name OJ000350_34 . 0310 . C22 . o5 . gs Method GENSCAN 



44720 



Start 


13912 




End 


15024 


GI 


none 




Score 


. 97 


Exons 


13912. . 15024 








Seq. No. 


43833 




Seq. ID 


OJ000350 


Gene No. 


92055 




Strand 




Start 


13912 




End 


15069 


Name 


OJ000350 34.0310.C22 


. o3 . np 


Method 


AAT/NAP 


Start 


13927 




End 


15032 


GI 


.4680501 




Score 


353 


Exons 


13927. .14499, 14536. 


.15032 






GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


43833 




Seq. ID 


OJ000350_ 


Gene No. 


92056 




Strand 




Start 


15835 




End 


20275 


Name 


OJ000350 34.0310.C22 


06. gs 


Method 


GENSCAN 


Start 


15835 




End 


20275 


GI 


none 




Score 


.47 


Exons 


15835. .16182, 16718. 


16762, 


16807. .16931, 17170 



17307. .17443, 17830 .. 17964 , 
20093. .20275 



18865. .19037, 19798 19973, 



Seq. No. 43834 Seq. ID 

Gene No. 92057 Strand 

Start 601 End 

Name OJ000350_34 . 0310 . C23 . ol . gs Method 

Start 601 End 

GI none Score 

Exons 601.. 738 



OJ000350_34.0310.C23 
+ 

738' 

GENSCAN 

738 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43835 Seq. ID 

92058 Strand 

7 End 
OJ000350_34 . 0310 . C24 . ol . gs Method 

7 End 

none Score 

7. .43, 492. .541 



OJ000350_34.0310.C24 
+ 

541 

GENSCAN 

541 

.64 



OJ000350 34.0310.C25 



43836 Seq. ID 

92059 Strand 

1 End 7674 

OJ000350_34 . 0310 . C25 . ol . np Method AAT/NAP 

1 End 3129 

3859112 Score 395 

1..52, 312. .500, 970. .1038, 1110. 
2977. .3129 

(AF031607) male sterility MS 5 [Arabidopsis thaliana] 



,1258, 1445. .1656, 2554. .2605, 



43836 
92059 
1 

OJ000350_34.0310.C25.ol.gs 
7 

none 



OJ000350 34.0310.C25 



Seq. ID 
Strand 

End 7 674 

Method GENSCAN 
End 7 674 

Score . 68 

7. .292, 368. .500, 970. .1038, 1445. .1656, 2554. .2605, 3096. .3232, 
4271. .4360, 5328. .5655, 6125. .6318, 6455. .6552, 6715. .6825, 



44721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6949. .7117, 7276.-7348, 7478.-7674 



43836 
92059 
1 

OJ000350 34.0310.C25.o2.np 



OJ000350 34.0310.C25 



Seq. ID _ 
Strand 

End 7674 
Method AAT/NAP 
4485 End 7671 

6634775 Score 954 

4485. .4611, 5007. .5214, 5328. .5701, 5912. .6039, 6125. .6318, 
6395. .6552, 6715. .6883, 7016. .7117, 7276. .7348, 7478. .7671 
(AC009917) Contains similarity to gi 134845 luciferase YE protein 
from Pyrophorus plagiophthalamus, and contains an AMP-binding 
PF| 00501 domain. [Arabidopsis thaliana] 



43837 Seq. ID 

92060 Strand 

139 End 
OJ000350_34 . 0310 . C29 . ol . gs Method 

139 End 

none Score 

139. .362, 1049. .1285, 1324. .1451, 1701 
3692. .3743 



OJ000350_34.0310.C29 

4590 
GENSCAN 
3743 
.56 

,.2110, 2712. .2805, 



Seq. No. 43837 Seq. ID OJ000350_34 . 0310 . C29 

Gene No. 92060 Strand 

Start 139 End 4590 

Name OJ000350_34 . 0310 . C29 . ol . np Method AAT/NAP 

Start 2046 End 4590 

GI 7447403 Score 34 

Exons 2046.. 2163, 4559.. 4590 

GI Descrip. xyloglucan endo-1, 4-beta-D-glucanase (EC 3.2.1.-) - maize 
gi| 563235 | gb | AAC49012.il (U15964) xyloglucan 
endo-transglycosylase homolog; similar to Triticum aestivum 
endo-xyloglucan transferase, PIR Accession Number E4 9539 [Zea 
mays] gi | 563927 | gb | AAC49011 . 1 | (U15781) xyloglucan 
endo-transglycosylase homolog [Zea mays] 

gi 1 1097378 Iprf | | 2113418A xyloglucan endotransglycosylase ho 



Seq. No. 


43838 


Seq. ID 


OJ000350_34 .0310 


Gene No. 


92061 


Strand 


+ 


Start 


628 


End 


702 


Name 


OJ000350 34.0310.C31.ol.gs 


Method 


GENSCAN 


Start 


628 


End 


702 


GI 


none 


Score 


•41 


Exons 


628. .702 






Seq. No. 


43838 


Seq. ID 


OJ000350_34 .0310 


Gene No. 


92062 


Strand 




Start 


1107 


End 


1164 


Name 


OJ000350 34.0310.C31.ol.gp 


Method 


AAT/GAP 


Start 


1107 


End 


1164 


GI 


2312838 


Score 


66 


Exons 


1107. .1164 






GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


. Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


43839 


Seq. ID 


OJ000350_34 .0310 



.C31 



44722 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



92063 Strand 

1 End 

OJ000350_34 . 0310 . C32 . ol . np Method 

1 End 

2443320 Score 
1..634, 903. .945, 2376. .2427 
(D85597) polyprotein [Oryza australiensis] 



+ 

4245 
AAT/NAP 
2427 
938 



43839 Seq. ID 

92063 Strand 

1 End 
OJ000350_34 . 0310 . C32 . ol . tc Method 

2 End 
none Score 
2. .163, 3. .251 



OJ000350_34.0310.C32 
+ 

4245.' 

TBLASTX : Cress 

251 

214 



43839 

92063 Strand 

1 End 
OJ000350_34 . 0310 . C32 . ol . ts Method 

2 End 
5509260 Score 
2. .154, 3. .362, 3. .260, 188. .346, 291. .347 



Seq. ID OJ000350_34.0310.C32 



+ 

4245 

TBLASTX: Soybean 
362 
306 



43839 
92063 
1 

OJ000350_34.0310.C32.ol.tw 
26 

none 



Seq. ID OJ000350_34 .0310.C32 



Strand 
End 

Method 

End 

Score 



+ 

4245 

TBLASTX: Wheat 

635 

495 



26. .373, 27. .377, 30. .377, 37. .438, 363. .635, 363. .626, 371. .628 



43839 
92063 
1 

OJ000350_34 . 
32 

none 

32. .397, 51. 



0310.C32.ol.tm 



,464 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43839 Seq. ID 

92063 Strand 

1 End 
OJ000350_34 . 0310 . C32 . ol . gp Method 

2278 End 

1631921 Score 

2278. .2458, 2768. .2928, 3746. .3853 

43839 Seq. ID 

92063 Strand 
1 End 
OJ000350_34 . 0310 . C32 . o2 . np Method 
2406 End 
5852089 Score 
2406. .2447, 3730. .3870, 4205. .4245 
(AL117264) zwhl2.1 [Oryza sativa] 



OJ000350_34.0310.C32 
+ 

4245 

TBLASTX: Maize 

464 

329 



OJ000350_34.0310.C32 
-f- 

4245 
AAT/GAP 
3853 
813 



OJ000350_34.0310.C32 
+ 

4245 
AAT/NAP 
4245 
74 



44723 




Seq. No. 


43840 


Seq. ID 


OJ000350_34 .0310.C33 


Gene No. 


92064 


Strand 


+ 


Start 


1916 




9091 


in ai uc 




rue Liiuu 


A7\rn /M7\p 


O Lai. L. 


1916 ~~ 




Z. U Z. X 


OX 


5777617 




O VJ 




1916 2021 








(AJ245900} CAA3037S 1 nrotpin 


L wi y z. a 


Oaf 1 TT3 1 

Saul vaj 


Seq. No. 


43840 


Seq. ID 


OJ000350_34 .0310.C33 


Gene No. 


92065 


Strand 




Start 


309 


End 


2692 


Name 


OJ000350 34.0310.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


303 


End 


1141 


GI 


none 


Score 


139 


Exons 


303.. 476, 306.. 821, 307.. 816, 


808. .1005, 809. .1006, 1003. .1140, 



1004. .1141 



Seq. No. 


43840 


Seq. ID 


OJ000350_34 .0310.C33 


Gene No. 


92065 


Strand 




Start 


309 


End 


2692 


Name 


OJ000350 34.0310.C33.ol.gs 


Method 


GENS CAN 


Start 


309 


End 


2333 


GI 


none 


Score 


.74 


Exons 


309.. 779, 910.. 1101, 2154.. 


2333 




Seq. No. 


43840 


Seq. ID 


OJ000350_34 .0310.C33 


Gene No. 


92065 


Strand 




Start 


309 


End 


2692 


Name 


OJ000350 34.0310.C33.ol.np 


Method 


AAT/NAP 


Start 


318 


End 


2692 


GI 


7487132 


Score 


852 


Exons 


318.. 1278, 2633.. 2692 






GI Descrip. 


hypothetical protein T18B16 


.140 - Arabidopsis thaliana 




gi 12828292 lemb ICAA16706.il 


(AL021687) 


neoxanthin cleavage 



enzyme-like protein [Arabidopsis thaliana] 
gi|7268712|emb|CAB78919.1| (AL161550) neoxanthin cleavage 
enzyme-like protein [Arabidopsis thaliana] 



Seq. No. 


43840 






Seq. ID 


OJ000350_34.0310 


.C33 


Gene No. 


92065 






Strand 






Start 


309 






End 


2692 




Name 


OJ000350 


34.0310.C33.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


327 






End 


588 




GI 


none 






Score 


109 




Exons 


327. .482, 


331. .459, 342 


. .479, 


522. .587 


, 523. .588 




Seq. No. 


43840 






Seq. ID 


OJ000350_34.0310 


.C33 


Gene No. 


92065 






Strand 






Start 


309 






End 


2692 




Name 


OJ000350 


34.0310.C33.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


327 






End 


585 




GI 


none 






Score 


118 




Exons 


327. .482, 


328.. 483, 522 


. .584, 


523. .585 






Seq. No. 


43840 






Seq. ID 


OJ000350_34.0310 


.C33 



44724 



Gene No 


92065 




Strand 




Start 


309 




End 


2692 


Name 


OJ000350 34 


-0310.C33.ol.tc 


Method 


TBLASTX: Cress 


Start 


606 




End 


1023 


GI 


none 




Score 


145 


Exons 


606. .821, 811. .1023, 857. .1012 




Seq. No. 


43840 




Seq. ID 


OJ000350_34.0310 


Gene No . 


92065 




Strand 




Start 


309 




End 


2692 


Name 


OJ000350 34 


.0310.C33.ol.ts 


Method 


TBLASTX : Soybean 


Start 


630 




End 


1276 


GI 


none 




Score 


119 


Exons 


630. .821, 808. .1011, 809. .1006, 1003.. 


1275, 1004.. 1276 


Seq. No. 


43841 




Seq. ID 


OJ000350_34.0310 


Gene No. 


92066 




Strand 




Start 


1394 




End 


4694 


Name 


OJ000350 34 


.0310.C35.ol.np 


Method 


AAT/NAP 


Start 


1111 




End 


3198 


GI 


1091678 




Score 


680 


Exons 


1111. .1250, 


1428.. 2690, 2772 


..2954, 3046. .3198 


GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum 


Seq. No. 


A ^fl A 1 




Seq. ID 


OJ000350_34.0310 


Gone No 


92066 




Strand 




Start 


1394 




End 


4694 


Name 


OJ000350 34 


.0310.C35.o4.tm 


Method 


TBLASTX: Maize 


Start 


1277 




End 


1630 


GI 


none 




Score 


196 


Exons 


1277. .1330, 


1430.. 1630, 1434 


. .1628 




Seq. No. 


43841 




Seq. ID 


OJ000350_34 .0310 


Gene No . 


92066 




Strand 




Start 


1394 




End 


4694 


Name 


OJ000350 34 


.0310.C35.ol.gs 


Method 


GENSCAN 


Start 


1394 


End 


4694 


GI 


none 




Score 


. 64 


Exons 


1394. .2690, 


2772.. 2954, 3046 


..3594, 4120. .4334, 4459. .4 


Seq. No. 


43841 




Seq. ID 


OJ000350_34 .0310 




92066 




Strand 




Start 


1394 




End 


4694 


Name 


OJ000350 34 


.0310.C35.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1445 




End 


1658 


GI 


none 




Score 


161 


Exons 


1445. .1648, 


1446. .1658 






Seq. No. 


43841 




Seq. ID 


OJ000350_34.0310 




92066 




Strand 




Start 


1394 




End 


4694 


Name 


OJ000350 34 


.0310.C35.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1877 




End 


2522 


GI 


none 




Score 


65 


Exons 


1877. .2521, 


2205. .2522 






Seq. No. 


43841 




Seq. ID 


OJ000350_34.0310. 



44725 



Gene No. 92066 

Start 1394 * 

Name OJ000350_34 . 0310 . C35 . o2 . tm 

Start 1965 

GI none 

Exons 1965.. 2057, 1967.. 2080, 1967, 
2084. .2317 



Strand 
End 

Method 

End 

Score 



4694 

TBLASTX: Maize 

2317 

88 



.2080, 2082. .2315, 2083.. 2316, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43841 
92066 
1394 

OJ000350_34, 

2183 

none 



0310.C35.ol.tw 



Seq. ID OJ000350_34 .0310.C35 
Strand 
End 

Method 
End 
Score 



4694 

TBLASTX: Wheat 

2511 

205 



2183. .2497, 2199. .2510, 2205. .2501, 2251. .2511 



Seq. No. 43841 Seq. ID 

Gene No. 92066 Strand 

Start 1394 End 

Name OJ000350_34 . 0310 . C35 . o3 . tm Method 

Start 24 65 End 

GI none Score 

Exons 2465.. 2710, 2466.. 2693 



OJ000350_34.0310.C35 
4694 

TBLASTX: Maize 

2710 

229 



Seq. No. 43841 
Gene No. 92066 
Start 1394 

Name OJ000350_34 .0310.C35.ol.tm 

Start 2783 
GI none 

Exons 2783.. 2845, 2785.. 2847, 2786. 

3040.. 3258, 3042.. 3263, 3045. 
3459. .3506 



Seq. ID 
• Strand 
End 

Method 
End 
Score 



OJ000350 34.0310.C35 



4694 

TBLASTX: Maize 
3506 
92 

.2848, 2840. .2956, 2841. 
.3281, 3261.. 3473, 3313. 



.2957, 
.3447, 



Seq. No. 43842 Seq. ID 

Gene No. 92067 Strand 

Start 692 End 

Name OJ000350_34 . 0310 . C36 . ol . gs Method 

Start 692 End 

GI none Score 

Exons 692.. 710, 784.. 1031, 1090.. 1566 



OJ000350_34.0310.C36 
+ 

1566 
GENSCAN 
1566 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350_34.0310.C36 



43842 
92067 
692 

OJ000350_34.0310.C36.ol.np 
1070 
7488891 
1070. .1493 

ethylene-responsive protein 2 - Para rubber tree (fragment) 



Strand 
End 

Method 

End 

Score 



+ 

1566 
AAT/NAP 
1493 
401 



Seq. No. 43842 Seq. ID 

Gene No. 92068 Strand 

Start 18402 End 

Name OJ000350_34 . 0310 . C36 . o4 . gs Method 

Start 18402 End 

GI none Score 



OJ000350_34.0310.C36 
+ 

25078 
GENSCAN 
25078 
.44 



44726 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18402. .18408, 18443 18489, 18845 19030, 19120 20202 , 
20220. .20773, 20812 21463, 21542 .. 22256, 22472 23301, 
23335. .23781, 23855 2394 1, 24083.. 25078 



43842 Seq. ID 

92068 Strand 
18402 End 
OJ000350_34 . 0310 . C36 . o4 . np Method 
19138 End 
7228457 Score 
19138. .19504, 19566. .21478, 
23524. .25075 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000350_34.0310.C36 
+ 

25078 
AAT/NAP 
25075 
8572 



21542. .22375, 224 98 .. 23457 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43842 
92069 
6727 

OJ000350_34.0310.C36.o2.np 

6610 

7513075 

6610. .6688, 10270. .10433, 



Seq. ID OJ000350_34 .0310.C36 
Strand 

End 13607 

Method AAT/NAP 

End 13583 

Score 380 
10559. .10661, 10881. .10936, 



11610. .11671, 11737. .11854, 12030 12107, 12206 12289, 
12400. .12519, 12645. .12735, 12977 .. 13071, 13209 13289, 
13402.. 13583 

hypothetical protein P1.11659_3 - human 

gi I 2984587 | gbl AAC07985.il (AC004472) P1.11659_3 [Homo sapiens] 



43842 
92069 
6727 

OJ000350_34.0310.C36.o2.gs 
6727 
none 



Seq. ID OJ000350_34 .0310.C36 
Strand 

13607 
GENS CAN 
13607 
.77 



End 

Method 
End 
Score 

6727. .7110, 7676. .7759, 8337. .8505, 8594.. 8635, 10120 10433, 
10514. .10661, 10881. .10936, 11012 .. 11047, 12030 .. 12107 , 
12206. .12289, 12400 .. 12519, 12977 .. 13098, 13194 .. 13228 , 
13375. .13607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43842 Seq. ID 

92069 Strand 

6727 End 
0 J000350_34 . 0310 . C36 . ol . gp Method 

8419 End 

2427674 Score 

8419. .8505, 8594. .8969 



43842 Seq. ID 

92070 Strand 
14781 End 
OJ000350_34 .0310.C36.o2.gp Method 
14494 End 
18418_2.R1084 Score 
14494. .14857, 17005 .. 17118 , 17241. .17482 
1 5541704/embl CAB51209. 1 | 2.0e-47 (AL096860) 
PROTEIN S20 homolog [Arabidopsis thaliana] 1 



OJ000350_34.0310.C36 

13607 
AAT/GAP 
8969 
897 



OJ000350 34.0310.C36 



17482 
AAT/GAP 
17482 
1326 



4 OS RIBOSOMAL 



44727 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43842 
92070 
14781 

OJ000350_34 .0310.C36.o3.np 

14719 

548851 



OJ000350 34.0310.C36 



Seq. ID _ 
Strand 

End 17482 
Method AAT/NAP 
End 17340 
Score 4 30 
14719. .14857, 17005 .. 17118, 17241. .17340 

40S RIBOSOMAL PROTEIN S20 gi I 481226 | pir | | S38356 ribosomal 
protein S20 - rice gi | 391875 I dbj | BAA02157 | (D12632) 40S subunit 
ribosomal protein [Oryza sativa] 



Seq. No. 


43842 


Gene No. 


92070 


Start 


14781 


Name 


OJ000350 34 


Start 


14781 


GI 


none 


Exons 


14781. .1485 


Seq. No. 


43842 


Gene No. 


92071 


Start 


25704 


Name 


OJ000350 34 


Start 


1068 


GI 


none 


Exons 


1068. .1379, 


Seq. No. 


43842 


Gene No . 


92071 


Start 


25704 


Name 


OJ000350 34 


Start 


1068 


GI 


none 


Exons 


1068 . . 1382, 


Seq. No. 


43842 


Gene No . 


92071 


Start 


25704 


Name 


OJ000350 34 


Start 


1068 


GI 


none 


Exons 


1068. .1379, 


Seq. No. 


43842 


Gene No. 


92071 


Start 


25704 


Name 


OJ000350 34 


Start 


8403 


GI 


none 


Exons 


8403. .8513, 




8843. .8914, 


Seq. No. 


43842 


Gene No. 


92071 


Start 


25704 


Name 


OJ000350 34 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_34.0310.C36 

17482 
GEN SCAN 
17376 
.86 



.0310.C36.ol.tc 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 

Method TBLASTX : Cress 

End 1383 

Score 44 6 



1069. .1383 

,0310.C36.ol 
1069. .1383, 



0310.C36.ol.ts 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 

,tm Method TBLASTX: Maize 

End 19213 

Score 4 66 

18876. .18998, 19015 .. 19122, 19163. .19213 



Seq. ID OJ000350_34.0310.C36 

Strand . - 

End 26963 

Method TBLASTX : Soybean 

End 1383 

Score 438 



1069. .1383 



0310.C36.o7.tm 



8404. .8502, 
8844. .8918, 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 
Method TBLASTX : Mai ze 
End 9006 
Score 105 
8593. .8634, 8594. .8635, 8597. .8635, 
8845.. 8922, 8932.. 9006, 8957.. 8974 



0310.C36.o5.tm 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 

Method TBLASTX : Mai ze 



44728 



Start 
GI 

Exons 



9993 End 10241 

none Score 206 

9993.. 10241, 9993.. 10229, 10015.. 10239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43842 
92071 
25704 

OJ000350_34 . 0310 . C36 . o2 . tc 

14708 

none 

14708. .14788, 14717. 
14802. .14858, 17001. 
17242. .17298, 17243. 



,14794, 
,17120, 
17305 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14722. .14793, 14794 
17002. .17127, 17003 



OJ000350 34.0310.C36 



26963 

TBLASTX: Cress 
17305 
115 

14859, 
17119, 



Seq. No. 43842 

Gene No. 92071 

Start 25704 

Name OJ000350_34 . 0310 . C36 . o5 . tw 

Start 14708 

GI none 

Exons 14708. .14773, 1984 6 .. 19944 , 
19944. .20150 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_34.0310.C36 
26963 

TBLASTX: Wheat 

20184 

110 



19851. .19916, 19933. .20184, 



Seq. No. 43842 
Gene No. 92071 
Start 25704 

Name OJ000350_34 . 0310 . C36 . o2 . ts 

Start 14711 
GI none 
Exons 14711. 

17001. 

17243. 



.14794, 14716. .14793, 
,17120, 17003. .17119, 
.17302 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14794 

17005 



OJ000350 34.0310.C36 



26963 

TBLASTX : Soybean 
17302 
102 

14859, 14802. .14858, 
17121, 17242. .17298, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43842 
92071 
25704 

OJ000350_34.0310.C36.o6.tm 
14716 



none 

14716. 

14804. 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 
Method TBLASTX: Maize 
End 17287 
Score 103 
14793, 14723. .14794, 14799 .. 14864, 14799. . 14858, 
14872, 16996. .17109, 17001 .. 17 120, 17002 .. 17121, 



17003. .17119, 17243. .17287, 17243.. 17284 



43842 
92071 
25704 

OJ000350_34.0310.C36.o8.tw 
14793 
none 
14793. 
17003. 



,14864, 14793. .14858, 
,17119, 17240. .17290, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 34.0310.C36 



17296. .17343 



26963 

TBLASTX: Wheat 
17343 
70 

16958. .17119, 16996. .17115, 
17242. .17292, 17243 .. 17302, 



Seq. No. 43842 Seq. ID 

Gene No. 92071 Strand 

Start 25704 End 

Name OJ000350 34 . 0310 . C36 . 08 . tm Method 



OJ000350_34.0310.C36 
26963 

TBLASTX: Maize 



44729 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



19834 

none 

19834. 



End 
Score 



20073 
193 



.20073, 19950.. 20072 



43842 
92071 
25704 

OJ000350_34 .0310.C36.o2.tw 
20899 
none 

20899. .21072, 20900 .. 21385, 21094.. 21354 



Seq. ID OJ000350_34 . 0310.C36 
Strand 

26963 

TBLASTX: Wheat 
21385 
411 



End 

Method 

End 

Score 



43842 
92071 
25704 

OJ000350_34.0310.C36.ol.tw 
21549 
none 

21549. .21992, 21551 .. 22012, 21553 .. 22005, 23355.. 23402 



Seq. ID OJ000350__34.0310.C36 
Strand 

26963 

TBLASTX: Wheat 
23402 
185 



End 

Method 

End 

Score 



43842 
92071 
25704 

OJ000350_34 .0310.C36.o5.ts 

21590 

none 

21590. .21814, 21821. .21955 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 

Method TBLASTX : Soybean 

End 21955 

Score 113 



43842 
92071 
25704 

OJ000350_34 . 0310 . C36 . o2 . tm 
21680 
none 

21680. .22036, 21721 .. 22026, 21731.. 22036 



Seq. ID OJ000350_34.0310.C36 
Strand 

26963 

TBLASTX: Maize 
22036 
377 



End 

Method 

End 

Score 



43842 
92071 
25704 

OJ000350_34 . 0310 . C36 . o4 . tm 
22063 
none 

22063. .22347, 22064 .. 22348, 22336. .22407 



Seq. ID OJ000350_34.0310.C36 
Strand 

26963 

TBLASTX: Maize 
22407 
274 



End 

Method 

End 

Score 



43842 
92071 
25704 

OJ000350_34.0310.C36.o3.tw 

22121 

none 

22121. .22351, 22122 .. 22304 , 
22333. .22539, 22359.. 22535 

43842 
92071 
25704 

OJ000350 34.0310.C36.o3.ts 



Seq. ID OJ000350_34.0310.C3( 
Strand 

End 26963 

Method TBLASTX : Wheat 

End 22539 

Score 264 
22124. .22342, 22219 .. 22350, 



Seq. ID OJ000350_34.0310.C36 
Strand 

End 26963 

Method TBLASTX : Soybean 



44730 




Start 


22169 




End 


22569 




GI 


none 




Score 


145 




Exons 


22169. .22342, 22339. 


22569 








Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 




Name 


OJ000350 34.0310.C36. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


22873 




End 


23166 




GI 


none . 




Score 


263 




Exons 


22873, .23166, 22932., 


23165 








Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


-C36 


Gene No. 


92071 




Strand 






otarc 


25704 




End 


26963 




Name 


OJ000350 34.0310.C36. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


23125 




End 


23691 




GI 


5666795 




Score 


60 




Exons 


23125. .23223, 23299.. 


23436, 


23491. .23691 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 




Name 


OJ000350_34 .0310.C36. 


o9. tw 


Method 


TBLASTX : Wheat 




Start 


23491 




End 


23751 




GI 


none 




Score 


189 




Exons 


23491. .23751 










Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 




Name 


OJ000350 34.0310.C36. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


23945 




End 


24268 




GI 


none 




Score 


364 




Exons 


23945. .24268, 23974.. 


24255 








Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 




Name 


OJ000350 34.0310.C36. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


24082 




End 


24463 




GI 


none 




Score 


368 




Exons 


24082. .24159, 24083.. 


24463, 


24180. .24323, 24187.. 24432 




Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 




Name 


OJ000350 34.0310.C36. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


24464 




End 


25066 




GI 


none 




Score 


259 




Exons 


24464. .24748, 24469.. 


24747, 


24604. .247 


74, 24940. .25062, 






24941. .25066 










Seq. No. 


43842 




Seq. ID 


OJ000350_34.0310 


.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 





44731 




Name 


OJ000350 34 .0310.C36.o5 


. gs 


Method 


GENSCAN 




Start • 


25704 




End 


26624 




GI 


none 




Score 


.94 




Exons 


25704. .26093, 26178. .26624 








Seq. No. 


43842 




Seq. ID 


OJ000350 


_34.0310.C36 


Gene No. 


92071 




Strand 






Start 


25704 




End 


26963 




Name 


OJ000350_34 . 0310 .C36.o5 


.np 


Method 


AAT/NAP 




Start . 


25707 




End 


26963 




GI 


6539586 




Score 


1649 




Exons 


25707. .26963 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43843 




Seq. ID 


OJ000350 


_34.0310.C37 


Gene No. 


92072 




Strand 


+ 




Start 


59 




End 


2179 




Name 


OJ000350 34.0310.C37.ol 


. gs 


Method 


GENSCAN 




Start 


59 




End 


2179 




GI 


none 




Score 


.5 




Exons 


59. .65, 100. .146, 502.. 


687, 


2048. .2179 






Seq. No. 


43843 




Seq. ID 


OJ000350 


34 .0310.C37 


Gene No. 


92073 




Strand 






Start 


2626 




End 


8237 




Name 


OJ000350 34.0310.C37.o2 


.gs 


Method 


GENSCAN 




Start 


2626 




End 


8237 




GI 


none 




Score 


.41 




Exons 


2626.. 2697, 3217.. 3230, 


3312 


..3371, 3441. .3509, 


5312. .5513, 




5929.. 6159, 6247.. 7203, 


7264 


..7852, 8182. .8237 




Seq. No. 


43843 




Seq. ID 


OJ000350 


_34.0310.C37 


Gene No. 


92073 




Strand 






Start 


2626 




End 


8237 




Name 


OJ000350_34 .0310.C37.ol 


. np 


Method 


AAT/NAP 




Start 


3401 


End 


7833 




GI 


5803259 




Score 


2966 




Exons 


3401. .3419, 5322. .5600, 


5767 


..6475, 6572. .7833 




GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43843 




Seq. ID 


OJ000350 


_34.0310.C37 


Gene No. 


92074 




Strand 






Start 


8458 




End 


8642 




Name 


OJ000350 34.0310.C37.ol 


. tni 


Method 


TBLASTX : I 


^laize 


Start 


2635 




End 


4159 




GI 


none 




Score 


80 




Exons 


2635.-2727, 3146.. 3214, 


3147 


..3215, 3149.. 3229, 


3292. .3372, 




3322.-3372, 3441.. 3503, 


3442 


..3501, 4040. .4159, 


4040. .4087 


Seq. No. 


43843 




Seq. ID 


OJ000350 


34 .0310.C37 


Gene No. 


92074 




Strand 






Start 


8458 




End 


8642 




Name 


OJ000350 34.0310.C37.o2 


. np 


Method 


AAT/NAP 




Start 


8458 




End 


8642 




GI 


7523512 




Score 


137 




Exons 


8458. .8642 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 





44732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43844 Seq. ID OJ000350_34 . 0310 . C39 

92075 Strand 

1 End 719 

OJ000350_34 . 0310 . C39 . ol . np Method AAT/NAP 

1 End 637 

730580 Score 462 

1..26, 201. .289, 381. .637 

60S ACIDIC RIBOSOMAL PROTEIN P0 gi | 455401 | dbj | BAA04 668 | (D21130) 

acidic ribosomal protein P0 [Oryza sativa] 



43844 Seq. ID 

92075 Strand 

1 End 
OJ000350_34 . 0310 . C39 . ol . gs Method 

221 End 

none Score 

221. .289, 381. .491, 533. .637 



OJ000350_34.0310.C39 
719 

GENSCAN 

637 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



43845 Seq. ID OJ000350_34 . 0310 . C40 

92076 Strand 

1 End 7 97 

OJ000350_34 . 0310 . C4 0 . ol . np Method AAT/NAP 

1 End 7 97 

6634762 Score 373 

1..18, 357. .797 

(AC009917) Contains a bZIP transcription factor PF| 00170 domain. 

ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 43845 Seq. ID 

Gene No. 92076 Strand 

Start 1 End 

Name OJ000350_34 . 0310.C40.ol.gs Method 

Start 190 End 

GI none Score 

Exons 190.. 711 



OJ000350_34 .0310.C4 0 
797 

GENSCAN 

711 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43846 Seq. ID 

92077 Strand 
1 End 
OJ000350_34 . 0310 . C4 1 . ol . np Method 
1 End 
7489803 Score 
1..600 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5* end not determined 
experimentally [Zea mays] 



OJ000350_34.0310.C41 
600 

AAT/NAP 
600 
211 



43846 Seq. ID 

92077 Strand 

1 End 
OJ000350_34 . 0310 . C4 1 . ol . gs Method 

71 End 

none Score 
71. .193, 314. .499 



OJ000350_34.0310.C41 
600 

GENSCAN 

499 

.61 



44733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43847 
92078 
1592 

OJ000350_34 . 0310 . C4 2 . o3 . np 

1592 

5852180 



Seq. ID OJ000350_34 .0310.C42 

Strand + 

End 8516 

Method AAT/NAP 

End 8415 

Score 431 



1592. .1638, 6953.. 7040, 8033. .8415 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43847 Seq. ID 

92078 Strand 
1592 End 
OJ000350_34 . 0310 . C42 . ol . gp Method 
7141 End 
uC-osflM202048cl2bl Score 
7141. .7657 

'5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ000350_34 .0310.C42 
+ 

8516 
AAT/GAP 
7657 
833 



Seq. No. 43847 Seq. ID 

Gene No. 92078 Strand 

Start 1592 End 

Name OJ000350_34 . 0310 . C42 . o3 . gs Method 

Start "7762 End 

GI none Score 

Exons 7762.. 7893, 8127.. 8516 



OJ000350_34.0310.C42 
+ 

8516 
GENSCAN 
8516 
.72 



Seq. No. 


43847 




Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92079 




Strand 






Start 


293 




End 


4818 




Name 


OJ000350 34.0310.C42.ol 


.gs 


Method 


GENSCAN 




Start 


293 




End 


4768 




GI 


none 




Score 


.8 




Exons 


293. .646, 687. .830, 876 


. .2563, 


2618. . 


4662, 4668. .4768 




Seq. No. 


43847 




Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92079 




Strand 






Start 


293 




End 


4818 




Name 


OJ000350 34.0310.C42.ol 


.np 


Method 


AAT/NAP 




Start 


296 




End 


4818 




GI 


4680179 




Score 


5587 




Exons 


296. .638, 682. .4818 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 





Seq. No. 43847 Seq. ID 

Gene No. 92080 Strand 

Start 5054 End 

Name OJ000350_34 . 0310 . C42 . o2 . gs Method 

Start 5054 End 

GI none Score 

Exons 5054.. 5818, 7146.. 7214 



OJ000350_34 .031O.C42 

7214 
GENSCAN 
7214 
.92 



Seq. No. 43847 Seq. ID 

Gene No. 92080 Strand 

Start 5054 End 

Name OJ000350_34 . 0310 . C42 . o2 . np Method 

Start 5057 End 



OJ000350_34.0310.C42 

7214 

AAT/NAP 

5818 



44734 




GI 


4512229 








Score 


1240 




Exons 


5057. .5818 














GI Descrip. 


(AB014740) 


ORF0 


protein 


[Oryza sativa] 






Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310 


.C42.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


341 








End 


698 




GI 


none 








Score 


53 




Exons 


341.. 682, 534. .581, 557 


. .679, 


600. .698 






Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


. 0310 


. C42 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1212 








End 


1504 




GI 


none 








Score 


281 




Exons 


1212. .1502, 


1216 


. .1503, 


1217. 


.1504 






Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


. 0310 


.C42 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1350 








End 


1892 




GI 


none 








Score 


387 




Exons 


1350. .1886, 


1351 


. .1884, 


1401. 


.1892 






Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


. 0310 


.C42 ,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1917 








End 


2270 




GI 


none 








Score 


49 




Exons 


1917. .2270, 


1924 


. .1956, 


1932. 


.2264, 2002.. 2265 




Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310 


,C42.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1917 








End 


2343 




GI 


none 








Score 


244 




Exons 


1917. .2267, 


1917 


. .2342, 


1924. 


.2343 






Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310 


,C42.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2088 








End 


2333 




GI 


none 








Score 


209 




Exons 


2088. .2333 














Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310 


.C42 .o5 


tm 


Method 


TBLASTX: Maize 




Start 


2272 








End 


2591 





44735 




GI 


none 








Score 


149 




Exons 


2272 . . 2556, 


2277 . 


.2591 










Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


. 0310 . 


C42 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2344 ~~ 








End 


2618 




GI 


none 








Score 


249 




Exons 


2344. .2598, 


2346. 


.2603, 


2376. 


.2618 






Sea No 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310. 


C42.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2358 _ 








End 


2753 




GI 


none 








Score 


164 




ITvnn c 


2358 2603, 


2368 . 


.2598, 


2415. 


.2612, 2573. .2716, 2664.. 2717, 




2721 . . 2753, 


2721 . 


.2753 










Seq. No. 


43847 








Sea ID 


OJ000350 34.0310 


.C42 


Gene No. 


92081 








<3-t- rand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


. 0310. 


C42 . o4 . 


tm 




TBLASTX • Mai ze 




Start 


2664 ~~ 








End 


3111 




GI 


none 








Score 


129 




TT von ^ 


2664 3107. 


2673. 


. 3035, 


2929. 


.3111 






Seq. No. 


43847 








q PO ID 


OJ000350 34 0310 


. C42 


Gene No. 


92081 














Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310. 


C42 . o4 . 


tw 




TBLASTX • WhMr 




Start 


2694 ~~ 








FnH 


JlOU 




GI 


none 








Score 


224 




Exons 


2694 . . 3176, 


2703. 


. 3065, 


2887. 


.3180 






Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310. 


C42 . o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2826 ~ 








End 


3140 




GI 


none 








Score 


196 






2826 3140 














Seq. No. 


43847 








Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


. 0310 . 


C42 . 08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3315 ~ 








End 


3662 




GI 


none 








Score 


55 




Pynn s 


3315 3662 


3352 


3483 










Seq. No. 


43847 








Seq. ID 


OJ000350_34 .0310 


.C42 


Gene No. 


92081 








Strand 






Start 


9168 








End 


10715 




Name 


OJ000350 34 


.0310. 


C42.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


3396 








End 


3716 





44736 



GI 


none 






Score 


187 




Exons 


3396. .3716 












Seq. No. 


43847 






Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 






Strand 






Start 


9168 






End 


10715 




Name 


OJ000350 34 


.0310.C42.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4017 






End 


4362 




GI 


none 






Score 


69 




Exons 


4017. .4361, 


4231. .4362 










Seq. No. 


43847 - 






Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 






Strand 






Start 


9168 






End 


10715 




Name 


OJ000350 34 


.0310.C42.o6. 


tin 


Method 


TBLASTX: Maize 




Start 


4062 






End 


4361 




GI 


none 






Score 


42 




Exons 


4062. .4361, 


4078. .4143, 


4231. 


.4335 






Seq. No. 


43847 






Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 






Strand 






Start 


9168 






End 


10715 




Name 


OJ000350 34 


.0310.C42.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4413 






End 


4614 




GI 


none 






Score 


127 




Exons 


4413. .4613, 


4414. .4614 










Seq. No. 


43847 






Seq. ID 


OJ000350_34.0310 


.C42 


Gene No. 


92081 






Strand 






Start 


9168 






End 


10715 




Name 


OJ000350 34 


.0310.C42.o4. 


gs 


Method 


GENSCAN 




Start 


9168 






End 


10715 




GI 


none 






Score 


.53 




Exons 


9168. .9440, 


10345. .10588 


, 10669. .10715 






Seq. No. 


43848 






Seq. ID 


OJ000350_34.0310 


.C45 


Gene No. 


92082 






Strand 


+ 




Start 


1 






End 


6532 




Name 


OJ000350 34 


.0310.C45.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


6532 




GI 


7489805 






Score 


417 




Exons 


1..32, 2984 


..3208, 3802. 


.4334 


, 6453.. 6532 





GI Descrip. 



polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43848 Seq. ID 

92082 Strand 
1 End 
OJ000350_34 .0310.C45.o2.np Method 
441 End 
4680186 Score 
441. .494, 4397. .4451, 5290. .5490 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000350_34.0310.C45 
+ 

6532 
AAT/NAP 
5490 
363 



Seq. No. 
Gene No. 
Start 



43848 
92082 
1 



Seq. ID OJ000350_34.0310.C45 
Strand + 
End 6532 



44737 




Name 


OJ000350 34.0310.C45.o2.gs 


. Method 


GENSCAN 


Start 


6317 


End 


6526 


GI 


none 


Score 


.53 


Exons 


6317. .6526 






Seq. No. 


43848 


Seq. ID 


OJ000350_34 . 0310. C45 


Gene No. 


92083 


Strand 


- 


Start 


5042 


End 


5423 


Name 


OJ000350 34.0310.C45.ol.gp 


Method 


AAt /f^AP 


Start 


5042 


End 


5423 


GI 


uC-osflcyp033a04bl 


Score 


643 


Exons 


5042. .5423 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


43849 


Seq. ID 


OJ000350_34 .0310.C46 


Gene No. 


92084 


Strand 


+ 


Start 


549 


End 


1507 


Name 


OJ000350 34.0310.C46.ol.np 


Method 


AAT /NAP 


Start 


549 


End 


1507 


GI 


4378066 


Score 


687 


Exons 


549. .1507 







GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 



gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 


43849 








Seq. ID 


OJ000350_34 .0310.C4 6 


Gene No. 


92085 








Strand 


+ 


Start 


2854 








End 


9769 


Name 


OJ000350 34 


.0310. 


C46.o2 


.np 


Method 


AAT /NAP 


Start 


2854 








End 


9769 


GI 


7340868 








Score 


208 


Exons 


2854. .2885, 


9555. 


.9769 








GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


43849 








Seq. ID 


OJ000350_34.0310.C46 


Gene No. 


92086 








Strand 




Start 


534 








End 


6875 


Name 


OJ000350 34 


.0310. 


C46.ol 


.gs 


Method 


GENSCAN 


Start 


534 






End 


6875 


GI 


none 








Score 


.73 


Exons 


534. .1028, 


1183. . 


1259, 


1305. . 


1447, 2293.-2493, 2825.-2946, 




3028. .3171, 


3232. 


.3387, 


3501. 


.3665, 3747..4732, 4821. .4896, 




4969. .5085, 


6206. 


.6525, 


6731. 


.6875 




Seq. No. 


43849 








Seq. ID 


OJ000350_34.0310.C46 


Gene No. 


92087 








Strand 




Start 


8311 








End 


10164 


Name 


OJ000350 34 


.0310. 


C4 6.o2 


. gs 


Method 


GENSCAN 


Start 


8311 








End 


10164 


GI 


none 








Score 


.58 


Exons 


8311. .8367, 


8808. 


.8940, 


9935. 


.10164 




Seq. No. 


43849 








Seq. ID 


OJ000350_34 .0310.C46 


Gene No. 


92088 








Strand 




Start 


13829 








End 


15539 


Name 


OJ000350 34 


.0310. 


C46.ol 


. tm 


Method 


TBLASTX: Maize 



44738 




Start 


579 


End 


926 




GI 


none 


Score 


342 




Exons 


579. .926, 674. .925 








Seq. No. 


43849 


Seq. ID 


OJ000350_34.0310 


.C46 


Gene No. 


92088 


Strand 






Start 


13829 


End 


15539 




Name 


OJ000350 34.0310.C46 


.ol.ts Method 


TBLASTX: Soybean 




Start 


591 


End 


941 




GI 


none 


Score 


81 




Exons 


591. .710, 596. .709, 


716. .925, 717. .941 






Seq. No. 


43849 


Seq. ID 


OJ000350_34.0310 


.C46 


Gene No. 


r\ f\ s\ n ft 

92088 


Strand 






Start 


13829 


End 


15539 




Name 


OJ000350 34.0310.C46 


. ol.tw Method 


TBLASTX: Wheat 




Start 


648 


End 


1028 




GI 


none 


Score 


136 




Exons 


648. .842, 675. .842, 


834. .1028 






Seq. No. 


43849 


Seq. ID 


OJ000350_34.0310 


.C46 


Gene No. 


92088 


Strand 






Start 


13829 


End 


15539 




Name 


OJ000350 34.0310.C46 


.o2.tm Method 


TBLASTX: Maize 




Start 


957 


End 


1199 




GI 


none 


Score 


197 




Exons 


957. .1199, 962. .1060 


, 1139.. 1198 






Seq. No. 


43849 


Seq. ID 


OJ000350_34.0310 


.C46 


Gene No. 


92088 


Strand 


- 




Start 


13829 


End 


15539 




Name 


OJ000350 34.0310.C46 


.ol.gp Method 


AAT/GAP 




brart 


13587 


End 


14152 




GI 


4879016 


Score 


853 




Exons 


13587. .14152 








GI Descrip. 


6041757/gb|AC011806. 


1IAC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


43849 


Seq. ID 


OJ000350_34.0310 


.C46 


Gene No. 


92088 


Strand 






Start 


13829 


End 


15539' 




Name 


OJ000350 34.0310.C46 


. o3.gs Method 


GENSCAN 




Start 


13829 


End 


15539 




GI 


none 


Score 


.49 




Exons 


13829. .13975, 14210. 


.14306, 14406. .14430, 15494.. 15539 




Seq. No. 


43850 


Seq. ID 


OJ000350_34.0310 


.C47 


Gene No. 


92089 


Strand 


+ 




Start 


175 


End 


280 




Name 


OJ000350 34.0310.C47 


. o2.gp Method 


AAT/GAP 




Start 


175 


End 


280 




GI 


LIB3477-003-P1-K1-E9 


Score 


162 




Exons 


175. .280 









GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



44739 



Seq. No. 


43850 






Seq. ID 


OJ000350 


_34 


.0310. 


C47 


Gene No. 


92090 






Strand 


+ 








Start 


4383 






End 


8577 








Name 


OJ000350 34 


.0310.C47.ol 


.np 


Method 


AAT/NAP 








Start 


4383 






End 


8577 








GI 


2443320 






Score 


1113 








Exons 


4383. .4461, 


7848. .8577 














GI DescriD. 


(D85597) polyprotein [Oryza 


australiensis] 








Seq. No. 


43850 






Seq. ID 


OJ000350 


_34 


.0310. 


C47 


Gone No . 


92090 






Strand 


+ 








Start 


4383 






End 


8577 








Name 


OJ000350 34 


.0310.C47.o2 


.gs 


Method 


GENSCAN 








Start 


7872 






End 


8517 








GI 


none 






Score 


.56 








Exons 


7872. .8517 
















Seq. No. 


43850 






Seq. ID 


OJ000350_ 


_34 


.0310. 


C47 




92091 






Strand 










Start 


1486 






End 


4088 








Name 


OJ000350 34 


.0310.C47.ol 


.gs 


Method 


GENSCAN 








Start 


1486 






End 


4088 








GI 


none 






Score 


.42 








R ynn <3 

i_J A u 


1486. .1556, 


2711. .2912, 


3403 


..3760, 3880. .4088 








Seq. No. 


43850 






Seq. ID 


OJ000350_ 


_34 


.0310. 


C47 


Gene No. 


92092 






Strand 










Start 


5443 






End 


5702 








Name 


OJ000350 34 


.0310.C47.o4 


.gp 


Method 


AAT/GAP 








Start • 


5443 






End 


5702 








GI 


LIB3431-010 


-P1-N1-F11 




Score 


453 








Exons 


5443. .5702 
















GI Descrip. 


•287403/dbj 


ID10838 IRICSBE1 1 


.0e-lll Rice gene for 


starch 



branching enzyme 1 



Seq. No. 


43850 








Seq. ID 


OJ000350_34.0310 


.C47 


Gene No. 


92093 








Strand 






Start 


7848 








End 


8566 




Name 


OJ000350 34 


.0310 


.C47.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


7848 








End 


8213 




GI 


none 








Score 


78 




Exons 


7848. .7964, 


7989 


. .8213 










Seq. No. 


43850 








Seq. ID 


OJ000350_34.0310 


.C47 


Gene No. 


92093 








Strand 






Start 


7848 








End 


8566 




Name 


OJ000350 34 


.0310 


.C47.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


7989 








End 


8566 




GI 


none 








Score 


751 




Exons 


7989. .8564, 


8014 


. .8529, 


8015. 


.8566 






Seq. No. 


43850 








Seq. ID 


OJ000350_34 .0310 


.C47 


Gene No. 


92093 








Strand 






Start 


7848 








End 


8566 




Name 


OJ000350 34 


.0310 


.C47.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7995 








End 


8435 





44740 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
7995. .8435, 8018. .8347 

43850 
92093 
7848 

OJ000350_34.0310.C47.ol.ts 
8223 
none 

8223.. 845.0, 8225.-8446, 8451.. 8531 



282 



Seq. ID OJ000350_34.0310.C47 
Strand 

End 8566 

Method TBLASTX : Soybean 

End 8531 

Score 185 



43851 
92094 
1 

OJ000350_37.0314 .C6.ol.gp 
1 

LIB3477-003-P1-K1-E9 
1..54, 3912. .3962 

'24 9858 6/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000350_37.0314 ,C6 

Strand + 

End 4710 

Method AAT/GAP 

End 3962 

Score 157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43851 
92094 
1 

OJ000350_37.0314*.C6.ol.gs 
2682 
none 

2682. .2727, 4556. .4710 

43851 
92095 
12281 

OJ000350_37.0314 .C6.o3.gs 
12281 
none 

12281. .12337, 12584 .. 12758 , 12795 .. 13557, 13575 .. 13666, 
13820. .14044, 14125. .15293 



Seq. ID OJ000350_37.0314.C6 

Strand + 

End 4710 

Method GENS CAN 

End 4710 

Score .79 



Seq. ID OJ000350_37.0314.C6 

Strand + 

End 19020 

Method GENS CAN 

End 15293 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43851 Seq. ID OJ000350_37 . 0314 .C6 

92095 Strand + 

12281 End 19020 

OJ000350_37 . 0314 . C6 . o2 . np Method AAT/NAP 

12869 End 19017 

7228457 Score 9691 

12869. .13235, 13297 .. 15230, 15294 .. 16126, 1624 9 .. 17400, 

17467. .19017 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 43851 

Gene No. 92095 

Start 12281 

Name OJ000350_37 . 0314 . C6 . o4 .gs 

Start 15355 

GI none 



Seq. ID OJ000350_37.0314.C6 

Strand + 

End 19020 

Method GEN SCAN 

End 19020 

Score 1 



44741 



Exons 



15355. .19020 





Seq. No. 


43851 


Seq. ID 


.OJ000350 


_37.0314.C6 




Gene No. 


92096 


Strand 


+ 






Start 


23895 


End 


40726 






Name 


OJ000350 37.0314.C6.o5.np 


Method 


AAT/NAP 






Start 


23895 


End 


40341 






GI 


5042454 


Score 


250 






Exons 


23895. .24045, 24392.-24547, 


25408. .25609, 26520 


. .26571, 






.27523.-27765, 28394 .. 29279, 


38175. .38291, 38541 


. .38765, 






39242.-39922, 40287.. 40341 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


43851 


Seq. ID 


OJ000350 


_37.0314 .C6 




Gene No. 


92096 


Strand 


+ 






Start 


23895 


End 


40726 






Name 


OJ000350_37 . 0314 .C6.o6.gs 


Method 


GEN SCAN 






Start 


27245 


End 


28242 






GI 


none 


Score 


.74 






Exons 


27245. .27319, 27494 .. 27578, 


27613. .27810, 28223 


. .28242 




Seq. No. 


43851 


Seq. ID 


OJ000350_ 


_37.0314.C6 




Gene No. 


92096 


Strand 


+ 






Start 


23895 


End 


40726 




i. Li 


Name 


OJ000350 37.0314.C6.o8.gs 


Method 


GENS CAN 




\J 


Start 


38380 


End 


40726 




f n 


GI 


none 


Score 


.61 




ft* 


Exons 


38380. .38589, 39064 .. 39175, 


40297. .40434, 40647 


. .40726 


z ~j 


Seq. No. 


43851 


Seq. ID 


OJ000350 


37.0314 .Co 


U 


Gene No. 


92096 


Strand 


+ 




\ _i 


Start 


23895 


End 


40726 




n s 


Name 


OJ000350 37.0314.C6.o7.np 


Method 


AAT/NAP 






Start 


39751 


End 


40341 






GI 


5042454 


Score 


170 




is? 


Exons 


39751. .39922, 40287. .40341 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




>, 


Seq. No. 


43851 


Seq. ID 


OJ000350_ 


_37.0314.C6 




Gene No. 


92097 


Strand 






~ — 


Start 


7096 


End 


10174 






Name 


OJ000350 37.0314.C6.o2.gs 


Method 


GENSCAN 






Start 


7096 


End 


10174 






GI 


none - 


Score 


.41 






Exons 


7096.. 7653, 7991.. 8164, 8273 


. .8407, 8844. .8972, 


10004. .10174 




Seq. No. 


43851 


Seq. ID 


OJ000350_ 


_37.0314.C6 




Gene No. 


92097 


Strand 








Start 


7096 


End 


10174 






Name 


OJ000350 37.0314.C6.ol.np 


Method 


AAT/NAP 






Start 


7099 


End 


7551 






GI 


1170745 


Score 


534 






Exons 


7099. .7551 










GI Descrip. 


LATE EMBRYOGENESIS ABUNDANT 


PROTEIN LEA14-A gi 1167326 (M88321) 



Group 4 late embryogenesis-abundant protein [Gossypium hirsutum] 
gi 1 167328 (M88322) Group 4 late embryogenesis-abundant protein 
[Gossypium hirsutum] 



44742 



Seq. No. 43851 Seq. ID OJ000350_37 . 0314 . C6 

Gene No. 92097 Strand 

Start 7096 End 10174 

Name OJ000350_37 . 0314 . C6 . o2 . gp Method AAT/GAP 

Start 7183 End 7560 

GI 2280878 Score 675 

Exons 7183.. 7560 

GI Descrip. 1170745/sp | P46518 | LE14_GOSHI 8.0e-26 LATE EMBRYOGENESIS ABUNDANT 
PROTEIN LEA14-A >gi_167326 (M88321) Group 4 late 
embryogenesis-abundant protein [Gossypium hirsutum] >gi_167328 
(M88322) Group 4 late embryogenesis-abundant protein [Gossypium 
hirsutum] 



Seq. No. 


43851 




Seq. ID 


OJ000350_ 


_37.0314 


Gene No. 


92098 




Strand 






Start 


19648 




End 


26387 




Name 


OJ000350 37. 0314. C6. 


o5.gs 


Method 


GENSCAN 




Start 


19648 


End 


26387 




GI 


none 




Score 


.42 




Exons 


19648. .20052, 20136. 


.22547, 


22591. .22721, 23938. 


.24099, 




24184. .24294, 24825. 


.24891, 


25174. .25303, 25477. 


. 25627, 




25670. .25843, 26309. 


.26387 








Seq. No. 


43851 




Seq. ID 


OJ000350_ 


37.0314 


Gene No . 


92098 




Strand 






Start 


19648 




End 


26387 




Name 


OJ000350 37. 0314. C6. 


o3 . np 


Method 


AAT/NAP 




Start 


19651 




End 


22917 




GI 


6907089 




Score 


5027 




Exons 


19651. .21564, 21659. 


.22917 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43851 




Seq. ID 


OJ000350_ 


37.0314 


Gene No . 


92098 




Strand 






Start 


19648 




End 


26387 




Name 


OJ000350 37. 0314. C6. 


o4 .np 


Method 


AAT/NAP 




Start 


23448 




End 


23570 




GI 


7523512 




Score 


157 




Exons 


23448. .23570 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43851 




Seq. ID 


OJ000350_ 


37.0314 


Gene No. 


92099 




Strand 






Start 


28819 




End 


31972 




Name 


OJ000350 37. 0314. C6. 


o7 .gs 


Method 


GENSCAN 




Start 


28819 




End 


31972 




GI 


none 




Score 


.76 




Exons 


28819. .28983, 29101. 


.29226, 


29869. .29902, 30392. 


.30478, 




30781. .30926, 31364. 


.31497, 


31894. .31972 




Seq. No. 


43851 




Seq. ID 


OJ000350_ 


37.0314 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


7096 




End 


7711 




GI 


none 




Score 


292 





.C6 



44743 




Exons 7096.. 7626, 7106.. 7408, 7487.. 7627, 7697.. 7711 



Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


,C6 


Gene No. 


92100 




Strand 


— 




Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


7099 




End 


7551 




GI 


none 




Score 


252 




Exons 


7099. .7551, 7106. .14 


05 








Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 . 




Strand 


- 




Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


7099 




End 


7237 




GI 


none 




Score 


127 




Exons 


7099. .7233, 7100. .7237 








Seq. No, 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 


- 




Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


7123 




End 


7558 




GI 


none 




Score 


181 




Exons 


7123. .7551, 7133. .7408, . 7487 


. .7558 






Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 


_ 




Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13564 




End 


13812 




GI 


none 




Score 


197 




Exons 


13564. .13812, 13566. 


.13811 








Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


13576 




End 


13911 




GI 


none 




Score 


116 




Exons 


13576. .13674, 13593. 


.13673, 


13641. .13880, 13657.. 13911 




Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13922 




End 


17379 




GI 


none 




Score 


234 




Exons 


13922. .13975, 16921. 


.17175, 


16945. .17169, 17010 .. 17 195, 






17230. .17379, 17239. 


.17376, 


17241. .17378 




Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14651 




End 


15137 




GI 


none 




Score 


401 





44744 




Exons 


14651. .14824, 14652. 


.15137, 


14846. .15106 




Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


ol. tw 


Method 


TBLASTX: Wheat * 




Start 


15299 




- End 


15762 




GI 


none 




Score 


219 




Exons 


15299. .15742, 15303. 


.15755, 


15304. .15762, 15310.. 15756 




Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


-C6 


Gene No. 


92100 




Strand 






Start 


39306 




End . 


39598 




Name 


OJ000350 37. 0314. C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


15340 




End 


15705 




GI 


none 




Score 


111 




Exons 


15340. .15564, 15571. 


.15705 








Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


15430 




End 


15786 




GI 


none 




Score 


388 




Exons 


15430. .15786, 15465. 


.15776, 


15481. .15786 




Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15813 




End 


16197 




GI 


none 




Score 


346 




Exons 


15813. .16178, 15814. 


.16197 








Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


-C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


15870 




End 


20398 




GI 


none 




Score 


4 67 




Exons 


15870. .16283, 15871. 


.16290, 


20300. .20398 




Seq. No.. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


15949 




End 


16320 




GI 


none 




Score 


263 




Exons 


15949. .16320 










Seq. No. 


43851 




Seq. ID 


OJ000350_37.0314 


.C6 


Gene No. 


92100 




Strand 






Start 


39306 




End 


39598 




Name 


OJ000350 37. 0314. C6. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


17068 




End 


17634 




GI 


5666795 




Score 


68 




Exons 


17068. .17166, 17242. 


.17379, 


17434. .17634 





44745 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 






Seq. No. 


43851 


Seq. ID 


OJ000350_37.0314 


.C6 




Gene No. 


92100 


Strand 


— 






Start 


39306 


End 


39598 






Name 


OJ000350 37.0314.C6.o8.tw 


Method 


TBLASTX: Wheat 






Start 


17382 


End 


17694 






GI 


none 


Score 


192 






Exons 


17382. .17558, 17434. .17694 










Seq. No. 


43851 


Seq. ID 


OJ000350_37.0314 


.C6 




Gene No. 


92100 


Strand 








Start 


39306 


End 


39598 






Name 


OJ000350 37.0314.C6.o3.tm 


Method 


TBLASTX : Maize 






Start 


17887 


End 


18210 






GI 


none 


Score 


362 






Exons 


17887. .18210, 17916. .18197 










Seq. No. 


43851 


Seq. ID 


OJ000350_37.0314 


.C6 




Gene No. 


92100 


Strand 








Start 


'39306 


End 


39598 






Name 


OJ000350 37.0314.C6.o4.tw 


Method 


TBLASTX: Wheat 






Start 


18024 


End 


18405 






GI 


none 


Score 


369 






Exons 


18024. .18080, 18025. .18405, 


18028. .18366, 18126. .18374 






Seq. No. 


43851 


Seq. ID 


OJ000350_37.0314 


.C6 


r : I 


Gene No. 


92100 


Strand 








Start 


39306 


End 


39598 






Name 


OJ000350 37.0314.C6.o7.tw 


Method 


TBLASTX: Wheat 




Uj 


Start 


18406 


End 


19008 




i. ^ 


GI 


none 


Score 


265 




F : S 


Exons 


18406. .18696, 18411 .. 18689, 


18882. .19004, 18883. .19008 






Seq. No. 


43851 


Seq. ID 


OJ000350_37.0314 


.C6 




Gene No. 


92100 


Strand 








Start 


39306 


End 


39598 






Name 


OJ000350 37.0314.C6.o6.tm 


Method 


TBLASTX: Maize 




- ssr 


Start 


18877 


End 


19023 






GI 


none 


Score 


189 




- =^ 


Exons 


18877. .19023, 18882.. 19022 










Seq. No. 


43851 


Seq. ID 


OJ000350_37.0314 


.C6 




Gene No. 


92100 


Strand 








Start 


39306 


End 


39598 






Name 


OJ000350 37.0314.C6.o6.np 


Method 


AAT/NAP 






Start 


39306 


End 


39598 






GI 


7523512 


Score 


183 






Exons 


39306. .39598 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43852 


Seq. ID 


OJ000350_37.0314 


.C7 




Gene No. 


92101 


Strand 








Start 


1 


End 


8541 






Name 


OJ000350 37.0314.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


7061 






GI 


6539570 


Score 


208 





44746 



Exons 1..41, 1101.. 1145, 1594.. 1725, 1845.. 1894, 2514.. 2689, 

6601.. 6678, 6867.. 7061 
GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 


43852 


Seq. ID 


OJ000350_37 


.0314. C7 


Gene No. 


92101 


Strand 






Start 


1 


End 


8541 




Name 


OJ000350 37.0314.C7.ol.gp 


Method 


AAT/GAP 




Start 


336 


End 


904 




GI 


none 


Score 


905 




Exons 


336. .771, 851. .904 








Seq. No. 


43852 


Seq. ID 


OJ000350_37 


.0314. C7 


Gene No. 


92101 


Strand 


_ 




Start 


1 


End 


8541 




Name 


OJ000350 37.0314.C7.ol.gs 


Method 


GEN SCAN 




Start 


674 


End 


1988 




GI 


none 


Score 


• 98 




Exons 


674. .771, 851. .1988 








Seq. No. 


43852 


Seq. ID 


OJ000350_37 


.0314. C7 


Gene No. 


92101 


Strand 






Start 


1 


End 


8541 




Name 


OJ000350 37.0314.C7.o2.gp 


Method 


AAT/GAP 




Start 


1256 


End 


1579 




GI 


none 


Score 


634 




Exons 


1256. .1579 








Seq. No. 


43852 


Seq. ID 


OJ000350_37 


.0314. C7 


Gene No. 


92101 


Strand 






Start 


1 


End 


8541 




Name 


OJ000350 37.0314.C7.o2.gs 


Method 


GENSCAN ^ 




Start 


2460 


End 


8338 




GI 


none 


Score 


.5 




Exons 


2460. .2629, 6612. .6632, 8299. .8338 






Seq. No. 


43852 


Seq. ID 


OJ000350_37 


.0314. C7 


Gene No. 


92101 


Strand 






Start 


1 


End 


8541 




Name 


OJ000350 37.0314.C7.o2.np 


Method 


AAT/NAP 




Start 


7197 


End 


8541 




GI 


6630699 


Score 


87 




Exons 


7197. .7277, 8471. .8541 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 |dbj |BAA89566.1| 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


43853 


Seq. ID 


OJ000350_37 


.0314. C8 


Gene No. 


92102 


Strand 


+ 




Start 


535 


End 


3036 




Name 


OJ000350 37.0314.C8.ol.gs 


Method 


GENSCAN 




Start • 


535 


End 


2696 




GI 


none 


Score 


.46 




Exons 


535.-834, 1169. .1197, 2137. 


.2278, 2361 


..2430, 2530 


. .2696 


Seq. No. 


43853 


Seq. ID 


OJ000350_37 


.0314 .C8 


Gene No. 


92102 


Strand 


+ 





44747 



Start 535 End 3036 

Name OJ000350_37 . 0314 ,C8 .ol .np Method AAT/NAP 

Start 589 End 2696 

GI 7486694 Score 658 

Exons 589.-774, 829.. 892, 1843.. 2023, 2137.. 2278, 2361.. 2430, 

2530.. 2696 

GI Descrip. hypothetical protein F8L21.10 - Arabidopsis thaliana 

gi I 5596468 | emb | CAB51406.il (AL096882) putative protein 
[Arabidopsis thaliana] gi | 7267821 | emb I CAB81223 . 1 | (AL161531) 
putative protein [Arabidopsis thaliana] 



Seq. No. 43853 Seq. ID 

Gene No. 92102 Strand 

Start 535 End 

Name OJ000350_37 . 0314 . C8 . ol . gp Method 

Start 1841 End 

GI 23661_1.R1084 Score 

Exons 1841.. 2023, 2137.. 2205 

GI Descrip. ' 4454032/emb | CAA23029 . 1 | 5.0e-47 (AL035394) putative protein 
[Arabidopsis thaliana] 1 



OJ000350_37.0314.C8 
+ 

3036 
AAT/GAP 
2205 
455 



Seq. No. 43853 Seq. ID 

Gene No. 92102 Strand 

Start 535 End 

Name OJ000350_37 . 0314 . C8 . o2 . gp Method 

Start 1844 End 

GI 23661_1.R1084 Score 

Exons 1844.. 2023, 2137.. 2268 

GI Descrip. 1 4454032/emb | CAA23029 . 1 | 5.0e-47 (AL035394) putative protein 
[Arabidopsis thaliana] 1 



OJ000350_37.0314.C8 
+ 

3036 
AAT/GAP 
2268 
583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



43853 Seq. ID 

92102 Strand 

535 End 

OJ000350_37 . 0314 . C8 . o3 . gp Method 

2391 End 

47717_1.R1084 Score 
2391.. 2430, 2530.. 3036 

, 5596468/emb|CAB51406.1| 2.0e-22 (AL096882) putative protein 
[Arabidopsis thaliana] 1 



OJ000350_37.0314.C8 
+ 

3036 
AAT/GAP 
3036 
1033 



43853 
92103 
4025 

OJ000350_37 . 0314 . C8 . o2 . tm 

592 

none 

592. .891, 741. .845, 759. .890, 
1845.. 2024, 1845.. 2024, 2135. 
2185.. 2280, 2360.. 2398, 2360. 
2365.. 2430, 2499.. 2711, 2504. 
2777. .2824, 2783 .. 2827, 2882 . 

43853 
92103 
4025 

OJ000350 37.0314.C8.o2.tw 



Seq. ID OJ000350_37.0314.C8 
Strand 

End 9430 
Method TBLASTX : Mai ze 
End 2980 
Score 147 

835. .909, 840. .902, 1844. .2023, 
.2269, 2139.. 2273, 2150.. 2272, 
.2428, 2361. .2429, 2361. .2429, 
.2707, 2509.. 2718, 2776.-2823, 
.2941, 2897. .2938, 2939.. 2980 



Seq. ID 

Strand 

End 

Method 



OJ000350__37.0314 .C8 
9430 

TBLASTX: Wheat 



44748 



Start 
GI 

Exons 



835 End 2402 

none Score 86 

835. .891, 840. .890, 1844. .2008, 1845. .2024, 2120. .2269, 

2133. .2279, 2134. .2280, 2138. .2281, 2361. .2402, 2361.. 2402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43853 
92103 
4025 

OJ000350_37 . 0314 . C8 . o2 . ts 

835 

none 



Seq. ID OJ000350_37.0314.C8 
Strand 

End 9430 

Method TBLASTX : Soybean 

End 2762 

Score 91 



835. .891, 1844. .2023, 1845. .2024, 1921. .2025, 2135. .2269, 
2150. .2272, 2361. .2429, 2361. .2426, 2504. .2689, 2508. .2690, 
2532.. 2762 



Seq. No. 


43853 








Seq. ID 


OJ000350_37.0314.C8 


Gene No. 


92103 








Strand 




Start 


4025 








End 


9430 


Name 


OJ000350 37 


.0314 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


835 








End 


2663 


GI 


none 








Score 


85 


Exons 


835. .891, 1844.. 


2005, 1845.. 


2024, 1848 


..2024, 2135. .2269, 




2360. .2428, 


2361 


. .2429, 


2504 


..2662, 2508. .2663 


Seq. No. 


43853 








Seq. ID 


OJ000350_37.0314.C8 


Gene No. 


92103 - 








Strand 




Start 


4025 








End 


9430 


Name 


OJ000350 37 


.0314 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 


btart 


2537 








End 


2900 


GI 


none 








Score 


273 


Exons 


2537. .2713, 


2538 


. .2720, 


2767 


..2793, 2826. .2900, 2826. .2900 


Seq. No. 


43853 








Seq. ID 


OJ000350_37.0314.C8 


Gene No. 


92103 








Strand 




Start 


4025 








End 


9430 


Name 


OJ000350 37 


.0314 


.C8 .06. 


ts 


Method 


TBLASTX : Soybean 


Start 


4019 








End 


4149 


GI 


none 








Score 


166 


Exons 


4019. .4144, 


4023 


. .4145, 


4042 


. .4149 




Seq. No. 


43853 








Seq. ID 


OJ000350_37.0314.C8 


Gene No. 


92103 








Strand 




Start 


4025 








End 


9430 


Name 


OJ000350 37 


.0314 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


4025 








End 


9409 


GI 


none 








Score 


.93 


Exons 


4025. .4138, 


4270 


. .4386, 


4480 


..4548, 4624..4762, 4877. .5445, 




5712. .5879, 


6010 


. .6097, 


6173 


..6731, 6837.. 6937, 7026.. 7068, 




7758. .7851, 


8073 


. .8111, 


8189 


..8277, 8373. .8494, 9219. .9409 


Seq. No. 


43853 








Seq. ID 


OJ000350_37.0314.C8 


Gene No. 


92103 








Strand 




Start 


4025 








End 


9430 


Name 


OJ000350 37 


.0314 


.C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


4025 








End 


4320 


GI 


none 








Score 


74 


Exons 


4025. .4144, 


4028 


. .4129, 


4029 


..4142, 4258. .4320 



44749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43853 Seq. ID 

92103 Strand 

4025 End 

OJ000350_37 . 0314 . C8 . o4 . tm Method 

4 027 End 

none Score 



OJ000350_37.0314.C8 
9430 

TBLASTX: Maize 

4347 

82 



4027.. 4098, 4029.. 4097, 4030. .4152, 4032.. 4169, 4034.. 4153, 
4262.. 4333, 4268.. 4324, 4276.. 4347 



43853 Seq. ID 

92103 Strand 
4025 End 
OJ000350_37 . 0314 . C8 . o2 . np Method 
4028 End 
6692099 Score 

4028. .4138, 4270. .4548, 4624. .4762, 

6010.. 6097, 6173.. 6741, 6856.. 6937, 

8189.. 8277, 8373.-8494, 9237.. 9430 



OJ000350 37. 0314. C8 



9430 
AAT/NAP 
9430 
2290 
4877. .5445, 
7026. .7077, 



5718. .5840, 
8069. .8111, 



GI Descrip. (AC007764) F22C12.12 [Arabidopsis thaliana] 



Seq. No. 43853 

Gene No. 92103 

Start 4025 

Name OJ000350_37 . 0314 .C8 . o3 . tw 

Start 4477 

GI none 

Exons 4477.. 4551, 4486.-4533, 4624, 
4876. .5067 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4764, 



OJ000350 37. 0314. C8 



9430 

TBLASTX: Wheat 
5068 
34 

4625. .4768, 4874. .5068, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43853 
92103 
4025 

OJ000350_37, 

4477 

none 

4477. .4551, 
4876. .4953, 



0314.C8.o4.ts 



4520. 
4877, 



,4549, 
,4948 



4613 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4762, 



OJ000350 37. 0314. C8 



9430 

TBLASTX: Soybean 
4953 
39 

4624. .4764, 4625. .4765, 



£5 



Seq. No. 43853 
Gene No. 92103 
Start 4025 

Name OJ000350_37 . 0314 . C8 .ol . tm 

Start 4480 
GI none 

Exons 4480.. 4551, 4609.. 4764, 4624, 

4876. .5436, 4876.-5436, 4877. 
6173.. 6361, 6175.. 6363 



Seq. ID OJ000350_37.0314.C8 
Strand 

End 9430 

Method TBLASTX : Mai ze 

End 6363 

Score 105 

.4764, 4628. .4768, 4875. .5156, 
.5437, 4947..5447, 6070. .6117, 



Seq. No. 43853 Seq. ID 

Gene No. 92103 Strand 

Start 4025 End 

Name OJ000350_37 . 0314 . C8 . ol . tc Method 

Start 4876 End 

GI none Score 

Exons 4876.. 5259, 4877.. 5260 



OJ000350_37.0314.C8 
9430 

TBLASTX: Cress 

5260 

386 



44750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43853 
92103 
4025 

OJ000350_37 . 0314 . C8 . ol . ts 

4963 

none 



Seq. ID OJ000350_37.0314.C8 



Strand 
End 

Method 

End 

Score 



9430 

TBLASTX: Soybean 

6268 

586 



4963. .5436, 4973. .5437, 6173. .6268, 6178. .6264 



43853 
92103 
4025 

OJ000350_37 . 0314 . C8 . ol . tw 

5104 

none 

5104. .5286, 
6178. .6486 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_37.0314.C8 
9430 

TBLASTX: Wheat 

6486 

168 



5114. .5296, 5120. .5290, 5272. .5466, 5279. .5434, 



Seq. No. 43853 Seq. ID 

Gene No. 92103 Strand 

Start 4025 End 

Name OJ000350_37 . 0314 ,C8 . o4 .tc Method 

Start 5272 End 

GI none Score 

Exons 5272.. 5451, 5279.. 5434 



OJ000350_37.0314 .C8 
9430 

TBLASTX: Cress 

5451 

107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



43853 Seq. ID 

92103 Strand 

4025 End 

OJ000350_37 . 0314 . C8 . o3 . ts Method 

6031 End 

none Score 



OJ000350_37.0314.C8 
9430 

TBLASTX : Soybean 

6507 

111 



6031. .6117, 6272..6466, 6277. .6498, 6279. .6500, 6313. .6507 



43853 Seq. ID 

92103 Strand 

4025 End 

OJ000350_37 . 0314 . C8 . o3 . tm Method 

6448 End 

none Score 



OJ000350_37.0314 .C8 
9430 

TBLASTX: Maize 

8500 

248 



6448. .6738, 6448. .6738, 6816. .6938, 6820. .6939, 6842. .6949, 

6854. .6949, 6987.. 7070, 7010. .7069, 7020.. 7073, 7756. .7863, 

7757. .7846, 8075. .8116, 8076. .8114, 8186. .8269, 8190. .8282, 

8190. .8279, 8191. .8286, 8373. .8492, 8374. .8496, 8375. .8500 



43853 
92103 
4025 

OJ000350_37 . 0314 . C8 . o5 . ts 

6511 

none 

6511. .6735, 6512.. 6733 

43853 
92103 
4025 

OJ000350_37 . 0314 . C8 . o3 . tc 
7768 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_37.0314.C8 
9430 

TBLASTX: Soybean 

6735 

92 



OJ000350_37.0314.C8 
9430 

TBLASTX: Cress 
9313 



44751 



GI . 
Exons 



none Score 63 

7768..784S, 8186. .8278, 8186. .8269, 8193. .8282, 8209. .8286, 
8374. .8496, 8375. .8500, 8408. .8500, 9224. .9313 



oeq • LNO . 


H JO DH 


Seq. ID 


OJ000350 


O / . UJJ. ft . 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37. 


0314 .C9.ol.gs Method 


GENSCAN 




Start 


1978 


End 


16593 




GI 


none 


Score 


.72 




Exons 


1978. .2153, 


2811. .2927, 3085. .3215, 3345. .3720, 


3813. .3896, 




4000. .4065, 


5100. .5169, 5495. .5880, 6276.. 6316, 


7486. .7615, 




8584. .8679, 


10181. .10202, 12104. .12367, 


12570. . 


12652, 




13896. .13941 


, 14300. .14406, 14486. . 16024, 16132 


. .16593 


Seq. No. 


43854 


Seq. ID 


OJ000350 


_37.0314.C9 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37. 


0314.C9.ol.np Method 


AAT/NAP 




Start 


3067 


End 


5892 




GI 


3702329 


Score 


517 




Exons 


3067. .3215, 


3402. .3720, 3813. .3896, 4000. .4065, 


4565. .4637, 




5495. .5719, 


5792. .5892 






GI Descrip. 


(AC005397) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43854 


Seq. ID 


OJ000350 


_37.0314.C9 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37. 


0314 . C9 . o3 . tm Method 


TBLASTX: 


Maize 


Start 


3391 


End 


4037 




GI 


none 


Score 


44 




Exons 


3391. .3492, 


3408. .3488, 3487. .3651, 3489. .3644, 


3493. .3729, 




3497. .3724, 


3805. .3891, 3810. .3908, 3814. .3897, 


3993. .4037, 




4000. .4035 








Seq. No. 


43854 


Seq. ID 


OJ000350 


_37.0314.C9 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37. 


0314 .C9.ol.gp Method 


AAT/GAP 




Start 


3839 


End 


5850 




GI 


5861 1.R1084 


Score 


864 




Exons 


3839..3896, 


4000. .4065, 4565. .4637, 5495. .5850 




ui ucscrip. 


'3702329 2.0e-14, (AC005397) hypothetical protein [Arabidops 




thaliana] 1 








Seq. No. 


43854 


Seq. ID 


OJ000350 


_37.0314.C9 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37. 


0314 .C9.o2 .gp Method 


AAT/GAP 




Start 


14034 


End 


14658 




GI 


2428809 


Score 


703 




Exons 


14034. .14160 


, 14300. .14406, 14486. .14658 




Seq. No. 


43854 


Seq. ID 


OJ000350 


_37.0314.C9 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37. 


0314 . C9 . o2 . np Method 


AAT/NAP 





44752 




Start • 14539 End 16560 

GI 7486965 Score 1127 

Exons 14539. .14638, 14771 .. 15001, 15086 15130, 15254 15823, 

15866. .16024, 16132.. 16560 
GI Descrip. hypothetical protein T13J8.80 - Arabidopsis thaliana 

gi|4455356|emb|CAB36766.1| (AL035524) putative protein 

[Arabidopsis thaliana] gi | 7269651 1 emb | CAB79599 . 1 1 (AL161572) 

putative protein [Arabidopsis thaliana] 





beq. no. 


4 Jo04 




Seq. ID 


OJ000350_37.0314 


. C9 




Gene No. 


92104 




Strand 


+ 






Start 


1978 




End 


16593 






Name 


OJ000350 37. 0314. C9. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


14917 




End 


15483 






GI 


none 




Score 


38 






Exons 


14917. .14946, 15065. 


.15154, 


15256. .15483, 15260. .15472 






Seq. No. 


43854 




Seq. ID 


OJ000350_37.0314 


.C9 




bene no. 


O O 1 A A 




Strand 


+ 






Start 


1978 




End 


16593 






Name 


OJ000350 37. 0314. C9. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


15374 




End 


15613 






GI 


none 




Score 


257 






Exons 


15374. .15613, 15385. 


.15600 










Seq. No. 


43854 




. Seq. ID 


OJ000350_37.0314 


.C9 


in 


Gene No. 


yzi04 




Strand 


+ 






Start 


1978 




End 


16593 




: sr 


Name 


OJ000350 37. 0314. C9. 


ol. tm 


Method 


TBLASTX: Maize 






Start 


15559 




End 


15919 




L Li 


GI 


none 




Score 


42 




i. ~ 


Exons 


15559. .15591, 15560. 


.15592, 


15608. .15886, 15617 .. 15781, 




?! = 




15622. .15855, 15836. 


.15871, 


15866. .15919 




T 


Seq. No. 


A O O C A 




Seq. ID 


OJ000350_37.0314 


.C9 




Gene No. 


92104 . 




Strand 


+ 






Start 


1978 




End 


16593 






Name 


OJ000350 37. 0314. C9. 


ol.tc 


Method 


TBLASTX: Cress 




ss. 


Start 


15653 




End 


16024 






GI 


none 




Score 


563 




[J 


Exons 


15653. .16024, 15655. 


.15849, 


15901. .16014 






Seq. No. 


43854 




Seq. ID 


OJ000350_37.0314 


.C9 




Gene No. 


92104 




Strand 


+ 






Start 


1978 




End 


16593 






Name 


OJ000350 37. 0314. C9. 


ol. ts 


Method 


TBLASTX : Soybean 






Start 


15772 




End 


16024 






GI 


none 




Score 


360 






Exons 


15772. .15849, 15773. 


.16024, 


15901. .16014 






Seq. No. 


43854 




Seq. ID 


OJ000350_37.0314 


.C9 




Gene No. 


92104 




Strand 


+ 






Start 


1978 




End 


16593 






Name 


OJ000350 37. 0314. C9. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


15802 




End 


16272 






GI 


none 




Score 


300 






Exons 


15802. .15849, 15806. 


.16027, 


15836. .15871, 15901 16014 , 





44753 



16134. .16181, 16135. .16197, 16182 .. 16256, 16183.. 16272 



Seq. No. 


43854 


Seq. ID 


OJ000350_37.0314 


.C9 


Gene No. 


92104 


Strand 


+ 




Start 


1978 


End 


16593 




Name 


OJ000350 37.0314.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


15919 


End 


16398 




GI 


none 


Score 


130 




Exons 


15919. .16014, 15920. .16024, 


16131. .16271, 16132. .16272, 






16332. .16382, 16345.. 16398 








Seq. No. 


43855 


Seq. ID 


OJ000350_37.0314 


-CIO 


Gene No. 


92105 


Strand 


+ 




Start 


2122 


End 


2557 




Name 


OJ000350 37.0314.C10.o2.gs 


Method 


GEN SCAN 




Start 


2122 


End 


2557 




GI 


none 


Score 


.64 




Exons 


2122. .2209, 2247. .2557 








Seq. No. 


43855 


Seq. ID 


OJ000350_37.0314 


. C1U 


Gene No. 


92106 


Strand 


+ 




Start 


12728 


End 


14314 




Name 


OJ000350 37.0314.C10.ol.np 


Method 


AAT/NAP 




Start 


12358 


End 


12900 




GI 


6539585 


Score 


178 




Exons 


12358. .12529, 12829.. 12900 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43855 


Seq. ID 


OJ000350_37.0314 


.C10 


Gene No. 


92106 


Strand 


+ 




Start 


12728 


End 


14314 




Name 


OJ000350 37.0314.C10.o4.gs 


Method 


GENS CAN 




Start 


12728 


End 


14314 




GI 


none 


Score 


.7 




Exons 


12728. .12815, 12822 .. 12929, 


13034. .13175, 14006. .14314 




Seq. No. 


43856 


Seq. ID 


OJ000350_37.0314 


.Cll 


Gene No. 


92107 


Strand 


+ 




Start 


1 


End 


288 




Name 


OJ000350 37.0314.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


288 




GI 


4218008 


Score 


189 




Exons 


1. .288 








GI Descrip. 


(AC006135) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


43856 


Seq. ID 


OJ000350 37.0314 


.Cll 


Gene No. 


92108 


Strand 


+ 




Start 


6434 


End 


8689 




Name 


OJ000350 37.0314.Cll.o2.np 


Method 


AAT/NAP 




Start 


6434 


End 


8637 




GI 


7446180 


Score 


1709 




Exons 


6434.. 6805, 7527.. 7890, 7998 


..8270, 8464. .8637 




GI Descrip. 


myb-related protein 5 - rice 


gi 12605625 


i|dbj IBAA23341.il 


(D8I 




OSMYB5 [Oryza sativa] 








Seq. No. 


43856 


Seq. ID 


OJ000350_37.0314 


.Cll 


Gene No. 


92108 


Strand 


+ 





44754 




Start 


6434 






End 


8689 


Name 


OJ000350 37 


.0314.Cll.o3 




Method 


AAT/GAP 


Start 


6949 






End 


8689 


GI 


2605624 






Score 


1350 


Exons 


6949. .6981, 


7505. .7890, 


7998 . 


.8266, 8460. .8689 


GI Descrip. 


2605625/dbj |BAA23341| 0 


. Oe+00 


(D88621) 


0SMYB5 [Oryza sativa] 


Seq. No. 


43856 






Seq. ID 


OJ000350 37.0314.C11 


Gene No. 


92108 






Strand 


+ 


Start 


6434 






End 


8689 


Name 


OJ000350 37 


.0314.Cll.o2 


. qp 


Method 


AAT/GAP 


Start 


7518 






End 


8582 


GI 


2605624 






Score 


1267 


Exons 


7518. .7890, 


7998. .8266, 


8460. 


.8582 




GI Descrip. 


2605625/dbj IBAA23341I 0 


. 0e+00 


(D88621) 


0SMYB5 [Oryza sativa] 


Seq. No. 


43856 






Seq. ID 


OJ000350 37.0314.C11 


Gene No. 


92109 






Strand 




Start 


126 






End 


410 


Name 


OJ000350 37 


.0314.Cll.ol 




Method 


AAT/GAP 


Start 


126 




End 


410 


GI 


286714 






Score 


541 


Exons 


126. .410 










Seq. No. 


43856 






Seq. ID 


OJ000350_37 . 0314 . Cll 


Gene No. 


92110 






Strand 




Start 


6553 






End 


7664 


Name 


OJ000350 37 


.0314.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6553 






End 


7583 


GI 


none 






Score 


330 


Exons 


6553. .6729, 


6554. .6802, 


7521. 


.7583 




Seq. No. 


43856 






Seq. ID 


OJ000350_37 . 0314 . Cll 


Gene No. 


92110 






Strand 




Start 


6553 






End 


7664 


Name 


OJ000350 37 


.0314.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6553 






End 


6802 


GI 


none 






Score 


282 


Exons 


6553. .6801, 


6554. .6802 








Seq. No. 


43856 






Seq. ID 


OJ000350_37. 0314. Cll 


Gene No. 


92110 






Strand 




Start 


6553 






End 


7664 - 


Name 


OJ000350 37 


.0314.Cll.ol 


. tm 


Method 


TBLASTX: Maize . 


Start 


6554 






End 


7664 


GI 


none 






Score 


236 


Exons 


6554. .6733, 


6556. .6720, 


6716. 


.6799, 6719. .6805, 7511. .7585, 




7524. .7664, 


7527. .7649 








Seq. No. 


43856 






Seq. ID 


OJ000350_37. 0314. Cll 


Gene No. 


92110 






Strand 




Start 


6553 






End 


7664 


Name 


OJ000350 37 


.0314.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6554 






End 


6787 


GI 


none 






Score 


261 


Exons 


6554. .6787, 


6562. .6729 









44755 




Seq. No. 


43857 




Seq. ID 


OJ000350_37.0314.C12 


Gene No. 


92111 




Strand 


+ 


Start 


2076 




End 


2392 


Name 


OJ000350 37.0314.C12.ol 


. gp 


Method 


AAT/GAP 


Start 


2076 




End 


2392 


GI 


4879868 




Score 


610 


Exons 


2076. .2392 








Seq. No. 


43857 




Seq. ID 


OJ000350_37.0314.C12 


Gene No. 


92112 




Strand 


+ 


Start 


2360 




End 


8325 


Name 


OJ000350 37.0314.C12.ol 


.np 


Method 


AAT/NAP 


Start 


2360 




End 


7814 


GI 


7485669 




Score 


1337 


Exons 


2360. .2461, 3387. .3469, 


3561 


..3711, 4090. .4158, 4273. .4483, 




4643. .4723, 4875. .5014, 


5185 


..5307, 6150. .6342, 7632. .7814 


GI Descrip. 


hypothetical protein F17N18. 


140 - Arabidopsis thaliana 




gi | 4753659 | emb | CAB4 1935 


.11 (AL049751) 


putative protein 



[Arabidopsis thaliana] gi | 7268027 | emb | CAB78367 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 43857 

Gene No. 92112 

Start 2360 

Name OJ000350_37 . 0314 .C12 . o2 .gs 

Start 3101 

GI none 
Exons 



Seq. ID OJ000350 37.0314.C12 



Strand 
End 

Method 

End 

Score 



+ 

8325 
GENSCAN 
6452 
.8 



3101. .3136, 3387. .3465, 3576. .3711, 4273. .4468, 4655. .4723, 
4875. .5014, 5185. .5307, 6150. .6342, 6396.-6452 



Seq. No. 43857 Seq. ID 

Gene No. 92112 Strand 

Start 2360 End 

Name OJ000350_37 . 0314 . C12 . o2 . gp Method 

Start 4 688 End 

GI 1439_1.R1084 Score 

Exons 4688. .4723, 4875.. 5014, 5185. 
GI Descrip. 



OJ000350_37.0314.C12 
+ 

8325 
AAT/GAP 
8325 
2151 



.5307, 6150.. 6342, 7632.. 8325 
, 4680189/gb|AF111710.1|AF111710 3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds' 



Seq. No. 43857 

Gene No. 92113 

Start 7995 

Name OJ000350_37 . 0314 . C12 . o2 . ts 

Start 3387 

GI none 
Exons 



Seq. ID OJ000350_37.0314.C12 
Strand 
End 

Method 
End 
Score 



12587 

TBLASTX : Soybean 

5039 

107 



3387. .3467, 3396. .3467, 3574. .3711, 3575. .3709, 4078. .4158, 
4079. .4156, 4270. .4326, 4271. .4477, 4366. .4476, 4654. .4716, 
4655. .4726, 4655. .4723, 4871. .5017, 4872. .5015, 4872. .5039 



Seq. No. 43857 Seq. ID 

Gene No. 92113 Strand 

Start 7995 End 

Name OJ000350_37 . 0314 . C12 . ol . tm Method 

Start 3438 End 



OJ000350_37.0314.C12 
12587 

TBLASTX: Maize 
4936 



44756 



GI 


none 








Score 


49 




Exons 


3438. .3467, 


3572 


. .3709, 


3574. 


.3711, 3575. .3709, 


4077. .4154, 




4078. .4158, 


4079 


. .4156, 


4263. 


.4460, 4270. .4476, 


4271. .4477, 




4275. .4490, 


4644 


. .4724, 


4654 . 


.4716, 4655. .4726, 


4655. .4723, 




4871. .4936, 


4874 


. .4936 










Seq. No. 


43857 








Seq. ID 


OJ000350 


_37.0314.C12 


Gene No. 


92113 








Strand 






o tart 










End 


12587 




Name 


OJ000350 37 


.0314 


.C12.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4871 








End 


6309 




GI 


none 








Score 


207 




Exons 


4871. .5017, 


4872 


. .5015, 


5154. 


.5285, 5177. .5287, 


5188. .5307, 




6139. .6309, 


6141 


. .6305 










Seq. No. 


43857 








Seq. ID 


OJ000350 


_37.0314.C12 


Gene No. 


92113 








Strand 






Start 


7995 








End 


12587 




Name 


OJ000350_37 


.0314 


.C12.o2 


.tm 


Method 


TBLASTX: 


Maize 


C +- -3 

OLdl C 










End 


8153 




GI 


none 








Score 


129 




Exons 


4938. .5015, 


4940 


. .5017, 


4940. 


.5014, 5164. .5307, 


5177. .5287, 




6139. .6342, 


6141 


. .6341, 


6153. 


.6344, 6164. .6343, 


7629. .7835, 




7631. .7837, 


7631 


. .7837, 


7665. 


.7838, 76 


156. .7930, 


8023. .8058, 




8024. .8122, 


8129 


. .8149, 


8130. 


.8153 






Seq. No. 


43857 








Seq. ID 


OJ000350 


_37.0314.C12 


Gene No. 


92113 








Strand 






Start 


7995 








End 


12587 




Name 


rjTnnn^Rn n 

UJUUUjjU 3 / 


mi a 


PI 9 
. U1Z . ox 


-1- o 

. uS 


Method 


TBLASTX: 


ooyoean 


Start 


5177 








End 


7818 




GI 


none 








Score 


158 




Exons 


5177. .5287, 


5177 


. .5302, 


5188. 


.5307, 6139.. 6342, 


6144. .6338, 




6157. .6342, 


6165 


. .6356, 


7629. 


.7775, 7630.. 7818, 


7631. .7816, 




7668. .7817 














Seq. No. 


43857 








Seq. ID 


OJ0003,50 


_37.0314.C12 


bene wo . 


Q91 1 ^ 








Strand 






Start 


7995 








End 


12587 




Name 


OJ000350 37 


.0314 


.C12.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7629 








End 


7783 




GI 


none 








Score 


224 




Exons 


7629. .7775, 


7631 


. .7783, 


7643. 


.7780 






Seq. No. 


43857 








Seq. ID 


OJ000350 


_37.0314.C12 




Q91 1 ^ 








Strand 






Start 


7995 








End 


12587 




Name 


OJ000350 37 


.0314 


.C12.o3 


.gs 


Method 


GENSCAN 




Start 


7995 








End 


12587 




GI 


none 








Score 


.52 




Exons 


7995. .8230, 


8453, 


. .8570, 


8706. 


.8905, 12273. .12319, 12472.. 12587 


Seq. No. 


43858 








Seq. ID 


OJ000350 


_36.0314.C1 


Gene No. 


92114 








Strand 


+ 




Start 


10186 








End 


11823 




Name 


OJ000350 36 


.0314, 


.Cl.ol.gp 


Method 


AAT/GAP 




Start 


10086 








End 


10540 





44757 



GI uC-osroM202033a09bl Score 874 1 ; 

Exons 10086. .10540 

GI Descrip. ' 1345644/sp | P48422 | C861_ARATH 2.0e-14 CYTOCHROME P450 86A1 

(CYPLXXXVI) >gi_94044 6_emb_CAA62082_ (X90458) cytochrome p4 50 
[Arabidopsis thaliana] 1 



Seq. No. 43858 Seq. ID 

Gene No. 92114 Strand 

Start 10186 End 

Name OJ000350_36. 0314 .CI . o4 .gs Method 

Start 10186 End 

GI none Score 

Exons 10186.. 11823 



OJ000350_36.0314.C1 
+ 

11823 
GENSCAN 
11823 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43858 Seq. ID 

92114 Strand 
10186 End 
OJ000350_36 . 0314 . CI . ol . np Method 
10207 End 
1345644 Score 
10207.. 11751 

CYTOCHROME P450 86A1 (CYPLXXXVI) gi | 94044 6 | emb | CAA62082 J 
(X90458) cytochrome p450 [Arabidopsis thaliana] 



OJ000350_36.0314.C1 
+ 

11823 
AAT/NAP 
11751 
1891 



43858 Seq. ID 

92114 Strand 
10186 End 
OJ000350_36.0314 .Cl.o2.gp Method 
11268 End 
572140 Score 
11268. .11564 

1345644/sp| P48422 |C861_ARATH 2.0e-14 CYTOCHROME P450 86A1 
(CYPLXXXVI) >gi_94044 6_emb_CAA62082_ (X90458) cytochrome p450 
[Arabidopsis thaliana] 



OJ000350_36.0314.C1 

+ . ■ 

11823 

AAT/GAP 

11564 

422 



Seq. No. 


43858 




Gene No. 


92115 




Start 


840 




Name 


OJ000350 36.0314 


-Cl.o2. 


Start 


840 




GI 


none 




Exons 


840. .1138, 3610. 


.3714, . 


Seq. No. 


43858 




Gene No. 


92116 




Start 


7664 




Name 


OJ000350 36.0314 


.Cl.o3. 


Start 


7664 




GI 


none 




Exons 


7664.. 7879, 7984 


. .8033, 


Seq. No. 


43858 




Gene No. 


92117 




Start 


11684 




Name 


OJ000350 36.0314 


.Cl.o3. 


Start 


11684 




GI 


uC-osroM202033hl0al 



Seq. ID OJ000350_36.0314.C1 
Strand 

End 6614 

gs Method GENSCAN 

End 6614 

Score .47 
4816. .4893, 5734. .5856, 6488. .6614 

Seq. ID OJ000350_36.0314.C1 
Strand 

End 9119 

gs Method GENSCAN 

End 9119 

Score . 64 
8104. .8271, 8521. .8813, 8899. .9119 

Seq. ID OJ000350_36.0314.C1 
Strand 

End 12083 

gp Method AAT/GAP 

End 12083 

Score 739 



44758 



Exons 11684. .12083 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


43858 




Seq. ID 


OJ000350_36.0314 


.CI 


Gene No. 


92118 




Strand 






Start 


13101 




End 


13174 




Name 


OJ000350 36. 0314. CI 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


9887 




End 


11685 




GI 


none 




Score 


11,9 




Exons 


9887. .9979, 9887. .9979, 9979 


. .10074, 


9987.. 10073, 9996. 


.10085, 




10000. .10083, 10117 


. .10143, 


10177. .11223, 10179. .11684, 






10182. .10253, 10183 


. .11685 








Seq. No. 


43858 




Seq. ID 


OJ000350_36.0314 


.CI 


Gene No. 


92118 




Strand 






Start 


13101 




End 


13174 




Name 


OJ000350 36. 0314. CI 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10255 




End 


11757 




GI 


none 




Score 


177 




Exons 


10255. .10389, 10261 


. .10431, 


10269. .10442, 10401 .. 10688, 






10407. .10712, 10408 


. .11010, 


10738. .11010, 11062. .11526, 






11062. .11190, 11079 


. .11513, 


11529. .11738, 11530.. 11757 




Seq. No. 


43858 




Seq. ID 


OJ000350_36.0314 


.CI 


Gene No. 


92118 




Strand 






Start 


13101 




End 


13174 




Name 


OJ000350 36. 0314. CI 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10261 




End 


11736 




GI 


none 




Score 


190 




Exons 


10261. .10431, 10284 


. .10397, 


10407. .10712, 10408. .11370, 






10767. .10925, 10983 


. .11372, 


11287. .11388, 11376. .11720, 






11377 11736, 11377 


. . 11733 








Seq. No. 


43858 




Seq. ID 


OJ000350_36.0314 


.CI 


Gene No. 


92118 




Strand 






Start 


13101 




End 


13174 




Name 


OJ000350 36. 0314. CI 


•ol.tw 


Method 


TBLASTX: Wheat 




Start 


11059 




End 


11493 




GI 


none 




Score 


681 




Exons 


11059. .11223, 11061 


. . 11492, 


11065. .11493 




Seq. No. 


43858 




Seq. ID 


OJ000350_36.0314 


.CI 


Gene No. 


92118 




Strand 






Start 


13101 




End 


13174 




Name 


OJ000350 36. 0314. CI 


. o5 . gs 


Method 


GENSCAN 




Start 


13101 




End 


13174 




GI 


none 




Score 


1 




Exons 


13101. .13174 










Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314 


.C2 


Gene No. 


92119 




Strand 


+ 




Start 


' 3007 




End 


9874 




Name 


OJ000350 36. 0314. C2 


. o2 . np 


Method 


AAT/NAP 




Start 


2734 




End 


4167 




GI 


6907088 




Score 


1196 




Exons 


2734.. 2871, 3048.. 3285, 3780 


. .4167 







44759 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43859 Seq. ID 


OJ000350_36.0314.C2 




92119 Strand 


+ 


Start 


3007 End 


9874 


Name 


OJ000350 36.0314.C2.o2.gs Method 


GENSCAN 


Start 


3007 End 


4851 


GI 


none- Score 


.78 


Exons 


3007. .3088, 3203. .3285, 4113. .4374, 4382. .4513, 4688. .4851 


Seq. No. 


43859 Seq. ID 


OJ000350_36.0314.C2 


Gene No. 


92119 Strand 


+ 


Start 


3007 End 


9874 


Name 


OJ000350 36.0314.C2.ol.gp Method 


AAT/GAP 


Start 


3546 End 


3739 


GI 


5667165 Score 


360 


Exons 


3546. .3739 




GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-8 6 


Oryza sativa subsp. 



japonica BAC clone 34K24, complete sequence 





43859 


Seq. ID 


OJ000350_ 




Gene No. 


92119 


Strand 


+ 




Start 


3007 


End 


9874 




Name 


OJ000350 36.0314.C2.o5.np 


Method 


AAT/NAP 




Start 


3797 


End 


5505 




GI 


6983857 


Score 


1292 




Exons 


3797. .3914, 3978. .4513, 4684 


..5145, 5177. .5505 




GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43859 


Seq. ID 


OJ000350_ 


_36.0314. 


Gene No. 


92119 


Strand 


+ 




Start 


3007 


End 


9874 




Name 


OJ000350 36.0314.C2.o4.np 


Method 


AAT/NAP 




Start 


3995 


End 


6764 




GI 


7523494 


Score 


656 




Exons 


3995.. 4513, 4887.. 5239, 5318 


..5431, 6743.-6764 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43859 


Seq. ID 


OJ000350_ 


_36.0314. 


Gene No. 


92119 


Strand 


+ 




Start 


3007 


End 


9874 




Name 


OJ000350 36.0314.C2.o6.np 


Method 


AAT/NAP 




Start 


6070 


End 


9874 




GI 


6721547 


Score 


85 




Exons 


6070.. 6163, 9793.. 9874 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB0134 


Seq. No. 


43859 


Seq. ID 


OJ000350_ 


36.0314. 


Gene No. 


92119 


Strand 


+ 




Start 


3007 


End 


9874 




Name 


OJ000350 36.0314.C2.o3.gp 


Method 


AAT/GAP 




Start 


8944 


End 


9408 




GI 


36661 1.R1084 


Score 


898 




Exons 


8944. .9408 








GI Descrip. 


'3335359 9.0e-21 (AC003028) 


unknown protein [Arabidopsis 



thaliana] 1 



44760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43859 Seq. ID 

92120 Strand 
17463 End 
OJ000350_36 . 0314 . C2 . 08 . np Method 
17463 End 
6815053 Score 

17463. .17609, 18103 .. 18278, 18328.. 18564 
(AP001080) hypothetical protein [Oryza sativa] 



OJ000350_36.0314.C2 
+ 

18564 
AAT/NAP 
18564 
734 



43859 Seq. ID 

92121 Strand 

22638 End 

OJ000350_36.0314.C2.o9.np Method 

22638 End 

6907088 Score 



OJ000350_36.0314.C2 
+ 

27540 
AAT/NAP 
24083 
855 



22638. .22775, 2294 9 23186, 23683. .24083 
(AP001129) hypothetical protein [Oryza sativa] 



43859 Seq. ID 

92121 Strand 

22638 End 

OJ000350_36 . 0314 . C2 . o7 . gp Method 

23447 End 

5667165 Score 
23447. .23638 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 

japonica BAC clone 34K24, complete sequence 



OJ000350_36.0314.C2 
+ 

27540 
AAT/GAP 
23638 
348 



Seq. No. 


43859 


Seq. ID 


OJ000350 


Gene No. 


92121 


Strand 


+ 


Start 


22638 


End 


27540 


Name 


OJ000350 36.0314.C2.oll.np 


Method 


AAT/NAP 


Start 


23472 


End 


27540 


GI 


6721512 


Score 


184 


Exons 


23472..23S32, 25584 .. 25701, 


25730. .25865, 25906 




27496. .27540 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43859 


Seq. ID 


OJ000350 


Gene No. 


92122 


Strand 




Start 


784 


End 


1737 


Name 


OJ000350 36.0314.C2.ol.gs 


Method 


GENSCAN 


Start . 


784 


End 


1737 


GI 


none 


Score 


.96 


Exons 


784. .1737 






Seq. No. 


43859 


Seq. ID 


OJ000350_ 


Gene No. 


92122 


Strand 




Start 


784 


End 


1737 


Name 


OJ000350 36.0314.C2.ol.np 


Method 


AAT/NAP 


Start 


818 


End 


1598 


GI 


6002794 


Score 


1215 


Exons 


818. .1598 






GI Descrip. 


(AF149813) unknown [Oryza sativa] 




Seq. No. 


43859 


Seq. ID 


OJ000350 


Gene No. 


92123 


Strand 





.25965, 



44761 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2528 End 5243 

OJ000350_36.0314 .C2.o3.np Method AAT/NAP 

2528 End 5243 

5777623 Score 795 

2528.-2548, 3019. .3261, 4075. .4587, 4766. .4881, 5127. .5243 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



43859 
92124 
9207 

OJ000350_36.0314.C2.o3.gs 

9207 

none 



Seq. ID OJ000350_36.0314.C2 
Strand 

End 20751 

Method GENSCAN 

End 20751 

Score .71 



9207.. 10085, 10703. .10900, 11533 .. 12219, 13901 .. 14 029, 
14118. .14145, 15273. .15315, 16799 .. 16940 , 17 120 .. 17269, 
17717. .17768, 19992 .. 20025, 20118 20156, 20373. .20751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43859 Seq. ID OJ000350_36 . 0314 . C2 

92124 Strand 

9207 End 20751 

OJ000350_36 . 0314 . C2 . o7 . np Method AAT/NAP 

9219 End 12159 

7485589 Score 1864 

9219.. 10085, 11533.. 12159 

hypothetical protein F16M14.4 - Arabidopsis thaliana 

gi|3335359|gb|AAC27160.1| (AC003028) unknown protein 
[Arabidopsis thaliana] 



43859 Seq. ID 

92124 Strand 

9207 End 
OJ000350_36 . 0314 . C2 . o4 . gp Method 

10623 End 

none Score 
10623. .11164 



OJ000350_36.0314.C2 

20751 
AAT/GAP 
11164 
1040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



43859 Seq. ID OJ000350_36 . 0314 .C2 

92124 Strand 

9207 End 20751 

OJ000350_36 . 0314 . C2 . o5 . gp Method AAT/GAP 

11801 End 12216 

24094_2.R1084 Score 812 

11801. .12216 

'3335359 2.0e-30 (AC003028) unknown protein [Arabidopsis 
thaliana] 1 



43859 
92125 
21336 

OJ000350_36.0314.C2.ol0.np 

21336 

5777623 



Seq. ID OJ000350__36.0314.C2 

Strand • - 

End 25261 

Method AAT/NAP 

End 25261 

Score 936 



21336. .21391, 22883 .. 23163, 23992 .. 244 98, 24676 .. 24816, 
25062. .25261 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



43859 



Seq. ID OJ000350 36. 0314. C2 



44762 



Gene No. 92125 Strand 

Start 21336 End 25261 

Name OJ000350_36. 0314 .C2 .06. gp Method. AAT/GAP 

Start 21812 End 22319 

GI 38782JL.R1084 Score 831 

Exons 21812. .22319 

GI Descrip. • * 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No.. 43859 

Gene No. 92125 

Start 21336 

Name OJ000350_36 . 0314 . C2 . o4 . gs 

Start 22114 

GI none 
Exons 



Seq. ID OJ000350_36.0314.C2 
Strand 

End 25261 

Method GENSCAN 

End 25149 

Score . 9 



22114. .22187, 22564 .. 22611 , 23373 .. 23417 , 24005 .. 24122, 
24172. .24403, 24676 .. 24817, 25050. .25149 









Can T n 

oeq . ± u 






Gene No. 


92126 




Strand 






Start 


27250 




End 


27393 




Name 


OJ000350 36. 


0314.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9225 




End 


12174 




GI 


none 




Score 


4 60 




Exons 


9225. .9803, 


9232. .9804, 9846. 


.10088, 


9847.. 10065, 11509 


. .121 




11530. .12084 


, 11531.. 12163 








O ti V-J . LN (J . 


fi JO J J 




Seq. ID 


OJ000350_36.0314 


no 


Gene No. 


92126 




Strand 






Start 


27250 




End 


27393 




Name 


OJ000350 36. 


0314.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


9231 




End 


9549 




GI 


none 




Score 


263 




Exons 


9231. .9548, 


9241. .9549 








Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314 


.C2 


Gene No. 


92126 




Strand 






Start 


27250 




End 


27393 




Name 


OJ000350 36. 


0314.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


9240 




End 


9635 




GI 


none 




Score 


223 




Exons 


9240. .9635, 


9241. .9606 








Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314 


.C2 


Gene No. 


92126 




Strand 






Start 


27250 




End 


27393 




Name 


OJ000350 36. 


0314.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


9553 




End 


11653 




GI 


none 




Score 


187 




Exons 


9553. .9804, 


9553.. 9729, 9555. 


.10088, 


5555.. 9803, 9790.. 


9894, 




9846. .10088, 


11531. .11653, 11533.. 11652 




Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314 


.C2 


Gene No. 


92126 




Strand 






Start 


27250 




End 


27393 




Name 


OJ000350 36. 


0314.C2.o3.tc 


Method 


TBLASTX: Cress 




Start 


9846 




End 


10067 





44763 




GI 


none 




Score 


129 


Exons 


9846. .10067, 9859. . 


10017 






Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314.C2 


Gene No. 


92126 




Strand 




Start 


27250 




End 


27393 


Name 


OJ000350 36. 0314. C2 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


11518 




End 


11769 


GI 


none 




Score 


125 


Exons 


11518. .11685, 11519 


. .11674, 


11689.. 11769 


Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314.C2 


Gene No. 


92126 




Strand 




Start 


27250 




End 


27393 


Name 


OJ000350 36. 0314. C2 


.o2. tc 


Method 


TBLASTX: Cress 


Start 


11770 




End 


12087 


GI 


none 




Score 


130 


Exons 


11770. .12087, 11801 


. .12082 






Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314.C2 


Gene No. 


92126 




Strand 




Start 


27250 




End 


27393 


Name 


OJ000350 36. 0314. C2 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


11878 




End 


12151 


GI ' 


none 




Score 


290 


Exons ■> ' 


11878. . 12147, 11881 


. . 12147, 


12035. .12151 


Seq. No. 


43859 




Seq. ID 


OJ000350_36.0314.C2 


Gene No. 


92126 




Strand 




Start 


27250 




End 


27393 


Name 


OJ000350 36. 0314. C2 


. o5 . gs 


Method 


GENSCAN 


Start 


27250 




End 


27393 


GI 


none 




Score 


.54 


Exons 


27250. .27393 








Seq. No. 


43860 




Seq. ID 


OJ000350_36.0314.C3 


Gene No. 


92127 




Strand 




Start 


117 




End 


486 


Name 


OJ000350 36. 0314. C3 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


117 




End 


486 


GI 


none 




Score 


69 


Exons 


117. .254, 117. .308, 


118. .348, 415. .486 




Seq. No. 


43861 




Seq. ID 


OJ000350_36.0314.C4 


Gene No. 


92128 




Strand 


+ 


Start 


247 




End 


336 


Name 


OJ000350 36. 0314. C4 


. ol .np 


Method 


AAT/NAP 


Start 


247 


End 


336 


GI 


6721547 




Score 


91 


Exons 


247. .336 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448] 


Seq. No. 


43862 




Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92129 




Strand 


+ 


Start 


324 




End 


2640 


Name 


OJ000350 36. 0314. C5 


.ol.gs 


Method 


GENSCAN 


Start 


324 




End 


1646 



44764 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

324. .371, 1206. .1646 

43862 
92129 
324 

OJ000350_36.0314.C5.ol.np 

897 - 

6907086 



Score 



Seq. ID OJ000350J36.0314.C5 



Strand 
End 

Method 

End 

Score 



+ 

2640 
AAT/NAP 
2640 
1175 



897. .1663, 1722. .2011, 2234. .2403, 2436. .2640 
(AP001129) hypothetical protein [Oryza sativa] 



43862 Seq. ID 

92130 Strand 

4831 End 

OJ000350_36 . 0314 .C5.ol.gp Method 

4831 End 

uC-osflcypl35b09al Score 
4831. .5133 

'5852170/emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000350_36.0314.C5 
+ 

5133 
AAT/GAP 
5133 
606 



Seq. No. 43862 Seq. ID 

Gene No. 92131 Strand 

Start 8986 End 

Name OJ000350_36 . 0314 . C5 . o2 .' gp Method 

Start 8986 End 

GI 4714679 Score 

Exons 8986.. 9668 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 2.0e-10 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000350_36.0314.C5 
+ 

9668 
AAT/GAP 
9668 
1126 



Seq. No. 


43862 


Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92132 


Strand 


+ 


Start 


11057 


End 


12054 


Name 


OJ000350 36.0314.C5.o3.np 


Method 


AAT/NAP 


Start 


11057 


End 


12054 


GI 


4680186 


Score 


143 


Exons 


11057. .11110, 11950.. 12054 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


43862 


Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 


Strand 




Start 


3804 


End 


12054 


Name 


OJ000350 36.0314.C5.o2.np 


Method 


AAT/NAP 


Start 


3804 


End 


12054 


GI 


81286 


Score 


138 


Exons 


3804. .4002, 4795. .4918, 5644. .5714, 7283. .7364, 7674. .8102, 




12019. .12054 






GI Descrip. 


extensin - Volvox carter! 


(fragment) gi I 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox 


carteri] 





Seq. No. 43862 Seq. ID 

Gene No. 92133 Strand 

Start 3804 End 

Name OJ000350_36.0314.C5.ol.tc Method 

Start 3907 End 



OJ000350_36.0314.C5 
12054 

TBLASTX: Cress 
4446 



44765 




GI 


none 








Score 


167 


Exons 


3907. .4131, 


3908 


. .4132, 


4234. 


.4446 




Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 








Strand 




Start 


3804 








End 


12054 


Name 


OJ000350 36 


.0314 


,C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3915 








End 


7828 


GI 


none 








Score 


126 


Exons 


3915. .4067, 


3928 


. .4011, 


3929. 


.4123, 3934. .4122, 4048. .4128, 




7609. .7653, 


7730 


. .7828 








Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 








Strand 




Start 


3804 








End 


12054 


Name 


OJ000350 36 


.0314 


,C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3925 








End 


4326 


GI 


none 








Score 


67 


Exons 


3925. .4128, 


3928 


. .4125, 


4015. 


.4131, 4243.-4326 


Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 








Strand 




Start 


3804 








End 


12054 


Name 


OJ000350 36 


.0314 


. C5 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4209 








End 


4453 


GI 


none 




- 




Score 


51 


Exons 


4209. .4316, 


4234 


. .4452, 


4239. 


.4298, 4403. .4453, 4418. .4453 


Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 








Strand 




Start 


3804 








End 


12054 


Name 


OJ000350 36 


.0314 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4835 








End 


5025 


GI 


none 








Score 


122 


Exons 


4835. .5023, 


4843 


. .5025 








Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 








Strand 




Start 


3804 








End 


12054 


Name 


OJ000350 36 


.0314 


. C5 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


4897 








End 


5214 


GI 


none 








Score 


170 


Exons 


4897. .5094, 


4898 


. .5095, 


5146. 


.5214 




Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No . 


92133 








Strand 




Start 


3804 








End 


12054 


Name 


OJ000350 36 


.0314 


.C5.ol. 


tm 


Method 


TBLASTX :Maize 


Start 


5051 








End 


5790 


GI 


none 








Score 


61 


Exons 


5051. .5095, 


5053 


. . 5424, 


5168. 


.5254, 5227. .5418, 5351. .5440, 




5528. .5563, 


5529 


. .5564, 


5533. 


.5580, 5576. .5596, 5577. .5597, 




5688. .5717, 


5688 


. .5717, 


5739. 


.5756, 5740.. 5790 


Seq. No. 


43862 








Seq. ID 


OJ000350_36.0314.C5 


Gene No. 


92133 








Strand 




Start 


3804 








End 


12054 



44766 



Name 

Start 

GI 

Exons 



0 J000350_36 . 0314 . C5 . ol . tw Method 

8897 End 

none Score 
8897. .9148, 8917. .9150 



TBLASTX: Wheat 

9150 

271 



Seq. No. 43862 

Gene No. 92133 

Start 3804 

Name OJ000350_36 . 0314 . C5 . o5 . tm 

Start 8980 

GI none 

Exons 8980.. 9177, 8981.. 9184 



Seq. ID OJ000350_36.0314.C5 
Strand 

End 12054 

Method TBLASTX : Mai ze 

End 9184 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43862 
92133 
3804 

OJ000350_36.0314 .C5.o3.tm 

9227 

none 



43863 
92134 
407 

OJ000350_36.0314.C6.ol.gs 

407 

none 

407. .2753 



Seq. ID OJ000350_36.0314.C5 
Strand 

End 12054 

Method TBLASTX : Mai ze 

End 9517 

Score 181 



9227. .9415, 9235. .9423, 9419. .9517 



Seq. ID OJ000350_36.0314.C6 

Strand + 

End 2888 

Method GENSCAN 

End 2753 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43863 
92134 
407 

OJ000350_36.0314.C6.o3.tw 

1124 

none 

1124. .1363, 1261. .1362 



Seq. ID OJ000350_36.0314.C6 

Strand + 

End 2888 

Method TBLASTX: Wheat 

End 1363 

Score 213 



43863 
92134 
407 

OJ000350_36.0314.C6.ol.np 
1403 
3738337 
1403. .2888 

(AC005170) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ000350_36.0314.C6 

Strand + 

End 2888 

Method AAT/NAP 

End 2888 

Score 611 



Seq. No. 43863 

Gene No. 92134 

Start 407 

Name OJ000350_36 . 0314 . C6 . ol . tm 

Start 1664 

GI none 
Exons 



Seq. ID OJ000350_36.0314.C6 

Strand + 

End 2888 

Method TBLASTX : Mai ze 

End 2644 

Score 420 



1664. .2128, 1666. .1893, 1930. .2124, 2144. .2599, 2155. .2610, 
2621. .2644 



Seq. No. 



43863 



Seq. ID OJ000350_36.0314 .C6 



44767 





Gene No. 


92134 








Strand 


+ 




Start 


407 








End 


2888 




Name 


OJ000350 36. 


,0314 


.C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1712 








End 


1939 




GI 


none 








Score 


204 




Exons 


1712. .1933, 


1763 


. .1939 










Seq. No. 


43863 








Seq. ID 


OJ000350_36.0314 .C6 




Gene No. 


92134 








Strand 


+ 




Start 


407 








End 


2888 




Name 


OJ000350 36. 


0314 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1958 








End 


2299 




GI 


none 








Score 


132 




Exons 


1958. .2128, 


1963 


. .2124, 


2150. 


.2299, 2164.. 2298 




Seq. No. 


43863 








Seq. ID 


OJ000350_36.0314.C6 




Gene No. 


92134 








Strand 


+ 




Start 


407 








End 


2888 




Name 


OJ000350 36. 


0314 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2227 








End 


2755 




GI 


none 








Score 


55 




Exons 


2227. .2280, 


2228 


. .2284, 


2335. 


.2577, 2345. .2581, 2570. .2755, 






2590. .2733 












f ~5 

El 


Seq. No. 


43863 








Seq. ID 


OJ000350_36.0314.C6 




Gene No. 


92134 








Strand 


+ 




Start 


407 








End 


2888 


ry 


Name 


OJ000350 36. 


0314 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


=? ~ 


Start 


2378 








End 


2752 




GI 


none 








Score 


296 


"-'■^ 


Exons 


2378. .2752, 


2623 


. .2736 








f i ! 


Seq. No. 


43864 








Seq. ID 


OJ000350_36.0314.C7 




Gene No. 


92135 








Strand 


+ 




Start 


1132 








End 


1263 




Name 


OJ000350 36. 


0314 


.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1132 






End 


1263 




GI 


7339699 








Score 


91 


%J 


Exons 


1132. .1263 













GI Descrip. (AP001539) EST C98176 (C0955 ) corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC F13A10; putative cellular apoptosis susceptibility protein. 
(AC006418) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43864 Seq. ID 

92136 Strand 

2234 End 

OJ000350_36 . 0314 . C7 . o2 . gs Method 

2234 End 

none Score 



OJ000350_36.0314.C7 
+ 

3559 
GEN SCAN 
3559 
.7 



2234. .2242, 2608. .2664, 2747. .2916, 3502. .3559 



Seq. No. 43864 Seq. ID 

Gene No. 92137 Strand 

Start 18141 End 

Name OJ000350_36. 0314 .C7 .ol .gp Method 

Start 18028 End 



OJ000350_36.0314.C7 
+ 

19892 

AAT/GAP 

18568 



44768 





GI 


none 


Score 


1010 




Exons 


18028. .18568 








Seq. No. 


43864 


Seq. ID 


OJ000350 36. 0314. C7 




Gene No. 


92137 


Strand 


+ 




Start 


18141 


End 


19892 




Name 


OJ000350 36.0314.C7.o3.np 


Method 


AAT/NAP 




Start 


18114 


End 


19526 




GI 


2088653 


Score 


918 




Exons 


18114. .18571, 18624. .19526 








GI Descrip. 


(AF002109) putative nematode-resistance protein [Arabidopsi; 






thaliana] 








Seq. No. 


fi JO 0*1 


Seq. ID 


OJ000350 36. 0314. C7 




Gene No. 


92137 


Strand 


+ 




Start 


18141 


End 


19892 




Name 


OJ000350 36.0314.C7.o5.gs 


Method 


GENSCAN 




Start 


18141 


End 


19565 




GI 


none 


Score 


1 




Exons 


18141. .19565 








Seq. No. 


43864 


Seq. ID 


OJ000350 36. 0314. C7 




Gene No. 


92137 


Strand 


+ 




Start 


18141 


End 


19892 




Name 


OJ000350 36.0314.C7.o2.gp 


Method 


AAT/GAP 




Start 


18983 


End 


19892 


= : : 


GI 


18475 1.R1084 


Score 


1768 


i y 


Exons 


18983. .19892 








GI Descrip. 


'2088653 7.0e-42 (AF002109) 


Hslpro-1 related protein isolog 






[Arabidopsis thaliana] 1 








Seq. No. 


43864 


Seq. ID 


OJ000350 36. 0314. C7 




Gene No. 


92138 


Strand 


+ 




Start 


31322 


End 


33942 




Name 


OJ000350 36.0314.C7.o8.gs 


Method 


GENSCAN 


'~. 1 


Start 


31322 


End 


33942 


S : 


GI 


none 


Score 


.63 




Exons 


31322. .31430, 31860 .. 31955, 


32058. .32212, 33666 .. 33745, 






33822.-33942 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43864 
92139 
6032 

OJ000350_36.0314.C7.o3.gs 

6032 

none 

6032.. 6040, 6561.. 6650, 6735. 
7811. .7860, 8031. .8081, 8180. 
8706. .8835, 8893. .8962, 9043. 
9916.. 10098, 10689. .10697 



Seq. ID OJ000350_36.0314.C7 
Strand 

End 10697 
Method GENSCAN 
End 10697 
Score .7 

.6830, 7520.. 7585, 7648.. 7708, 
.8253, 8347. .8406, 8499. .8605, 
.9266, 9321.. 9536, 9567.. 9723, 



Seq. No. 43864 

Gene No. 92139 

Start 6032 

Name OJ000350_36 . 0314 . C7 . o2 . np 

Start 6439 

GI 3582344 



Seq. ID OJ000350_36.0314.C7 
Strand 

End 10697 

Method AAT/NAP 

End 9830 

Score 7 96 



44769 



Exons 6439.. 6650, 6735.. 6838, 6940.. 6994, 7080.. 7169, 7631.. 7708, 

7811. .7860, 8031. .8081, 8180. .8253, 8347. .8406, 8499. .8608, 
8706. .8812, 8888. .8962, 9043. .9266, 9345. .9370, 9538. .9830 

GI Descrip. (AC0054 96) putative CDC 6 protein [Arabidopsis thaliana] 



Seq. No. 43864 

Gene No. 92140 

Start 14708' 

Name OJ000350_36 . 0314 . C7 . o4 . tm 

Start 8204 

GI none 
Exons 



Seq. ID OJ000350_36.0314.C7 
Strand 

End 35671 

Method TBLASTX : Mai ze 

End. 8614 

Score 57 



8204.. 8251, 8205.. 8252, 8311.. 8397, 8336.. 8416, 8343.. 8408, 
8497. .8610, 8498. .8614, 8498. .8611 



Seq. No. 43864 Seq. ID 

Gene No. 92140 Strand 

Start 14708 End 

Name OJ000350_36 . 0314 . C7 . o2 . tm Method 

Start 8884 End 

GI none Score 
Exons 



OJ000350_36.0314.C7 
35671 

TBLASTX: Maize 

9454 

91 



8884. .8964, 8885. .8965, 8885. .8977, 8911. .8976, 9070. .9267, 
9080. .9268, 9082. .9267, 9093. .9290, 9345. .9440, 9346. .9441, 
9346. .9432, 9347. .9454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43864 

92140 

14708 

OJ000350 

10743 

none 



36.0314.C7.o5.tm 



Seq. ID OJ000350_36.0314.C7 
Strand 
End 

Method 
End 
Score 



35671 

TBLASTX: Maize 

11112 

190 



10743. .10916, 10747. .10935, 10933 .. 11112, 10959. .11111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_36.0314.C7 

35671 
AAT/NAP 
35671 
296 



43864 
92140 
14708 

OJ000350_36.0314 .C7.o4.np 
14708 
7446175 

14708. .14810, 24178. .24354, 
34343. .34408, 35625.. 35671 

transforming protein myb homolog F28A21.180 - Arabidopsis 
thaliana gi I 4539396 1 emb | CAB374 62 . 1 1 (AL035526) myb-like protein 
[Arabidopsis thaliana] gi | 5823339 | gb IAAD53108 . 1 | AF17 6003_1 
(AF176003) putative transcription factor [Arabidopsis thaliana] 
gi|7268671|emb|CAB78879.1| (AL161549) myb-like protein 
[Arabidopsis thaliana] 



24974. .25100, 25188 .. 25216, 



Seq. No. 43864 
Gene No. 92140 
Start 14708 

Name OJ000350_36. 0314 ,C7 .o3.tm 

Start 17989 
GI none 
Exons 17989. 

18236. 

18518. 



,18039, 18134. 
,18415, 18237. 
,18598 



.18193, 
.18431, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18135. .18200, 
18282. .18479, 



OJ000350 36. 0314. C7 



35671 

TBLASTX: Maize 
18599 
44 

18141. .18197, 
18498. .18599, 



44770 






43864 




Seq. ID 


OJ000350 


36 0314 


vJCllC IN . 


92140 




. Strand 






Start 


14708 




End 


35671 




Name 


OJ00.0350 36. 0314. CI. 


ol.ts 


Method 


TBLASTX: 


Soybean 


91- Art 


18270 




End 


19514 




O X 






Score 


175 




Hi AUllO 


18270 18431 18282 

X (J f \J m • X (J *3 J X , X Q Q ^ ■ 


18488 


18623. .18802, 18624 


1 8RS7 




18855 19274. 19100 


.19249, 


19304. .19414, 19365 


19514 




19424 . . 19501 










C • 1^1 \J m 


43864 




Seq. ID 


OJ000350 


36 0314 


VJ d 1 ^ 1 1 v • 


92140 




Strand 






Start 


14708 




End 


35671 




Name 


OJ000350 36. 0314. C7. 


ol . tm 


Method 


TBLASTX:; 


Maize 


Start 


18815 




End 


19585 




GI 


none 




Score 


170 




UAUllO 


18815 18991 18827 


. 1894 9, 


18828. . 19118, 18853 


18 954 , 




18873 19016 19070 


. 19141, 


19091. .19585, 19092 


19520, 




19114 19158 










Cpn Mn 


43864 




Seq^ ID 


OJ000350 


36 0314 

JU * U J14 


Gene No. 


92140 




Strand 






Start 


14708 




End 


35671 




Name 


OJ000350 36 0314 CI 




Method 


TBLASTX:' 


<w> X C o o 


O Lai L. 


18972 _ 

x o j i c. 




End 


19514 




GI 


none 




Score 


158 




uAUI ID 


18972 19112 19118 

X O J 1 C * . X .7 X X , X-7XXO • 


1 924 9 


19119. .19253, 19281 


. .19391, 




19319 19390 19425 


. 19514 , 


19448. .19513 




Seq. No. 


43864 




Seq. ID 


OJ000350 


_36.0314 


Gene No. 


92140 




Strand 






Start 


14708 




End 


35671 




LN diUC 


O.T000350 36 0314 CI 




Method 


TBLASTX: Wheat 


9-f- prt- 

O Lai l_ 


19235 ~ 




End 


32301 




GI 


none 




Score 


340 






19235 19516 19236 


19526 


19239. .19529, 32248 


. .32301 


Seq. No. 


43864 




Seq. ID 


OJ000350 


_36.0314 


Gene No. 


92140 




Strand 






Start 


14708 




End 


35671 




Name 


OJ000350 36. 0314. C7 . 


o7 . gs 


Method 


GENSCAN 




Start 


22976 




End 


28198 




GI 


none 




Score 


.57 




Exons 


22976. .23060, 23513. 


.24354, 


24974. .25100, 25188 


. .25589, 



28017. .28198 



Seq. No. 


43864 


Seq. ID 


OJ000350_ 


_36 


.0314 


.C7 


Gene No. 


92140 


Strand 










Start 


14708 


End 


35671 








Name 


OJ000350 36.0314.C7.o3.gp 


Method 


AAT/GAP 








Start 


25339 


End 


25626 








GI 


1631475 


Score 


519 








Exons 


25339. .25626 












Seq. No. 


43864 


Seq. ID 


OJ000350_ 


_36 


.0314 


.CI 


Gene No. 


92140 


Strand 










Start 


14708 


End 


35671 









44771 



Name 

Start 

GI 

Exons 



OJ000350_36.0314.C7.o9.gs 

34297 

none 

34297. .34494 



Method GENS CAN 
End 34494 
Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43865 Seq. ID 

92141 Strand 

1 End 1662 

OJ000350_36 . 0314 . C8 . ol . np Method AAT/NAP 

1 End 850 

6907086 Score 943 
1.-27, 88. .850 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000350 36. 0314. C8 



43865 Seq. ID 

92141 Strand 

1 End 

OJ000350_36 . 0314 . C8 . ol . gs Method 

113 End 

none Score 

113.. 559, 1384.. 1466, 1581.. 1662 



OJ000350_36.0314.C8 

1662 
GEN SCAN 
1662 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43865 
92141 
1 

OJ000350_36 . 0314 . C8 . ol . gp 
931 

5667165 
931.. 1123 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ000350_36.0314.C8 
Strand 

End 1662 

Method AAT/GAP 

End 1123 

Score 351 



OJ000350 36. 0314. C9 



43866 
92142 
24 

OJ000350_36.0314.C9.ol.np 
24 

4680179 
24. .3246, 3810. .3845 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3845 
AAT/NAP 
3845 
3730 



Seq. No. 


43866 










Seq. ID 


OJ000350_36.0314 


• C9 


Gene No. 


92142 










Strand 






Start 


24 










End 


3845 




Name 


OJ000350 


_36. 


0314. 


C9.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


68 










End 


401 




GI 


none 










Score 


170 




Exons 


68. .400, 


89. 


.361, 


201. 


.401 








Seq. No. 


43866 










Seq. ID 


OJ000350_36.0314 


.C9 


Gene No. 


92142 










Strand 






Start 


24 










End 


3845 




Name 


OJ000350 


_36. 


0314. 


C9.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


83 










End 


244 




GI 


none 










Score 


93 




Exons 


83. .241, 


89. 


.244 













44772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43866 
92142 
24 

OJ000350_36.0314.C9.ol.gs 
92 

none 



Seq. ID OJ000350_36.0314.C9 
Strand 

End 3845 

Method GEN SCAN 

End 3812 

Score .55 



92. .814, 944. .1058, 1078. .3062, 3226. .3396, 3738. .3812 



43866 
92142 
24 

OJ000350_36.0314.C9.ol.tm 

251 

none 



Seq. ID OJ000350_36.0314.C9 
Strand 

End 3845 

Method TBLASTX : Mai ze 

End 847 

Score 213 



251. .688, 261. .689, 631. .690, 686. .844, 693. .839, 695. .847 



43866 
92142 
24 

OJ000350_36 . 0314 . C9 . ol . tw 

401 

none 

401. .1027, 414. .971 



Seq. ID OJ000350_36.0314.C9 
Strand 

End 3845 

Method TBLASTX : Wheat 

End 1027 

Score 273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43866 
92142 
24 

OJ000350_36 . 0314 . C9 . o4 . tm 

896 

none 



43866 
92142 
24 

OJ000350_36.0314.C9.o2.ts 

986 

none 



Seq. ID OJ000350_36.0314.C9 
Strand 

End 3845 

Method TBLASTX : Mai ze 

End 1169 

Score 195 



896. .1129, 900. .1124, 1137. .1169 



Seq. ID OJ000350_36.0314.C9 
Strand 

End 3845 

Method TBLASTX : Soybean 

End 1223 

Score 131 



986. .1129, 987. .1124, 1131. .1217, 1137. .1223 



43866 
92142 
24 

OJ000350_36.0314.C9.ol.tc 

1010 

none 



Seq. ID OJ000350_36.0314 .C9 
Strand 

End 3845 

Method TBLASTX : Cress 

End 1310 

Score 84 



1010. .1162, 1026.. 1127, 1137.. 1310 



43866 
92142 
24 

OJ000350_36.0314 .C9.o4 .tw 

1034 

none 



Seq. ID OJ000350_36.0314.C9 
Strand 

End 3845 

Method TBLASTX : Wheat 

End 1541 

Score 102 



1034. .1129, 1038. .1130, 1130. .1297, 1131. .1283, 1131. .1541, 
1132.. 1389 



44773 






Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314.C9 




Cpnp Mr) 

VJ d 1 V> LI \S . 


92142 








QfranH 
D LXTciriCl 






Start 


24 








. End 


3845 




Name 


OJ000350 36 


.0314 


.C9.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


1584 








End 


1939 




GI 


none 








Score 


243 




Exons 


1584. .1937, 


1585, 


...1935, 


. 1589. 


, .1939 






- 

Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314.C9 




Gpnp No 


92142 








q-f- r^nH 

u LI dllU 






Start 


24 








End 


3845 




Name 


OJ000350 36 


.0314, 


.C9.o2. 


, tw 


Method 


TBLASTX: Wheat 




Start 


1584 








End 


2010 




GI 


none 








Score 


312 




Exons 


1584. .2009, 


1585. 


. .2010 










Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314.C9 




Gene No 


92142 








O LI diiH 






Start 


24 








End 


3845 




Name 


OJ000350 36 


.0314. 


,C9.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1758 








End 


2003 




GI 


none 








Score 


92 




Exons 


1758. .2003, 


1759. 


.1974 










Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314.C9 






9214? 








OLiallU 






Start 


24 








End 


3845 




Name 


OJ000350 36, 


,0314. 


C9.o5. 


tm 


Method 


TBLASTX .-Maize 




Start 


1944 








End 


2291 




GI 


none 








Score 


89 


I ■ i 


Exons 


1944. .2291, 


2089. 


.2259 








f u 


Seq. No. 


43866 








Seq. ID 


OJ000350__36.0314.C9 




Gene No . 


92142 








OLI O.I1U 






Start 


24 








End 


3845 




Name 


OJ000350 36. 


.0314. 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 


~4 


Start 


2016 








End 


2312 




GI 


none 








Score 


204 


u 


Exons 


2016. .2312, 


2053. 


.2268, 


2055. 


.2312 




~ ~! 


Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314.C9 


■sas* 


Gene No. 


92142 








Strand 






Start 


24 








End 


3845 




Name 


OJ000350 36. 


0314. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2052 








End 


2420 




GI 


none 








Score 


181 




Exons 


2052. .2384, 


2053. 


.2268, 


2076. 


.2384, 2308. .2403, 2388. .2420, 






2388. .2420 














Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314.C9 




Gene No. 


92142 








Strand 






Start 


24 








End 


3845 




Name 


OJ000350 36. 


0314. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2307 








End 


2774 




GI 


none 








Score 


94 




Exons 


2307. .2774, 


2526. 


.2702, 


2530. 


.2703 





44774 




Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314 


.C9 


Gene No. 


92142 








Strand 






Start 


24 








End 


3845 




Name 


OJ000350 36 


0314 . 


C9 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2361 ~ 








End 


2847 




GI 


none 








Score 


178 




E von 

1^ AVI 4 *J 


2361 2843. 


2370 . 


.2819, 


2389. 


.2847, 2605. .2844 




Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314 


.C9 


Gene No. 


92142 








Strand 






Start 


24 








End 


3845 




Name 


OJ000350 36 


0314 . 


C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2775 ~~ 








End 


2972 




GI 


none 








Score 


67 




Exons 


2775. .2936, 


2775 . 


. 2972, 


2776. 


.2937 






Seq. No. 


43866 








Seq. ID 


OJ000350_36.0314 


.C9 


Gene No. 


92142 








Strand 






Start 


24 








End 


3845 




Name 


OJ000350 36 


0314 . 


C9 . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2848 _ 








End 


3207 




GI 


none 








Score 


51 




R vnn ^ 

L_J V»/ 11^ 


2848 2922 


2850 . 


.2933, 


3021 . 


.3206, 3028.. 3207 




Sea No 


43867 








Seq. ID 


OJ000350_36.0314 


. C10 


Gene No.' 


- 92143 








Strand 


+ 




Start 


1 








End 


2853 




Name 


OJ000350 36. 


0314. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


2850 




GI 


7228457 








Score 


2908 




Exons 


1..181, 264. 


.2850 












GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


43867 




Seq. ID 


OJ000350_ 


36. 


0314 


-C10 


Gene No. 


92143 




Strand 


+ 








Start 


1 




End 


2853 








Name 


OJ000350 36. 0314. C10 


. ol . gs 


Method 


GENSCAN 








Start 


116 




End 


2853 








GI 


none 




Score 


.5 








Exons 


116. .582, 765.-2646, 


2737. 


2853 










Seq. No. 


43867 




Seq. ID " 


OJ000350_ 


_36. 


0314 


.C10 


Gene No. 


92144 




Strand 


+ 








Start 


9843 




End 


10896 








Name 


OJ000350 36. 0314. C10 


. o4 . gs 


Method 


GENSCAN 








Start 


9843 




End 


10896 








GI 


none 




Score 


.84 








Exons 


9843.. 10217, 10287.. 


10448, 


10777. .10896 








Seq. No. 


43867 




Seq. ID 


OJ000350_ 


_36. 


0314 


.C10 


Gene No. 


92145 




Strand 


+ 








Start 


12717 




End 


17036 








Name 


OJ000350 36. 0314. C10 


. o2 . gp 


Method 


AAT/GAP 








Start 


11300 




End 


11684 








GI 


uC-osflcyp033a04bl 




Score 


682 









44775 




Exons 11300. .11684 

GI Descrip. ' 6016845/dbj | AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OC^t IN \J . 


43867 


Seq. ID 


OJ000350 


__36. 


0314 


. C10 




92145 


Strand 


+ 








o Lai L. 


12717 


End 


17036 








Name 


OJ000350 36.0314.C10.o3.np 


Method 


AAT/NAP 








J LOI L 


12345 


End 


17036 








GI 


4680179 


Score 


4458 








Exons 


12345. .12610, 12731. .13551, 13654. .17036 








(IT Dp^rriD 

OX L/COV^l J_ ^ • 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






O C • w • 


*i J O \J f 


Seq. ID 


OJ000350 


_36. 


0314 


-C10 




^ £. X *± «J 


Strand 


+ 








Start 


12717 

X / X / 


End 


17036 








Name 


ojonrnsn 36 0314 no r>s rr<? 


Method 


GENSCAN 








Start 




End 


15055 








GI 


none 


Score 


.68 










12717. .13740, 14016. .15055 














4 3ft 67 


Seq. ID 


OJ000350_ 


_36. 


0314 


. C10 


flonp Mo 


Q91 4S 


Strand 


+ 








JLuL L 


19717 

i.& / x / 


End 


17036 








IN aiuc 


o.Tnnn^sn 36 0314 nn 06 n<? 


Method 


GENSCAN 








Start 


1 SI 94 ~~ 

X -J X -7*4 


End " 


16926 








GI 


nunc? 


Score 


.49 










15194. .16212, 16227. .16926 












Q<=»rr Mo 


43867 


Seq. ID 


OJ000350_ 


_36. 


0314 


.C10 


(lf*r\e* Mo 


92146 


Strand 












3472 


End 


7124 








Name 


OJ000350 36.0314.C10.o2.gs 


Method 


GENSCAN 








O 1_ CI J- u 


3472 


End 


7124 








GI 


none 


Score 


.83 








Exons 


3472.. 4536, 4594.. 5340, 5806. 


.6724, 6895.. 7010, 


7065. .7124 


Cprr MO 


43867 


Seq. ID 


OJ000350 


_36. 


0314 


.CIO 


f^pnp Mo 


92146 


Strand 










O L. CIX U 


3472 


End 


7124 








Name 


OJ000350 36.0314.C10.o2.np 


Method 


AAT/NAP 








O L-Cll U 


3475 


End 


6705 








GI 


6907089 


Score 


4248 








Exons 


3475. .5340, 5444. .6705 














(AP001129) hypothetical protein [Oryza 


sativa] 








Qorf Mo 
jc(j> IN O . 


43867 


Seq. ID 


OJ000350 


__36. 


0314 


.C10 


Gene No. 


92147 


Strand 










Start 


17234 


End 


17632 








Name 


OJ000350 36.0314.C10.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


229 


End 


439 








GI 


none 


Score 


193 








Exons 


229. .438, 269. .439 












Seq. No. 


43867 


Seq. ID 


OJ000350_ 


_36. 


0314 


.C10 


Gene No. 


92147 


Strand 










Start 


17234 


End 


17632 









44776 




Name 


OJ000350 36.0314.C10.o4.ts 


Method 


TBLASTX: Soybean 




Start 


266 


End 


14545 




GI 


none 


Score 


107 




Exons 


266. .481, 488. .622, 14411.. 


14545 






Seq. No. 


43867 


Seq. ID 


OJ000350_36.0314 


.C10 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 




Name 


OJ000350 36.0314.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


434 


End 


14770 




GI 


none 


Score 


118 




Exons 


434. .658, 655. .846, 14303.. 


14770, 14374. .14733 




Seq. No. 


43867 


Seq. ID 


OJ000350_36.0314 


.CIO 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 




Name 


OJ000350 36.0314.C10.o4.tw 


Method 


TBLASTX: Wheat 




Start 


443 


End 


14716 




GI 


none 


Score 


144 




Exons 


443. .658, 655. .735, 14233.. 


14688, 14234. .14716 




Seq. No. 


43867 


Seq. ID 


OJ000350_36. 0314 


.C10 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 




Name- 


OJ000350 36.0314.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


757 


End 


15052 




GI • 


none 


Score 


145 




Exons 


757. .1128, 14657. .14689, 14 674 .. 14769, 


14693. .15052, 






14699. .15001, 14809.. 15024 








Seq. No. 


43867 


Seq. ID 


OJ000350_36.0314 


.CIO 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 




Name 


OJ000350 36.0314.C10.o5.tw 


Method 


TBLASTX: Wheat 




Start 


786 


End 


15061 




GI 


none 


Score 


491 




Exons 


786. .1181, 787. .1206, 14717 


. .15061 






Seq. No. 


43867 


Seq. ID 


OJ000350_36.0314 


.CIO 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 




Name 


OJ000350 36.0314.C10.o6.tm 


Method 


TBLASTX: Maize 




Start 


865 


End 


15133 




GI 


none 


Score 


190 




Exons 


865. .1209, 14786. .15133 








Seq. No. 


43867 


Seq. ID 


OJ000350_36.0314 


.C10 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 




Name 


OJ000350 36.0314.C10.o9.tw 


Method 


TBLASTX: Wheat 




Start 


1228 


End 


1527 




GI 


none 


Score 


218 




Exons 


1228. .1527, 1228. .1416 








Seq. No. 


43867 


Seq. ID 


OJ000350_36.0314 


.C10 


Gene No. 


92147 


Strand 






Start 


17234 


End 


17632 





44777 



Name 


OJ000350 36. 


0314. C10. oS.tm 


Method 


TBLASTX: Maize 




Start 


1720 




End 


2052 




GI 


none 




Score 


365 




Exons 


1720. .2043, 


1749. .2030, 1840. 


.2052 






Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


bene jno • 


Q91 47 




oirana 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 


0314. C10. o3.tw 


Method 


TBLASTX: Wheat 




Start 


1873 




End 


16060 




GI 


none 




Score 


57 




Exons 


1873. .1989, 


2007.. 2039, 15536 


. .16060, 


15688. .16056 




Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No. 


92147 




Strand 






otart 


17234 




End 


17632 




Name 


OJ000350 36. 


0314. C10. o2.tw 


Method 


TBLASTX: Wheat 




Start 


2155 




End 


16659 




GI 


none 




Score 


103 




Exons 


2155. .2313, 


16067. .16216, 16162. .16218, 16216 .. 16659, 






16221. .16535 








Seq. No. 


4 JO D / 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No . 


yzi4 / 




Strand 






Start 


1 *7 O O y| 

1 1 £ J 4 




End 


17632 




Name 


UJUUUJoU ob. 


mi a r*i r\ ^ i n +- « 
Uol4.LlU.OlU. till 


Method 


TBLASTX: Maize 




Start 


z / 111 




End 


2853 




GI 


none 




Score 


184 




Exons 


2710. .2853, 


2715. .2849 








Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No. 


92147 




Strand 






otdiT- 


17234 




End 


17632 




Name 


OJ000350 36. 


0314. CIO. o8.tw 


Method 


TBLASTX: Wheat 




Start 


8315 




End 


14044 




GI 


none 




Score 


81 




Exons 


8315. .8461, 


8316. .8417, 8408. 


.8461, 13688. .13843,. 13689 


. . 13 




13919. .14044 


, 13923.. 14039 








Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No. 


92147 




Strand 






o rare 


17234 




End 


17632 




Name 


OJ000350 36. 


0314 .C10. o8.tm 


Method 


TBLASTX: Maize 




Start 


8318 




End 


14008 




GI 


none 




Score 


69 




Exons 


8318. .8467, 


8327. .8464, 8352. 


.8468, 13682. .13795, 13683 


. .14 




13689. .13823 


, 13925.. 14008 








Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


bene v*o . 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 


0314. C10. o7.tm 


Method 


TBLASTX: Maize 




Start 


8712 




End 


13373 




GI 


none 




Score 


238 




Exons 


8712. .8750, 


8849.. 9178, 12972 


. .13373 






Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 



44778 




npnp No 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. CIO 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


9059 




End 


13091 




GI 


none 




Score 


264 




Exons 


9059... 9202, 12714 .. 13091, 12731.. 12832 






Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Rpnp No . 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. C10. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


14105 




End 


14302 




GI 


none 




Score 


196 




Exons 


14105. .14302, 14155. . 


14301 








Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


G@n@ No . 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15067 




End 


15493 




GI 


none 




Score 


606 




Exons 


15067 . . 15456. 15068 


15493, 


15125. .15478, 15129.. 15491 




Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 




92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. C10. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15074 




End 


153,19 




GI 


none 




Score 


208 




Exons 


15074 . . 15319 










Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No . 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. C10. 


o2 .tm 


Method 


TBLASTX: Maize 




Start 


15140 




End 


15493 




GI 


none 




Score 


468 




Exons 


15140. .15493, 15160. . 


15441, 


15216. .15488 




Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No . 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. C10. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


15767 




End 


16084 




GI 


none 




Score 


101 




Exons 


15767. .15940, 15788.. 


15886, 


15941. .16084, 15943. .16068 




Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


.C10 


Gene No 


92147 




Strand 






Start 


17234 




End 


17632 




Name 


OJ000350 36. 0314. C10. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


15853 




End 


16108 




GI 


none 




Score 


302 




Exons 


15853. .16098, 15860.. 


16108, 


15980. .16108 




Seq. No. 


43867 




Seq. ID 


OJ000350__36.0314 


.C10 


Gene No. 


92147 




Strand 







44779 * 



Start 


17234 




End 


L7 632 


Name 


OJ000350 36. 0314. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


15906 




End 


16198 


GI 


none 




Score 


85 


Exons 


15906. .16058, 15908. 


.16198, 


15919. .16098, 16150. .16194 


Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


Gene No. 


92147 




Strand 




Start 


17234 




End 


17632 


Name 


OJ000350 36. 0314. C10 


. ol . tm 


Method . 


TBLASTX: Maize 


Start 


16215 




End 


16809 


GI 


none 




Score 


88 


Exons 


16215. .16364, 16216. 


.16374, 


16221. .16367, 16371. .16430, 




16371. .16514, 16372. 


. 16809, 


16534. .16608, 16590 .. 16667, 




16714. .16809 








Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


Gene No. 


92147 




Strand 




Start 


17234 




End 


17632 


Name 


OJ000350_36.0314 .C10 


.06. tw 


Method 


TBLASTX: Wheat 


Start 


16660 




End 


16992 


GI 


none 




Score 


356 


Exons 


16660. .16992, 16702. 


.16971 






Seq. No. 


43867 




Seq. ID 


OJ000350_36.0314 


Gene No. 


92147 




Strand . 




Start 


17234 




End 


17632 


Name 


OJ000350 36. 0314. C10 


. o4 . np 


Method 


AAT/NAP 


Start 


17234 


End 


17632 


GI 


6983857 




Score 


212 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.C10 



17234. .17632 

(AP001168) hypothetical protein [Oryza sativa] 



43868 Seq. ID 

92148 Strand 

316 End 
OJ000350_36 . 0314 . Cll . ol . gs Method 

316 End 

none Score 
316. .465 



OJ000350_36. 0314. Cll 
+ 

465 

GENSCAN 
4 65 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43868 Seq. ID 

92149 Strand 
3995 End 
OJ000350_36. 0314. Cll. o3.np Method 
3995 End 
6907088 Score 
3995. .4132, 4308. .4456, 4687. .4721 
(AP001129) hypothetical protein [Oryza sativa] 



OJ000350_36. 0314. Cll 
+ 

4721 
AAT/NAP 
4721 
345 



43868 Seq. ID 

92150 Strand 

1 End 
OJ000350_36. 0314. Cll. ol.np Method 

1 End 

6983860 Score 

1..45, 154. .514, 859. .923 



OJ000350_36. 0314. Cll 
923 

AAT/NAP 

923 

186 



44780 



GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 


43868 


Seq. ID 


OJ000350_36.0314.C11 


Gene No. 


92151 


Strand 


- 


Start 


2135 


End 


2893 


Name 


OJ000350 36.0314.Cll.o2.np 


Method 


AAT/NAP 


Start 


2135 


End 


2893 


GI 


6002794 


Score 


1110 


Exons 


2135. .2893 








(AF149813) unknown [Oryza sativa] 




Seq. No. 


43868 


Seq. ID 


OJ000350_36.0314.C11 


Gene No. 


92152 


Strand 


- 


Start 


3187 


End 


4218 


Name 


OJ000350 36.0314.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


205 


End 


410 


GI 


none 


Score 


51 


Exons 


205. .378, 209. .280, 348. .410 






Coo TJn 


43868 


Seq. ID 


OJ000350_36.0314.C11 


Gene No. 


92152 


Strand 




Start 


3187 


End 


4218 


Name 


OJ000350 36.0314.Cll.ol.gp 


Method 


AAT/GAP 


Start 


3187 


End 


3684 


GI 


38782 1.R1084 


Score 


749 


Exons 


3187. .3684 






GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genom: 




DNA, chromosome 6, clone : P0514G12 ' 




Seq. No. 


43868 


Seq. ID 


OJ000350_36.0314.C11 


Gene No. 


92152 


Strand 




Start 


3187 


End 


4218 


Name 


OJ000350 36.0314.Cll.o3.gs 


Method 


GENSCAN 


Start 


3474 


End 


4218 


GI 


none 


Score 


.66 


Exons 


3474. .3547, 4152. .4218 






Seq. No. 


43869 


Seq. ID 


OJ000350 31. 0315. CI 


Gene No. 


92153 


Strand 


+ 


Start 


184 


End 


1018 


Name 


OJ000350 31.0315.Cl.ol.np 


Method 


AAT/NAP 


Start 


184 


End 


1018 


GI 


6907088 


Score 


420 


Exons 


184. .321, 497. .735, 950. .1018 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43870 


Seq. ID 


OJ000350_31.0315.C2 


Gene No. 


92154 


Strand 


+ 


Start 


3986 


End 


5582 


Name 


OJ000350 31.0315.C2.o2.gp 


Method 


AAT/GAP 


Start 


3465 


End 


3656 


GI 


5667165 


Score 


364 


Exons 


3465. .3656 






GI Descrip. 


5670155/gb|AF161269.1 IAF16126S 


4.0e-86 


Oryza sativa subsp. 



japonica BAC clone 34K24, complete sequence 



44781 




Seq.- No. 


43870 


Seq. ID 


OJ000350_ 


_31. 


0315, 


■ C2 


Gene No. * 


92154 


Strand 


+ 








Start 


3986 


End 


5582 








Name 


OJ000350 31.0315.C2.o4.np 


Method 


AAT/NAP 








Start 


3739 


End 


5582 








GI 


6907086 


Score 


1489 








Exons 


3739. .4519, 4579. .4826, 5051. 


.5098, 5212. .5582 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43870 


Seq. ID 


OJ000350_ 


_31. 


0315. 


,C2 


Gene No. 


92154 


Strand 


+ 








Start 


3986 


End 


5582 








Name 


OJ000350 31.0315.C2.o2.gs 


Method 


GENSCAN 








Start 


3986 


End 


4525 








GI 


none 


Score 


.9 








Exons 


3986. .4525 












Seq. No. 


43870 


Seq. ID 


OJ000350_ 


_31. 


0315. 


C2 


Gene No. 


92155 


Strand 










Start 


1 


End 


2430 








Name 


OJ000350 31.0315.C2.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1366 








GI 


6983857 


Score 


930 








Exons 


1..456, 624. .1194, 1258. .1366 












GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43870 


Seq. ID 


OJ000350_ 


_31. 


0315. 


C2 


Gene No. 


92155 


Strand 










Start 


1 


End 


2430 








Name 


OJ000350 31.0315.C2.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


1343 








GI 


6907086 


Score 


875 








Exons 


1..130, 357. .516, 577. .1343 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43870 


Seq. ID 


OJ000350_ 


31. 


0315. 


C2 


Gene No. 


92155 


Strand 










Start 


1 


End 


2430 








Name 


OJ000350 31.0315.C2.ol.gs 


Method 


GENSCAN 








Start 


602 


End 


1148 








GI 


none 


Score 


.58 








Exons 


602. .753, 761. .1148 












Seq. No. 


43870 


Seq. ID 


OJ000350 


_31. 


0315. 


C2 


Gene No. 


92155 


Strand 










Start 


1 


End 


2430 








Name 


OJ000350 31.0315.C2.o3.np 


Method 


AAT/NAP 








Start 


996 


End 


2430 








GI 


6907088 


Score 


984 








Exons 


996. .1383, 1880. .2117, 2293.. 


2430 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


43870 


Seq. ID 


OJ000350_ 


31. 


0315. 


C2 


Gene No. 


92155 


Strand 










Start 


1 


End 


2430 








Name 


OJ000350 31.0315.C2.ol.gp 


Method 


AAT/GAP 








Start 


1429 


End 


1619 









44782 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5667165 Score 351 

1429. .1619 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza. sativa subsp. 
japonica BAC clone 34K24, complete sequence 



43870 
92156 
7750 

OJ000350_31 . 0315 . C2 . o3 . gs 

7750 

none 



Seq. ID OJ000350_31.0315.C2 
Strand 

End 14613 

Method GEN SCAN 

End 14496 

Score . 6 



7750. .7899, 8226. .8330, 8434. .8507, 8646. .8758, 9235. .9385, 
11470. .11548, 11831. .12082, 1357 9 .. 13725, 13939 .. 14263, 
14405. .14496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43870 Seq. ID 

92156 Strand 

7750 End 

OJ000350_31 . 0315 . C2 . o3 . gp Method 

10460 End 

74261 1.R1084 Score 



OJ000350_31.0315.C2 

14613 
AAT/GAP 
11328 
1119 



10460. .10863, 10988. .11115, 11248. .11328 

, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. No. 


43870 


Seq. ID 


OJ000350_ 


_31.0315.C2 


Gene No. 


92156 


Strand 






Start 


7750 


End 


14613 




Name 


OJ000350 31.0315.C2.o5.np 


Method 


AAT/NAP 




Start 


10773 


End 


12010 




GI 


6635860 


Score 


422 




Exons 


10773. .10863, 10988 .. 11115, 


11248. .11354, 11470 


. .11568, 




11676. .11743, 11831.. 12010 








GI Descrip. 


(AF216313) cytochrome P450 


[Helianthus 


annuus] 




Seq. No. 


43870 


Seq. ID 


OJ000350_ 


_31.0315.C2 


Gene No. 


92156 


Strand 






Start 


7750 


End 


14613 




Name 


OJ000350 31.0315.C2.o4.gp 


Method 


AAT/GAP 




Start 


11643 


End 


12040 




GI 


2280966 


Score 


571 




Exons 


11643. .11743, 11831. .12040 








GI Descrip. 


2244889/embl CAB10310-.il 1.0e-08 (Z97338) cytochrome P450 1 




protein [Arabidopsis thaliana] 






Seq. No. 


43870 


Seq. ID 


OJ000350_ 


J31.0315.C2 


Gene No. 


92156 


Strand 






Start 


7750 


End 


14613 




Name 


OJ000350 31.0315.C2.o6.np 


Method 


AAT/NAP 




Start 


11863 


End 


14613 




GI 


4836883 


Score 


349 




Exons 


11863. .12234, 13935 .. 14263, 


14405. .14613 




GI Descrip. 


(AC007260) Icllprt seq No definition line found 


[Arabidops. 




thaliana] 








Seq. No. 


43870 


Seq. ID 


OJ000350_ 


31. 0315. C2 


Gene No. 


92157 


Strand 







44783 






Start 


16129 


End 


16907 








Name 


OJ000350 31.0315.C2.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


10984 


End 


14592 








GI 


none 


Score 


77 








Exons 


10984 . . 11091, 11000. . 11083, 


11251. .11283, 11251 


. .11355, 








11300. .11359, 11468. .11548, 


11645. .11764, 11831 


. .12019, 








13 936.. 14283, 14111. . 14272, 


14404. .14592, 14456 


. . 14539 






Seq. No. 


43870 


Seq. ID 


OJ000350 


_31.0315 


.C2 




Gene No. 


92157 


Strand 










Start 


16129 


End 


16907 








Name 


OJ000350_31 . 0315. C2 . ol . tm 


Method 


TBLASTX : S 


Maize 






Start 


11248 


End 


11764 








GI 


none 


Score 


91 








Exons 


11248 .. 11355, 114 68 . . 11551, 


11648. .11764 








Seq. No. 


43870 


Seq. ID 


OJ000350 


_31.0315 


.C2 




Gene No . 


92157 


Strand 










Start 


16129 


End 


16907 








Name 


OJ000350 31.0315.C2.o7.np 


Method 


AAT/NAP 








Start 


15130 


End 


16907 








GI 


6907086 


Score 


1592 








Exons 


15130. .15463, 15560. .15619, 


15849. .16091, 16149 


. .16907 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






i 1 


Seq. No. 


•43870 


Seq. ID 


OJ000350 


J31.0315 


.C2 


m 


Gene No. 


92157 


Strand 








f\ i 


Start 


16129 


End 


16907 






C3 


Name 


OJ000350 31.0315.C2.o4.gs 


Method 


GENSCAN 






= : 5 


Start 


16129 


End 


16749 








GI 


none 


Score 


.64 






r LI 


Exons 


■ 16129. .16749 












Seq. No. 


43871 


Seq. ID 


OJ000350 


_31.0315 


.C3 


?*! 


Gene No. 


92158 


Strand 


+ 






! S. r : 


Start 


27 


End 


646 








Name 


OJ000350 31.0315.C3.ol.gs 


Method 


GENSCAN 






=^ 


Start 


27 


End 


646 - 






^2 


GI 


none 


Score 


.59 








Exons 


27. .81, 573. .646 










13 


Seq. No. 


43871 


Seq. ID 


OJ000350_ 


_31.0315, 


.C3 




Gene No. 


92159 


Strand 


+ 








Start 


2872 


End 


3121 








Name 


OJ000350 31.0315.C3.o2.gs 


Method 


GENSCAN 








Start 


2872 


End 


3121 








GI 


none 


Score 


.79 








Exons 


2872. .2889, 3014. .3121 












Seq. No. 


43871 


Seq. ID 


OJ000350_ 


_31.0315, 


.C3 




Gene No. 


92160 


Strand 










Start 


1 


End 


95 








Name 


OJ000350 31.0315.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


95 








GI 


6907088 


Score 


137 







Exons 1..95 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



44784 




Seq. No. 


43871 






Seq. ID 


OJ000350_31.0315.C3 


Gene No . 


92161 






Strand 




Start 


4419 






End 


11553 


Name 


OJ000350 31.0315. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


4419 






End 


8277 


GI 


6635860 






Score 


501 


Exons 


4419. .4509, 4694. 


.4824, 


5174. 


.5277, 7639. .7717, 8012. .8277 


GI Descrip. 


(AF216313) cytochrome P450 [Helianthus 


annuus] 


Seq. No. 


43871 






Seq. ID 


OJ000350_31.0315.C3 


Gene No. 


92161 






Strand 




Start 


4419 






End 


11553 


Name 


OJ000350 31.0315. 


C3.o3. 


gs 


Method 


GENSCAN 


Start 


4419 

1 *3 -L J 






End 


11553 


GI 


none 






Score 


.74 


Exons 


4419 4SDQ 4 694 


4ff 74 


76*39 


.7717, 7904. .7999, 8098. .8342 




fi460 ftfiflfi R69ft 


9D44 
• y \j h h f 


91 


.9399, 10381. .10501, 10503.. 1 




11268 11553 










Seq. No. 


43871 






Seq. ID 


OJ000350_31.0315.C3 


Gpne No 


92161_ 






Strand 




Start 


4419 






End 


11553 


Name 




nl 




Method 


TBLASTX: Cress 


Start 


4 696 _ 






End 


9253 


GI 


none 






Score 


102 


Exons 


4696 4R0^ 4700 


A R1 6 


R1 7 1 


.5284, 5175. .5282, 7637. .7717 




ft6fi4 Qn?8 RRnft 


902 6 


Qi m 


.9253, 9102.. 9239 


Spa No 


43871 






Seq. ID 


OJ000350_31.0315.C3 


Gene No. 


92161 






Strand 




Start 


4419 






End 


11553 


Name 


OJ000350 31.0315. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8828 






End 


9214 


GI 


none 






Score 


135 


Exons 


8828. .9028, 8829. 


.9026, 


9128. 


.9214, 9165. .9212 


Seq. No. 


43872 






Seq. ID 


OJ000350_31.0315.C4 


Gene No. 


92162 






Strand 




Start 


799 






End 


4305 


Name 


OJ000350 31.0315. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


799 






End 


1931 


GI 


52869 1.R1084 






Score 


1530 


Exons 


799. .1260, 1470.. 


1547, 


1679. . 


1931 




GI Descrip. 


, 5734619/dbj IBAA83350.1 


1 7.0e 


-76 (AP000391) Similar to 




Arabidopsis thaliana BAC F15P23 (AF128392) [Oryza sativa] 1 


Seq. No. 


43872 






Seq. ID 


OJ000350_31.0315.C4 


Gene No. 


92162 






Strand 




Start 


799 






End 


4305 


Name 


OJ000350 31.0315. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


1031 




End 


4250 


GI 


4325339 






Score 


1954 


Exons 


1031.. 1260, 1470. 


.1547, 


1679. 


.2071, 2166. .2469, 2554. .2764, 



3519.. 3985, 4025.. 4250 
GI Descrip. (AF128392) F15P23.1 gene product [Arabidopsis thaliana] 

gi I 7267414 | emb | CAB80884.il (AL161472) hypothetical protein 



44785 



[Arabidopsis thaliana] 

Seq. No. 43872 

Gene No. 92162 

Start 799 

Name OJ000350_31 . 0315 .C4 .ol . 

Start 1038 

GI none 

Exons 1038.. 1260, 1470.. 1547, 
3519. .4250 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_31.0315.C4 

4305 
GENSCAN 
4250 
.55 



1679. .2106, 2279. .2469, 2554. .2764, 



Seq. No. 43872 

Gene No. 92162 

Start 799 

Name OJ000350_31 . 0315.C4 .o2.gp 

Start 3792 

GI uC-osroM202023h05bl 

Exons 3792.. 4305 

GI Descrip. ' 4325339/gb | AAD17339 | 2.0e-14 
found [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_31.0315.C4 

4305 
AAT/GAP 
4305 
1024 



(AF128392) No definition line 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43872 
92163 
7760 

. OJ000350_31 . 0315 . C4 . ol . tm 
955 



Seq. ID OJ000350_31.0315.C4 
Strand 

8567 

TBLASTX: Maize 
2629 
61 

.1262, 1109. .1270, 



End 

Method 
End 

none Score 
955. .1008, 955. .1008, 986. .1264, 1020, 
1467. .1547, 1469. .1546, 1471. .1548, 1477. .1566, 1487. .1555, 
1673. .2056, 1675. .2073, 1678. .2070, 2160. .2285, 2163. .2285, 
2165. .2287, 2286. .2471, 2291. .2470, 2553. .2621, 2555. .2629, 
2556. .2624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43872 Seq. ID 

92163 Strand 

7760 End 

OJ000350_31.0315.C4.o2.tc Method 

1047 End 

none Score 

1047. .1259, 1475. .1546, 1678. .1737 



OJ000350_31.0315.C4 
8567 

TBLASTX: Cress 

1737 

81 



Seq. No. 43872 
Gene No. 92163 
Start 7760 

Name OJ000350_31 . 0315 . C4 . ol . ts 

Start 1062 
GI none 
Exons 1062, 

1678. 

2228. 

2568. 



.1247, 1062.. 1262, 1408. 

.1728, 1729.. 1839, 1748. 

.2281, 2286.. 2471, 2292. 

.2816, 3516.. 3920, 3517. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1479, 
.1837, 
.2423, 
.3906 



OJ000350_31.0315.C4 
8567 

TBLASTX : Soybean 
3920 
95 

1467. .1547, 1469. .1546, 
1849.. 2079, 1871.. 2053, 
2294. .2470, 2564. .2764, 



Seq. No. 43872 Seq. ID 

Gene No. 92163 Strand 

Start 7760 End 

Name OJ000350_31 . 0315 . C4 . o2 . tw Method 

Start 1194 End 



OJ000350_31.0315.C4 
8567 

TBLASTX: Wheat 
2004 



44786 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 140 

1194. .1268, 1469. .1546, 1673. .1843, 1677.. 1838, 1678, 

1859. .1987, 1864. .2004 



1869, 



43872 Seq. ID 

92163 Strand 

7760 End 

OJ000350_31 . 0315 . C4 . ol . tc Method 

1795 End 

none Score 



OJ000350_31.0315.C4 
8567 

TBLASTX: Cress 

3920 

35 



1795. .1842, 1795. .1842, 1799. .1864, 1858. .2079, 1859. .2056, 

1927. .2079, 2225. .2281, 2286. .2471, 2294. .2470, 2299. .2478, 

2396. .2479, 2564. .2719, 2564. .2764, 2568. .2765, 2584. .2766, 

3516. .3920, 3517. .3882 



43872 
92163 
7760 

OJ000350_31.0315.C4.o3.tw 

2005 

none 



Seq. ID OJ000350 31. 0315. C4 



Strand 
End 

Method 

End 

Score 



8567 

TBLASTX: Wheat 

2477 

157 



2005. .2079, 2280. .2426, 2282. .2470, 2286. .2477 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 31. 0315. C4 



43872 
92163 
7760 

OJ000350_31.0315.C4.o4.tw 
2595 
none 

2595. .2786, 2597. .2797, 2597. .2764, 2655. .2786, 3516. .3698, 
3517. .3699 



8567 

TBLASTX: Wheat 

3699 

124 



Seq. No. 


43872 








Seq. ID 


OJ000350_31.0315.C4 


Gene No. 


92163 








Strand 




Start 


7760 








End 


8567 


Name 


OJ000350 31 


.0315. 


C4.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2630 








End 


3569 


GI 


none 








Score 


128 


Exons 


2630. .2764, 


2637. 


.2786, 


2658. 


.2786, 3516.. 3569 


Seq. No. 


43872 








Seq. ID 


OJ000350_31.0315.C4 


Gene No. 


92163 








Strand 




Start . 


7760 








End 


8567 


Name 


OJ000350 31 


.0315. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3570 








End 


3903 


GI 


none 








Score 


391 


Exons 


3570. .3902, 


3574. 


.3903 








Seq. No. 


43872 








Seq. ID 


OJ000350_31.0315.C4 


Gene No. 


92163 








Strand 




Start 


7760 








End 


8567 


Name 


OJ000350 31 


.0315. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7620 








End 


8377 


GI 


none 








Score 


90 


Exons 


7620. .7646, 


7631. 


.7723, 


7742. 


.8326, 8001. .8189, 8213. .8284 



8333. .8377 



44787 



Seq. No. 43872 

Gene No. 92163 

Start 7760 

Name OJ000350_31 . 0315 . C4 . o2 . np 

Start 7760 

GI 3810596 

Exons 7760.. 8565 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000350_31.0315.C4 
Strand 

End 8567 

Method AAT/NAP 

End 8565 

Score 479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43872 
92163 
7760 

OJ000350_31 . 0315 . C4 . ol . tw 

7955 

none 



Seq. ID OJ000350_31.0315.C4 
Strand 

End 8567 

Method TBLASTX : Wheat 

End 8290 

Score 88 



7955. .8290, 8001. .8189, 8102. .8287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43872 
92163 
7760 

OJ000350_31 . 0315 . C4 . o4 . tm 

8379 

none 



Seq. ID OJ000350_31.0315.C4 
Strand 

End 8567 

Method TBLASTX : Maize 

End 8567 

Score 132 



8379.-8564, 8380. .8559, 8400. .8567 



43873 
92164 
1 

OJ000350_31.0315.C5.ol.np 
1 

6466937 
1..49, 457. .3837 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000350_31.0315.C5 
Strand 

End 4205 

Method AAT/NAP 

End 3837 

Score 1730 



Seq. No. 


43873 






Seq. ID 


OJ000350_31.0315 


.C5 


Gene No. 


92164 






Strand 






Start 


1 






End 


4205 




Name 


OJ000350 


31. 0315. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


457 






End 


891 




GI 


none 






Score 


258 




Exons 


457. .891, 


458. .823 










Seq. No. 


43873 






Seq. ID 


OJ000350_31.0315 


-C5 


Gene No. 


92164 






Strand 






Start 


1 






End 


4205 




Name 


OJ000350 


31. 0315. C5 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


483 






End 


855 




GI 


none 






Score 


153 




Exons 


483. .749, 


484. .750, 


484. .855, 


488. .775 






Seq. No. 


43873 






Seq. ID 


OJ000350_31.0315 


.C5 


Gene No. 


92164 






Strand 






Start 


1 






End 


4205 




Name 


OJ000350 


31. 0315. C5 


. o3. tw 


Method' 


TBLASTX: Wheat 




Start 


727 






End 


4205 





44788 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 
727. .1110, 731. .988, 4086. .4205 

43873 Seq. ID 

92164 - Strand 

1 End 

0 J000350_31 . 0315 . C5 . o4 . tm Method 

892 End 

none Score 
892. .1122, 1123. .1293, 1148. .1294 

43873 Seq. ID 

92164 Strand 

1 End 

OJ000350_31 . 0315 . C5 . ol . tm Method 

1295 End 

none Score 
1295.. 1783, 1318.. 1812, 1318.. 1836 

43873 Seq. ID 

92164 Strand . 

1 End 

OJ000350_31 . 0315 . C5 . o4 . ts Method 

1303 End 

none Score 
1303. .1560, 1409. .1543 

43873 Seq. ID 

92164 Strand 

1 End 

OJ000350_31.0315.C5.ol.tw Method 

1468 End 

none Score 
1468.. 1869, 1502.. 1834, 1528.. 1836 

43873 Seq. ID 

92164 % Strand 

1 End 

OJ000350_31 . 0315 . C5 . o2 . ts Method 

1582 End 

none Score 
1582.. 1941, 1592.. 1822 

43873 Seq. ID 

92164 Strand 

1 End 

OJ000350_31 . 0315 . C5 . o2 . tm Method 

1864 End 

none Score 



149 

OJ000350_31.0315.C5 
4205 

TBLASTX: Maize 

1294 

106 

OJ000350_31.0315.C5 
4205 

TBLASTX: Maize 

1836 

268 

OJ000350_31.0315.C5 
4205 

TBLASTX : Soybean 

1560 

68 

OJ000350_31.0315.C5 
4205 

TBLASTX: Wheat 

1869 

159 

OJ000350_31.0315.C5 
4205 

TBLASTX : Soybean 

1941 

82 

OJ000350_31.0315.C5 
4205 

TBLASTX: Maize 

2348 

97 



1864. .2337, 1867. .2013, 1892. .2296, 2077. .2337, 2190. .2348 

OJ000350 31. 0315. C5 



43873 Seq. ID 

92164 Strand 

1 End 

OJ000350_31 . 0315 . C5 . o2 . tw Method 

1918 End 

none Score 



4205 

TBLASTX: Wheat 

2400 

173 



44789 




Exons 


1918. .2400, 


1922. 


.2296 






• 


Seq. No. 


43873 








Seq. ID 


OJ000350_31.0315.C5 




-7 c. J. Dfi 








o trana 




Start 


1 








End 


4205 


Name 


OJ000350 31 


.0315. 


C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2050 








End 


2385 


GI 


none 








Score 


212 


Exons 


2050. .2385 












Seq. No. 


43873 








Seq. ID 


OJ000350_31.0315.C5 




J. Oft 








Q-h v o r-i H 

otrana 




Start 


1 








End 


4205 


Name 


OJ000350 31 


.0315. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2638 








End 


2940 


GI 


none 








Score 


58 


Exons 


2638. .2940, 


2659. 


.2730 








Seq. No. 


43874 








Seq. ID 


OJ000350_31.0315.C6 


Gene No. 


92165 








Strand 


+ 


Start 


2713 








End 


4 ^/ J J 


Name 


OJ000350 31 


.0315. 


C6.o2. 


np 


Method 


AAT/NAP 


Start 


2713 








End 


4933- 


GI 


7523490 








Score 


144 


Exons 


2713. .2772, 


4131. 


.4241, 


4700. 


.4933 




GI Descrip. 


(AP001633) ] 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


43874 








Seq. ID 


OJ000350_31.0315.C6 


Gene No. 


92166 








Strand 


+ 


Start 


5669 








End 


10076 


Name 


OJ000350 31 


.0315. 


C6.o2. 


gs 


Method 


GENSCAN 


Start 


5669 






End 


9950 


GI 


none 








Score 


.57 


Exons 


5669. .5794, 


6462. 


.6611, 


6685. 


.6741, 7108. .7257, 7778. .8009, 




8109. .8266, 


8539. 


.8663, 


8948. 


.9056, 9930.. 9950 



Seq. No. 


43874 


Seq. ID 


OJ000350_31.0315 


.C6 


Gene No. 


92166 


Strand 


+ 




Start 


5669 


End 


10076 




Name 


OJ000350 31.0315.C6.o3. 


np Method 


AAT/NAP 




Start 


6506 


End 


10076 




GI 


3461824 


Score 


93 




Exons 


6506.. 6560, 8908.. 9056, 


10020. .10076 






GI Descrip. 


(AC004138) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


43874 


Seq. ID 


OJ000350_31.0315 


.C6 


Gene No. 


92167 


Strand 






Start 


3913 


End 


8035 




Name 


OJ000350 31.0315.C6.ol. 


np Method 


AAT/NAP 




Start 


3913 


End 


8035 




GI 


7523490 


Score 


133 




Exons 


3913. .4103, 4473. .4710, 


7953. .8035 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


43874 


Seq. ID 


OJ000350_31.0315 


.C6 


Gene No. 


92168 


Strand 






Start 


11358 


End 


12666 





44790 



Name 


OJ000350 31.0315.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


7108 


End 


8173 


GI 


none 


Score 


126 


Exons 


7108. .7221, 7108. .7257, 7142. .7258, 7771. .7893, 7773. .7907, 




7775. .7918, 7878. .7994, 7907. .7996, 8097. .8171, 8108. .8173 


Seq. No. 


H JO / 4 


Seq. ID 


OJ000350_31.0315.C6 


ucllc INO. 


Q91 fifi 


Strand 




Start 


llJJO 


End 


12666 


Name 




.Method 


GEN SCAN 


Start 


11358 


End 


12666 


GI 


none 


Score 


.79 


Exons 


1 1 ^^ft 11470 1 1 qi n i 9n^n 


12519. .12666 


Seq. No. 


T JO / J 


Seq. ID 


OJ000350 31. 0315. C7 


Gene No. 


Q91 fiQ 


Strand 


+ 


O Lai 1. 


jjj 


End 


3418 


Name 


UJUUUjjU j1. UjIj.L/ .Ol.np 


Method 


AAT/NAP 


Start 


935 


End 


3409 


GI 


6598841 


Score 


670 


Exons 


?JJ • • ll^Jf 1/1.4 J . . 1 Ju"/ lOUO 


..1925, 2992. .3409 


GI Descrip. 


v>u^u ±u / j unKnown protein 


[Arabidopsis thaliana] 


Seq. No. 


4 JO / J 


Seq. ID 


OJUUUooO ol.OJlo.C/ 


bene ino . 


Q91 


Strand 


+ 


Start 


" j j 


End 


3418 


Name 


OJ000350 31.0315.C7.ol.gs 


Method 


GENSCAN 


Start 


941 


End 


3418 


GI 


none 


Score 


. 61 


Exons 


^41. . J. JU :7 , JUjOi . JllO 






Seq. No. 


4 jo /j 


Seq. ID 


OJ000350_31.0315.C7 


(~\ /~\ t~\ e\ XT /-\ 
ucllc [MO . 


Q9 1 


Strand 


+ 


Start 


Z7 J J 


End 


3418 


Name 


UJUUUjjU jl.UjlJ.L/.Ol.gp 


Method 


AAT/GAP 


Start 


979 


End 


1351 


GI 


none 


Score 


579 


Exons 


Q7Q 1 OCT 
-7 / -7 . . lJJl 






Seq. No. 


ft J O / J 


Seq. ID 


OJ000350_31.0315.C7 


Gene No. 


Q9i in 


Strand 




C +- -j y-+- 

O LaX C 


4 j3" 


End 


7046 


Name 


UJUUUjjU jl.UjlD.L/.Oi.tW 


Method 


TBLASTX: Wheat 


Start 


940 


End 


1908 


GI 


none 


Score 


197 


Exons 


940.. 1125, 995.. 1159, 1001. 


.1129, 1256 


..1309, 1609.. 1746, 




1822. .1908, 1827. .1901 






Seq. No. 


43875 


Seq. ID 


OJ000350_31.0315.C7 


bene ino ■ 


92170 


Strand 




Start 


4399 


End 


7046 


Name 


OJ000350 31.0315.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


976 


End 


1159 


GI 


none 


Score 


290 


Exons 


976. .1128, 992. .1159, 992.. 


1129 




Seq. No. 


43875 


Seq. ID 


OJ000350_31.0315.C7 



44791 



Gene No. 92170 

Start 4399 

Name OJ000350_31 . 0315 . C7 . ol . ts 

Start 989 

GI none 

Exons 989.. 1159, 1241.. 1309, 1827. 

2989.-3333, 2990.. 3337 



Strand 
End 

Method 

End 

Score 



7046 

TBLASTX : Soybean 

3337 

183 



.1925, 1831. .1929, 2986. .3198, 



Seq. No. 43875 

Gene No. 92170 

Start 4399 

Name OJ000350_31 . 0315 . C7 . o2 . to 

Start 1007 

GI none 

Exons 1007.. 1156, 1247.. 1309 

Seq. No. . 43875 

Gene No. 92170 

Start 4399 

Name OJ000350_31 . 0315 . C7 . ol . tm 

Start 1253 

GI none 

Exons 1253.. 1309, 1822.. 1929, 1827. 

2980.. 3129, 2990.. 3172, 3154. 



Seq. ID OJ000350_31.0315.C7 
Strand 

End 704 6 

Method TBLASTX : Cress 

End 1309 

Score 186 



Seq. ID OJ000350_31.0315.C7 
Strand 

End 7046 

Method TBLASTX : Mai ze 

End 3385 

Score 72 

,1925, 2930.. 3385, 2937.. 3128, 
.3384 



Seq. No. 43875 

Gene No. 92170 

Start 4399 

Name OJ000350_31 . 0315 . C7 . ol . tc 

Start 1831 

GI none 

Exons 1831.. 1929, 2990.. 3286, 3001, 
3292. .3381 



Seq. ID OJ000350_31.0315.C7 
Strand 

End 704 6 

Method TBLASTX : Cress 

End 3381 

Score 127 

.3285, 3272.. 3379, 3292.. 3381, 



Seq. No. 43875 

Gene No. 92170 

Start 4399 

Name OJ000350__31 . 0315 . C7 . o2 . gs 

Start 4399 

GI none 

Exons 4399.. 4563, 5816.. 6222, 6902. 

Seq. No. 43876 

Gene No. 92171 

Start 3070 

Name OJ000350_31 . 0315 . C8 . ol . gs 

Start 3070 

GI none 

Exons 3070.. 3588, 4280.. 4528 

Seq. No. 43876 

Gene No. 92172 

Start 5541 

Name OJ000350_31 . 0315 .C8 . ol . gp • 

Start 5541 

GI LIB3477-003-P1-K1-E9 

Exons 5541.. 5659 



Seq. ID OJ000350_31.0315.C7 
Strand 

7046 
GENSCAN 
7046 
.65 



End 

Method 
End 
Score 
.7046 



Seq. ID OJ000350_31.0315.C8 

Strand + 

End 4528 

Method GENSCAN 

End 4528 

Score .74 



Seq. ID OJ000350_31.0315.C8 

Strand + 

End 5659 

Method AAT/GAP 

End 5659 

Score 156 



44792 



GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 43877 Seq. ID 

Gene No. 92173 Strand 

Start 1365 End 

Name OJ000350_31 . 0315 . C9 . ol . gp Method 

Start 1365 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1365.. 1462 

GI Descrip. 1 2498586/sp I Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000350_31.0315.C9 
+ 

1462 
AAT/GAP 
1462 
104 



Seq. No. 43877 Seq. ID 

Gene No. 92174 Strand 

Start 339 End 

Name OJ000350_31 . 0315 . C9 . ol . gs Method 

Start 339 End 

GI none Score 

Exons 339.. 542 



OJ000350_31.0315.C9 
542 

GENSCAN 
542 
. 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



43878 Seq. ID 

92175 Strand 
4615 End 
OJ000350_31 . 0315 . CIO . ol . np Method 
4615 End 
7486574 Score 
4615. .4689, 4977. .6410 

hypothetical protein F7H19.220 - Arabidopsis thaliana 
gi 13292829 | emb | CAA19819.il (AL031018) putative protein 
[Arabidopsis thaliana] gi | 7269150 | emb | CAB7 9258 . 1 1 (AL161558) 
putative protein [Arabidopsis thaliana] 



OJ000350_31. 0315. C10 
+ 

6410 
AAT/NAP 
6410 
1396 



43878 
92175 
4615 

OJ000350_31. 0315. C10. o2.gp 
5456 

LIB3431-047-P1-K1-H5 
5456. .5746 

f 3292829/emb | CAA19819.il 5. 
[Arabidopsis thaliana] 1 



Seq. ID OJ000350_31. 0315. C10 

Strand + 

End 6410 

Method AAT/GAP 

End 574 6 

Score 508 

0e-14 (AL031018) putative protein 



OJ000350 31. 0315. C10 



43878 Seq. ID 

92176 Strand 

4778 End 5273 
OJ000350_31 . 0315 . C10 . ol . gp Method AAT/GAP 

4778 End 5273 

5038876 Score 947 
4778. .5273 

3292829/emb|CAA19819.1| 2.0e-12 (AL031018) putative protein 
[Arabidopsis thaliana] 



43878 
92177 



Seq. ID 
Strand 



OJ000350 31. 0315. C10 



44793 



Start 
Name 
Start 
GI 

Exons 



11710 End 

OJ000350_31. 0315. CIO. ol.ts Method 

4 979 End 

none Score 



16301 

TBLASTX : Soybean 

6242 

85 



4979. .5077, 4986. .5075, 5049. .5264, 5132. .5884, 5138. .5251, 
5139. .5504, 5661. .5897, 5870. .5923, 5972.. 6238, 5976.-6242 



Seq. No. 


43878 








Seq. ID 


OJ000350_31.0315 


Gene No. 


92177 








Strand 




Start 


11710 








End 


16301 


Name 


OJ000350 31. 


0315. 


C10.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4983 








End 


5492 


GI 


none 








Score 


240 


Exons 


4983. .5492 












Seq. No. 


43878 








Seq. ID 


OJ000350_31.0315 


Gene No. 


92177 








Strand 




Start 


11710 








End 


16301 


Name 


OJ000350 31. 


0315. 


C10.O4 


. tm 


Method 


TBLASTX: Maize 


Start 


5151 








End 


5483 


GI 


none 








Score 


194 


Exons 


5151. .5483 












Seq. No. 


43878 








Seq. ID 


OJ000350_31.0315 


Gene No. 


92177 








Strand 




Start 


11710 








End ' 


16301 


Name 


OJ000350 31. 


0315. 


C10.O2 


.tm 


Method 


TBLASTX: Maize 


Start 


5483 








End 


5743 


GI 


none 








Score 


46 


Exons 


5483. .5503, 


5483. 


.5704, 


5595. 


.5705, 5666. .5743, 5706. .5' 


Seq. No. 


43878 








Seq. ID 


OJ000350_31.0315 


Gene No. 


92177 








Strand 




Start 


11710 








End 


16301 


Name 


OJ000350 31. 


0315. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5642 








End 


5900 


GI 


none 








Score 


198 



Exons 



5642. .5899, 5643.. 5900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43878 
92177 
11710 

OJ000350_31. 

5664 

none 

5664. .5909, 



0315. C10. ol.tc 



Seq. ID OJ000350_31. 0315. C10 
Strand 

End 16301 

Method TBLASTX : Cress 

End 6317 

Score 186 



5702. .5899, 5976. .6317, 5996. .6226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



43878 
92177 
11710 

OJ000350_31. 

5787 

none 

5787. .5912, 

43878 
92177 



0315. C10. o3.tm 



5822.. 6214, 5976. 



Seq. ID OJ000350_31. 0315. C10 
Strand 

End 16301 

Method TBLASTX : Maize 

End 6215 

Score 118 
.6056, 6093. .6215 

Seq. ID OJ000350_31. 0315. C10 
Strand 



44794 






Start 


11710 


End 


16301 




Name 


OJ000350_31. 0315. CIO. ol.tm 


Method 


TBLASTX: Maize 




P4. - _4- 

otart 




End 


6619 




GI 


none 


Score 


174 




Exons 


6216.. 6353, 6221.. 6325, 6330 


..6437, 6343. .6456, 6352. .6438, 






6544.-6585, 6545. .6619 








Seq. No. 


Vl O O 1 o 

4J878 


Seq. ID 


OJ000350_31. 0315. C10 




Gene No. 


92177 


Strand 






Start 


11710 


End 


16301 




Name 


(jjuuu Jou Ji.U3io.cio.o2.gs 


Method 


GENSCAN 




Start 


11710 


End 


16301 




GI 


none 


Score 


.56 




Exons 


11710 11840, 11918 .. 12062, 


12248. .12372, 16093.. 16301 




Seq. No. 


a n O *7 Ci 

43879 


Seq. ID 


OJ000350_31. 0315. Cll 




Gene No. 


92178 


Strand 


+ 




Start 


4271 


End 


6370 




Name 


OJUUUJoU ol.Ujl5.Cll.o3.gs 


Method 


GENSCAN 




Start 


4271 


End 


6285 




GI 


none 


Score 


.74 




Exons 


4271. .4338, 4461. .4617, 5501 


..5598, 6222.. 6285 


is: 


Seq. No. 


43879 


Seq. ID 


OJ000350 31. 0315. Cll 




Gene No. 


92178 


Strand 


+ 




Start 


4271 


End 


6370 




Name 


OJ000350_31. 0315. Cll. o2.np 


Method 


AAT/NAP 


ru 


Start 


6133 


End 


6370 


fi 


GI 


685084 6 


Score 


133 




Exons 


6133. . 6370 






— 


GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 


fy 


Seq. No. 


43879 


Seq. ID 


OJ000350_31. 0315. Cll 




Gene No. 


92179 


Strand 






o tar u . 


1284 


End 


2894 




Name 


OJ000350 31.0315.Cll.ol.np 


Method 


AAT/NAP 


SI 


Start 


1284 


End 


2894 




GI 


7228438 


Score 


179 


t ~ 


Exons 


1284. .1313, 2559. .2894 






C3 


GI Descrip. 


(AP001366) EST C28952 (C62945) corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA prot< 


p 




isolog (AC003981) [Oryza sativa] 






Seq. No. 


43879 


Seq. ID 


OJ000350_31. 0315. Cll 




Gene No. 


92179 


Strand 








1284 


End 


2894 




Name 


OJ000350 31.0315.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1672 


End 


1727 




GI 


LIB3431-030-P1-N1-G8 


Score 


86 




Exons 


1672. .1727 








GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 






japonica BAC clone 34K24, complete sequence' 




Seq. No. 


43879 


Seq. ID 


OJ000350_31. 0315. Cll 




Gene No. 


92180 


Strand 






Start 


7742 


End 


7897 




Name 


OJ000350 31. 0315. Cll. ol.tm 


Method 


TBLASTX: Maize 



44795 



Start 
GI 

Exons 



6128 
none 

6128. .6328 



End 
Score 



6328 
186 



Seq. No. 43879 Seq. ID 

Gene No. 92180 Strand 

Start 7742 End 

Name OJ000350_31 . 0315 . Cll . o4 . gs Method 

Start 7742 End 

GI none Score 

Exons 7742.. 7897 



OJ000350_31.0315.C11 

7897 
GENSCAN 
7897 
.95 



Seq. No. 43880 Seq. ID 

Gene No. 92181 Strand 

Start 96 End 

Name OJ000350_31 . 0315 . C12 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96.. 223 



OJ000350_31.0315.C12 
223 

GENSCAN 

223 

.55 



Seq. No. 43881 Seq. ID 

Gene No. 92182 Strand 

Start 109 End 

Name OJ000350_31 . 0315 . C13 . ol . gs Method 

Start 109 End 

GI none Score 

Exons 109.. 236 



OJ000350_31.0315.C13 
+ 

236 

GENSCAN 

236 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



43881 Seq. ID OJ000350_31 . 0315 .C13 

92183 Strand 
4 69 End 
OJ000350_31.0315.C13.ol.np Method 
469 End 
5922623 Score 
469. .540, 1087. .1241, 1415. .1518 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000350_31. 
+ 

1518 
AAT/NAP 
1518 
185 



43882 Seq. ID 

92184 Strand 
904 End 
OJ000350_31 . 0315 . C16 . ol . gs Method 
904 End 
none Score 
904. .1126, 1537. .1860 

43883 

92185 Strand 
10570 End 
OJ000350_31 . 0315 . C17 . o3 . gs Method 
10570 End 
none Score 



OJ000350_31.0315.C16 

1860 
GENSCAN 
1860 
.5 



Seq. ID OJ000350_31. 0315.C17 
+ 

11401 
. GENSCAN 
11401 
.78 



10570. .10644, 10780. .10905, 11378.. 11401 



43883 
92186 



Seq. ID OJ000350_31.0315.C17 
Strand + 



44796 






Start 


13960 


End 


15856 






Name 


OJ000350 31.0315.C17.o5.gs 


Method 


GENSCAN 






Start 


13960 


End 


15856 






GI 


none 


Score 


.76 






Exons 


13960. .14102, 14609. .14806, 


15336. .15437, 15751. .15856 






Seq. No. 


43883 


Sea ID 


OJ000350 31 0315 


.C17 






92187 


Strand 








Start 


5564 


End 


6223 






Name 


OJ000350 31.0315.C17.o2.gs 


Method 


QEN^CAN 

\J 1—1 LH Villi 






Start 


5564 


End 


6223 






GI 


none 


Score 


.91 






Exons 


5564. .6223 










Seq. No. 


43883 


Seq. ID 


OJ000350 31 0315 


.C17 




Gene No. 


92187 


Strand 








Start 


5564 


End 


6223 






Name ' 


OJ000350 31.0315.C17.ol.np 




AAT /NAP 






Start 


5567 


End 


6166 






GI 


6983877 


Score 


404 






Exons 


5567. .6166 










GI Descrip. 


(AP001168) Similar to mRNA 


far DRFR1 A 


fAR0077R7^ fHrv73 
\r\o\j \J t/o/f i ui y a 


sativa] 




Seq. No. 


43883 


q prT jn 




.C17 


13 


VJ~ 11™ liU • 


92188 


o Li diiv^i 








Start 


12565 


FnH 


1^440 






Name 


OJ000350 31.0315.C17.o4.gs 




\J Hi LN O V_^r\iN 




f\ \ 


Start 


12565 


End 


13440 






GI 


none 


Score 


.97 






Exons 


12565. .13203, 13366. .13440 










Seq. No. 


43883 


Seq. ID 


OJ000350_31.0315 


.C17 


l is 


Gene No. 


92188 


Strand 








Start 


12565 


End 


13440 






Name 


OJ000350 31.0315.C17.o2.np 


Method 


AAT /NAP 






Start 


12577 


End 


13150 






GI 


6598845 


Score 


346 




? — 


Exons 


12577. .12806, 12882.. 13150 








& _§ 


GI Descrip. 


(AC0107 95) putative AP-2 domain transcription factor 




£l 




[Arabidopsis thaliana] 










Seq. No. 


43883 


Seq. ID 


OJ000350_31.0315 


.C17 






92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17.ol.tc 


Method 


TBLASTX: Cress 






Start 


5870 


End 


13146 






GI 


none 


Score 


184 






Exons 


5870.. 6148, 5871.. 6119, 12655 .. 12726, 


12964. .13122, 13111.. 1314 




Seq. No. 


43883 


Seq. ID 


OJ000350_31.0315 


.C17 




Gene No. 


92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17.ol.ts 


Method 


TBLASTX: Soybean 






Start 


5870 


End 


13146 






GI 


none 


Score 


170 






Exons 


5870. .6148, 5871. .6119, 12964 .. 13122 , 


13009. .13122, 13111.. 1314 



44797 




Seq. No. 


43883 ' 


Seq. ID 


OJ000350 


_31.0315 


.C17 


Gene No. 


92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5906 


End 


13146 






GI 


none 


Score 


80 






Exons 


5906.. 6040, 5966.. 6052, 6041 


. .6151, 6054. .6176, 


12976. . 


1310 




12991. .13122, 13114. .1314 6 










Seq. No. 


43883 


Seq. ID 


OJ000350 


_31.0315 


.C17 


Gene No. 


92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17.o2utm 


Method 


TBLASTX: 


Maize 




Start 


12563 


End 


12729 






GI 


none 


Score 


113 






Exons 


12563. . 12718, 12563. . 12718, 


12565. .12729, 12655 


. .12723 




Seq. No. 


43883 


Seq. ID 


OJ000350 


_31.0315 


.C17 


Gene No. 


92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17/o3.np 


Method 


AAT/NAP 






Start 


16701 


End 


20244 






GI 


7340881 


Score 


463 






Exons 


16701. .17110, 18081. .18183, 


18289. .18406, 19841 


. .20113, 






20200. .20244 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43883 


Seq. ID 


OJ000350 


_31.0315 


.C17 


Gene No. 


92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17.o6.gs 


Method 


GENSCAN 






Start 


16984 


End 


17769 






GI 


none 


Score 


.43 






Exons 


16984. .17086, 17345.. 17769 










Seq. No. 


43883 


Seq. ID 


OJ000350 


_31.0315 


.C17 


Gene No. 


92189 


Strand 








Start 


16984 


End 


20244 






Name 


OJ000350 31.0315.C17.o7.gs 


Method 


GENSCAN 






Start 


19759 


End 


20153 






GI 


none 


Score 


.85 






Exons 


19759. .20153 










Seq. No. 


43884 


Seq. ID 


OJ000350_ 


_31.0315 


.C18 


Gene No. 


92190 


Strand 








Start 


633 


End 


993 






Name 


OJ000350 31.0315.C18.ol.np 


Method 


AAT/NAP 






Start 


633 


End 


993 






GI 


103076 


Score 


121 






Exons 


633. .843, 885. .993 










GI Descrip. 


Bkm-like sex-determining region hypothetical protein CS314 - 




fruit fly (Drosophila melanogaster) (fragment) 






Seq. No. 


43885 


Seq. ID 


OJ000350_ 


_31.0315 


.C20 


Gene No. 


92191 


Strand 


+ 






Start 


816 


End 


1139 






Name 


OJ000350 31.0315.C20.ol.gs 


Method 


GENSCAN 







44798 



Start 
GI 

Exons 



816 
none 

816. .1139 



End 
Score 



1139 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43886 Seq. ID 

92192 Strand 

264 End 
OJ000350_31 . 0315 . C21 . ol . np Method 

264 End 

6539588 Score 
264. .543 

(AP000837) hypothetical protein ■ [Oryza sativa] 



OJ000350_31.0315.C21 
+ 

543 

AAT/NAP 
543 
166 



43886 Seq. ID 

92192 Strand 

264 End 
OJ000350_31 . 0315 . C21 . ol . gs Method 

385 End 

none Score 
385. .464 



OJ000350_31.0315.C21 
+ 

543 

GENSCAN 

464 

.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43887 Seq. ID 

92193 Strand 

1964 End 

OJ000350_30 . 0314 . C6 . ol . np Method 

1964 End 

5777617 Score 
1964. .2007, 3167. .3272 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000350_30.0314 .C6 
+ 

3272 
AAT/NAP 
3272 
92 



43887 
92194 
3660 

OJ000350_30 . 0314 . C6 . o2 . gs 

3660 

none 

3660.. 3846, 3937.. 3971 

43887 
92195 
743 

OJ000350_30.0314.C6.ol.gs 

743 

none 



Seq. ID OJ000350_30.0314.C6 

Strand + 

End 3971 

Method GENSCAN 

End 3971 

Score .94 



Seq. ID OJ000350_30.0314.C6 
Strand 

End 2878 

Method GENSCAN 

End 2878 

Score .78 



743. .819, 1023. .1116, 1278. .1427, 2798. .2878 



43888 Seq. ID 

92196 Strand 

1 End 

OJ000350_30 . 0314 . C8 . ol . np Method 

1 End 

5882743 Score 
1..285, 418. .653, 758. .1045, 
2340. .2546 

(AC008263) ESTs gb|H36134 and gb|H36132 come from this gene. 
[Arabidopsis thaliana] 



OJ000350_30.0314.C8 
+ 

5068 
AAT/NAP 
2546 
1273 



1124. .1252, 1377. .1550, 2151. .2258, 



44799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43888 
92196 
1 

OJ000350_30.0314.C8.ol.gs 

378 

none 



Seq. ID OJ000350_30.0314.C8 

Strand + 

End 5068 

Method GENSCAN 

End 5068 

Score .81 



378. .653, 758. .1045, 1124. .1252, 1377. .1550, 2151. .2258, 
2340. .2530, 2633. .2720, 4964. .5068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43888 
92196 
1 

OJ000350_30.0314.C8.ol.ts 

417 

none 



Seq. ID OJ000350__30.0314.C8 

Strand + 

End 5068 

Method TBLASTX : Soybean 

End 84 0 

Score 306 



417. .653, 419. .652, 519. .668, 541. .669, 751. .840, 758.-838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43888. 
92196 
1 

OJ000350_30.0314.C8.o2.tc 

435 

none 



Seq. ID OJ000350_30.0314.C8 

Strand + 

End 5068 

Method TBLASTX : Cress 

End 796 

Score 279 



435. .653, 436. .471, 500. .652, 541. .654, 559. .654, 770. .796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43888 
92196 
1 

OJ000350_30.0314.C8.ol.tw 

486 

none 



Seq. ID OJ000350_30.0314.C8 

Strand + 

End 5068 

Method TBLASTX : Wheat 

End 910 

Score 41 



486. .539, 519. .653, 520. .654, 545. .652, 751. .909, 758. .910 



43888 
92196 
1 

OJ000350_30 . 0314 . C8 . ol . tm 

495 

none 



Seq. ID OJ000350_30.0314.C8 

Strand + 

End 5068 

Method TBLASTX : Mai ze 

End 2365 

Score 195 



495. .650, 500. .649, 751. .993, 758. .994, 764. .994, 1003. .1041, 
1007. .1045, 1120. .1254, 1124. .1264, 1136. .1252, 1171. .1254, 
1377. .1550, 1391. .1444, 1398. .1550, 2148. .2261, 2150.. 2251, 
2342. .2365, 2344. .2364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43888 
92196 
1 

OJ000350_30.0314.C8.o3.ts 

841 

none 



Seq. ID OJ000350_30.0314.C8 

Strand + 

End 5068 

Method TBLASTX : Soybean 

End 1045 

Score 202 



841. .993, 842. .1000, 1007. .1045 



Seq. No. 43888 

Gene No. 92196 

Start 1 

Name OJ000350_30 . 0314 . C8 . ol . tc 

Start 1007 



Seq. ID OJ000350_30.0314.C8 

Strand + 

End 5068 

Method TBLASTX : Cress 

End 2243 



44800 




GI 


none 






Score 


47 




Exons 


1007. .1045, 


1009. 


.1065, 1119. 


.1253, 1124.. 1258, 


1160. .1255, 




1376. .1552, 


1377. 


.1550, 1377. 


.1553, 2145.. 2243 




Seq. No. 


43888 






Seq. ID 


OJ000350 


_30.0314.C8 


Gene No. 


92196 






Strand 


+ 




tJ Lai U 


1 






End 


5068 




Name 


OJ000350 30 


0314. 


C8.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


1389 






End 


2561 


GI 


none 






Score 


191 




Exons 


1389. .1550, 


1398. 


.1550, 2144. 


.2233, 2145.. 2261, 


2336. .2551, 




2337. .2561, 


2339. 


.2560 








Seq. No. 


43888 






Seq. ID 


OJ000350 


_30.0314.C8 


Gene No. 


92196 






Strand 


+ 




art - 
o tax l. 


i 

-L 






End 


5068 




Name 


OJ000350 30. 


0314. 


C8.o2.tm 


Method 


TBLASTX : 


Maize 


Start 


2325 






End 


2582 




GI 


none 






Score 


199 




Exons 


2325. .2486, 


2366. 


.2488, 2366. 


.2488, 2367.-2489, 


2480. .2551, 




2489. .2548, 


2490. 


.2582 








Seq. No. 


43888 






Seq. ID 


OJ000350 


_30.0314.C8 










Strand 


+ 




Start 


1 






End 


5068 




Name 


OJ000350 30. 


0314. 


C8.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


2330 






End 


2551 




GI 


none 






Score 


95 




Exons 


2330. .2395, 


2337. 


.2396, 2391. 


.2516, 2402.. 2515, 


2519. .2551 


Seq. No. 


43889 






Seq. ID 


OJ000350 


_30.0314.C9 


fZo n o Mo 








Strand 


+ 




Start 


21 






End 


928 




Name 


OJ000350 30. 


0314. 


C9.ol.gs 


Method 


GENSCAN 




Start 


21 






End 


928 




GI 


none 






Score 


.58 




Exons 


21. .49, 233. 


.422, 


905. .928 








Seq. No. 


43889 






Seq. ID 


OJ000350 


_30.0314.C9 


Gene No. 


92198 






Strand 


+ 




O L. ai L. 


7040 






End 


12727 




Name 


OJ000350 30. 


0314. 


C9.o4.gs 


Method 


GENSCAN 




Start 


7040 






End 


12727 




GI 


none 






Score 


.6 




Exons 


7040. .7273, 


7297. 


.7464, 8009. 


.8132, 8586.. 8761, 


9006. .9269, 




10666. .10868, 12120 .. 12153, 12665.. 12727 




Seq. No. 


43889 






Seq. ID 


OJ000350 


_30.0314.C9 


Gene No. 


92198 






Strand 


+ 




Start 


7040 






End 


12727 




Name 


OJ000350 30. 


0314. 


C9.ol.gp 


Method 


AAT/GAP 




Start 


7044 






End 


8668 




GI 


LIB3434-025- 


Pl-Kl 


-C2 


Score 


847 




Exons 


7044. .7273, 


7360. 


.7464, 8424. 


.8481, 8586.-8668 




GI Descrip. 


'2435511 4.0e-29 


(AF024504) contains similarity 


to prolyl 



4-hydroxylase alpha subunit [Arabidopsis thaliana] ' 



44801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43889 
92198 
7040 

OJ000350_30.0314.C9.ol.np 

7073 

6437556 

7073. .7273, 7360. .7464, 8424, 



Seq. ID OJ000350_30.0314.C9 

Strand + 

End 12727 

Method AAT/NAP 

End 9320 

Score 701 

.8481, 8586. .8768, 9022. .9320 



(AC011623) unknown protein [Arabidopsis thaliana] 



43889 Seq. ID 

92199 Strand 

2004 End 

OJ000350_30.0314.C9.o2.gs Method 

2004 End 

none Score 

2004.. 2071, 2222.. 2379, 2514.. 2602 



OJ000350_30.0314.C9 

2602 
GENSCAN 
2602 
.5 



Seq. No. 43889 Seq. ID 

Gene No. 92200 Strand 

Start 3993 End 

Name OJ000350__30 . 0314 . C9 . o3 . gs Method 

Start 3993 End 

GI none Score 

Exons 3993.. 4111, 4852.. 4999, 5194.. 5481 



OJ000350_30.0314.C9 

5481 
GENSCAN 
5481 
. 6 



Seq. No. 43889 

Gene No. 92201 

Start 7175 

Name OJ000350_30 . 0314 . C9 . o2 . tm 

Start 7175 

GI none 

Exons 7175.. 7273, 7175.. 7273, 7183. 
7402. .7464 



Seq. ID OJ000350_30.0314.C9 
Strand 

End 9338 

Method TBLASTX : Mai ze 

End 7464 

Score 118 

.7278, 7363. .7464, 7380. .7454, 



Seq. No. 43889 
Gene No. 92201 
Start 7175 

Name OJ000350_30 . 0314 .C9.ol . tc 

Start 7177 
GI none 

Exons 7177.. 7257, 7178.. 7273, 7363.. 7458, 7377.. 7511, 8421 

8568. .8663, 8573. .8761, 8584. .8760, 9008. .9148, 9018 
9198.. 9320, 9203.. 9319 



Seq. ID OJ000350_30.0314.C9 
Strand 

End 9338 
Method TBLASTX: Cress 
End 9320 
Score 106 

,8498, 
.9167, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43889 • 

92201 

7175 

OJ000350_30.0314.C9.ol.ts 

7177 

none 



Seq. ID OJ000350_30.0314.C9 
Strand 

End 9338 

Method TBLASTX : Soybean 

End 9320 

Score 125 



7177. .7263, 7178. .7282, 7363.-7464, 7377. .7457, 8421. .8498, 
8572. .8763, 8573. .8761, 8584. .8763, 8878. .8907, 8881. .8907, 
9014. .9148, 9015. .9167, 9198. .9320, 9218. .9310 



Seq. No. 
Gene No. 
Start 



43889 
92201 
7175 



Seq. ID 

Strand 

End 



OJ000350 30. 0314. C9 



9338 



44802 



Name 

Start 

GI 

Exons 



OJ000350_30 . 0314 . C9 . ol . tm Method TBLASTX : Maize 
8433 End 9338 

none Score 84 

8433. .8498, 8566. .8760, 8573. .8761, 8614. .8766, 8860. .8907, 
8865.. 8906, 9015.. 9338, 9017.. 9322 



Seq. No. 


43890 






Gene No. 


92202 






Start 


533 






Name 






ol . qp 


Start 


533 






GI 


2429054 






Exons 


533. .990 






Seq. No. 


43890 






Gene No. 


92202 






Start 


533 






Naitie 




0314. C10. 


ol . gs 


Start 


709 






GI 


none 






Exons 


709. .1026 






Seq. No. 


43890 






Gene No. 


92203 






Start 


8166 






Name 


riTnnn^n 

UuUUUjjU jU . 


0314. C10. 


o3 . gs 


Start 


8166 






GI 


none 






Exons 


8166. .8257, 


10120. .10291 


Seq. No. 


43890 






Gene No. 


92204 






Start 


18419 






Name 


OJ000350 30. 


0314. C10. 


o5 . gs 




1 fid 1 Q 

1041 j 






GI 


none 






Exons 


18419. .19519 






Seq. No. 


43890 






Gene No. 


92205 






Start 


25606 






Name 


OJ000350 30. 


0314. C10. 


08 . gs 


Start 


25606 






GI 


none 






Exons 


25606. .25833 


, 26726.. 


26929, 




27426. .27533 


, 28146.. 


28277 


Seq. No. 


43890 






Gene No. 


92205 






Start 


25606 






Name 


OJ000350 30. 


0314. C10. 


o3 .np 


Start 


26855 




GI 


6520231 






Exons 


26855. .26929 


, 27127.. 


27192, 



Seq. ID OJ000350_30. 0314. C10 

Strand + 

End 1026 

Method AAT/GAP 

End 990 

Score 775 



Seq. ID OJ000350_30. 0314. C10 

Strand + 

End 1026 

Method GENSCAN 

End 1026 

Score . 62 



Seq. ID OJ000350_30. 0314 .C10 

Strand + 

End 10291 

Method GENSCAN 

End 10291 

Score .46 



Seq. ID OJ000350_30. 0314. C10 

Strand + 

End 19519 

Method GENSCAN 

End 19519 

Score . 92 



Seq. ID OJ000350_30. 0314. C10 

Strand + 

End 29196 

Method GENSCAN 

End 28277 

Score . 9 



Seq. ID OJ000350_30. 0314 .C10 

Strand + 

End 29196 

Method AAT/NAP 

End 29196 

Score 259 



29155. .29196 

GI Descrip. (AB028232) helix-loop-helix protein homolog [Arabidopsis 
thaliana] 



44803 



Seq. No. 43890 Seq. ID 

Gene No. 92206 Strand 

Start 1592 End 

Name OJ000350_30 . 0314 . CIO . o2 . gs Method 

Start 1592 End 

GI none Score 
Exons 



OJ000350_30. 0314. CIO 

7887 
GENSCAN 
7862 
.61 



1592. .1668, 1892. .2180, 2266. .2562, 3803. .4213, 4886. .4990, 
5350. .5439, 5632. .5733, 6430. .6561, 6822. .7004, 7315. .7508, 
7575. .7701, 7764. .7862 



Seq. No. 43890 

Gene No. 92206 

Start 1592 

Name OJ000350_30 . 0314 . C10 . ol . np 

Start 3303 

GI 4107001 

Exons 3303.. 3440, 3895.. 4232, 4888. 

6430.. 6561, 6822.. 7004, 7315, 

GI Descrip. (D82035) OSK4 [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4990, 5350 
.7503, 7636 



OJ000350 30. 0314. C10 



7887 
AAT/NAP 
7839 
681 

5439, 
7839 



5548. .5733, 





Seq. No. 


43890 


Seq. ID 


OJ000350_30. 0314. C10 




Gene No. 


92206 


Strand 






Start 


1592 


End 


7887 




Name 


OJ000350 30.0314.C10.o3.gp 


Method 


AAT/GAP 




Start 


7437 


End 


7887 




GI 


1631692 


Score 


558 


ri 1 


Exons 


7437. .7508, 7640. .7887 








Seq. No. 


43890 


Seq. ID 


OJ000350_30. 0314. C10 


L L; 


Gene No. 


92207 


Strand 




\ J 


Start 


10873 


End 


14525 


I b? 


Name 


OJ000350 30.0314.C10.o4.gp 


Method 


AAT/GAP 




Start 


10873 


End 


12949 


~ >™ 

•= :£? 


GI 


40416 1.R1084 


Score 


1434 


U S 

'"4 


Exons 


10873. .11434, 12535. .12597, 


12701. .12821, 12911.. 12949 




GI Descrip. 


•2494115 1.0e-26 (AC002376) 


Strong similarity to Arabidopsis 


r ~ 




AT H SARI (gb_M90418). ESTs gb 


_T44122,gb_ 


_N65276,gb_AA041135 coi 






from this gene. [Arabidopsis 


thaliana] 1 




^ !=? 


Seq. No. 


43890 


Seq. ID 


OJ000350_30. 0314. C10 




Gene No. 


92207 


Strand 






Start 


10873 


End 


14525 




Name 


OJ000350 30.0314.C10.o2.np 


Method 


AAT/NAP 




Start 


11291 


End 


14525 




GI 


7485009 


Score 


914 




Exons 


11291. .11434, 12535. .12597, 


12701. .12821, 12911. .13052, 



14336. .14525 



GI Descrip. homeobox protein homolog F24L7.19 - Arabidopsis thaliana 

gi I 2914706 | gb | AAC04496 . 1 1 (AC003974) putative synaptobrevin 
[Arabidopsis thaliana] 



Seq. No. 43890 Seq. ID 

Gene No. 92208 Strand 

Start 24787 End 

Name OJ000350_30 . 0314 . C10 . o2 . tc Method 

Start 3303 End 



OJ000350_30. 0314 .C10 
24993 

TBLASTX: Cress 
7790 



44804 



GI 

Exons 



none 

3303.. 3398, 5350.. 5439, 5557. 
6467.. 6553, 6819.. 7013, 6901. 
7680. .7790 



Score '69 

.5688, 5575.. 5739, 6424.. 6555, 
.7008, 7312. .7416, 7441.. 7509, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43890 
92208 
24787 

OJ000350_30. 0314 .C10. o2.ts 

3303 

none 

3303.. 3398, 5350.. 5439, 5557, 
6819.. 7013, 6901.. 7008, 7312. 

43890 
92208 
24787 

OJ000350_30 . 0314 - C10 . o2 . tm 

3303 

none 

3303. .3389, 5350. .5439, 5548. 
6467.. 6553, 6819.. 7013, 6901. 
7680. .7787 



Seq. ID OJ000350_30. 0314. C10 
Strand 

End 24993 

Method TBLASTX : Soybean 

End 7787 

Score 98 

.5739, 6424.. 6555, 6467.. 6553, 
.7416, 7441. .7509, 7680. .7787 

Seq. ID OJ000350_30. 0314. C10 
Strand 

End 24993 
Method TBLASTX: Maize 
End 7787 
Score 72 

.5739, 5554.. 5709, 6424.. 6555, 
.7008, 7312. .7431, 7441. .7509, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43890 
92208 
24787 

OJ000350_30. 0314. C10. ol.tm 
11281 



none 
11281 
11372 
12699 
14362. .14529 



Seq. ID OJ000350_30. 0314. C10 
Strand 

End 24993 
Method TBLASTX: Maize 
End 14529 
Score 104 

11442, 11294. .11317, 11295 .. 11498 , 11371 .. 11436, 
11452, 12523. .12600, 12528 .. 12599, 12698 .. 12820, 
12821, 12910. .13050, 12913 .. 13053, 14334 .. 14528, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43890 
92208 
24787 

OJ000350_30. 0314. C10. ol.ts 

11294 

none 



Seq. ID OJ000350_30. 0314. C10 
Strand 

End 24993 

Method TBLASTX : Soybean 

End 14535 

Score 100 



11294. .11317, 11298. .11429, 11353. . 11436, 11361 .. 114 4 1, 

11371. .11451, 11372. .11452, 12523 12600, 12696 .. 12809, 

12698. .12817, 12699 .. 12815, 12910 .. 13050, 12977 .. 13048, 

14334. .14534, 14362. .14535 



43890 
92208 
24787 

OJ000350_30. 0314 .C10. ol.tc 

11358 

none 



Seq. ID OJ000350_30. 0314. C10 
Strand 

End 24993 

Method TBLASTX: Cress 

End 14526 

Score .99 



11358. .11498, 11372. .11452, 12523. . 12600, 12528 .. 12599, 

12541. .12600, 12694. .12819, 12697 .. 12720, 12698 12820, 

12699. .12821, 12908 .. 13024 , 12910 .. 13050, 12910 13050, 

14334. .14525, 14371.. 14526 



44805' 





O g • IN (j • 




beg. id 


OTnnnocn on not a r>i r> 
OJUUUJoU JU.UJ14.C1U 




Gene No. 


92208 


Strand 






Start 


24787 


End 


24993 




Vi cULIC? 




Metnoa 








94707 — 
Z 4 / O / 


bna 


O A Q Q O 

z 4 yy J 






none 


Score 


1 A 

. / 4 




Exons 


9 4 7R7 94 QQ'J 

Z 4 / O / • . Z 4 y y .3 










4 "3R QD 


oeq. iu 


UJUUUjjU JU.UJ14.ClU 








Strand 






Of- a -rt- 


9 6R Q4 

Z D O -74 


End 


28279 




Klamo 




Method 


TBLASTX: Wheat 




OLdi L 


96RQ4 — 


End 


28279 




GI 


none 


Score 


60 




Exons 


26894. .26929, 27124 .. 27195, 


27125. .27193, 27127 .. 27204 , 






97967 97*3RP) 979RQ 97^7fl 


27309. .27386, 27444 .. 27497 , 






97461 974QPI 974RQ otcoo 
Z / 4 01 . . Z / 4 y U , Z / ^tjy . . Z / jjj, 


27504. .27533, 2814 6 .. 28223, 






9R1 C \Q 9R994 OQi tQ 90001 

zoioy. .^ozz4, zoiDy. .zozzi, 


28160. .28222, 28227 .. 28277 , 






9R99Q 9R97Q 9R99Q 9R976 


28233. .28277 




Can No 


4 ^R Qfi 

T JO 


Seq. ID 


OJ000350_30. 0314. C10 




Ppno Mo 

UUi 1C- IN . 




Strand 






O Lai L 




End 


28279 




Name 


OJ000350 30.0314.C10.o3.ts 


Method 


TBLASTX : Soybean 


ST 


Start 


27136 


End 


28277 


- 


V3-L 


none 


Score 


102 


V s " 


Exons 


z / 10 d . . z / 1 yo , z / 1 . . z / ZU4 , 


27273. .27380, 27283 .. 27384 , 


1 J 




97"3f)Q 97° t R£ OTjI/Q 97/Q7 
Z / JU5. ,Z / jOD, Z / 4 4 y . • Z / 4 O / , 


27456. .27533, 274 61 .. 27523, 






OQITI 9R96Q OQITO 9Q977 
tOl / l. . Z 0 Z O y , Zol / j. . Z 0 Z / / 






= ,i 


Cq/-t Mo 


4 ^R Q1 

4 .3 0 y 1 


Seq. ID 


OJ000350_30.0314.C11 




rZono Mo 


Q991 n 

y Z Z J. u 


Strand 


+ 




Start 


117 


End 


5452 




Name 


OJ000350 30.0314.Cll.ol.gs 


Method 


GEN SCAN 


f *l 


OLClI L 


117 


End 


5452 






none 


Score 


.7 




F von o 


117 997 1 H4 1 1 1 911/1 
11/ . . ZZ / , XU41. .1104/ Z 1 1 4 . . 


2224, 2292 


..2498, 3236.. 3328, 


|.n 




Jfll / . . JDIU/ 4.304..4OO3, 4bjy 


..4793, 5001. .5452 




JC^i IN U • 


4 *}R Q1 
4 jo y 1 


Seq. ID 


OJ000350_30. 0314 .Cll 


U 


Gene No. 


92210 


Strand 


+ 


~ 


Start 


117 


End 


5452 




Mama 


UUUUUjjU jU . UJ14 . L-l 1 . 01 . gp 


Method 


AAT/GAP 






z j y 4 


End 


4240 




ox 


■31 fi7R99 
31U / ozz 


Score 


618 




Exons 


9*}Q4 9/1 QQ OOOC QOOQ O /I 1 7 

zoy4..Z4yo, JZ JO . . 0JZ0, .341/ 


..3540, 4216. .4240 




Cprt Mo 


4 ^fl Q1 
4 0 0 y 1 


Seq. ID 


OJ000350_30. 0314. Cll 




f^pnp Mo 


Q991 1 


Strand 






O Ldi L 


R 64 n 

0 04 U 


End 


6013 




Name 


ojfinniso ^n rm 4 n 1 09 t-m 

UuUUUJJU • U014 . ^.1 1 . oz • tin 


Method 


TBLASTX: Maize 




Start 


2310 


End 


4259 




GI 


none 


Score 


289 




Exons 


2310.. 2498, 2311.. 2499, 2312 


..2500, 3236.. 3328, 3236.-3328, 






3237.. 3341, 3406.. 3522, 3416 


.-.3535, 3416.. 3529, 3447.. 3551, 






3453.. 3557, 4203.. 4259 







44806 



Seq. No. 43891 

Gene No. 92211 

Start 5640 

Name OJ000350_30 . 0314 . Cll . ol . ts 

Start. 2451 

GI none 

Exons 2451.. 2498, 3235.. 3318, 3236. 

3421.. 3549, 3453. .3566, 4203. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 30.0314.C11 



6013 

TBLASTX: Soybean 
4259 
71 

3328, 3416.. 3538, 3419.. 3538, 
4259 



Seq. No. 43891 Seq. ID 

Gene No. 92211 Strand 

Start 5640 End 

Name OJ000350_30 . 0314 . CI 1 . ol . tm Method 

Start 4494 End 

GI none Score 

Exons 4494.. 4553, 4501.. 4560, 4501.. 4551, 

4637. .4834, 4666. .4857, 4958. .5140, 

4959. .5237, 5210. .5260, 5318. .5434, 
5680.. 5721 



OJ000350_30.0314.C11 
6013 

TBLASTX: Maize 
5721 
71 

4622.. 4819, 4632.. 4820, 
4958.. 5161, 4959.. 5213, 
5321.. 5479, 5601.. 5636, 



Seq. No. 43891 Seq. ID OJ000350_30 . 0314 . Cll 

Gene No. 92211 Strand 

Start 5640 End 6013 

Name OJ000350_30. 0314 .Cll. o2.gp Method AAT/GAP 

Start 5640 End 6013 

GI uC-osflM202084e04al Score 736 

Exons 5640.. 6013 

GI Descrip. 1 4176420/dbj | BAA37167 | 2-0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 





Seq. No. 


43892 


Seq. ID 


OJ000350_30.0314 


.C12 




Gene No. 


92212 


Strand 


+ 




\ j_J 


Start 


1048 


End 


2510 






Name 


OJ000350 30.0314.C12.ol.gs 


Method 


GEN SCAN 






Start 


1048 


End 


2510 




v | 


GI 


none 


Score 


.67 




S 2 

~ vzt 


Exons 


1048.. 1165, 2443.. 2510 










Seq. No. 


43892 


Seq. ID 


OJ000350_30.0314 


.C12 




Gene No. 


92213 


Strand 


+ 






Start 


4441 


End 


5056 






Name 


OJ000350 30.0314.C12.o2.gs 


Method 


GENSCAN 






Start 


4441 


End 


5056 






GI 


none 


Score 


.58 






Exons 


4441. .4660, 4759. .4916, 4931 


. .5056 








Seq. No. 


43892 


Seq. ID 


OJ000350_30.0314 


.C12 




Gene No. 


92214 


Strand 


+ 






Start 


14920 


End 


18182 






Name 


OJ000350 30.0314.C12.o3.np 


Method 


AAT/NAP 






Start 


14765 


End 


18182 






GI 


5922620 


Score 


697 






Exons 


14765. .14807, 1484 6 .. 14 903, 


15685. .15795, 15932 .. 16070, 








16165. .16188, 16307. .16483, 


16591. .16675, 18053. .18182 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 



44807 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


43892 


Seq. ID 


OJ000350 


_30.0314 


.C12 


Gene No. 


92214 


Strand 


+ 






Start 


14920 


End 


18182 






Name 


OJ000350 30.0314.C12.o4.gs 


Method 


GENSCAN 






Start ' 


14920 


End 


17876 






GI 


none 


Score 


.58 






Exons 


14920. .14950, 15438 .. 15601, 


16165. .16275, 16280 


. .16450, 






16591. .16675, 16708 16859, 


17694. .17876 






Seq. No. 


43892 


Seq. ID 


OJ000350 


_30.0314 


.C12 


Gene No. 


92215 


Strand 


+ 






Start 


19686 


End 


22226 






Name 


OJ000350 30.0314.C12.o5.np 


Method 


AAT/NAP 






Start 


19686 


End 


22226 






GI 


6851021 


Score 


144 






Exons 


19686. .19737, 20421 .. 20566, 


22153. .22226 






GI Descrip. 


(Y08501) or fX [Arabidopsis 


thaliana] 








Seq. No. 


43892 


Seq. ID 


OJ000350_ 


_30.0314 


.C12 


Gene No. 


92216 


Strand 








Start 


2302 


End 


2791 






Name 


OJ000350 30.0314.C12.ol.np 


Method 


AAT/NAP 






Start 


2302 


End 


2791 






GI 


7228450 


Score 


154 






Exons 


2302.. 2413, 2498.. 2621, 2732.. 2791 








GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 






Seq. No. 


43892 


Seq. ID 


OJ000350 


_30.0314 


.C12 


Gene No. 


92217 


Strand 








Start 


5627 


End 


13148 






Name 


OJ000350 30.0314.C12.o2.np 


Method 


AAT/NAP 






Start 


5627 


End 


9948 






GI 


4206200 


Score 


217 






Exons 


5627. .5741, 6895. .7240, 7280. .7741, 9926. .9948 






GI Descrip. 


(AF071527) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


43892 


Seq. ID 


OJ000350_ 


_30.0314 


.C12 


Gene No. 


92217 


Strand 








Start 


5627 


End 


13148 






Name 


OJ000350 30.0314.C12.o3.gs 


Method 


GENSCAN 






Start 


6747 


End 


13148 






GI 


none 


Score 


.81 






Exons 


6747.. 6905, 7003.. 7889, 12884.. 13148 








Seq. No. 


43892 


Seq. ID 


OJ000350_ 


J30.0314 


.C12 


Gene No. 


92218 


Strand 








Start 


18955 


End 


20885 






Name 


OJ000350 30.0314.C12.o5.gs 


Method 


GENSCAN 






Start 


18955 


End 


20885 






GI 


none 


Score 


.77 






Exons 


18955. .19181, 19762. .19893, 


20864. .20885 






Seq. No. 


43892 


Seq. ID 


OJ000350_ 


_30.0314 


.C12 


Gene No. 


92219 


Strand 









44808 



start 


O O ft ft 






End 


24169 




Name 


OJ000350 30.0314.C12, 


.06 


.gs 


Method 


GENSCAN 




Start 


22096 




End 


24169 




GI 


none 






Score 


.74 




Exons 


22096. .22281, 22361.. 


,22459, 


22554. .22626, 22918 .. 23091, 




23201. .24169 












Seq. No. 


43893 






Seq. ID 


OJ000350 30. 


.0314. C13 


Gene no. 


92220 






Strand 


+ 




Start 


3414 






End 


7076 




Name 


OJ000350 30.0314.C13. 


,ol, 


.gs 


Method 


' GENSCAN 




Start 


3414 






End 


7076 




GI 


none 






Score 


.42 




Exons 


3414. .3470, 3508. .3584, 


5879 


'..6007, 6236. .6444, 6987. .7076 


Seq. No. 


A 1 O ft O 

43893 






Seq. ID 


OJ000350_30 . 


. 0314 .C13 


Gene No. 


ft O O O 1 

92221 






Strand 


+ 




Start 


12433 






End 


12702 




Name 


OJ000350 30.0314.C13. 


o3, 


.gs 


Method 


GENSCAN 




Start 


12433 






End 


12702 




GI 


none 






Score 


.97 




Exons 


12433. .12702 












Seq. No. 


43893 






Seq. ID 


OJ000350_30. 


0314 .C13 


Gene No. 


92222 






Strand 


+ 




Start 


13448 






End 


13847 




Name 


OJ000350 30.0314.C13. 


o3. 


gp 


Method 


AAT/GAP 




Start 


13448 




End 


13847 




GI 


none 






Score 


800 




Exons 


13448. .13847 












Seq. No. 


43893 






Seq. ID 


OJ000350_30. 


0314 .C13 


Gene No. 


92223 






Strand 






Start 


676 






End 


793 




Name 


OJ000350 30.0314.C13. 


ol. 


gp 


Method 


AAT/GAP 




btart 


676 




End 


793 




GI 


LIB3477-003-P1-K1-E9 






Score 


149 




Exons 


676.-793 












GI Descrip. 


, 2498586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S 


I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 












Seq. No. 


43893 






Seq.' ID 


OJ000350_30. 


0314 .C13 


Gene No. 


92224 






Strand 






Start 


3638 






End 


3750 




Name 


OJ000350 30.0314.C13. 


o2. 


gp 


Method 


AAT/GAP 




Start 


3638 




End 


3750 




GI 


LIB3477-003-P1-K1-E9 






Score 


110 





Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



3638. .3750 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



43893 Seq. ID 

92225 Strand 

7421 End 

OJ000350_30.0314 .C13.o2.gs Method 



OJ000350_30.0314.C13 

10619 
GENSCAN 



44809 



Start 


7421 




End 


10619 






GI 


none 




Score 


.71 






Exons 


7421. .8514, 9203. .9485, 10308. .10619 








Seq. No. 


43893 




Seq. ID 


OJ000350_ 


30.0314 


.C13 


Gene No. 


Q999fi 

ZJ C. C \J 




Strand 








Start 


1 *3 1 4 1 




End 


17580 










.o2 .np 


Method ' 


AAT/NAP 






Start 


1 *}1 4 7 

J. J JL *i / 




End 


17293 






GI 


Rfifi974 R 




Score 


1664 






Exons 


1^147 1 ?997 l^fi^^ 


.14411, 


14948. .15099, 15610. 


.15853, 






1 1701^ 17H44 


.17121, 


17204. .17293 






GI Descrip. 


(AC008263) F25A4.24 


[Arabidopsis thaliana] 






Seq. No. 


•i JO 3 J 




Seq. ID 


OJ000350_ 


30.0314 


-C13 


Gene No. 


Q999 
ZZ O 




Strand 








Of a T-+- 
01011. 


1 ^1 47 




End 


17580 






Name 


UJUUUjjU jU. UjII .LJ. j 


. o4 .gs 


Method 


GENSCAN 






Start 


1 "3767 _ 

J. J f o / 




End 


17555 






GI 






Score 


.87 






Exons 


13767 14411. 14948 


.15117, 


15637. .15853, 16330. 


.17121, 






17204. .17361, 17447. 


.17555 










f * s Seq. No. 


43893 




Seq. ID 


OJ000350_ 


30.0314 


.C13 


^ Gene No. 


92226 




Strand 








^3 start 


13147 




End 


17580 






[-0 Name 


OJ000350 30.0314.C13 


. ol . tm 


Method 


TBLASTX: Maize 




fjj Start 


13867 




End ' 


14156 






tl GI 


none 




Score 


210 






i~. Exons 


13867. .14037, 13896. 


.14036, 


14025. .14156, 14029. 


.14154 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43893 
92226 
13147 

OJ000350_30.0314.C13.ol.ts 

13905 

none 

13905. .14051, 13927. .14019, 
14946. .15122, 14 948 .. 15097, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
14037 
15614 

15768. .15845, 16316 .. 16777, 16321. .16776 



OJ000350 30.0314.C13 



17580 

TBLASTX : Soybean 
16777 
77 

14432, 14038. .14433, 
15859, 15636. .15716, 



43893 
92226 
13147 

OJ000350_30.0314.C13.ol.tc 

14046 

none 

14046. .14432, 14104 .. 14223, 
14948. .15097 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_30.0314.C13 
17580 

TBLASTX: Cress 

15119 

59 



14269. .14415, 14946. . 15119, 



Seq. No. 43893 Seq. ID 

Gene No. 92226 Strand 

Start 13147 End 

Name OJ000350_30 . 0314 . C13 . o2 . tm Method 

Start 14199 End 

GI none Score 

Exons 14199. .14417, 14269.. 14415 



OJ000350_30.0314.C13 
17580 

TBLASTX: Maize 

14417 

129 



44810 



Seq. No. 


43893 




Gene No . 


yzzzo 




Start 


13147 




Name 


OJ000350 30.0314.C13 


.02. ts 


Start 


16856 




GI 


none 




Exons 


16856. .16909, 16858. 


.16908, 




17044. .17130, 17045. 


.17131, 


Seq. No. 


43893 




bene no . 






Start 


13147 




Name 


OJ000350 30.0314.C13 


. ol . tw 


Start 


17069 




GI 


none 




Exons 


17069. .17122, 17071. 


.17130, 




17213. .17365, 17445. 


.17483, 


oeq . ino . 


h Jo y J 




Gene No. 


92226 




Start 


13147 




Name 


OJ000350 30.0314.C13 


. o4 . gp 


Start 


17070 


GI 


none 




Exons 


17070. .17121, 17204. 


.17361, 


oeq. no. 


A 1 Q Q A 

4 JO y4 




Gene No. 


92227 




Start 


366 




Name 


OJ000350 30.0314.C14 


. ol .gp 


Start 


366 


GI 


none 




Exons 


366. .732 




Seq. No. 


43894 




bene NO . 


yZZZ / 




Start 


366 




Name 


OJ000350 30.0314.C14 


. ol . tm 


Start 


446 




GI 


none 




Exons 


446. .637, 466. .555, - 


471. .638, 




658. .699 




oeq . no . 


4 jo y 4 




Gene No. 


92227 




Start 


366 




Name 


OJ000350 30.0314.C14, 


.ol.gs 


Start 


476 


GI 


none 




Exons 


476. .697 




Seq. No. 


43895 




Gene No. 


92228 




Start 


14099 




Name 


OJ000350 33.0314.C3.o4.gs 


Start 


14099 





Seq. ID OJ000350_30.0314.C13 
Strand 

End 17580 

Method TBLASTX : Soybean 

End 17357 

Score 4 4 
16909. .16992, 16916 .. 16978, 
17172. .17357, 17213. .17356 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17199. .17360, 
17451. .17480 



OJ000350 30. 0314. €13 



17580 

TBLASTX: Wheat 
17483 
78 

17199. .17225, 



Seq. ID OJ000350_30.0314 .C13 
Strand 

End 17580 

Method AAT/GAP 

End 17580 

Score 616 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_30.0314.C14 
732 

AAT/GAP 

732 

640 



OJ000350_30.0314.C14 
732 

TBLASTX: Maize 

699 

92 



,698, 



OJ000350_30.0314 .C14 
732 

GEN SCAN 

697 

.86 



OJ000350_33.0314.C3 
+ 

18870 

GENSCAN 

18870 



44811 



GI 

Exons 



none Score . 61 

14099. .14294, 14762 .. 14879, 15810 15950, 18014 .. 18142, 

18167. .18348, 18413. .18870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43895 Seq. ID 

92229 Strand 

22785 End 

OJ000350_33 . 0314 . C3 . o2 . np Method 

22785 " End 

5915839 Score 

22785. .23607, 23656.-23757, 25626.. 25990 
CYTOCHROME P450 71D10 gi I 2739000 | gb | AAB94 588 
CYP71D10p [Glycine max] 



OJ000350_33.0314.C3 
+ 

25990 
AAT/NAP 
25990 
613 



(AF022459) 



43895 
92230 
1 

OJ000350_33.0314.C3.ol.np 
1 

4587524 



Seq. ID OJ000350_33.0314.C3 
Strand 

End 4232 

Method AAT/NAP 

End 4232 

Score 457 



1..298, 913. .978, 1073. .1158, 1465. .1578, 1694. .1788, 
1833. .1920, 2001. .2074, 2231. .2333, 2463. .2520, 2614. .2669, 
3233.. 3422, 4071.. 4232 
GI Descrip. (AC007060) T5I8.13 [Arabidopsis thaliana] 



Seq. No. 43895 . 

Gene No. 92230 

Start 1 

Name OJ000350_33 . 0314 . C3 . ol . gs 

Start 988 

GI none 

Exons 988.. 1158, 1465.. 1578, 1840.. 

2614.. 2669, 3233.. 3363, 3862. 



Seq. ID OJ000350_33.0314.C3 
Strand 
End 

Method 

End 

Score 
1920, 2241, 
.4078 



4232 ' 
GENSCAN 
4078 
.68 

.2384, 2463.. 2520, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350 33. 0314. C3 



43895 Seq. ID 

92230 Strand 
1 End 
OJ000350_33 . 0314 . C3 . ol . gp Method 
1503 End 
5005200 Score 
1503.. 1578, 1694.. 1759, 1840.. 1920, 2001 
2463.. 2520, 2614.. 2669, 3233.. 3345 

4587524/gb|AAD25755.1|AC007060_13 4.0e-36 (AC007060) 
[Arabidopsis thaliana] 



4232 
AAT/GAP 
3345 
1163 

2084, 2241, 



,2384, 



T5I8.13 



43895 Seq. ID 

92231 Strand 

8526 End 

OJ000350_33 . 0314 . C3 . o3 . gs Method 

8526 End 

none Score 
8526. .8759 



OJ000350_33.0314.C3 

8759 
GENSCAN 
8759 
.96 



Seq. No. 43895 Seq. ID 

Gene No. 92232 Strand 

Start 22876 End 

Name OJ000350 33.0314 .C3.o2 .tm Method 



OJ000350__33.0314.C3 
25990 

TBLASTX: Maize 



44812 




Start . 


22876 




End 


23514 




GI 


none 




Score 


112 




Exons 


22876. .22956, 22878. 


.22946, 


22894. .22947, 2304 1 .. 23136, 






23043. .23285, 23164. 


.23406, 


23422. .23514 




Seq. No. 


43895 




Seq. ID 


OJ000350_33.0314 


.C3 


Gene No . 


jZZoZ 




Strand 






Start 


22876 




End 


25990 




Name 


OJ000350 33. 0314. C3. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


22891 




End 


25985 




GI 


none 




Score 


76 




Exons 


22891. .22959, 23041. 


.23178, 


25626. .25985, 25808.. 25975 




Seq. No. 


43895 




Seq. ID 


OJ000350_33.0314 


.C3 


Gene No. 


92232 




Strand 






Start 


ZZo 1 0 




End 


25990 




Name 


OJ000350 33. 0314. C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


22894 




End 


25985 




GI 


none 




Score 


55 




Exons 


22894. .22947, 23038. 


.23289, 


25625. .25720, 25626 .. 25985, 






25793. .25975 










Seq. No. 


43895 




Seq. ID 


OJ000350_33.0314 


.C3 


bene no . 


noon 
yZZoZ 




Strand 






Start 


22876 




End 


25990 




Name 


OJ000350 33. 0314. C3. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


25607 




End 


25990 




GI 


none 




Score 


394 




Exons 


25607. .25990, 25626. 


.25988 








Seq. No. 


43895 




Seq. ID 


OJ000350_33.0314 


.C3 


Gene No. 


yZZoZ 




Strand 






Start 


22876 




End 


25990 




Name 


OJ000350 33. 0314. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


25625 




End 


25934 




GI 


none 




Score 


334 




Exons 


25625. .25933, 25626. 


.25934 








Seq. No. 


- 

43896 




Seq. ID 


OJ000350_33.0314 


.C4 


bene no . 


o o o o o 
jZZ j J 




Strand 


+ 




Start 


34 




End 


1201 




Name 


OJ000350 33. 0314. C4 . 


ol.gs 


Method 


GENS CAN 




Start 


34 




End 


1201 




GI 


none 




Score 


.84 




Exons 


34. .115, 1116. .1201 










Seq. No. 


43896 




Seq. ID 


OJ000350_33.0314 


.C4 


Gene No . 


922 34 




Strand 






Start 


1664 




End 


2104 




Name 


OJ000350 33. 0314. C4. 


o2 . gs 


Method 


GEN SCAN 




Start 


1664 




End 


2104 




GI 


none 




Score 


.82 




Exons 


1664 . .2104 










Seq. No. 


43897 




Seq. ID 


OJ000350_33.0314 


.C5 


Gene No. 


92235 




Strand 






Start 


736 




End 


929 





44813 



Name OJ000350_33 . 0314 . C5 . ol . gs Method GENSCAN 

Start 736 End 929 

GI none Score .98 . 

Exons 7 36.. 92 9 



Seq. No. 43898 Seq. ID 

Gene No. 92236 Strand 

Start 1 End 

Name OJ000350_33 . 0314 . C7 . ol . np Method 

Start 1 . End 

GI 6466937 Score 

Exons 1..3905 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000350_33.0314 .C7 
+ 

8130 
AAT/NAP 
3905 
2344 



Seq. No. 43898 Seq. ID 

Gene No. 92236 Strand 

Start 1 End 

Name OJ000350_33 . 0314 . C7 . ol . gs Method 

Start 332 End 

GI none Score 
Exons 



OJ000350_33.0314 .C7 
+ 

8130 
GENSCAN 
8130 
.44 



332. .3641, 3681. .3887, 4442. .4496, 5257. .5364, 5611. .5774, 
6756.-6832, 6996. .7189, 7306. .7393, 7843. .8130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43898 Seq. ID 

92236 Strand 

1 End 

OJ000350_33.0314.C7.o2.np Method 

3763 End 

7484903 Score 



OJ000350_33.0314.C7 
+ 

8130 
AAT/NAP 
6837 
135 



3763.. 3895, 5666.. 5774, 6756.. 6837 

cytoskeletal protein homolog F16M14.23 - Arabidopsis thaliana 
gi I 3395442 | gb | AAC28774 .il (AC004683) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


43898 


Seq. ID 


OJ000350_33.0314 


.C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


491 


End 


787 




GI 


none 


Score 


272 




Exons 


491. .787, 551. .775, 556. .777 








Seq. No. 


43898 


Seq. ID 


OJ000350_33.0314 


.C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1031 


End 


1513 




GI 


none 


Score 


366 




Exons 


1031. .1513, 1178. .1354, 1183. 


.1470 






Seq. No. 


43898 


Seq. ID 


OJ000350 33.0314 


.C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o4.ts 


Method 


TBLASTX: Soybean 




Start 


1067 


End 


1381 




GI 


none 


Score 


205 





44814 



Exons 



1067. .1381, 1181. .1381 



Seq. No. 43898 

Gene No. 92237 

Start 10104 

Name OJ000350_33 . 0314 . C7 . o3 . tm 

Start 1094 

GI none 

Exons 1094.. 1567, 1097.. 1525, 1111.. 1557 



Seq. ID OJ000350_33.0314.C7 



Strand 
End 

Method 
End 
Score 



+ 

18568 

TBLASTX: Maize 

1567 

595 



Seq. No. 43898 Seq. ID 

Gene No. 92237 Strand 

Start 10104 End 

Name OJ000350_33 . 0314 . C7 . ol . ts Method 

Start 14 90 End 

GI none Score 

Exons 1490.. 1849, 1507.. 1836 



OJ000350_33.0314.C7 
+ 

18568 

TBLASTX: Soybean 

1849 

288 



Seq. No. 43898 Seq. ID 

Gene No. 92237 Strand 

Start 10104 End 

Name OJ000350_33 . 0314 . C7 . o2 . tw Method 

Start 1562 End 

GI none Score 

Exons 1562.. 1963, 1609.. 1929 



OJ000350_33.0314.C7 
+ 

18568 

TBLASTX: Wheat 

1963 

329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43898 
92237 
10104 

OJ000350_33.0314 .C7.o2.tm 

1586 

none 



Seq. ID OJ000350_33.0314.C7 
Strand 
End 

Method 
End 
Score 



+ 

18568 

TBLASTX: Maize 

2113 

598 



1586. .2113, 1606. .2103, 1679. .1957 

43898 Seq. ID 

92237 Strand 
10104 End 
OJ000350_33.0314.C7.o3.ts Method 
1871 End 
none Score 

1871. .2128, 1888. .2022 



OJ000350_33.0314.C7 
+ 

18568 

TBLASTX : Soybean 

2128 

217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43898 
92237 
10104 

OJ000350_33 . 0314 . C7 . o5 . tm 

2114 

none 



Seq. ID OJ000350_33.0314.C7 
Strand 
End 

Method 
End 
Score 

2114. .2299, 2114. .2284, 2116. .2298, 2309. .2539, 2404. .2538 



+ 

18568 

TBLASTX: Maize 

2539 

228 



43898 
92237 
10104 

OJ000350_33.0314 .C7.o5.tw 

2297 

none 



Seq. ID OJ000350_33.0314.C7 



Strand 
End 

Method 

End 

Score 



+ 

18568 

TBLASTX: Wheat 

2707 

233 



2297.. 2596, 2449.. 2568, 2635.. 2706, 2660.. 2707 



44815 




Seq. No. 


43898 


Seq. ID 


OJ000350_33.0314 


. C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


2540 


End 


3175 




GI 


none 


Score 


78 




Exons 


2540. .2602, 2542. .2604, 265C 


..3174, 2660. .3175 




Seq. No. 


43898 


Seq. ID 


OJ000350_33.0314 


. C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o2.ts 


Method 


TBLASTX • Sovbean 




Start 


2599 


End 


2947 




GI 


none 


Score 


279 




Exons 


2599.. 2946, 2678.. 2947 








Sea No 


43898 


Seq. ID 


OJ000350_33.0314 


. C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2795 


End . 


3175 




GI 


none 


Score 


307 




Exons 


2795. .3175, 2887. .2973 








Sea No 


43898 


Seq. ID 


OJ000350_33. 0314 


.CI 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


3215 


End 


3859 




GI 


none 


Score 


72 




Exons 


3215.. 3535, 3216.. 3377, 3218 


..3859, 3640. .3762, 3704. .3793 


Sea. No 


43898 


Seq. ID 


OJ000350_33.0314 


• C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3242 


End 


3583 




GI 


none 


Score 


325 




Exons 


3242.. 3583, 3242.. 3535, 3277 


. .3543 






Seq. No. 


43898 


Seq. ID 


OJ000350_33.0314 


.C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o2.gs 


Method 


GEN SCAN 




Start 


10104 


End 


18386 




GI 


none 


Score 


.64 




Exons 


10104. .10149, 10516. .10903, 


10931. .11096, 11470. .11644, 






12146. .12236, 13032 .. 13136, 


13270. .13387, 13510 .. 13560, 






13664. .13755, 13887 .. 13986, 


14292. .14411, 14504. .14581, 






14826. .14872, 14 955.. 15010, 


16287. .16327, 16681 .. 16786, 






18254. .18386 








Seq. No. 


43898 


Seq. ID 


OJ000350_33.0314 


.C7 


Gene No. 


92237 


Strand 


+ 




Start 


10104 


End 


18568 




Name 


OJ000350 33.0314.C7.o3.np 


Method 


AAT/NAP 





44816 



Start 
GI 

Exons 



GI Descrip. 



10806 End 18568 

7503022 Score 494 

10806. .10903, 13032. .13136, 13270 .. 13387 , 13510 .. 13560, 

13664. .13755, 13887 13977 , 14292 .. 14411, 14504 14581, 

14826. .14872, 14955 15010, 16287 16327 , 16681 .. 16754, 

18510. .18568 

hypothetical protein F39H2.2 - Caenorhabditis elegans 
gi I 3420982 | emb | CAB10726.il (Z97628) Similarity to Brugia 
peptidylprolyl isomerase (TR:G984562) [Caenorhabditis elegans] 
gi I 3876969 I emb | CAB03088.il (Z81080) Similarity to Brugia 
peptidylprolyl isomerase (TR:G984562) [Caenorhabditis elegans] 



Seq. No. 43898 

Gene No. 92237 

Start 10104 

Name OJ000350_33 . 0314 .C7 .o7 . tm 

Start 16733 

GI none 

Exons 16733. .16792, 16735 .. 16785, 
18253. .18384, 18461 .. 18484, 



Seq. ID OJ000350_33.0314, 

Strand + 

End 18568 

Method TBLASTX : Mai ze 

End 18563 

Score 64 
18251. .18370, 18252. .18386, 
18495. .18563, 18504.. 18563 



C7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43899 Seq. ID 

92238 Strand 

68 End 

OJ000350_33.0314.C8.ol.gs Method 

68 End 

none Score 



OJ000350_33.0314.C8 
+ 

5053 
GENS CAN 
5047 
.86 

.2549, 2629.-2746, 



68. .195, 1484. .1660, 1688. .1918, 2445. 
2894. .2944, 3042. .3133, 3272. .3371, 3732. .3851, 3941. .4018, 
4182. .4228, 4311. .4366, 5007. .5047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000350_33.0314.C8 
Strand 
End 

Method 
End 
Score 

1820. .1918, 1821. .1919, 2436. .2501, 2437. .2550, 2437. .2538, 
2442. .2555, 2626.-2742, 2627. .2746, 2894. .2941 



43899 
92238 
68 

OJ000350_33.0314.C8.ol.tc 

1820 

none 



+ 

5053 

TBLASTX: Cress 

2941 

144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2746, 2894. .2944, 
.4018, 4182. .4228, 



OJ000350_33.0314.C8 
+ 

5053 
AAT/NAP 
5053 
480 



43899 
92238 
68 

OJ000350_33.0314.C8.ol.np 
1821 
7503022 

1821. .1918, 2445.-2549, 2629. .2746, 2894. .2944, 3042. .3133, 
3272. .3362, 3732. .3851, 3941. .4018, 4182. .4228, 4311. .4366, 
5007. .5053 

hypothetical protein F39H2.2 - Caenorhabditis elegans 
gi I 3420982 | emb | CAB10726.il (Z97628) Similarity to Brugia 
peptidylprolyl isomerase (TR:G984562) [Caenorhabditis elegans] 
gi I 3876969 | emb | CAB03088.il (Z81080) Similarity to Brugia 
peptidylprolyl isomerase (TR:G984562) [Caenorhabditis elegans] 



Seq. No. 
Gene No. 



43900 
92239 



Seq. ID OJ000350_33.0314.C9 
Strand + 



44817 



Start 1036 

Name OJ000350_33 . 0314 . C9 . ol . gp 

Start . . 1036 

GI LIB3474-006-P1-K1-A5 
Exons 1036.. 1240, 1313.. 1459 

GI Descrip. • 4972682/gb | AAD34736. 1 | 4. 
melanogaster] 1 



End 

Method 

End 

Score 



1785 
AAT/GAP 
1459 
512 



0e-ll (AF132148) unknown [Drosophila 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43900 
92239 
1036 

OJ000350_33. 

1106 

none 

1106. .1240, 
1346. .1498, 



0314.C9.ol.tm 



1107. 
1483. 



,1238, 
,1587, 



1311. 
1510. 



Seq. ID OJ000350_33.0314 .C9 

Strand + 

End 1785 

Method TBLASTX : Mai ze 

End 1587 

Score 227 

.1469, 1312. .1476, 1312. .1467, 
.1587 



Seq. No. 


43900 








Seq. ID 


OJ000350_33.0314 .C9 


Gene No. 


ft O O O ft 

92239 








Strand 


+ 


Start 


1036 








End 


1785 


Name 


OJ000350 33 


.0314. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1106 








End 


1226 


GI 


none 








Score 


117 


Exons 


1106. .1216, 


1106. 


.1225, 


1107. 


.1226 




Seq. No. 


43900 








Seq. ID 


OJ000350_33.0314.C9 


Gene No. 


92239 








Strand 


+ 


Start 


1036 








End 


1785 


Name 


OJ000350 33 


0314. 


C9.ol. 


gs 


Method 


GEN SCAN 


Start 


1108 








End 


1785 


GI 


none 








Score 


.83 


Exons 


1108. .1240, 


1313. 


.1785 








Seq. No. 


43901 








Seq. ID 


OJ000350_33. 0314. C10 


Gene No. 


92240 








Strand 


+ 


Start 


1124 








End 


4778 


Name 


OJ000350 33. 


0314. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


1124 








End 


4778 


GI 


none 








Score 


.72 


Exons 


1124. .1321, 


1911. 


.2093, 


2211. 


.2264, 2344. .2508, 2838. .3186, 




3750. .3882, 


3925. 


.4199, 


4336. 


.4501, 4625. .4778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43901 
92240 
1124 

OJ000350_33. 0314. C10. ol.np 

2053 

3668081 



Seq. ID OJ000350_33. 0314 .C10 

Strand + 

End 4778 

Method AAT/NAP 

End 3997 

Score 94 



2053. .2093, 2211. .2264, 2371. .2508, 2832. .3153, 3933. .3997 
(AC004 667) hypothetical protein [Arabidopsis thaliana] 



43901 
92241 
6767 

OJ000350_33 . 0314 . C10 . o2 . gs 

6767 

none 



Seq. ID OJ000350_33. 0314 .C10 

Strand + 

End 9091 

Method GENSCAN 

End 9091 

Score .73 



44818 



Exons 



6767. .6784, 7159. .7424, 8354. .8499, 9078. .9091 



Seq. No. 43901 
Gene No. 92242 
Start 18412 

Name OJ000350_33 . 0314 . CIO . o5 . gs 

Start 18412 
GI none 
Exons 18412. 

22614. 

27126. 



Seq. ID OJ000350_33. 0314. CIO 
Strand + 
End 28066 
Method GENSCAN 
End 28029 
Score .53 

.18453, 21248. .21374, 22160 22260, 2227 6 .. 22507 , 
.22825, 23170. .23220, 23664 .. 23774 , 264 97 .. 26623, 
.28029 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43901 Seq. ID OJ000350 33. 0314. C10 

92242 
18412 

OJ000350_33. 0314. C10. o3.np. 
22207 
7488032 

22207. .22507, 22614 .. 22862, 23170 .. 23220, 23379 .. 23639, 
23722. .23774, 23904 .. 24018, 26369 .. 26623, 27126 .. 27777, 
27965. .28066 

potassium transport protein KUP1, high-affinity - Arabidopsis 
thaliana gi | 2654088 | gb IAAB87687 . 1 | (AF033118) potassium 
transporter [Arabidopsis thaliana] gi | 2688979 | gb | AAB88901 . 1 | 
(AF029876) high-affinity potassium transporter; AtKUPlp 
[Arabidopsis thaliana] gi | 3150413 | gb | AAC16965 . 1 1 (AC004165) high 
affinity K+ transporter (AtKUPl/AtKTlp) [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23170. .23220, 
26369. .26623, 



OJ000350_ 
+ 

28066 
AAT/NAP 
28066 
1816 

23379. 
27126. 



43901 Seq. ID 

92242 Strand 

18412 End 

OJ000350_33. 0314. C10. ol.gp Method 

27587 End 

LIB3431-011-P1-K1-A8 Score 
27587. .27735. 

M587524/gb|AAD25755.1|AC007060_13 4.0e-36 (AC007060) T5I8.13 
[Arabidopsis thaliana] ' 



OJ000350_33. 0314. C10 
+ 

28066 
AAT/GAP 
27735 
253 



43901 Seq. ID 

92243 Strand 

9886 End 
OJ000350_33 . 0314 . C10 . o3 . gs Method 

9886 End 

none Score 
9886. .10074 



OJ000350_33. 0314. C10 

10074 
GENSCAN 
10074 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



43901 Seq. ID 

92244 Strand 

11965 End 

OJ000350_33 . 0314 . C10 . o2 . np Method 

11945 End 

6579207 Score 
11945. .12588, 13048. .13339 

(AC011438) T23G18.10 [Arabidopsis thaliana] 



OJ000350_33. 0314. C10 

16682 
AAT/NAP 
13339 
542 



43901 
92244 



Seq. ID 
Strand 



OJ000350 33. 0314. C10 



44819 



Start 


1 1 ft c c 

11965 




End 


16682 




Name 


OJ000350 33. 0314. CIO 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11958 




End 


12487 




GI 


none 




Score 


61 




Exons 


11958. .12035, 11975. 


.12028, 


12037. .12069, 12067 12333, 






12068. .12235, 12371. 


.12487, 


12372. .12461 




Seq. No. 


43901 




Seq. ID 


OJ000350_33.0314 


.C10 


Gene No. 


92244 




Strand 






Start 


11965 




End 


16682 




Name 


OJ000350_33. 0314. CIO 


.o2.tm 


Method 


TBLASTX: Maize 




Start 






End 


13400 




GI 


none 




Score 


63 




Exons 


11958. .12035, 11972. 


.12037, 


11973. .12035, 11974. .12036, 






12035. .12091, 12037. 


.12201, 


12037. .12330, 1204 1 .. 12319, 






12371. .12502, 12372. 


.12503, 


12505. .12570, 12507 .. 12569, 






13296. .13400 










Seq. No. 


43901 




Seq. ID 


OJ000350_33.0314 


.C10 


Gene No. 


92244 




Strand 






Start 


1 1 o c c 

ny bo 




End 


16682 




Name 


OJ000350 33. 0314. C10 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11958 




End 


12576 




GI 


none 




Score 


75 




Exons 


11958. .12035, 11974. 


.12036, 


12058. .12330, 12059 .. 12310, 






12371. .12502, 12372. 


.12503, 


12505. .12576, 12507 12575 . 




Seq. No. 


43901 




Seq. ID 


OJ000350_33.0314 


.C10 


Gene No. 


92244 




Strand 






Start 


11965 




End 


16682 




Name 


OJ000350 33. 0314. C10 


. o4 . gs 


Method 


GENSCAN 




Start 


11965 




End 


16682 




GI 


none 




Score 


.46 




Exons 


11965. .12412, 12785. 


.13006, 


13073. .13215, 13375. .13454, 






13920. .14034, 14119. 


.14234, 


16068. .16312, 16627.. . 16682 




Seq. No. 


43901 




Seq. ID 


OJ000350_33.0314 


.C10 


Gene No. 


n O O A A 




Strand 






Start 


11965 




End 


16682 




Name 


OJ000350 33. 0314. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12071 




End 


12330 




GI 


none 




Score 


247 




Exons 


12071. .12313, 12073. 


.12330 








Seq. No. 


43901 




Seq. ID 


OJ000350_33.0314 


.C10 


Gene No. 


92244 




Strand 






Start 


11965 




End 


16682 




Name 


OJ000350 33. 0314. C10 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12330 




End 


12570 




GI 


none 




Score 


111 




Exons 


12330. .12362, 12371. 


.12502, 


12372. .12503, 12504 .. 12569, 






12505. .12570, 12507. 


.12569 








Seq. No. 


43901 




Seq. ID 


OJ000350_33.0314 


.C10 


Gene No. 


92245 




Strand 






Start 


22290 




End 


27727 




Name 


OJ000350 33. 0314. C10 


. o4 . tm 


Method 


TBLASTX: Maize 





44820 



Start 


22290 




GI 


none 




Exons 


22290. .22379, 22290. 


22373, 


Seq. No. 


43901 




Gene No. 


92245 




Start 


22290 




Name 


OJ000350 33. 0314. C10. 


ol.tc 


Start 


22294 




GI 


none 




Exons 


■ 22294. .22509, 22311. . 


22508, 




22730. .22861, 22730.. 


22855, 




23718. .23777, 23877.. 


24005, 




26367.-26624, 26374.. 


26625, 




27463. .27720 




Seq. No. 


43901 




Gene No. 


92245 




Start 


zzz yu 




Name 


OJ000350 33. 0314. C10. 


o2.ts 


Start 


22294 




GI 


none 




Exons 


22294. .22503, 22299.. 


22505, 




22613. .22699, 22712.. 


22861, 


Seq. No. 


43901 




Gene No. 






Start 


22290 




Name 


OJ000350 33. 0314. C10. 


o3. tw 


Start 


22604 




GI 


none 




Exons 


22604. .22714, 22613.. 


22708, 


Seq. No. 


43901 




Gene No. 


92245 




otart 


zzz yu 




Name 


OJ000350 33. 0314. C10. 


o3.ts 


Start 


23386 




GI 


none 




Exons 


23386. .23643, 23396.. 


23644, 




23880. .23993, 26368.. 


26439 


Seq. No. 


43901 




Gene No. 


92245 




otart 


zzz yu 




Name 


OJ000350 33. 0314. C10. 


o3 . tm 


Start 


23426 




GI 


none 




Exons 


23426. .23638, 23432.. 


23644, 




23901. .24017, 26358.. 


26486, 


Seq. No. 


43901 




Gene No. 


92245 




Start 


22290 




Name 


OJ000350 33. 0314. C10. 


o5 . ts 


Start 


26442 




GI 


none 





End 
Score 



22509 
66 



Seq. ID OJ000350_33. 0314. C10 
Strand 

End 27727 

Method TBLASTX : Cress 

End 27724 

Score 279 
22525. .22656, 22613 .. 22810, 
23327. .23641, 23380 .. 23640, 
23880. .24017, 23921 .. 24 061, 
27124. .27399, 27 125 .. 27724 , 



Seq. ID OJ000350_33. 0314 .CIO 
Strand 

End 27727 

Method TBLASTX : Soybean 

End 22861 

Score 266 
22306. .22506, 22613 .. 22708 , 
22754. .22858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_33. 0314. C10 
27727 

TBLASTX : Wheat 

22861 

103 



OJ000350_33. 0314. C10 
27727 

TBLASTX : Soybean 

26439 

329 



.23792, 23720. .23791, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_33. 0314. C10 
27727 

TBLASTX: Maize 

26487 

274 



OJ000350_33. 0314. C10 
27727 

TBLASTX : Soybean 

26627 

265 



44821 




Exons 


26442. .26627, 26443.. 26625 










Seq. No. 


43901 


Seq. ID 


OJ000350 


_33.0314 


.C10 


Gene No. 


92245 


Strand 








Start 


22290 


End 


27727 






Name 


OJ000350 33.0314.C10.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


26487 


End 


27724 






GI - 


none 


Score 


195 






Exons 


26487. .26627, 26488 .. 26625, 


27124. .27390, 27125 


. .27457, 






27478. .27720, 27479.. 27724 










Seq. No. 


43901 


Seq. ID 


OJ000350 


_33.0314 


.C10 


Gene No. 


92245 


Strand 








Start 


22290 


End 


27727 






Name 


OJ000350 33.0314.C10.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


27115 


End 


27727 






GI 


none 


Score 


464 






Exons 


27115. .27390, 27122 .. 27727 , 


27478. .27654 






Seq. No. 


43902 


Seq. ID 


OJ000350 


_33.0314 


.Cll 


Gene No. 


92246 


Strand 


+ 






Start 


5009 


End 


9295 






Name 


OJ000350 33.0314.Cll.o2.gs 


Method 


GENSCAN 






Start 


5009 


End 


9295 






GI 


none 


Score 


. 64 






Exons 


5009.. 5094, 5133.. 5217, 6901 


. .7087,. 7687. .7866, 


8118. .8290, 




9158.. 9295 










Seq. No. 


43902 


Seq. ID 


OJ000350 


_33.0314 


.Cll 


Gene No. 


92247 


Strand 








Start 


3291 


End 


4043 






Name 


OJ000350 33.0314.Cll.ol.np 


Method 


AAT/NAP 






Start 


3291 


End 


4043 






GI 


5852079 


Score 


156 






Exons 


3291.. 3328, 3533.. 3820, 3947 


. . 4043 








GI Descrip. 


(AL117264) zwh0002.1 [Oryza 


sativa] 








Seq. No. 


43902 


Seq. ID 


OJ000350 


_33.0314 


.Cll 


Gene No. 


92248 


Strand 








Start 


11193 


End 


11514 






Name 


OJ000350 33.0314.Cll.o3.gs 


Method 


GENSCAN 






Start 


11193 


End 


11514 






GI 


none 


Score 


.69 






Exons 


11193. .11297, 11329.. 11514 










Seq. No. 


43903 


Seq. ID 


OJ000350_ 


_32.0310 


,C2 


Gene No. 


92249 


Strand 


+ 






Start 


208 


End 


279 






Name 


OJ000350 32.0310.C2.ol.gs 


Method 


GENSCAN 






Start 


208 


End 


279 






GI 


none 


Score 


.59 






Exons 


208. .279 










Seq. No. 


43904 


Seq. ID 


OJ000350 


_32.0310 


.C5 


Gene No. 


92251 


Strand 








Start 


544 


End 


591 






Name 


OJ000350 32.0310.C5.ol.gs 


Method 


GENSCAN 







44822 



Start 544 End 582 

GI none Score . 69 

Exons S44..582 



Seq. No. 


43905 


Seq. ID 


OJ000350_32.0310 


.C8 


Gene No. 


92252 


Strand 


+ 




Start 


387 


End 


741 




Name 


OJ000350 32.0310.C8.ol.gs 


Method 


GENS CAN 




Start 


387 


End 


741 




GI 


none 


Score 


.43 




Exons 


387. .566, 675. .741 








Seq. No. 


43906 


Seq. ID 


OJ000350_32.0310 


.C10 


Gene No. 


92253 


Strand 






Start 


1 


End 


1364 




Name 


OJ000350 32.0310.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1364 




GI 


7486725 


Score 


348 




Exons 


1..224, 252. .601, 1336. .1364 








GI Descrip. 


hypothetical protein F9D12.19 


- Arabidopsis thaliana 





gi|3319356|gb|AAC26245.1| (AF077407) contains similarity 
glycosyl hydrolases [Arabidopsis thaliana] 



Seq. No. 43907 Seq. ID 

Gene No. 92254 Strand 

Start 1210 End 

Name OJ000350_32 . 0310 . Cll . ol . np Method 

Start 1210 End 

GI 7228450 Score 

Exons 1210.. 1320, 3442.. 3581, 3696.. 3820 
GI Descrip. 



OJ000350_32 . 0310. Cll 
+ 

3820 
AAT/NAP 
3820 
201 



(AP001366) hypothetical protein [Oryza sativa] 



Seq. No. 43907 Seq. ID 

Gene No. 92255 Strand 

Start 7776 End 

Name OJ000350_32 . 0310 . Cll . o2 . gs Method 

Start 7776 End 

GI none Score 
Exons 



OJ000350_32. 0310. Cll 
+ 

15425 
GENSCAN 
15425 
.71 



7776. .7853, 7952. .8449, 8966. .9026, 9966. .10377, 11194. 
12241. .12463, 12469 .. 12605, 12774 .. 13554 , 13635 .. 13713, 
13774. .14060, 1414 1 .. 14200, 14380 15003, 15270.. 15425 



11844, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43907 Seq. ID 

92255 Strand 

7776 End 

OJ000350_32. 0310. Cll. o2.np Method 

8834 End 

7106512 Score 



OJ000350_32 . 0310 .Cll 
+ 

15425 
AAT/NAP 
12630 
1805 



8834. .8892, 8966. .9735, 9971. .10503, 10972 .. 12099, 12129.. 12630 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 43907 

Gene No. 92256 

Start 10423 

Name OJ000350_32 . 0310. Cll. ol.gp 

Start 10423 



Seq. ID OJ000350_32. 0310. Cll 
Strand 

End 10698 

Method AAT/GAP 

End 10698 



44823 



GI uC-osflcyp053f07al Score 348 * 

Exons 10423. .10698 

GI Descrip. 1 5091496/dbj | AB023482 . 2 | AB023482 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 43907 Seq. ID 

Gene No. 92257 Strand 

Start 14517 < End 

Name OJ000350_32 . 0310 . Cll . o3 . np Method 

Start 14517 . End 

GI 629693 Score 

Exons 14517. .14561, 15438.. 16548 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ000350_32. 0310. Cll 

17596 
AAT/NAP 
16548 
527 



Seq. No. 43907 

Gene No. 92257 

Start 14517 

Name OJ000350_32 . 0310 . Cll . o2 . ts 

Start 15435 

GI none 

Exons 15435. .15680, 15439 154 68 , 
15513. .15680 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_32. 0310. Cll 
17596 

TBLASTX : Soybean 

15680 

45 



15441. .15470, 15508. .15678, 



Seq. No. 


43907 




Seq. ID 


OJ000350_32.0310 


.Cll 


Gene No. 


92257 




Strand 






Start 


14517 




End 


17596 




Name 


OJ000350 32. 0310. Cll 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15456 




End 


15872 




GI 


none 




Score 


69 




Exons 


15456. .15872, 15490. 


.15633 








Seq. No. 


43907 




Seq. ID 


OJ000350_32.0310 


.Cll 


Gene No. 


92257 




Strand 






Start 


14517 




End 


17596 




Name 


OJ000350 32. 0310. Cll 


. o3.gs 


Method 


GENSCAN 




Start 


15693 




End 


17244 




GI 


none 




Score 


.51 




Exons 


15693. .16112, 16433. 


.17244 








Seq. No. 


43907 




Seq. ID 


OJ000350_32.0310 


.Cll 


Gene No. 


92257 




Strand 






Start 


14517 




End 


17596 




Name 


OJ000350 32. 0310. Cll 


. o4 .np 


Method 


AAT/NAP 




Start 


16043 




End 


17596 




GI 


4836930 




Score 


575 




Exons 


16043. .17478, 17527. 


.17596 








GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 





Seq. No. 43907 Seq. ID 

Gene No. 92257 Strand 

Start * 14517 End 

Name OJ000350_32 . 0310 . Cll . o3 . tw Method 

Start 16184 End 

GI none Score 
Exons 



OJ000350_32. 0310. Cll 
17596 

TBLASTX: Wheat 

16573 

108 



16184. .16240, 16265. .16378, 16412.. 16573 



44824 



Seq- No. 


439"07 




Seq. ID 


Q?60035<_32.0310 


.Cll 


UC11C LI \J • 


92257 










Start 


14517 




End 


17596 




Name 


OJ000350 32.0310.C11 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


16217 . 




End 


16498 




GI 


none 




Score 


87 




Exons 


16217. .16498, 16218.. 


16430 








Seq. No. 


43907 




Seq. ID 


OJ000350_32.0310 


.Cll 


fjpno Mn 


92257 




J Li. CXi IKJL 






Start 


14517 




End 


17596 




Name 


OJ000350 32.0310.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16247 




End 


16579 




GI 


none 




Score 


212 




Exons 


16247. .16579 










Seq. No. 


43907 




Seq. ID 


OJ000350_32.0310 


.Cll 


Gene No 


92257 




Strand 






Start 


14517 




End 


17596 




Name 


OJ000350 32.0310.C11. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


16835 




End 


17233 




GI 


none 




Score 


74 




Exons 


16835. .17104, 16857.. 


17093, 


17144. .17233 




Seq. No. 


43907 




Seq. ID 


OJ000350_32.0310 


.Cll 


Gene No. 


92257 




Strand 






Start 


14517 




End 


17596 




Name 


OJ000350 32.0310.C11. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


16866 




End 


17278 




GI 


none 




Score 


114 




Exons 


16866. .17108, 16868.. 


17125, 


17043. .17126, 17141. .17278, 






17141. .17278 










Seq. No. 


43908 




Seq. ID 


OJ000350_32.0310 


.C12 


Gene No. 


92258 




Strand 






Start 


1 




End 


1253 




Name 


OJ000350 32.0310.C12. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


295 




GI 


7248394 




Score 


207 




Exons 


1. .295 











GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene. -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 43908 

Gene No. 92258 

Start 1 

Name OJ000350_32 . 0310 . C12 . ol . gs 

Start 42 

GI none 

Exons 42.. 498, 719.. 1253 



Seq. ID OJ000350_32.0310.C12 
Strand 

End 1253 

Method GENS CAN 

End 1253 

Score .48 



Seq. No. 
Gene No. 
Start 



43909 
92259 
1 



Seq. ID OJ000350_32.0310.C13 
Strand 

End 1383 



44825 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_32 . 0310 . C13 . ol . np Method AAT/NAP 
1 End 1383 

7248393 Score 492 

1..374, 1309. .1383 

(AP001389) hypothetical protein [Oryza sativa] 



43909 Seq. ID 

92259 Strand 

1 End 
OJ000350_32 . 0310 . C13 . ol . gs Method 

31 End 

none Score 
31. .370 



OJ000350_32.0310.C13 

1383 
GENSCAN 
370 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43909 Seq. ID OJ000350_32 . 0310 . C13 

92260 Strand 

1299 End 1527 

OJ000350_32 . 0310 . C13 . ol . gp Method AAT/GAP 

1299 End 1527- 

20088JL.R1084 Score 387 

1299.. 1527 

, 6041757/gb|AC011806.1|AC011806 3.0e-72 Genbmic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



43910 Seq. ID 

92261 Strand 

1218 End 
OJ000350_32.0310.C14 .ol.gs Method 

1218 End 

none Score 
1218. .1354 



OJ000350_32.0310.C14 
+ 

1354 
GENSCAN 
1354 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43910 Seq. ID 

92262 Strand 

1 End 524 4 

OJ000350_32.0310.C14 .ol.np Method AAT/NAP 

1 End 1761 

5042463 Score 179 
1..98, 317. .565, 1740. .1761 
(AC007789) unknown protein [Oryza sativa] 



OJ000350 32.0310.C14 



43910 Seq. ID 

92262 Strand 

1 End 
OJ000350_32.0310.C14 .o2.np Method 

40 End 

5852181 Score 

40. .176, 1209. .1446, 4676. .4706 

(AL117265) zhbOOll.l [Oryza sativa] 

43910 Seq. ID 

92262 Strand 

1 End 
OJ000350_32 . 0310 . C14 . o2 . gs Method 

2681 End 

none Score 



OJ000350_32.0310.C14 

5244 
AAT/NAP 
4706 
107 



OJ000350_32.0310.C14 

5244 
GENSCAN 
5244 
.6 



44826 



Exons 



2681. .2784, 4587. .5244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43911 Seq. ID 

92263 Strand 

713 End 

OJ000350_32 . 0310 . C15 . ol . np Method 

713 End 

6691716 Score 



OJ000350_32.0310.C15 
+ 

4815 
AAT/NAP 
4803 
1119 

.3585, 3663.. 3850, 



713.. 788, 3014.. 3150, 3227.. 3327, 3406 
3925. .4027, 4177. .4290, 4364. .4803 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



43911 Seq. ID 

92263 Strand 

713 End 

OJ000350_32 . 0310 . C15 . ol . gs Method 

1262 End 

none Score 



OJ000350_32.0310.C15 
+ 

4815 
GEN SCAN 
4815 
.71 



1262. .1456, 2894 , 
4364. .4815 



,2964, 3227. .3585, 3654. .3850, 3925. .4114, 



Seq. No. 43911 Seq. ID 

Gene No. 92264 Strand 

Start 10944 End 

Name 0 J000350_32 . 0310 . C15 . ol . gp Method 

Start 10944 End 

GI 5816562 Score 

Exons 10944. .10969, 11290.. 11701 

GI Descrip. 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ000350_32.0310.C15 

+ , . 

11701 

AAT/GAP 

11701 

616 



Seq. No. 43911 

Gene No. 92265 

Start 14384 

Name OJ000350_32 . 0310 .C15.o3.gs 

Start 14384 

GI none 

Exons 14384. .14455, 14881 .. 14 935, 
15572. .15750, 15755 .. 15860, 



Seq. ID OJ000350_32.0310.C15 

Strand + 

End 36027 

Method GENSCAN 

End 22632 

Score .4 
15175. .15349, 15440 .. 15505 , 
17317. .17440, 18033. .18138, 



18519. .18558, 19428 .. 20275, 20987 .. 21661, 22511. .22632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



43911 Seq. ID OJ000350_32 . 0310 .C15 

92265 Strand + 

14384 End 36027 

OJ000350_32 . 0310 . C15 . o3 . np Method AAT/NAP 

19507 End. 20376 

5042448 Score 1332 

19507. .20376 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



43911 
92265 
14384 

OJ000350_32.0310.C15.o4.np 



Seq. ID OJ000350_32, 

Strand + 

End 36027 

Method AAT/NAP 



0310. C15 



44827 



Start 


22423 


End 


36027 


GI 


4680179 


Score 


5232 


Exons 


22423. .22764, 32378.. 36027 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


43911 


Seq. ID 


OJ000350_32 . 0310 -C15 




92265 


Strand 


+ 


Start 


14384 


End 


36027 


Name 


OJ000350 32.0310.C15.o5.gs 


Method 


GENSCAN 


Start 


32381 


End 


35289 


GI 


none 


Score 


.66 


Exons 


32381. .32696, 32934 .. 33809, 33963 35006, 35105.. 35289 


Seq. No. 


43911 


Seq. ID 


OJ000350_32.0310.C15 


i^ene no . 


92266 


Strand 




Start 


5339 


End 


35352 


Name 


OJ000350 32.0310.C15.o9.tw 


Method . 


TBLASTX: Wheat 


Start 


5156 


End 


5754 


GI 


none 


Score 


61 


Exons 


5156. .5287, 5279.-5443, 5512. 


.5754, 5513. .5608, . 5663. .5749 


Seq. No. 


43911 


Seq. ID 


OJ000350_32.0310.C15 


Gene No. 


92266 


Strand 




Start 


5339 


End 


35352 


Name 


OJ000350 32.0310.C15.o2.np 


Method 


AAT/NAP 


Start 


5180 


End 


11243 


GI 


5922631 


Score 


6557 


Exons 


5180. .7705, 8312. .9238, 9365. 


.9515, 9558. .10135, 10181 .. 10375, 




10634. .10860, 11119.. 11243 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 




region of the predicted gene. 


; similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


43911 








Seq. ID 


OJ000350 


_32.0310.C15 


Gene No. 


92266 








Strand 






Start 


5339 








End 


35352 




Name 


OJ000350 32. 


0310. 


C15.o7 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5195 








End 


5449 




GI 


none 








Score 


95 




Exons 


5195. .5296, 


5196. 


.5297, 


5276 


..5449, 5277. .5429 




Seq. No. 


43911 








Seq. ID 


OJ000350 


_32.0310.C15 


Gene No. 


92266 








Strand 






Start 


5339 








End 


35352 




Name 


OJ000350 32. 


0310. 


C15.o2 


.gs 


Method 


GENSCAN 




Start 


5339 






End 


11243 




GI 


none 








Score 


.41 




Exons 


5339. .5525, 


5621. 


.6695, 


7469 


..8266, 8384. .8620, 


8774. .10039, 




10153. .10248 


, 10253. .10390, 


10595. .11243 




Seq. No. 


43911 








Seq. ID 


OJ000350 


_32.0310.C15 


Gene No. 


92266 








Strand 






Start 


5339 








End 


35352 





44828 



Name 
Start 
GI . 
Exons 



OJ000350_32 . 0310 . C15 . o3 . tm Method TBLASTX : Mai ze 

5656 End 35334 

none Score 455 

5656.. 5853, 24059. .24283, 35014 .. 35331, 35025 .. 35330, 

35026. .35334 



Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32. 


Start 


5756 


GI 


none 


Exons 


- 5756. .6133, 


Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32. 


Start 


5959 


GI 


none 


Exons 


5959. .6201, 


Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32 . 


Start 


5968 


GI 


none 


Exons 


5968.-6276, 


Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350_32. 


Start 


6232 


GI 


none 


Exons 


6232. .6372, 


Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32. 


Start 


6589 


GI 


none 


Exons 


6589. .6804, 




25398. .25472 


Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32. 


Start 


6632 


GI 


none 


Exons 


6632. .6772, 




6925. .7011, 




25522. .25659 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

.O.C15.o6.tw Method TBLASTX : Wheat 

End 24534 

Score 225 

5756. .6133, 5758. .6138, 5884. .6138, 24301 .. 24363, 24370. .24534 

Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

.0 . C15 . o5 . ts Method TBLASTX : Soybean 

End 24597 

Score 196 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX :Maize 

End 24672 

Score 234 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Wheat 

End 6573 

Score 131 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Wheat 

End 25472 

Score 8 9 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Soybean 

End 25660 

Score 67 



44829 



Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32. 


Start 


7011 


GI 


none 


Exons 


7011. .7103, 


Seq. No. 


43911 


Gene No. 


92266 


Start 




Name 


OJ000350 32. 


Start 


7303 


GI 


none 


Exons 


7303. .7677, 




26106. .26222 


Seq. No. 


43911 


Gene No. 


92266 


Start 




Name 


OJ000350 32. 


Start 


7377 


GI 


none 


Exons 


7377. .7820, 




.26362. .26424 


Seq. No. 


43911 


Gene No. 


92266 


Start 


5339 


Name 


OJ000350 32. 


Start 


7383 


GI 


none 


Exons 


7383. .7646, 




33787. .33930 



Seq. ID OJ000350_32.0310,C15 
Strand 

End 35352 

Method TBLASTX : Wheat 

End 7295 

Score 55 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Wheat 

End 34057 

Score 244 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Mai ze 

End 34051 

Score 91 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Soybean 

End 34042 

Score 57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43911 
92266 
5339 

OJ000350_32. 0310. CIS. oS.tm 

7821 

none 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Maize 

End 33586 

Score 191 



7821. .8165, 7822. .8124, 26443 .. 26667, 264 69 .. 26669, 
26649. .26738, 33356.. 33586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43911 
92266 
5339 

OJ000350_32.0310.C15.o2.tw 

7836 

none 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Wheat 

End 33715 

Score 358 



7836.. 8042, 26293 .. 26694, 26295 26702, 26362 .. 26682, 
33401. .33580, 33593.. 33715 



Seq. No. 43911 

Gene No. 92266 

Start 5339 

Name OJ000350 32 . 0310 . C15 . o4 . ts 



Seq. ID OJ000350_32.0310.C15 
Strand 

End 35352 

Method TBLASTX : Soybean 



44830 



Start 


7890 


End 


33535 


GI 


none 


Score 


111 


Exons 


7890.. 8021, 8031.. 8255, 26496. .26627, 


26646.-26864, 33401.. 


Seq. No. 




Seq. ID 


OJ000350_32.0310.C15 


Gene No. 


:7ZZ DO 


Strand 






J JJJ 


End 


35352 


Name 


o.tooo^ro ^9 o^io pis n4 i-w 


Method 


TBLASTX: Wheat 


Start 


ft 1 7S ~ 


End 


27642 


GI 




Score 


115 


Exons 


8175. .8468, 8179. .8325, 851*? 


'..8747, 8548. .8751, 8796. .8972, 




26787. .26903, 27529.. 27642 






Seq. No. 




Seq. ID 


OJ000350_32.0310.C15 






Strand 


- 


Start 




End 


35352 


Name 


cvrooo^so *39 o^io pi s ni n i-w 


Method 


TBLASTX: Wheat 


Start 


QSR9 ~~ 


End 


9954 


GI 


none 


Score 


121 


Exons 


9S52..9953, 9685.. 9954 






Seq. No. 


4 1 


Seq. ID 


OJ000350_32 . 0310 .C15 


belle LNCJ • 


-7ZZ O O 


Strand 




Start 


J JJ" 


End 


35352 


Name 




Method 


TBLASTX: Maize 


Start 




End 


22689 


GI 


none 


Score 


191 


Exons 


22423. .22689, 22434.. 22580 






Seq. No. 


4 *3Q1 T 

fi J J X 1 


Seq. ID 


OJ000350_32.0310.C15 


bene no ■ 




Strand 




Start 




End 


35352 


Name 


o.tooo^so *39 n^i n pi r 0*1 4 i-w 


Method 


TBLASTX: Wheat 


Start 


Z Z 4 Z D 


End 


22689 


GI 


none 


Score 


222 


Exons 


22426.-22689, 22426 .. 22596, 


22428. .22601 


Seq. No. 


4 *3Q1 1 


Seq. ID 


OJ000350_32.0310.C15 


bene ino . 


3ZZ DD 


Strand 




Start 


jjj ^ 


End 


35352 


Name 


n.TOOO*3so *39 0*310 pi r o7 -t-Q 


Method 


TBLASTX : Soybean 


Start 


9*3^*31 ~~ 
l jjji 


End 


23737 


GI 


none 


Score 


4 7- 


Exons 


23531. .23737, 23535 .. 23570, 


23646. .23732 


Seq. No. 


4 ^ Q1 1 


Seq. ID 


OJ000350_32.0310.C15 




Q9 9 66 
jZZ D D 


Strand 




Start 




End 


35352 


Name 


OJ000350 32.0310.C15.o7.tw 


Method 


TBLASTX: Wheat 


Start 


23939 


End 


35352 


GI 


none 


Score 


383 


Exons 


23939. .24277, 35055 .. 35333, 


35056. .35352, 35144.. 35335 


Seq. No. 


43911 


Seq. ID 


OJ000350_32.0310.C15 


Gene No. 


92266 


Strand 




Start 


5339 


End 


35352 


Name 


OJ000350 32.0310.C15.ol.tw 


Method 


TBLASTX: Wheat 



44831 




Start 


25582 




End 


34567 




GI 


none 




Score 


618 




Exons 


25582. .25710, 34058. 


.34567, 


34090. .34422, 34136.. 34468 




Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


25585 




End 


34488 




GI 


none 




Score 


473 




Exons 


25585. .25818, 34130. 


.34483, 


34132. .34488, 34132. .34446 




Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15 


. 06. ts 


Method 


TBLASTX: Soybean 




Start 


25768 




End 


34309 




GI 


none 




Score 


190 




Exons * 


25768. .25956, 34064. 


.34309 








Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


28847 




End 


29215 




GI 


none 




Score 


53 




Exons 


28847. .29065, 28944. 


.29060, 


29090. .29215, 29091.. 29198 




Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15 


.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


32645 




End 


33061 




GI 


none 




Score 


135 




Exons 


32645. .32854, 32695. 


.32793, 


32876. .33061, 32905.. 33060 




Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


34571 




End 


35049 




GI 


none 




Score 


509 




Exons 


34571. .35014, 34604. 


.35008, 


34795. .35013, 35014.. 35049 




Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


34694 




End 


35014 




GI 


none 




Score 


271 




Exons 


34694. .35014, 34724., 


.34930, 


34804. .35013 




Seq. No. 


43911 




Seq. ID 


OJ000350_32.0310, 


.C15 


Gene No. 


92266 




Strand 






Start 


5339 




End 


35352 




Name 


OJ000350 32.0310.C15. 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


34838 




End 


35097 
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GI none Score 175 

Exons 34838. .35011, 34843 . . 35004 , 34 996 . . 35097 , 35029.. 35094 



Seq. No. 


43912 


Seq. ID 


OJ000350_32.0310 


.C17 


Gene No. 


92268 


Strand 


+ 




Start. 


228 


End 


12193 




Name 


OJ000350_ 


32 . 0310 . C17 . o3 . tm Method 


TBLASTX: Maize 




Start 


225 


End 


565 




GI 


none 


Score 


89 




Exons 


. . ol4 , 


4oU..ddJ, 452. .565 






Seq. No. 


43912 


Seq. ID 


OJ000350_32.0310 


.C17 


Gene No. 


92268 


Strand 


+ 




Start 


228 


End 


12193 




Name 


OJ000350 


32.0310.C17.ol.gs " Method 


GEN SCAN 




Start 


228 


End 


12103 




GI 


none 


Score 


.82 




Exons 


228. .314, 


453. .584, 1296. .1421, 1500.. 


1678, 2932.. 3016, 





3370. .3537, 5369. .5420, 5482. .5661, 5769. .5887, 7355. .7425, 
7519. .7636, 8707. .8793, 8878. .8964, 9040.. 9116, 10899. . 11061, 
11169. .11298, 11804. .12103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43912 
92268 
228 

OJ000350_32 . 0310 . C17 . ol . np 
451 

7486725 

451. .648, 1296. .1421, 1500. 



Seq. ID OJ000350_32.0310.C17 

Strand + 

End 12193 

Method AAT/NAP 

End 3080 

Score 536 
,1678, 2932. .3080 



hypothetical protein F9D12.19 - Arabidopsis thaliana 
gi|3319356|gb|AAC26245.1| (AF077407) contains similarity 
glycosyl hydrolases [Arabidopsis thaliana] 



43912 
92268 
228 

OJ000350_32 . 0310 . C17 . o2 . tm 

5450 

none 

5450.. 5662, 5451.. 5663, 5763. 
7350. .7421, 7354. .7464, 7355. 
7516. .7641, 7520. .7651, 8697. 
8704. .8793, 8705. .8794, 8875. 
9037.. 9081, 9037.. 9117, 9085. 



Seq. ID OJ000350_32.0310.C17 

Strand + 

End 12193 ■ 

Method TBLASTX : Mai ze 

End 9117 

Score 272 

.5882, 5765. .5884, 5765. .5881, 
.7450, 7359. .7463, 7514. .7639, 
.8795, 8697. .8756, 8701. .8796, 
.8964, 8877. .8966, 8878. .8964, 
.9117 



43912 
92268 
228 

OJ000350_32 . 0310 . C17 . o2 . np 

5478 

7486719 

5478. .5661, 5769. .5887, 7355., 
8878. .8964, 9040. .9116, 10899, 



Seq. ID OJ000350_32.0310.C17 
Strand + 
End 12193 
Method AAT/NAP 
End 12193 
Score 1055 

,7425, 7519. .7636, 8707. .8793, 
,.11117, 11214. .11321, 11800. .12193 
hypothetical protein F9D12.1 - Arabidopsis thaliana 
gi | 3319357 | gb | AAC26246 . 1| (AF077407) contains similarity to 
phosphoenolpyruvate synthase (ppsA) (GB: AE001056) [Arabidopsis 
thaliana] 
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Seq. No. 


43912 




Seq. ID 


OJ000350_32.0310.C17 


Gene No. 


92268 




Strand 


+ 


Start 


228 




End 


12193 


Name 


OJ000350 32. 


0310.C17.ol.gp 


Method 


AAT/GAP 




5761 




End 


12193 


GI 


8873 1.R1084 


Score 


2240 


Exons 


5761. .5887, 


7355.. 7425, 7519 


..7636, 8707. .8793, 8878. .8964, 




9040. .9116, 


10899. .11061, 11169. .11298 


, 11804. .12193 


GI Descrip. 


•3319357 1.0e-133 (AF077407) 


contains 


similarity to 




phosphoenolpyruvate synthase 


(ppsA) (GB:AE001056) [Arabidop 




thaliana] 1 








Seq. No. 


43912 




Seq. ID 


OJ000350_32.0310.C17 


Gene No. 


92268 




Strand 


+ 


Cf a r t- 
OLdl L 


228 




End 


12193 


Name 


OJ000350 32. 


0310.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


5774 




End 


9106 


GI 


none 




Score 


140 


Exons 


5774. .5890, 


7334.. 7423, 7355 


..7495, 7360. .7434, 7514. .7648, 




7517. .7612, 


7534. .7641, 8701 


..8796, 8703. .8735, 8835. .8960, 




8878. .8964, 


9037.. 9090, 9038 


. .9106 






43912 




Seq. ID 


OJ000350_32.0310.C17 


Gene No. 


92268 




Strand 


+ 


Start 


228 




End 


12193 


Name 


OJ000350 32. 


0310.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


11159 




End 


12192 


GI 


none 




Score 


71 


Exons 


11159. .11296, 11166. .11297, 


11802. .12191, 11803. .12192 


Seq. No. 


43912 




Seq. ID 


OJ000350_32.0310.C17 


bene ino • 


92268 




Strand 


+ 


Start 


228 




End 


12193 


Name 


OJ000350 32. 


0310.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start 


11800 




End 


12193 


GI 


none 




Score 


438 


Exons 


11800. .11874 


, 11802. .12188, 


11803. .12192, 11926. .12192, 




12041. .12193 








Seq. No. 


43912 




Seq. ID 


OJ000350 32.0310.C17 


Gene No. 


92268 




Strand 


+ 


Start 


228 




End 


12193 


Name 


OJ000350 32. 


0310.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


11808 




End 


12192 


GI 


none 




Score 


371 


Exons 


11808. .11963, 11809. .12192, 


12012. .12191 



Seq. No. 43913 Seq. ID OJ000350_32 . 0310 . C18 

Gene No. 92269 Strand + 

Start 1 End 243 

Name OJ000350_32.0310.C18.ol.np Method AAT/NAP 

Start 1 End 24 3 

GI 7486719 Score 291 

Exons 1..243 

GI Descrip. hypothetical protein F9D12.1 - Arabidopsis thaliana 

gi|3319357|gb|AAC26246.1| (AF077407) contains similarity to 
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phosphoenolpyruvate synthase (ppsA) (GB: AE001056) [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43913 Seq. ID 

92270 Strand 
3658 End 
OJ000350_32 . 0310 . C18 . o2 . gp Method 
3658 End 
2312838 Score 
3658. .3718 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ000350_32.0310.C18 
+ 

3718 
AAT/GAP 
3718. 
72 



43913 
92271 
1 

OJ000350_32.0310.C18.ol.gp 
1 

3490_1.R1084 
1..412 

, 1420932/gb|U61383|ORU61383 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_32.0310.C18 
412 

AAT/GAP 

412 

788 



'.Oe-21 Oryza rufipogon 
intron 1, partial sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 32.0310.C18 



6871 
AAT/GAP 
3893 
595 



43913 
92272 
6327 

OJ000350_32 . 0310 . C18 . o3 . gp 
3552 

LIB3433-003-Q6-K6-G8 
3552. .3893 

'5734616/dbj IAP000391. 1 IAP000391 1.0e-25 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 

43913 Seq. ID OJ000350_32 . 0310 .C18 

92272 Strand 

6327 End 6871 

OJ000350_32 . 0310 . C18 . o4 . gp Method AAT/GAP 

5220 End 5397 

uC-osflcyp089el0bl Score 324 

5220. .5397 

■5852170/emb|AL117265.1 IOST17804 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: 1 17804 ' 



43913 
92272 
6327 

OJ000350_32 . 0310 . C18 . o2 . gs 

6327 

none 

6327.. 6388, 6807.. 6871 

43913 
92273 
7286 

OJ000350_32.0310.C18.ol.tc 
1 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_32.0310.C18 

6871 
GENSCAN 
6871 
.94 



OJ000350_32.0310.C18 
7938 ■ 

TBLASTX: Cress 

240 

295 



44835 



Exons 



1..240, 3. .239 



Seq. No. 


43913 




.Seq. ID 


OJ000350 


__32.0310.C18 


Gene No. 


92273 




Strand 


- 




Start 


7286 




End 


7938 




Name 


OJ000350 32.0310.C18.ol 


tm 


Method 


TBLASTX : 


Maize 


Start 


1 




End 


242 




GI 


none 




Score 


351 




Exons 


1..240, 3. .242 










Seq. No. 


43913 




Seq. ID 


OJ000350 


_32.0310.C18 


Gene No . 


92273 




Strand 






Start 


7286 




End 


7938 




Name 


OJ000350 32.0310.C18.o5. 


gp 


Method 


AAT/GAP 




Start 


7286 




End 


7938 




GI 


LIB3431-051-P1-K1-E4 




Score 


678 




Exons 


7286.. 7563, 7809.. 7938 










GI Descrip.' 


'6016845/dbj IAP000570.1 


AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 






Seq. No. 


4 Jy 14 




Seq. ID 


OJ000350 


_32.0310.C19 


Gene No. 


y__ /4 




Strand 


+ 




Start 






End 


464 




Name 


OJUUUooU 6£ . U J1U . ciy . 01 . 


gs 


Method 


GEN SCAN 




Start 


A O O 

4 




End 


464 




GI 


none 




Score 


.48. 




Exons 


439. .464 










Seq. No. 


43914 




Seq. ID 


OJ000350 


_32.0310.C19 


Gene No. 


92275 




Strand 


- 




Start 


1513 




End 


2334 




Name 


OJ000350 32.0310.C19.o2. 


gs 


Method 


GEN SCAN 




Start 


1513 




End 


2334 




GI 


none 




Score 


.83 




Exons 


1513. .1604, 1853. .1940, 


2062 


. .2334 






Seq. No. 


43914 




Seq. ID 


OJ000350 


_32.0310.C19 


Gene No. 


92276 




Strand 






Start 


3074 




End 


4701 




Name 


OJ000350 32.0310.C19.o3. 


gs 


Method 


GENSCAN 




Start 


3074 




End 


4701 




GI 


none 




Score 


.74 




Exons - 


3074.. 3224, 3887.. 4015, 


4061 


..4155, 4477. .4701 




Seq. No. 


43915 




Seq. ID 


OJ000350 


_32.0310.C20 


Gene No. 


92277 




Strand 


+ 




Start 


971 




End 


2758 




Name 


OJ000350 32.0310.C20.ol. 


gs 


Method 


GENSCAN 




Start 


971 




End 


2758 




GI 


none 




Score 


.6 




Exons 


971.. 1100, 1898. .1971, 2697. 


.2758 






Seq. No. 


43915 




Seq. ID 


OJ000350 


_32.0310.C20 


Gene No. 


92278 




Strand 






Start 


3139 




End 


3386 




Name 


OJ000350 32.0310.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


3139 




End 


3386 
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GI 


57713 5.R1084 


Score 


419 


Exons 


3139.. 3386 






GI Descrip. 


, 6015116/sp|O82653.|ERG ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 




>gi 3676071 emb CAA76979 (Y17969) ERG protein [Arabidopsis 




thaliana] ' 






Seq. No. 


43916 


Seq. ID 


OJ000350_32.0310.C21 


Gene No. 


92279 


Strand 


+ 


Start 


6858 


End 


6924 


Name 


OJ000350 32.0310.C21.ol.gp 


Method 


AAT/GAP 


Start 


6858 


End 


6924 


GI 


uC-osroM202024h08al 


Score 


85 


Exons 


6858. .6924 






GI Descrip. 


'5852170/emb |AL117265.1|OST17804 5.0e- 


84 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone : tl7804 1 


Seq. No. 


43916 


Seq. ID 


OJ000350_32.0310.C21 


Gene No. 


92280 


Strand 




btart 


7367 


End 


9545 


Name 


OJ000350 32.0310.C21.o2.np 


Method 


AAT/NAP 


Start 


7367 


End 


9545 


GI 


7340881 


Score 


354 


Exons 


7367. .7400, 7505. .7611, 9029. 


.9300, 9378. .9545 


GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43917 


Seq. ID 


OJ000350_32. 0310.C22 


Gene No . 


92281 


Strand 




Start 


353 


End 


1472 


Name 


OJ000350 32.0310.C22.o3.tm 


Method 


TBLASTX: Maize 


Start 


346 


End 


592 


GI 


none 


Score 


48 


Exons 


346. .378, 346. .387, 380. .562, 


380. .592 




Seq. No. 


43917 


Seq. ID 


OJ000350_32.0310.C22 


Gene No . 


92281 


Strand 




Start 


353 


End 


1472 


Name 


OJ000350 32.0310.C22.ol.gs 


Method 


GEN SCAN 


Start . 


353 


End 


1188 


GI 


none 


Score 


.81 


Exons 


353.. 820, 892.. 1188 






Seq. No. 


43917 


Seq. ID 


OJ000350_32.0310.C22 


Gene No. 


92281 


Strand 




Start 


353 


End 


1472 


Name 


OJ000350 32.0310.C22.ol.np 


Method 


AAT/NAP 


Start 


356 


End 


1472 


GI 


6983860 


Score 


1793 


Exons 


356. .1472 






GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy type 




(AF061282) [Oryza sativa] 






Seq. No. 


43917 


Seq. ID 


OJ000350_32.0310.C22 


Gene No. 


92281 


Strand 




Start 


353 


End 


1472 


Name 


OJ000350 32.0310.C22.o2.tw 


Method 


TBLASTX: Wheat 


Start 


401 


End 


734 


GI 


none 


Score 


44 
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Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



401. .733, 594. .641, 617. .730, 660. .734 



43917 
92281 
353 

OJ000350_32 .0310 . C22 . ol . tm 

596 

none 



Seq. ID OJ000350_32.0310.C22 
Strand 

End 1472 

Method TBLASTX : Mai ze 

End 1179 

Score 72 



596. .799, 720. .803, 723. .803, 802. .1020, 842. .1021, 1016. .1171, 
1018. .1179, 1025. .1171, 1027. .1173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43917 
92281 
353 

OJ000350_32.0310.C22.ol.tw 

734 

none 



Seq. ID OJ000350_32.0310.C22 
Strand 

End 1472 

Method TBLASTX : Wheat 

End 1359 

Score 57 



734.-799, 735. .812, 805. .1359, 808. .984, 842. .1357 



43917 
92281 
353 

OJ000350_32.0310.C22.o2.tm 

1228 

none 

1228. .1470, 1232. .1471 



Seq. ID OJ000350_32.0310.C22 
Strand 

End 1472 

Method TBLASTX : Maize 

End 1471 

Score 240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43917 
92281 
353 

OJ000350_32.0310.C22.ol.ts 

1318 

none 

1318. .1467, 1319. .1456 

43918 
92282 
91 

OJ000350_32 . 0310 . C24 . ol . gs 
91 

none 

91. .205, 599. .753 



Seq. ID OJ000350_32.0310.C22 
Strand 

End 1472 

Method TBLASTX : Soybean 

End 1467 

Score 119 



Seq. ID OJ000350__32.0310.C24 

Strand + 

End 753 

Method GEN SCAN 

End 753 

Score .47 



Seq. ID OJ000350_32.0310.C27 
Strand 

End 7 69 

Method AAT/NAP 

End 7 69 

Score 357 



43919 
92283 
1 

OJ000350_32.0310.C27.ol.np 
1 

7248394 
1..169, 437. .769 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . ^-Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 



43919 



Seq. ID OJ000350 32.0310.C27 
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Gene No . 


92283 






Start 


1 


End 


769 


Name 


OJ000350 32.0310.C27.ol.gs 


Method 


GENSCAN 


Start 


129 


End 


679 


GI 


none 


Score 


.4 


Exons 


129. .679 






Seq. No. 


43920 


Seq. ID 


OJ000350 


Gene No. 


92284 


Strand 




Start 


1 


End 


4223 


Name 


OJ000350 32.0310.C28.ol.np 


Method 


AAT/NAP 


Start 


1 • 


End 


3788 


GI 


4680179 


Score 


3657 


Exons 


1..2134, 2162. .3111, 3672.. 


3788 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa ; 


subsp. ind 


Seq. No. 


43920 


Seq. ID 


OJ000350 


Gene No . 


92284 


Strand 




Start 


1 


End 


4223 


Name 


OJ000350 32.0310.C28.o6.tw 


Method 


TBLASTX:! 


Start 


2 


End 


280 


GI 


none 


Score 


92 


Exons 


2. .280, 8. .277 






Seq. No. 


43920 


Seq. ID 


OJ000350 


Gene No. 


92284 


Strand 




Start 


1 


End 


4223 


Name 


OJ000350 32.0310.C28.ol.gs 


Method 


GENSCAN 


Start 


118 


End 


4223 


GI 


none 


Score 


.54 


Exons 


118.. 3175, 3466.. 3861, 3870 


. .4223 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43920 Seq. ID 

92284 Strand 

1 End 

OJ000350_32 . 0310 . C28 . ol . tm . Method 

311 End 

none Score 



OJ000350_32.0310.C28 
4223 

TBLASTX: Maize 

664 

49 



311. .664, 318. .350, 326. .658, 396. .659 



43920 
92284 
1 

OJ000350_32.0310.C28.ol.tw 

311 

none 

311. .694, 311. .736, 318. .737 

43920 
92284 
1 

OJ000350_32.0310.C28.o2.ts 

482 

none 

482. .727 



Seq. ID OJ000350_32.0310.C28 
Strand 
End 

Method 
End 
Score 



4223 

TBLASTX: Wheat 

737 

252 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_32.0310.C28 
4223 

TBLASTX : Soybean 

727 

210 



Seq. No. 



43920 



Seq. ID OJ000350 32.0310.C28 



44839 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



92284 
1 



Strand 
End 



4223 



OJ000350 32.0310.C28.o3.tm Method TBLASTX : Mai ze 



671 
none 

671. .1003, 675.-926 

43920 
92284 
1 



End 1003 
Score 132 



Seq. ID OJ000350_32.0310.C28 
Strand 

4223 



End 



OJ000350 32.0310.C28.o3.tw Method TBLASTX : Wheat 



738 
none 



End 1012 
Score 257 



738.-992, 738. .998, 740. .1000, 770. .1012 

43920 Seq. ID OJ000350_32 . 0310 . C28 

92284 Strand 

1 End 4223 

OJ000350_32 . 0310 . C28 . ol . ts Method TBLASTX : Soybean 

752 End 1147 

none Score 171 

752. .1003, 762. .992, 809. .1006, 966. .1109, 1031. .1111, 

1058. .1111, 1115. .1147, 1115. .1147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43920 
92284 

1 End 
OJ000350_32 . 0310 . C28 . o2 . tm Method TBLASTX : Maize 

1058 End 1505 

none Score 

1058. .1501, 1067. .1429, 1323. .1505 



Seq. ID OJ000350_32.0310.C28 
Strand 

4223 



124 



43920 
92284 

1 End 
OJ000350_32 . 0310 . C28 . o2 . tw Method TBLASTX : Wheat 

1088 End 1574 

none Score 

1088. .1570, 1130.. 1567, 1281. .1574 



Seq. ID OJ000350_32.0310.C28 
Strand 

4223 



203 



43920 
92284 
1 

OJ000350_32 . 0310 . C28 . o3 . ts Method TBLASTX : Soybean 



Seq. ID OJ000350_32.0310.C28 
Strand 

End 4223 



1220 
none 

1220. .1534 



End 
Score 



1534 
196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43920 
92284 
1 

OJ000350 32.0310.C28.o5.tw Method TBLASTX: Wheat 



Seq. ID OJ000350_32.0310.C28 
Strand 

End 4223 



1709 
none 

1709. .2056, 1746. .1877 



End 
Score 



2056 
55 



Seq. No. 



43920 



Seq. ID OJ000350 32.0310.C28 



44840 



Gene No. 92284 Strand 

Start 1 End 

Name OJ000350_32 . 0310 . C28 . o5 . tm Method 

Start 1790 End 

GI none Score 

Exons 1790.. 2110 



4223 

TBLASTX: Maize 

2110 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43920 Seq. ID 

92284 Strand 

1 End 
OJ000350_32.0310.C28.o4 .tw Method 

2411 End 

none Score 

2411. .2755, 2560. .2652, 2625. .2756 



OJ000350_32.0310.C28 
4223 

TBLASTX: Wheat 

2756 

54 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



43920 
92284 
1 

OJ000350_32 . 0310 . C28 . o4 . tm 

2456 

none 



Seq. ID OJ000350_32.0310.C28 
Strand 
End 

Method 
End 
Score 



4223 

TBLASTX: Maize 

2755 

47 



2456.-2755, 2457. .2537, 2608. .2637, 2625. .2732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43920 Seq. ID 

92284 Strand 

1 ' End 

OJ000350_32 . 0310 . C28 . o7 . tw Method 

2807 End 

none Score 
2807. .2989, 2808. .2987 

43920 Seq. ID 

92284 Strand 
1 End 
OJ000350_32 . 0310 . C28 . o2 . np Method 
3463 End 
4512229 Score 
3463. .4223 

(AB014740) ORF0 protein [Oryza sativa] 

43921 Seq. ID 

92285 Strand 
129 End 
OJ000350_32 . 0310 .C29 .ol .np Method 
129 End 
5852181 Score 
129.. 181, 1397.. 1533, 2249.. 2416 
(AL117265) zhbOOll.l [Oryza sativa] 



OJ000350_32.0310.C28 
4223 

TBLASTX: Wheat 

2989 

133 



OJ000350 32.0310.C28 



4223 
AAT/NAP 
4223 
1177 



OJ000350 32.0310. C29 



2416 
AAT/NAP 
2416 
136 



Seq. No. 43922 Seq. ID 

Gene No. 92286 Strand 

Start 1245 End 

Name OJ000350_39 . 0314 . C2 . ol . gp Method 

Start 1245 End 

GI none Score 

Exons 1245.. 1688 



OJ000350_39.0314.C2 
+ 

1688 
AAT/GAP 
1688 
835 



44841 



Seq. No. 43922 
Gene No. 92287 
Start 1887 

Name OJ000350_39 . 0314 . C2 . o2 . np 

Start 1887 
GI 231574 

Exons 1887.. 1921, 3204.. 3384, 3415 

GI Descrip. L -ASPARAGINASE (L-AS PARAGINE 

gi| 81837 |pir| IS22523 asparaginase 
(fragment) gi | 19137 | emb | CAA36824 | 
arboreus] 



OJ000350_ 
+ 

3743 
AAT/NAP 
3743 
172 



39. 0314. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3743 

AMIDOHYDROLASE) 

EC 3.5.1.1) - tree lupine 
X52588) asparaginase [Lupinus 





43922 


Seq. ID 


OJ000350_39.0314. 




Gene No. 


92288 


Strand 


+ 




Start 


10864 


End 


17534 




Name 


OJ000350 39.0314.C2.o2.gs 


Method 


GENSCAN 




Start 


10864 


End 


16716 




GI 


none 


Score 


.76 




Exons 


10864. .10937, 114 63 .. 11617 , 


11679. .11777, 11884. .11992, 






12015. .12125, 12297. .12495, 


12688. .13006, 14389 .. 14457, 






15444. .15590, 15740. .16716 








Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314. 


C2 




92288 


Strand 


+ 




Start 


10864 


End 


17534 




Name 


OJ000350 39.0314.C2.o4.np 


Method 


AAT/NAP 




Start 


15469 


End 


15676 




GI 


6539571 


Score 


54 




Exons 


15469. .15676 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314. 


C2 


Gene No. 


92288 


Strand 


+ 




Of- r +- 


10864 


End 


17534 




Name 


OJ000350 39.0314.C2.o5.np 


Method 


AAT/NAP 




Start 


15806 


End 


17534 




GI 


82307 


Score 


638 




Exons 


15806. .16457, 17279.. 17534 








GI Descrip. 


myb protein 306 - garden snapdragon gi | 256828 | bbs 1 115017 


Myb 




oncoprotein homolog {clone 306} [Antirrhinum ma jus=snapdragons, 




Jl:522, flowers, Peptide, 316 aa] 






Seq. No. 


43922 


Seq. ID 


OJ000350__39.0314. 


C2 


Gene No. 


92289 


Strand 


+ 




Start 


17970 


End 


19424 




Name 


OJ000350 39.0314.C2.o6.np 


Method 


AAT/NAP 




Start 


17970 


End 


19424 




GI 


7106528 


Score 


122 




Exons 


17970. .18031, 19296.. 19424 








GI Descrip. 


(AP001278) EST D40774 (S2920 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314. 


C2 


Gene No. 


92290 


Strand 






Start 


2666 


End 


5739 




Name 


OJ000350 39.0314.C2.ol.gs 


Method 


GENSCAN 




Start 


2666 


End 


5739 





44842 



GI 


none ' 


Score 


.88 


Exons 


2666.. 3105, 3128. .3279, 3285. 


.3477, 3521. .3700, 5616. .5739 


Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314.C2 


Gene No. 


92291 


Strand 




Start 


8600 


End 


8764 


Name 


OJ000350 39.0314.C2.o3.np 


Method 


A AT /NAP 


Start 


8600 


End 


8764 


GI 


7340866 


Score 


120 


Exons 


8600. .8764 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


oaLl vaj 


Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314.C2 


Gene No. 


92292 


Strand 




Start 


17472 


End 


17525 


Name 


OJ000350 39.0314.C2.o2.gp 


Method 


AAT/GAP 


Cfarf 


17472 


End 


17525 


GI 


LIB3477-003-P1-K1-E9 


Score 


60 


Exons 


17472. .17525 






GI Descrip. 


! 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314.C2 


Gene No. 


92293 


Strand - 




Cfarf 
OLCtl L 


20258 


End 


20526 


Name 


OJ000350 39.0314.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


385 


End 


1468 


GI 


none 


Score 


89 


Exons 


385. .453, 399..446, 1013. .1114, 1015.. 


1113, 1032. .1118, 




1255.. 1416, 1257.. 1424, 1260. 


.1415, 1261. .1416, 1331. .1468 


Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314.C2 


Gene No. 


92293 


Strand 




Start 


20258 


End 


20526 


Name 


OJ000350 39.0314.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3203 


End 


3689 


GI 


none 


Score 


128 


Exons 


3203.. 3292, 3204. .3293, 3405. 


.3506, 3405. .3506, 3406. .3507, 




3406.. 3510, 3504. .3560, 3505. 


.3558, 3505.. 3561, 3573.. 3689, 




3578.. 3688 






Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314.C2 


Gene No. 


92293 


Strand 




Cfarf 

o Lai i_ 


20258 


End 


20526 


Name 


OJ000350 39.0314.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


3510 


End 


3689 


GI 


none 


Score 


62 


Exons 


3510.. 3560, 3511. .3558, 3511. 


.3561, 3573. .3689, 3573. .3674, 




3575. .3688 






Seq. No. 


43922 


Seq. ID 


OJ000350_39.0314.C2 


Gene No. 


92293 


Strand 




Start 


20258 


End 


20526 


Name 


OJ000350 39.0314.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


15767 


End 


16138 


GI 


none 


Score 


530 



44843 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15767. .16138, 15805 .. 15924 , 16060.. 16134 

OJ000350 39. 0314. C2 



43922 Seq. ID 

92293 Strand 

20258 End 

OJ000350_39 . 0314 . C2 . ol . tw Method 

15797 End 

none Score 



20526 

TBLASTX: Wheat 

16144 

424 



15797. .16144, 15808 .. 15921, 16006. .16140 



Seq. No. 43922 

Gene No. 92293 

Start 20258 

Name OJ000350_39 . 0314 . C2 . ol . tc 

Start 15805 

GI none 
Exons 



Seq. ID OJ000350_39.0314.C2 
Strand 
End 

Method 
End 
Score 



20526 

TBLASTX: Cress 

16285 

577 



15805. .15924, 15806 .. 16153, 16060 .. 16152 , 16205. .16285 



Seq. No. 


43922 




Seq. ID 


OJ000350_39.0314 


.C2 


Gene No. 


92293 




Strand 






Start 


20258 




End 


20526 




Name 


OJ000350 39. 0314. C2. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


15811 




End 


16153 




GI 


none 




Score 


4 67 




Exons 


15811... 15921, 15812. 


.16153 








Seq. No. 


43922 




Seq. ID 


OJ000350_39.0314 


.C2 


Gene No. 


92293 




Strand 






Start 


20258 




End 


20526 




Name 


OJ000350 39. 0314. C2. 


o3.gs 


Method 


GENSCAN 




Start 


20258 




End 


20526 




GI 


none 




Score 


.63 




Exons 


20258. .20387, 20489. 


.20526 









^ Seq. No. 43923 Seq. ID OJ000350_39 . 0314 . C3 

^1 Gene No. 92294 Strand + 

y Start 3221 End 3733 

I s * Name OJ000350_39. 0314 .C3.ol.gp Method AAT/GAP 

Kl Start 3221 End 3733 

?2 GI 38782_1.R1084 Score 826 

lZ z Exons 3221.. 3733 

— GI Descrip. 1 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0514G12 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43923 
92295 
5792 

OJ000350_39.0314 .C3.ol.np 

5792 

7106512 



Seq. ID OJ000350 39. 0314. C3 



Strand 
End 

Method 

End 

Score 



+ 

12568 
AAT/NAP 
11123 
1828 



5792. .5961, 6053. .6267, 6672. .7855, 8317. .8670, 11099. .11123 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



43923 
92295 
5792 



Seq. ID OJ000350_39.0314.C3 
Strand + 
End 12568 



44844 




Name 


OJ000350 39. 0314. C3 


.o3.gs 


Method 


GENSCAN 






Start 


6660 




End 


12568 






GI 


none 




Score 


. 62 






Exons 


6660. .7750, 8270. .8664, 9884. .10011, 


11656. .11752, 12417. .12568 


Seq. No. 


43923 




Seq. ID 


OJ000350 


_39.0314 


,C3 


Gene No. 


922yo 




Strand 


+ 






Start 


16420 




End 


17812 






Name 


OJUUUooU jy.Uol4.Ci 


. oo . gs 


Method 


GENSCAN 






Start 


1 o42U 




End 


17812 






GI 


none 




Score 


.77 






Exons 


16420. .16475, 17626 


. .17812 










Seq. No. 


A *3 Q O "3 




Seq. ID 


OJ000350 


_39 . 0314 


. C3 


Gene No. 


9229 1 




Strand 


+ 






Start 


21163 




End 


23884 






Name 


OJUUU30U 39. 0314. C3 


,o2 .np 


Method 


AAT/NAP 






Start 


2 116U 




End 


23884 






GI 


£ ^ C O O O O 

6 /ozooo 




Score 


2158 






Exons 


21160 21801, 21927 


. .22137, 


22227. .22521, 22651 


. .23040, 






23497. .23574, 23662 


. .23884 










GI Descrip. 


(AF220204) unknown 


[Malus domestical 








Seq. No. 


43923 




Seq. ID 


OJ000350_ 


39 . 0314 


. C3 


Gene No. 


92297 




Strand 


+ 






Start 


21163 




End 


23884 






Name 


OJ000350_39 . 0314 . C3 


. o7 . gs 


Method 


GENSCAN 






Start 


21163 




End 


23884 






GI 


none 




Score 


.79 






Exons 


21163. .21801, 21927 


. .22137, 


22227. .22521, 22609 


. .23040, 






234 9 / . . 23o74 , 23662 


. .23884 










Seq. No. 


43923 




Seq. ID 


OJ000350 


39 . 0314 


. C3 


Gene No. 


92298 




Strand 


+ 






Start 


2 /4 (jy 




End 


28953 






Name 


OJ000350 39. 0314. C3 


. o3 . gp 


Method 


AAT/GAP 






Start 


27152 




End 


27492 






GI 


2311243 




Score 


350 






Exons 


2 /lb2 . . 27254 , 27374 


. .27492 










Seq. No. 


43923 




Seq. ID 


OJ000350_ 


_39. 0314 


.C3 


Gene No . 


92298 




Strand 


+ 






Start 


27409 




End 


28953 






Name 


OJ000350 39. 0314. C3 


. 08 . gs 


Method 


GENSCAN 






Start 


27409 




End 


28953 






GI 


none 




Score 


.79 






Exons 




. .28028, 


28200. .28357, 28513, 


9ft Q^^ 




Seq. No. 


43923 




Seq. ID 


OJ000350_ 


_39.0314 


.C3 


Gene No. 


92298 




Strand 


+ 






Start 


27409 




End 


28953 






Name 


OJ000350 39. 0314. C3, 


. o4 .gp 


Method 


AAT/GAP 






Start 


27910 




End 


28028 






GI 


2311243 




Score 


190 






Exons 


27910. .28028 












Seq. No. 


43923 




Seq. ID 


OJ000350_ 


_39.0314 


.C3 



44845 



Gene No. 


92299 


Strand 


+ . 


Start 


3034 1 


EjLI\JL 


^?fi?n 


Name 


OJ000350 39.0314.C3.o4.np 


Method 


AAT/NAP 


Start 


30341 


End 


32630 


GI 


5758910 


Score 


195 


Exons 


30341. .30366, 32234.. 32630 






GI Descrip. 


(AF168942) ATP synthase beta 


subunit 


[Ruscus aculeatus] 


Seq. No. 


43923 


Seq. ID 


OJ000350_39.0314.C3 


Gene No. 


92300 


Strand 


+ 


Start 


33073 


End 


35775 


Name 


OJ000350 39.0314.C3.o5.gp 


Method 


AAT/GAP 


Start 


32993 


End 


34046 


GI 


16929 1.R1084 


Score 


868 


Exons 


32993. .33100, 33682.. 34046 






GI Descrip. 


f 4506745/ref |NP_001004.1|pRPS9| 5 . Oe- 


35 ribosomal protein S9 



>gi_1173285_sp_P4 6781_RS9_HUMAN 40S RIBOSOMAL PROTEIN S9 

>gi_1362936_pir S55917 ribosomal protein S9 - human >gi_550023 

(U14971) ribosomal protein S9 [Homo sapiens] 

>gi_1096943_prf 2113200F ribosomal protein S9 [Homo sapiens] ' 





Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


.C3 




Gene No. 


92300 




Strand 


+ 






Start 


33073 




End 


35775 




E. — I 


Name 


OJ000350 39. 0314. C3 


.olO.gs 


Method 


GEN SCAN 




\J 


Start 


33073 




End 


35775 




1,0 


H T 


none 




Score 


.82 






Exons 


33073. .33100, 33682 


. .33796, 


33830. .34013, 35413.. 35775 




r i 


Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


.C3 


iy 


Gene No. 


92300 




Strand 


+ 






Start 


33073 




End 


35775 




§= 1 1 


Name 


OJ000350 39. 0314. C3 


.oS.np 


Method 


AAT/NAP 






Start 


33073 




End 


35018 






GI 


6440857 




Score 


548 






Exons 


33073. .33100, 33682 


. .34063, 


34857. .35018 






GI Descrip. 


(AU066528) 4 OS ribosomal protein S9 [Chlamydomonas sp.] 






Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


.C3 




Gene No. 


92300 




Strand 


+ 






Start 


33073 




End 


35775 






Name 


OJ000350 39. 0314. C3 


. o 6 . gp 


Method 


AAT/GAP 






Start 


34987 




End 


35218 






GI 


426673 




Score 


392 






Exons 


34987. .35218 












Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


.C3 




Gene No. 


92301 




Strand 


+ 






Start 


38246 




End 


38698 






Name 


OJ000350 39. 0314. C3 


.oll.gs 


Method 


GENSCAN 






Start 


38246 




End 


38511 






GI 


none 




Score 


.92 _ 






Exons 


38246. .38511 












Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


.C3 




Gene No. 


92301 




Strand 


+ 






Start 


38246 




End 


38698 





44846 




Name 


OJ000350 39.0314.C3.o7.np 


Method 


AAT/NAP 






Start 


38246 


End 


38698 






GI 


5734781 


Score 


86 






Exons 


38246. .38516, 38671. .38698 










GI Descrip. 


(AC007980) 89719 [Arabidopsis thaliana] 






Seq. No. 


43923 


Seq. ID 


OJ000350_ 


39.0314 


.C3 


Gene No. 


92302 


Strand 










1038 


End 


5089 






Name 


OJ000350 39.0314.C3.ol.gs 


Method 


GEN SCAN 






Start 


1038 


End 


5089 






GI 


none 


Score 


.66 






Exons 


1038. .1489, 2028. .2185, 2281. .2427, 2463. .2731, 


3325; .3438 




3548. .3676, 4881. .4920, 4971. .5089 








Seq. No. 


43923 


Seq. ID 


OJ000350_ 


39.0314 


.C3 


oene ino . 


92303 


Strand 








Start 


5476 


End 


6248 






Name 


OJ000350 39.0314.C3.o2.gs 


Method 


GEN SCAN 






Start 


5476 


End 


6248 






GI 


none 


Score 


.94 






Exons 


5476.. 5492, 5786. .6086, 6135. .6248 








Seq. No. 




Seq. ID 


OJ000350_ 


39.0314 


. L-j 


\jQlLQ NO • 


n o o r\ a 


Strand 








Start 


1 Q 1 Q A 

lo /o4 


End 


20516 * 






Name 


ujuuuodu jy . UJ14 . Lo . ob . gs 


Method 


GENSCAN 






Start 


1 QTQ/I 

lO /OH 


End 


20516 






GI 


none 


Score 


.76 






Exons 


18784. .19236, 19750 .. 19983, 


20448. .20516 






Seq. No. 


43923 


Seq. ID 


OJ000350_ 


39.0314 


. to 


Gene No. 


92305 


Strand 








Start 


29472 


End 


37343 






Name 


OJ000350 39.0314.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


21217 


End 


22925. 








none 


Score 


119 






Exons 


21217. .21294, 21219 .. 21293, 


21230. .21304, 21298. 


.21360, 






21352. .21804, 21365 .. 21538, 


21394. .21801, 21396. 


.21809, 






21904. .22140, 21926 .. 22153, 


21927. .22136, 21973. 


.22140, 






22216. .22479, 22217 .. 22522, 


22226. .22522, 22649. 


.22672, 






22651. .22917, 22652 22924 , 


22712. .22924, 22746. 


.22925 




Seq. No. 


43923 


Seq. ID 


OJ000350_ 


39.0314 


.C3 


bene wo . 


92305 


Strand 








Start 


29472 


End 


37343 






Name 


OJ000350 39.0314.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


21217 


End 


21537 






GI 


none 


Score 


356 






Exons 


21217. .21537, 21222 .. 21353, 


21427. .21537 






Seq. No. 


43923 


Seq. ID 


OJ000350_ 


39.0314 


.C3 


Gene No. 


92305 


' Strand 








Start 


29472 


End 


37343 






Name 


OJ000350 39.0314.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


21217 


End 


23886 






GI 


none 


Score 


115 







44847 



Exons 



21217. .21306, 21219. .21302, 21298 .. 21360, 21394 21804 , 

21397. .21801, 21411. .21809, 21926 .. 22135, 21926 .. 22135 , 

21927. .22136, 22219 .. 22467, 22220 22477, 2264 9.-22969, 

22652. .22990, 22806 .. 22979, 22873.-22983, 22988 .. 2304 1, 

22997. .23053, 23492 .. 23575, 23497 23565, 234 97 .. 23577 , 

23498. .23575, 23633 23878 , 23690 .. 23863, 23719 .. 23886, 
23739. .23879 



Seq. No. 43923 Seq. ID 

Gene No. 92305 Strand 

Start 29472 End 

Name OJ000350_39 . 0314 . C3v o2 . tw . Method 

Start ' 21592 End 

GI none Score 

Exons 21592. .21804, 21592 .. 21801, 

21926. .22036, 21926 .. 22096, 



OJ000350_39.0314.C3 
37343 

TBLASTX: Wheat 

22096 

252 



21621. .21809, 
21927. .22094 



21913. .22080, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43923 . Seq. ID 
92305 Strand 
29472 End 
OJ000350_39 . 0314 . C3 . ol . tm Method 
21696 End 
none Score 



OJ000350_39.0314.C3 
37343 

TBLASTX: Maize 

22918 

80 



21696. .21752, 21697 .. 21750, 21751 21804 , 21753 21809, 

21926. .22135, 21927 .. 22136, 22060 22143, 22216 22524 , 

22217. .22522, 22228 .. 22530, 22651 .. 22821, 22652 .. 22918 , 
22870.. 22917 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43923 
92305 
29472 

OJ000350_39.0314.C3.o4 . tw 

22216 

none 

22216. .22524, 22217 .. 22522 , 
22607. .22717, 22651.. 22716 

43923 
92305 
29472 

OJ000350_39.0314 .C3.o3.tw 

22718 

none 

22718. .23041, 22729 22821 , 
23498. .23575, 23642.-23728 



Seq. ID OJ000350_39.0314.C3 
Strand 

End 37343 

Method TBLASTX : Wheat 

End 22717 

Score 397 
22227. .22529, 22228 .. 22530, 



Seq. ID OJ000350_39.0314.C3 
Strand 

End 37343 

Method TBLASTX : Wheat 

End 23728 

Score 422 
22870. .23046, 234 97 .. 23577 , 



Seq. No. 43923 

Gene No. 92305 

Start 29472 

Name OJ000350_39 . 0314 . C3 . o3 . tc 

Start 22988 

GI none 

Exons 22988. .23041, 234 92 .. 23587 , 
23659.. 23862 



Seq. ID OJ000350_39.0314.C3 
Strand 

End 37343 

Method TBLASTX : Cress 

End 23863 

Score 87 
23498. .23572, 23642.-23863, 



Seq. No. 
Gene No. 



43923 
92305 



Seq. ID OJ000350_39.0314.C3 
Strand 



44848 



OLcilL 


£. J*± f £. 




End 


37343 


Name 


OJ000350 39. 0314. C3. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


22997 




End 


23923 


GI 


none 




Score 


70 


Exons 


22997. .23041, 23492. 


.23530, 


23498. .23530, 23630 .. 23923, 




23633. .23920 








Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


Gene No. 


92305 




Strand 




Start 


29472 




End 


37343 


Name 


OJ000350 39. 0314. C3. 


o5. tw 


Method 


TBLASTX: Wheat 




c. O £. O H 




End 


28785 


GI 


none 




Score 


35 


Exons 


28234.-28269, 28235. 


.28261, 


28246. .28365, 28266 .. 28376, 




28267. .28350, 28290. 


.28358, 


28301. .28363, 28512 .. 28643, 




28513. .28644, 28515. 


.28646, 


28653. .28709, 28 668 .. 28700, 




28714. .28785, 28715. 


.28774 






Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 




J U D 




Strand 




Start 


29472 




End 


37343 


Name 


OJ000350 39. 0314. C3. 


o9.gs 


Method 


GENSCAN 


Start 


29472 




End 


31635 


GI 


none 




Score 


.74 


Exons 


29472. .29617, 29631. 


.29811, 


29891. .30080, 31106. .31635 


Seq. No. 


43923 




Seq. TD 


OJ000350_39.0314 


Gene No. 


92305 




Strand 




Start 


29472 




End 


37343 


Name 


UJUUUjjU jj. UjI^.Lj . 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


29600 




End 


29953 


GI 


none 




Score 


113 


Exons 


29600. .29770, 29601. 


.29771, 


29602. .29772, 29603 .. 29773, 




29773. .29811, 29773. 


.29811, 


29774. .29818, 29861 .. 29953, 




29888. .29947 








Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


Gene No. 


92305 




Strand 




O Ldl L 


29472 




End 


37343 


Name 


OJ000350 39. 0314. C3. 


o3 .np 


Method 


AAT/NAP 


Start 


29620 




End 


31635 


GI 


3461815 




Score 


653 


Exons 


29620. .29811, 29891. 


.30080, 


31106. .31635 


GI Descrip. 


(AC004138) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


Gene No. 


92305 




Strand 




O LdX L 


29472 




End 


37343 


Name 


OJ000350 39. 0314. C3. 


06. tm 


Method 


TBLASTX: Maize 


Start 


30041 




End 


31635 


GI 


none 




Score 


45 


Exons 


30041. .30079, 31105. 


.31227, 


31336. .31380, 31352 .. 31381 , 




31412. .31510, 31421. 


.31489, 


31462. .31512, 31603.. 31635 


Seq. No. 


43923 




Seq. ID 


OJ000350_39.0314 


Gene No. 


92305 




Strand 




Start 


29472 




End 


37343 



44849 



Name 
Start 
GI. 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_39 . 0314 . C3 . 06 . np Method AAT/NAP 

31194 End 37343 

7340884 Score 94 

31194. .31306, 37202.. 37343 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



43923 Seq. ID 

92305 Strand 
29472 End 
OJ000350_39 . 0314 . C3 . o3 . ts Method 
32316 End 
none Score 

32316. .32423, 32317 .. 32424 , 32318 

32446. .32631, 32451 32630, 32458 



OJ000350 39. 0314. C3 



37343 

TBLASTX: Soybean 
32634 
103 

32452, 32319. .32453, 
32634 



OJ000350 39. 0314. C3 



Seq. No. 43923 Seq. ID 

Gene No. 92305 Strand 

Start 29472 End 

Name OJ000350_39 . 0314 . C3 . o4 . tc Method 

Start 32316 End 

GI none Score 

Exons 32316. .32423, 32317 32424 , 32319 324 62 , 324 4 6 32631, 
32451. .32660 



37343 

TBLASTX: Cress 

32660 

103 



Seq. No. 43923 Seq. ID 

Gene No. 92305 Strand 

Start 29472 End 

Name OJ000350_39 . 0314 . C3 . o7 . tm Method 

Start 32316 End 

GI none Score 

Exons 32316. .32423, 32318 .. 32452, 

32458. .32634, 32459.. 32632 



OJ000350_39.0314.C3 
37343 

TBLASTX: Maize 
32634 
108 

32319. .32462, 32451 32630, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43923 Seq. ID 

92305 Strand 
29472 ' End 

OJ000350_39 . 0314 . C3 . ol . tw Method 
33672 End 
none Score 

33672. .34079, 33683 .. 33883, 

34854. .34904, 34855. .34905 

43923 Seq. ID 

92305 Strand 
29472 End 
OJ000350_39.0314 .C3.o2.tc Method 
33672 End 
none Score 

33672. .34079, 33702 .. 34088 , 

34910. .34960, 34943.-34972 

43923 Seq. ID 

92305 Strand 
29472 End 
0 J000350_39 . 0314 . C3 . o2 . tm Method 
33672 End 



OJ000350_39.0314.C3 
37343 

TBLASTX: Wheat 
34905 
531 

33699. .34061, 3394 4 .. 34069, 



OJ000350_39.0314.C3 
37343 

TBLASTX: Cress 
34972 
536 

34854. .34904, 34855 .. 34905, 



OJ000350_39.0314.C3 
37343 

TBLASTX: Maize 
34991 . 



44850 



GI 

Exons 



none Score 574 

33672. .34079, 33702 .. 34085, 34854 . . 348 98 , 34854 34904, 

34855. .34905, 34900 .. 34944, 34904 .. 34975, 34908 34 985, 

34942. .34971, 34965. .34991 



Seq. No. 43923 

Gene No. 92305 

Start 29472 

Name OJ000350_39 . 0314 . C3 . o2 . ts 

Start 33672 

GI none 

Exons 33672. .34079, 33708 .. 34085, 
34910. .34987, 34943.-34972 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_39.0314.C3 
37343 

TBLASTX : Soybean 

34987 

530 



34854. .34904, 34855 34 905, 



Seq. No. 43924 Seq. ID 

Gene No. 92306 Strand 

Start 959 End 

Name OJ000350_39 . 0314 . C4 . ol . gs Method 

Start 959 End 

GI none Score 

Exons 959.. 1070, 1282.. 1385 



OJ000350_39.0314.C4 
+ 

1385 
GENSCAN 
1385 
.53 



Seq. No. 43925 Seq. ID 

Gene No. 92307 Strand 

Start 598 End 

Name ' OJ000350_39 . 0314 . C6 . ol . gs Method 

Start 598 End 

GI none Score 

Exons 598.. 711, 2538.. 2571 



OJ000350_39.0314.C6 

2571 
GENSCAN 
2571 
.58 



Seq. No. 43926 Seq. ID OJ000350_39. 0314 .C7 

Gene No. 92308 Strand + 

Start 1 End 6285 

Name OJ000350_39. 0314 .C7 .o3.np Method AAT/NAP 

Start 1 End 6285 

GI 2492894 Score 73 

Exons 1..36, 1980.. 2137, 6246.. 6285 

GI Descrip. ADENYLATE CYCLASE (ATP PYRO PHOSPHATE- LYASE) (ADENYLYL CYCLASE) 
gi I 2133319 Ipir | IJC4747 adenylate cyclase (EC 4.6.1.1) - 
Podospora anserina gi 11480208 (L43413) adenyl cyclase [Podospora 
anserina] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43926 
92308 
1 

OJ000350_39.0314.C7.ol.gs 

557 

none 



Seq. ID OJ000350_39.0314.C7 

Strand + 

End 6285 

Method GENSCAN 

End 4442 

Score .74 



557. .2712, 2907. .2961, 3573. .3701, 4316. .4442 



43926 Seq. ID 

92308 Strand 

1 ' End 

OJ000350_39 . 0314 . C7 . ol . np Method 

684 End 

4587256 Score 
684. .1012 



OJ000350_39.0314.C7 
+ 

6285 
AAT/NAP 
1012 
517 



44851 



GI Descrip. (AB022172) T580-9 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43926 
92308 
1 

OJ000350_39 . 0314 . C7 . o2 . tm 

1326 

none 



Seq. ID OJ000350_39.0314.C7 

Strand + 

End 6285 

Method TBLASTX : Mai ze 

End 1748 

Score 196 



1326.. 1580, 1340.. 1570, 1598.. 1672, 1608.. 1748, 1712.. 1747 



43926 
92308 
1 

OJ000350_39 . 0314 . C7 . ol . tin 

1879 

none 



Seq. ID OJ000350_39.0314.C7 

Strand + 

End 6285 

Method TBLASTX : Mai ze 

End 2313 

Score 255 

1879. .2094, 1887. .2135, 1895. .2146, 2138. .2305, 2142. .2309, 
2146. .2313 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43926 
92308 
1 

OJ000350_39 . 0314 . C7 . o3 . tm 

2327 

none 



Seq. ID OJ000350_39.0314.C7 

Strand + 

End 6285 

Method TBLASTX : Mai ze 

End 2672 

Score 102 



2327. .2431, 2328. .2462, 2498. .2671, 2502. .2672 



43927 
92309 
430 

OJ000350_38.0313.C4.ol.gs 

430 

none 

430. .633 



Seq. ID OJ000350_38.0313.C4 

Strand + 

End 633 

Method GEN SCAN 

End 633 

Score .48 



Seq. No. 43928 
Gene No. 92310 
Start 1 

Name OJ000350_38 . 0313 . C7 . ol . np 

Start 1 
GI -7228457 
Exons 1..1161 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000350_38.0313.C7 

Strand + 

End 2567 

Method AAT/NAP 

End 1161 

Score 897 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43928 
92310 
1 

OJ000350_38.0313.C7.ol.gs 

322 

none 



Seq. ID OJ000350_38.0313.C7 

Strand + 

End 2567 

Method GENSCAN 

End 2567 

Score .55 

322. .814, 1280. .1407, 1867. .2041, 2100. .2142, 2214. .2292, 
2409. .2567 



Seq. No. 
Gene No. 



43928 
92311 



Seq. ID OJ000350_38.0313.C7 
Strand + 



44852 



Start 


7764 


End 


11992 


Name 


OJ000350 38.0313.C7.o3.gs 


Method 


GEN SCAN 


Start 


7764 


End 


11881 


GI 


none 


Score 


.54 


Exons 


7764. .7793, 8756. .8995, 9087.. 


,9237, 9885. .11881 


Seq. No. 


43928 


Seq. ID 


OJ000350_38.0313.C7 


Gene No. 


92311 


Strand 


+ 


oLait 


77 f>A 


End 


11992 


Name 


OJ000350 38.0313.C7.o2.np 


Method 


AAT/NAP 


Start 


9878 


End 


11992 


GI 


4680179 


Score 


3032 


Exons 


9878. .11992 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


43928 


beq. ID 


OJUUUJou Jo.Uolo.C/ 


bene wo. 




Strand 




Start 


2656 


End 


11947 


Name 


OJ000350 38.0313.C7.o5.tw 


Method 


TBLASTX: Wheat 


Start 


243 


End 


Add 

4 b y 


GI 


none 


Score 




Exons 


243. .458, 244. .459 






Seq. No. 


43928 


Seq. ID 


OJOOOioO oo.OJlo.C/ 


Gene No . 




Strand 




Start 


2656 


End 


11947 


Name 


OJ000350 38.0313.C7.o5.tm 


Method 


TBLASTX: Maize 


Start 


253 


End 


567 


GI 


none 


Score 


134 


Exons 


253. .456, 264. .455, 454. .567, 


465. .548 




Seq. No. 


43928 


Seq. ID 


OJ000350_38.0313.C7 


Gene No . 


92312 


Strand 




Start 


2656 


End 


11947 


Name 


OJ000350 38.0313.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


478 


End 


11614 


GI 


none 


Score 


91 


Exons 


478. .633, 667. .795, 10988 .. 11614 , 11044 


I. .11502, 11081. .11611 


Seq. No. 


43928 


Seq. ID 


OJ000350_38.0313.C7 


Gene No. 


92312 


Strand 




Start 


2656 


End 


11947 


Name 


OJ000350 38.0313.C7.o2.gs 


Method 


GENSCAN 


Start 


2656 


End 


6160 


GI 


none 


Score 


.73 


Exons 


2656.. 3216, 3322.. 3552, 3623.. 


3757, 3882.. 4006, 4079. .4206, 




4318. .4509, 4667. .4916, 4921.. 


5062, 5200.. 5303, 5308. .5380, 




5622. .5736, 6159. .6160 






Seq. No. 


43928 


Seq. ID 


OJ000350_38.0313.C7 


Gene No. 


92312 


Strand 




Start 


2656 


End 


11947 


Name 


OJ000350 38.0313.C7.o4.tm 


Method 


TBLASTX: Maize 


Start 


9878 


End 


10054 


GI 


none 


Score 


210 


Exons 


9878.. 10054, 9883.. 10053, 9893 


t. .10054 





44853 




Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


,C7 


Gene No. 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


OJ000350_38.0313.C7. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


9989 




End * 


10411 




GI 


none 




Score 


594 




Exons 


9989. . 10411, 10021. . 


10410 








Seq. No. 


43928 




Seq. ID 


OJ000350_38 . 0313 


,C7 


Gene No. 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


OJ000350_38 . 0313 . C7 . 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


9995 




End 


10240 




GI 


none 




Score 


207 




Exons 


9995. .10240, 10012. . 


10239 








Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


.C7 


Gene No . 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


OJ000350_38 .0313.C7. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10060 




End 


10423 




GI 


none 




Score 


482 




Exons 


10060. . 10410, 10061. 


.10414, 


10061. .10423 




Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


.C7 


Gene No. 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


OJ000350 38. 0313. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10414 




End 


10981 




GI 


none 




Score 


650 




Exons 


10414 . . 10980, 10448. 


.10981 








Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


.C7 


Gene No. 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


OJ000350_38 . 0313 . C7 . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10688 




End 


11005 




GI 


none 




Score 


90 




Exons 


10688. . 10861, 10862. 


.11005, 


10864 . .41004 




Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


.C7 


Gene No. 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


OJ000350 38. 0313. C7. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


10769 




End 


11029 




GI 


none 




Score 


296 




Exons 


10769. .11029, 10774. 


.11028 








Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


.C7 


Gene No. 


92312 




Strand 






Start 


2656 




End 


11947 




Name 


UJUUUjOU Jo.UjIj.L/ . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


10827 




End 


11119 




GI 


none 




Score 


89 




Exons 


10827. .10988, 10828. 


.11115, 


10829. .11119 




Seq. No. 


43928 




Seq. ID 


OJ000350_38.0313 


.CI 



44854 



Gene No. 92312 

Start 2656 

Name OJ000350__38 . 0313 . C7 . ol . tm 

Start 11167 

GI none 

Exons 11167. .11310, 11168 .. 11329, 
11329. .11751 



Strand 
End 

Method 

End 

Score 



11947 

TBLASTX: Maize 

11767 

221 



11171. .11323, 11327. .11767, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43928 
92312 
2656 

OJ000350_38 . 0313 . C7 . o4 . tw 
11614 
none 

11614. .11883, 11615. .11947, 11618. .11926 



Seq. ID OJ000350__38.0313.C7 



Strand 
End 

Method 

End 

Score 



11947 

TBLASTX: Wheat 
11947 
315 



38. 0313. C8 



43929 Seq. ID OJ000350_ 

92313 Strand + 

1 End 12143 

OJ000350_38.0313.C8.o2.np Method AAT/NAP 

1 End 5135 

6063554 Score 318 

1..45, 3405. .3625, 4294. .4325, 4962. .5135 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



43929 Seq. ID 

92313 Strand 

1 End 

OJ000350_38 . 0313 . C8 . o5 . np Method 

1 End 

4680183 Score 



OJ000350_38.0313.C8 
+ 

12143 
AAT/NAP 
12143 
204 



1..22, 11348. .11443, 12054. .12143 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



43929 Seq. ID 

92313 Strand 
1 End 
OJ000350_38 . 0313 . C8 . ol . gp Method 
340 End 
uC-osf Icyp033a04bl Score 
340. .721 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000350_38.0313.C8 
+ 

12143 
AAT/GAP 
721 
683 



43929 
92313 
1 

OJ000350_38.0313.C8.ol.gs 

518 

none 



Seq. ID OJ000350_38.0313.C8 

Strand + 

End 12143 

Method GENSCAN 

End 6739 

Score .53 



518. .589, 2033. .2259, 2269. .2351, 2961 .. 3011 , 3255 .. 3381, 
3386.. 3638, 3712.. 3869, 6619.. 6739 



Seq. No. 
Gene No. 



43929 
92313 



Seq. ID OJ000350_38.0313.C8 
Strand + 



44855 



Start 1 End 12143 

Name OJ000350_38 . 0313 .C8 . o3 . np Method AAT/NAP 

Start 5490 End .7570 

GI 7489374 Score 180 

Exons 5490.. 5680, 5776.. 6145, 7532.. 7570 

GI Descrip. hypothetical protein - barley gi | 1666236 | gb | AAB18645 . 1 | 
unknown [Hordeum vulgare] 



(U76261) 



Seq. No. 43929 Seq. ID 

Gene No. 92313 Strand 

Start 1 End 

Name 0 J000350_38 . 0313 . C8 . o2 . gs Method 

Start 7562 End 

GI none Score 

Exons 7562.. 9055 



OJ000350_38.0313.C8 
+ 

12143 . 
GENSCAN 
9055 
.48 



Seq. No. 43929 Seq. ID OJ000350_38 . 0313 . C8 

Gene No. 92313 Strand + 

Start 1 End 12143 

Name OJ000350_38 . 0313 . C8 . o4 . np Method AAT/NAP 

Start 8315 End 9777 

GI 7488857 Score 270 

Exons 8315.. 8839, 9583.. 9777 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj | BAA22788.il (AB007467) retrotransposon-like gene; 
the first amino acid was determined to be leucine [Vicia faba] 



Seq. No. 43929 Seq. ID 

Gene No. 92313 Strand 

Start 1 End 

Name OJ000350_38 . 0313 . C8 . o3 . gs Method 

Start 9697 End 

GI none Score 

Exons 9697.. 9844, 11373.. 11470 



OJ000350_38.0313.C8 
+ 

12143 
GENSCAN 
11470 
.67 



Seq. No. 


43929 


Seq. ID 


OJ000350_38.0313. 


Gene No. 


92314 


Strand 




Start 


273 


End 


1364 


Name 


OJ000350 38.0313.C8.ol.np 


Method 


AAT/NAP 


Start 


273 


End 


1364 


GI 


4680186 


Score 


378 


Exons 


273. .473, 1311. .1364 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


43929 


Seq. ID 


OJ000350_38.0313. 


Gene No. 


92315 


Strand 




Start 


5509 


End 


5782 


Name 


OJ000350 38.0313.C8.o3.gp 


Method 


AAT/GAP 


Start 


5509 


End 


5782 


GI 


61605 1.R1084 


, Score 


460 


Exons 


5509. .5782 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone :t 17804 


Seq. No. 


43929 


Seq. ID 


OJ000350_38.0313. 


Gene No. 


92316 


Strand 




Start 


5777 


End 


6085 



44856 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_38 . 0313 . C8 . o2 . tw 
5777 
none 

5777. .5854, 5870. .6085 

43929 
92317 
8354 

OJ000350_38.0313.C8.ol.tw 
8354 
none 

8354. .8497, 8540. .8725, 8542. .8718 



Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



TBLASTX: Wheat 

6085 

76 



OJ000350_38.0313.C8 
8725 

TBLASTX: Wheat 

8725 

112 



OJ000350 38. 0313. C9 



43930 Seq. ID 

92318 Strand 

903 End 2602 

OJ000350_38 . 0313 . C9 . ol . np Method AAT/NAP 

903 End 2602 

7446179 Score 91 
903.. 959, 2407.. 2602 

myb-related protein 3 - rice gi | 2605621 | dbj | BAA23339 . 1 | 
OSMYB3 [Oryza sativa] 



(D88619) 



43931 Seq. ID 

92319 Strand 
1 End 
OJ000350_38 . 0313 . C10 . ol . np Method 
1 End 
6907087 Score 
1..217, 262. .928, 1474. .1575 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000350_38. 0313. C10 
+ 

1575 
AAT/NAP 
1575 
498 



Seq. No. 


43931 




Seq. ID 


OJ000350_ 


_38 


.0313 


.C10 


Gene No. 


92320 




Strand 










Start 


1971 




End 


3919 








Name 


OJ000350 38 


.0313. C10. o2.np 


Method 


AAT/NAP 








Start 


1971 




End 


3919 








GI 


4680186 




Score 


162 








Exons 


1971. .2172, 


3901. .3919 












GI Descrip. 


(AF111709) 


unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


43931 




Seq. ID 


OJ000350_ 


38 


.0313 


.C10 


Gene No. 


92321 




Strand 










Start 


5036 




End 


5319 








Name 


OJ000350 38 


.0313. C10. o2.gs 


Method 


GEN SCAN 








Start 


5036 


End 


5319 








GI 


none 




Score 


.63 








Exons 


5036. .5170, 


5221. .5319 












Seq. No. 


43932 




Seq. ID 


OJ000350_ 


_38 


0313 


• Cll 


Gene No. 


92322 




Strand 










Start 


432 




End 


2960 








Name 


OJ000350 38 


.0313.Cll.ol.gs 


Method 


GENS CAN 








Start 


432 




End 


2855 








GI 


none 




Score 


.62 









44857 



Exons 



432. .955, 2528. .2855 



Sea. No. 


43932 








Seq. ID 


OJ000350 38 0313 Cll 


Gene No. 


92322 








Strand 




Start 


432 








End 


2960 


Name 


OJ000350 38 


.0313 


.Cll.ol 


np 


Method 


AAT/NAP 


Start 


2453 








End 


2960 


GI 


4680339 








Score 




Exons 


2453. .2728, 


2879 


. .2960 








GI Descrip. 


(AF128457) 


hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


43933 








Seq. ID 


OJ000350 38.0313.C12 


Gene No. 


92323 








Strand 


+ 


Start 


6774 








End 


7560 


Name 


OJ000350 38 




pi 9 


gs 


Method 


GENSCAN 


Start 


6774 








End 


7560 


GI 


none 








Score 


.83 


Exons 


6774. .6887, 


6996 


.7100, 


7144. 


.7560 




Seq. No. 


43933 








Seq. ID 


OJ000350_38.0313.C12 


Gene No. 


92324 








Strand 




Start 


4289 








End 


6015 


Name 


OJ000350 38 




pi ? c\0 


gs 


Method 


GENSCAN 


Start 


4289 








End 


6015 


GI 


none 








Score 


.77 


Exons 


4289. .4471, 


A &A R 


A101 

• *i / c. 1 , 




.4942, 5595.. 5708, 6000.. 6015 


Seq. No. 


43933 








Seq. ID 


OJ000350_38.0313.C12 


Gene No. 


92325 








Strand 




Start 


8820 








End 


8932 


Name 


OJ000350 38 




PI 9 nd 


gs 


Method 


GENSCAN 


Start 


8820 








End 


8932 


GI 


none 








Score 


.44 


Exons 


8820. .8932 














43933 








Seq. ID 


OJ000350_38 .0313.C12 


Gene No. 


92326 








Strand 




Start 


8913 








End 


9238 


Name 


OJ000350 38 






tw 


Method 


TBLASTX: Wheat 


Start 


8913 








End 


9238 


GI 


none 








Score 


124 


Exons 


8913. .9038, 


8915. 


.9037, 


9039. 


.9101, 9053.. 9118, 9128.. 9238, 




9167. .9217 












Seq. No. 


43933 








Seq. ID 


OJ000350_38.0313.C12 


Gene No. 


92327 








Strand 




Start 


9242 








End 


10005 


Name 


OJ000350 38 


.0313. 


C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9242 








End 


10005 


GI 


none 








Score 


57 


Exons 


9242. .9283, 


9299. 


.9385, 


9541. 


.9786, 9769.. 9951, 9928.. 10005 


Seq. No. 


43933 








Seq. ID 


OJ000350_38 . 0313 . C12 


Gene No. 


92327 








Strand 




Start 


9242 








End 


10005 


Name 


OJ000350 38 


.0313. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9541 








End 


9867 



44858 



GI . 


none 








Exons 


9541. .9867, 


9591. 


.9866 




Seq. No. 


4 3934 








bene inu • 










Start 


6 








Name 


OJ000350 38 


.0313. 


C13.ol 


-tw 


Start 


6 








GI 


none 








Exons 


6. .281, 50. 


.283 






Seq. No. 


43935 








Gene No. 


92329 








C+- 3 y-f 


L JJO 








Name 


OJ000350 38 


.0313. 


C14.ol 


.gs 


Start 


2558 








GI 


none 








Exons 


2558. .2735, 


3764. 


.3873, 


4805. . 




6970. .7057, 


7801. 


.7913, 


8165. . 


Seq. No. 


43935 








Gene No. 


92329 








Start 


2558 








Name 


UJUUU jjU JO 


.0313. 


C14.ol 


.np 


Start 


2653 






GI 


6069667 








Exons 


2653. .2800, 


3299. 


.3406, 


3764. . 




5105. .5316, 


8629. 


.8679 




GI Descrip. 


(AP000616) 


similar to UMP/CMP 


Seq. No. 


43935 








Gene No. 


92329 








Start 


2558 








Name 


OJ000350 38 


.0313. 


C14.o2 


.np 


Start 


6108 








GI 


6063554 








Exons 


6108. .6152, 


7769. 


.8071, 


8341. . 


GI Descrip. 


(AP000615) 


ESTs AU075609(C6334 



Score 339 



Seq. ID OJ000350_38.0313.C13 
Strand 

End 283 

Method TBLASTX : Wheat 

End 283 

Score 252 



Seq. ID OJ000350_38.0313.C14 

Strand + 

End 8 67 9 

Method GENSCAN 

End 8 611 

Score .6 



Seq. ID OJ000350_38.0313.C14 

Strand + 

End 8 679 

Method AAT/NAP 

End 8 67 9 

Score 925 



Seq. ID OJ000350_38 .0313. C14 

Strand + 

End 8 67 9 

Method AAT/NAP 

End 8545 

Score 248 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43936 Seq. ID 

92330 Strand 
1 End 
OJ000350_38 . 0313 . C15 . ol . np Method 
1 End 
6063554 Score 
1..35, 654. .828 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000350_38.0313.C15 
+ 

2843 
AAT/NAP 
828 
258 



Seq. No. 
Gene No. 
Start 
Name 
Start 



43936 Seq. ID 

92330 Strand 

1 End 

OJ000350_38 . 0313 . C15 . o2 . np Method 

1 End 



OJ000350_38 . 0313 .C15 
+ 

2843 

AAT/NAP 

2843 



44859 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5042463 Score 85 

1..58, 1533. .1753, 2463. .2594, 2646.-2843 
(AC007789) unknown protein [Oryza sativa] 



43936 Seq. ID 

92330 Strand 

1 End 
OJ000350_38.0313.C15.o3.gp Method 

1194 End 

61605_3.R1084 Score 
1194. .1430 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) 
thaliana] ' 



OJ000350_38.0313.C15 
+ 

2843 
AAT/GAP 
1430 
354 

peroxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43936 Seq. ID OJ000350_38 . 0313 . CIS 

92331 Strand 

1 End 178 

OJ000350J38.0313.C15.ol.gp Method AAT/GAP 

1 End 178 

101153JL.R1084 Score 316 

1. .178 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



43937 
92332 
79 

OJ000350_38 .0313.C16.ol.gs 

79 

none 
79. .575 



Seq. ID OJ000350_38.0313.C16 

Strand + 

End 575 

Method GENSCAN 

End 575 

Score 1 



Seq. No. 43937 Seq. ID 

Gene No. 92333 Strand 

Start 2221 End 

Name OJ000350_38 . 0313 . C16 . o2 . gs Method 

Start . 2221 End 

GI none Score 

Exons 2221. .2589 



OJ000350_38.0313.C16 
+ 

2589 
GENSCAN 
2589 
.91 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43937 Seq. ID 

92334 Strand 

5670 End 

OJ000350_38 . 0313 . C16 . o2 .np Method 

5537 End 

7339707 Score 



OJ000350_38.0313.C16 
+ 

7555 
AAT/NAP 
7555 
169 



5537. .5749, 6455. .6828, 6890. .6982, 7447. .7555 
(AP001539) hypothetical protein [Oryza sativa] 



43937 Seq. ID 

92334 Strand 

5670 End 
OJ000350_38 . 0313.C16.o4 .gs Method 

5670 End 

none Score 

5670. .5691, 5773. .5873 



OJ000350_38.0313.C16 
+ 

7555 
GENSCAN 
5873 
.82 



44860 





Seq. No. 


43937 








Seq. ID 


OJ000350 


_38.0313-.C16 




Gene No. 


92334 








Strand 


+ 








DO f U 








End 


7555 






Name 


OJ000350 38 


.0313 


C16.o4 


. np 


Method 


AAT/NAP 






Start 


7128 








End 


7233 






GI 


5777617 








Score 


87 






Exons 


7128. .7233 
















GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


43937 








Seq. ID 


OJ000350 


_38.0313.C16 




Gene No. ■ 


92335 








Strand 








Start 


2828 








End 


7555 






Name 


OJ000350 38 


.0313. 


C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


962 








End 


1685 






GI 


none 








Score 


72 






Exons 


962. .1087, 


966. .1097, 968. .1099, 969.. 


1094, 987 


. .1088, 






994. .1098, 


1124. . 


1252, 


1126. . 


1251, 1139. .1261, 


1139. .1273, 






1156. .1239, 


1162. 


.1254, 


1165. 


.1284, 1167. .1286, 


1169. .1288, 






11 / U • . 1_ f If 


1170. 


.1253, 


1266. 


.1391, 1276. .1422, 


1287. .1409, 






1288. .1416, 


1288. 


.1416, 


1295. 


.1399, 1300.. 1416, 


1302. .1403, 






1303. .1407, 


1303. 


.1416, 


1309. 


.1410, 1422. .1496, 


1425. .1502, 






1461. .1604, 


1510. 


.1647, 


1510. 


.1611, 1517. .1543, 


1517. .1600, 






1519. .1608, 


1519. 


.1617, 


1522. 


.1608, 1522. .1644, 


1523. .1648, 


J 




1531. .1635, 


1623. 


.1685 












Seq. No. 


43937 








Seq. ID 


OJ000350 


_38.0313.C16 




Gene No. 


92335 








Strand 






y 


btart 


_o_o 








End 


7555 






Name 


OJ000350 38 


.0313. 


C16.o3 


. gs 


Method 


GENSCAN 




=? 


Start 


2828 






End* 


4780 




y 


GI 


none 








Score 


.83 




3 


Exons 


2828. .2853, 


3000. 


.3118, 


3472. 


.3497, 3608. .4005, 


4096. .4422, 


i I 




4442. .4658, 


4766. 


.4780 












Seq. No. 


43937 








Seq. ID 


OJ000350 


_38.0313.C16 


S? 


Gene No . 


92335 








Strand 






"•J 


Start 


2828 








End 


7555 






Name 


UuUUU jjU JO 


.0313. 


C16.ol 


.np 


Method 


AAT/NAP 






Start 


3365 








End 


6826 






GI 


7339707 








Score 


185 






Exons 


3365. .3518, 


3556. 


.3575, 


3638. 


.3696, 4587. .4881, 


5365. .5468, 






5682. .5834, 


6291. 


.6514, 


6594. 


. 6826 








GI Descrip. 


(AP001539) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


43937 








Seq. ID 


OJ000350 


_38.0313.C16 




Liene wo . 










Strand 








Start 


2828 








End 


7555 






Name 


OJ000350 38 


.0313. 


C16.ol 


.tc 


Method 


TBLASTX :( 


"ress 




Start 


3773 








End 


4006 






GI 


none 








Score 


160 






Exons 


3773. .4006, 


3774. 


.4004 












Seq. No. 


43937 








Seq. ID 


OJ000350_ 


_38.0313.C16 




Gene No. 


92335 








Strand 








Start 


2828 








End 


7555 






Name 


OJ000350 38 


.0313. 


C16.ol 


.ts 


Method 


TBLASTX:. 


Soybean 




Start 


4236 








End 


4472 





44861 



• » 



GI 


none 








Score 


78 


Exons 


4236. .4361, 


4238. 


.4360, 


4361. 


.4429, 4425. .4472 


Seq. No. 


43937 








Seq. ID 


OJ000350 


Gene No. 


92335 








Strand 




Start 


2828 








End 


7555 


Name 


OJ000350 38. 


0313. 


C16.o5 


gs 


Method 


GENSCAN 


Start 


6314 








End 


7464 


GI 


none 








Score 


.78 


Exons 


6314. .6805, 


7241. 


.7464 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43937 Seq. ID 

92335 Strand 

2828 End 

OJ000350_38.0313.C16.o3.np Method 

6411 End 

2464913 Score 
6411.. 6630, 7528.. 7555 

(Z99708) sugar transporter like protein [Arabidopsis thaliana] 



OJ000350_38.0313.C16 

7555 
AAT/NAP 
7555 
121 



43938 Seq. ID 

92336 Strand 

64 End 

OJ000350_38 . 0313 . C17 . ol . gs Method 

64 End 

none Score 



OJ000350_38.0313.C17 
+ 

4239 
GENSCAN 
3996 
.67 



64. .173, 206. .490, 504. .850, 1397. .1487, 1880. .1955, 2196. .2272, 
2363.. 2565, 3020.. 3230, 3332.. 3430, 3463.. 3661, 3824.. 3996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43938 
92336 
64 

OJ000350_38.0313.C17.ol.gp 
1359 

998_5.R1084 
1359. .1487, 
3332. .3430, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 
+ 

4239 
AAT/GAP 
4239 
2505 



38.0313.C17 



2196. .2272, 
3824. .4239 



2363.. 2565, 3020.. 3230, 



1880. .1955, 
3508. .3661, 

'3913517/sp|Q40639|DPNP_ORYSA 0V0e+00 3" (2") 
NUCLEOTIDASE (3' ' (2' T ) , 5-BISPHOSPHONUCLEOSIDE 
3. . {2 » ') -PHOSPHOHYDROLASE) (DPNPASE) >gi__1109672 (U33283 
3 ? ' (2 1 1 ) , 5-diphosphonucleoside 3 1 ' (2 1 ' ) phosphohydrolase 

sativa] >gi_1586671_prf 2204308A diphosphonucleoside 

phosphohydrolase [Oryza sativa] 1 



-BISPHOSPHATE 



[Oryza 



43938 Seq. ID OJ000350_38 . 0313 . C17 

92336 Strand + 

64 End 4239 

OJ000350_38 . 0313 . C17 . ol . np Method AAT/NAP 

1404 End 3993 

3913517 Score 1572 

1404. .1487, 1880. .1955, 2196. .2272, 2363. .2565, 3020. .3230, 
3332.. 3430, 3508.. 3661, 3824.. 3993 
3 1 (2 1 ), 5 1 -BISPHOSPHATE NUCLEOTIDASE 

(3» (2 f ) , 5-BISPHOSPHONUCLEOSIDE 3' (2 1 ) -PHOSPHOHYDROLASE) 
(DPNPASE) gi|7489522|pir| IT03305 probable 3 ■ (2 1 ) , 5 ' -bisphosphate 
nucleotidase (EC 3.1.3.7) - rice gi 1 1109672 | gb | AAC4 9121 . 1 1 
(U33283) 3 1 (2'), 5-diphosphonucleoside 3» (2') phosphohydrolase 



- 44862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. '" 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Oryza sativa] gi | 1586671 | prf | | 2204308A diphosphonucleoside 
phosphohydrolase [Oryza sativ 



43938 
92337 
4469 

OJ000350_38.0313.C17.o2.gs 

4469 

none 

4469. .4573, 4786. .4861, 5028, 
7018. .7116, 7200. .7353, 7460, 



Seq. ID OJ000350_38.0313.C17 

Strand + 

End 7 629 

Method GENSCAN 

End 7 623 

Score . 96 

.5101, 5190.. 5392, 6705.. 6912, 
,7623 



43938 Seq. ID OJ000350_38 . 0313 . C17 

92337 Strand + 

4469 End 7629 

OJ000350_38 . 0313 . C17 . o2 . np Method AAT/NAP 

4490 End 7026 

3913517 Score 636 

4490. .4573, 4786. .4861, 5028. .5101, 5190. .5392, 6705. .7026 
3 ' (2 ' ) , 5 ' -BISPHOSPHATE NUCLEOTIDASE 

(3 f <2'),5-BISPHOSPHONUCLEOSIDE 3' (2 ') -PHOSPHOHYDROLASE) 
(DPNPASE) gi | 7489522 | pir | IT03305 probable 3 1 ( 2 1 ) , 5 1 -bisphosphate 
nucleotidase (EC 3.1.3.7) - rice gi | 1109672 | gb IAAC49121 . 1 | 
(U33283) 3' (2 , ),5-diphosphonucleoside 3' (2') phosphohydrolase 
[Oryza sativa] gi | 1586671 | prf | | 2204308A diphosphonucleoside 
phosphohydrolase [Oryza sativ 



43938 
92337 
4469 

OJ000350_38.0313.C17.o3, 

5262 

3913517 



np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 
+ 

7629 
AAT/NAP 
7629 
850 
7200. .7.353, 



38.0313.C17 



7460. .7629 



5262.. 5392, 6705.. 6912, 7018.. 7116, 
3 f (2 1 ) , 5 ' -BISPHOSPHATE NUCLEOTIDASE 
(3 1 (2') , 5-BISPHOSPHONUCLEOSIDE 3' (2 1 ) -PHOSPHOHYDROLASE) 
(DPNPASE) gi|7489522|pir| IT03305 probable 3 ' ( 2 1 ) , 5 ' -bisphosphate 
nucleotidase (EC 3.1.3.7) - rice gi | 1109672 | gb | AAC49121 . 1 | 
(U33283) 3 1 (2'),5-diphosphonucleoside 3' (2*) phosphohydrolase 
[Oryza sativa] gi 1 1586671 1 prf | | 2204308A diphosphonucleoside 
phosphohydrolase [Oryza sativ 



D_38.0313.C17.o4.np 



7460. .7629 



43938 Seq. ID OJ000350 38.0313.C17 

92337 
4469 

OJ000350 
5364 
3913517 

5364.. 5392, 6705.. 6912, 7018. 
3 f (2 1 ) , 5 1 -BISPHOSPHATE NUCLEOTIDASE 
(3' (2* ), 5-BISPHOSPHONUCLEOSIDE 3* (2 1 
(DPNPASE) gi|7489522|pir| IT03305 probable 3 1 ( 2 1 ), 5 1 -bisphosphate 
nucleotidase (EC 3.1.3.7) - rice gi | 1109672 | gb IAAC49121 . 1 1 
(U33283) 3' (2 1 ) ,5-diphosphonucleoside 3'(2 f ) phosphohydrolase 
[Oryza sativa] gi | 1586671 | prf | | 2204308A diphosphonucleoside 
phosphohydrolase [Oryza sativ 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7116, 



OJ000350_ 
+ 

7629 
AAT/NAP 
7629 
722 
7200. .7353, 



) -PHOSPHOHYDROLASE) 



44863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7460. .7629 



43938 Seq. ID OJ000350 38.0313.C17 

92337 Strand 
44 69 End 
OJ000350__38 . 0313 . C17 . o5 . np Method 
5447 End 
3913517 Score 
5447. .5470, 6704. .6912, 7018. .7116, 
3 ' (2 ' ) , 5 ' -BISPHOSPHATE NUCLEOTIDASE 

(3' (2' ) ,5-BISPHOSPHONUCLEOSIDE 3' (2 1 ) -PHOSPHOHYDROLASE) 
(DPNPASE) gi|7489522|pir| IT03305 probable 3 1 (2 ' ) , 5 1 -bisphosphate 
nucleotidase (EC 3.1.3.7) - rice gi 1 1109672 | gb | AAC49121 . 1 1 
(U33283) 3» (2* ) , 5-diphosphonucleoside 3' (2' ) phosphohydrolase 
[Oryza sativa] gi | 1586671 | prf || 2204308A diphosphonucleoside 
phosphohydrolase [Oryza sativ 



OJ000350_ 
+ 

7629 
AAT/NAP 
7629 
670 
7200. .7353, 



Seq. No. 43938 

Gene No. 92337 

Start 4469 

Name OJ000350_38 . 0313 .C17 . 06 . np 

Start 5553 

GI 3913517 

Exons 5553.. 5594, 6705.. 6912, 
GI Descrip. 3 ' (2 ' ) , 5 1 -BISPHOSPHATE 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7018. .7116, 
NUCLEOTIDASE 



OJ000350_ 
+ 

7629 
AAT/NAP 
7629 
668 
7200. .7353, 



38.0313.C17 



7460. .7629 



(3' {2' ) , 5-BISPHOSPHONUCLEOSIDE 3' ( 2 ' ) -PHOSPHOHYDROLASE) 
(DPNPASE) gi | 7489522 Ipir M T03305 probable 3 ' ( 2 1 ), 5 1 -bisphosphate 
nucleotidase (EC 3.1.3.7) - rice gi 1 1109672 | gb | AAC49121 . 1 1 
(U33283) 3' (2' ), 5-diphosphonucleoside 3 I (2 I ) phosphohydrolase 
[Oryza sativa] gi 1 1586671 1 prf | | 2204308A diphosphonucleoside 
phosphohydrolase [Oryza sativ 



Seq. No. 


43938 




Seq. ID 


OJ000350 


_38.0313 


.C17 


Gene No. 


92338 




Strand 


+ 






Start 


14370 




End 


16994 






Name 


OJ000350 38.0313.C17 


.o5 .gs 


Method 


GENSCAN 






Start 


14370 


End 


16994 






GI 


none 




Score 


.59 






Exons 


14370. .14744, 14828. 


.14877, 


15834. .16003, 16798 


. .16994 




Seq. No. 


43938 




Seq. ID 


OJ000350_ 


_38.0313 


• C17 


Gene No. 


92338 




Strand 


+ 






Start 


14370 




End 


16994 






Name 


OJ000350 38.0313.C17 


. o4 . gp 


Method 


AAT/GAP 






Start 


15965 




End 


16952 






GI 


none 




Score 


642 






Exons 


15965. .16003, 16094. 


.16200, 


16293. .16376, 16611, 


. .16681, 






16798. .16952 













Seq. No. 43938 

Gene No. 92339 

Start 7746 

Name OJ000350_38 . 0313 . C17 . o2 . gp 

Start 7746 

GI 3827_1.R1084 

Exons 7746.. 8067, 8155.. 8340 

GI Descrip. '3822223 3.0e-31 (AF077955) branched-chain alpha keto-acid 
dehydrogenase El alpha subunit [Arabidopsis thaliana] 1 



Seq. ID OJ000350_38.0313.C17 
Strand 

End 11443 

Method AAT/GAP 

End 8340 

Score 987 



44864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43938 
92339 
7746 

OJ000350__38.0313.C17.o3.gs 
7900 
none 



Seq. ID OJ000350_38.0313.C17 
Strand 

11443 
GENSCAN 
11443 
.75 



End 

Method 
End 
Score 

7900. .8067, 8155. .8340, 8410. .8588, 8633. .8759, 8825. .8924, 
9008. .9105, 9269. .9451, 9564. .9704, 10202 .. 10300, 11168. .11443 



43938 
92339 
7746 

OJ000350_38.0313.C17.o7.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 38.0313.C17 



11443 
AAT/NAP 

7903 End 11054 

3822223 Score 1304 

7903. .8067, 8155. .8340, 8410. .8549, 8633. .8744, 8825. .8924, 
9008. .9165, 9269. .9451, 9564. .9704, 11016. .11054 
(AF077955) branched-chain alpha keto-acid dehydrogenase El alpha 
subunit [Arabidopsis thaliana] 

43938 Seq. ID OJ000350_38 . 0313 . C17 

92339 Strand 

7746 End 11443 

OJ000350_38 . 0313 . C17 . o3 . gp Method AAT/GAP 

8874 End 9182 

6024919 Score 339 

8874. .8924, 9008. .9182 

3822223 3.0e-31 (AF077955) branched-chain alpha keto-acid 
dehydrogenase El alpha subunit [Arabidopsis thaliana] 



Seq. No. 


43938 






Seq. ID 


OJ000350 


_38.0313.C17 


Gene No. 


92340 






Strand 






Start 


12148 






End 


13395 




Name 


OJ000350 38.0313. 


C17.o4 


.gs 


Method 


GENSCAN 




Start 


12148 




End 


13395 




GI 


none 






Score 


.87 




Exons 


12148. .12150, 12152. .12441, 


13083. .13395 




Seq. No. 


43938 






Seq. ID 


OJ000350_ 


_38.0313.C17 


Gene No. 


92341 






Strand 






Start 


17876 






End 


18121 




Name 


OJ000350 38.0313. 


C17.o6 


.gs 


Method 


GENSCAN 




Start 


17876 




End 


18121 




GI 


none 






Score 


.81 




Exons 


17876. .18121 












Seq. No. 


43938 






Seq. ID 


OJ000350_ 


_38.0313.C17 


Gene No. 


92342 






Strand 






Start 


18084 






End 


18331 




Name 


OJ000350 38.0313. 


C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1877 






End 


7605 




GI 


none 






Score 


111 




Exons 


1877. .1960, 1891. 


.1956, 


2194 


..2271, 2341. .2565, 


2363. .2566, 




3017. .3229, 3020. 


.3229, 


3021 


..3236, 3313. .3426, 


3328. .3429, 




3329.. 3430, 3329. 


.3430, 


3505 


..3660, 3507. .3662, 


3507. .3659, 




3779.. 3892, 3811. 


.4014, 


3821 


..4060, 3822. .4019, 


4788. .4862, 




4825.. 4863, 5026. 


.5103, 


5028 


..5102, 5033.. 5113, 


5185. .5388, 



44865 






5187. 


.5393, 


5189. 


.5392, 


6689. 


.6814, 6694. .6813, 


6705. .6827, 




6706. 


.6828, 


6813. 


.6911, 


6813. 


.6917, 6814. .6915, 


7016. .7114, 




7017. 


.7115, 


7018. 


.7116, 


7189. 


.7332, 7197., 7352, 


7197. .7352, 




7447. 


.7605, 


7458. 


.7604 








Seq. No. 


43938 










Seq. ID OJ000350 


_38.0313.C17 


Gene No. 


92342 










Strand 




Start 


18084 










End 18331 




Name 


OJ000350 38 


.0313. 


C17.o4 


ts 


Method TBLASTX: 


Soybean 


Start 


1877 










End 6872 




GI 


none 










Score 105 




Exons 


1877. 


.1999, 


1882. 


.1956, 


2195. 


.2272, 2363. .2458, 


2464. .2571, 




2474. 


.2566, 


3021. 


.3089, 


3026. 


.3115, 3092. .3190, 


3155. .3190, 




5026. 


.5103, 


5027. 


.5101, 


5187. 


.5306, 5288.. 5398, 


5289. .5393, 




5304. 


.5417, 


6706. 


.6771, 


6825. 


.6872 




Seq. No. 


43938 










Seq. ID OJ000350 


__38.0313.C17 


Gene No. 


92342 










Strand 




Start 


18084 










End 18331 




Name 


OJ000350 38 


.0313. 


C17.o3. 


tc 


Method TBLASTX: 


Cress 


Start 


1877 










End 7720 




GI 


none 










Score 104 




Exons 


1877. 


.1960, 


1882. 


.1956, 


2363. 


.2458, 2464. .2568, 


2468. .2566, 




2500. 


.2571, 


3021 . 


. 3101, 


3023. 


3121. 3122 3190. 


3149 3184 




3329. 


.3427, 


3337. 


.3426, 


3505. 


.3552, 3508.. 3660, 


3510. .3659, 




3811. 


.3987, 


3822. 


.3980, 


5027. 


.5101, 5187. .5315, 


5288. .5392, 




5289. 


.5393, 


6703. 


.6795, 


6706. 


.6816, 6711. .6809, 


6792. .6866, 




6800. 


.6868, 


6822. 


.6872, 


7018. 


.7113, 7023. .7112, 


7200. .7352, 




7202. 


.7351, 


7232. 


.7354, 


7447. 


.7608, 7458. .7604, 


7700. .7720 


Seq. No. 


43938 










Seq. ID OJ000350 


_38.0313.C17 


Gene No. 


92342 










Strand 




Start 


18084 










End 18331 




Name 


OJ000350 38 


. 0313. 


C17 . o3 . 


ts 






Start 


3332 










End 7608 




GI 


none 










Score 73 




Exons 


3332. 


.3430, 


3336. 


.3410, 


3505. 


.3660, 3531.. 3659, 


3811. .3972, 




3822. 


.3968, 


7009. 


.7116, 


7022. 


.7096, 7193. .7348, 


7196. .7351, 




7197. 


.7352, 


7447. 


.7608, 


7458. 


.7604 




Seq. No. 


43938 










Seq. ID OJ000350 


_38.0313.C17 


Gene No . 


92342 










Strand — 




Start 


18084 










End 18331 




Name 


OJ000350 38 


.0313. 


C17.ol. 


tw 


Method TBLASTX: 


Wheat 


Start 


3840 










End 7608 




GI 


none 










Score 206 




Exons 


3840. 


.4001, 


3841. 


.3996, 


7479. 


.7604, 7480. .7608 




Seq. No. 


43938 










Seq. ID OJ000350 


_38.0313.C17 


Gene No. 


92342 










Strand 




Start 


18084 










End 18331 




Name 


OJ000350 38 


.0313. 


C17.o2. 


ts 


Method TBLASTX: 


Soybean 


Start 


7871 










End 8522 


GI 


none 










Score 91 




Exons 


7871. 


.8053, 


7897. 


.8070, 


7910. 


.8071, 8152.. 8343, 


8155. .8343, 




8410. 


.8520, 


8410. 


.8520, 


8457. 


.8522 





44866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43938 
92342 
18084 

OJ000350_38.0313.C17.o2.tc 

7887 

none 



Seq. ID OJ000350_38.0313.C17 
Strand 

End 18331 

Method TBLASTX : Cress 

End 8676 

Score 81 



7887. .8072, 7897. .8070, 7916. .8071, 8152. .8331, 8184. .8318, 
8185. .8322, 8270. .8326, 8407. .8550, 8407. .8565, 8423. .8593, 
8631.. 8675, 8632.. 8676 



Seq. No. 43938 
Gene No. 92342 
Start 18084 

Name OJ000350_38 . 0313 . C17 . ol . 

Start 7891 
GI none 
Exons 7891. 

8409. 

8632. 

9008. 



.8070, 7891. 

.8525, 8410. 

.8745, 8817. 

.9166, 9028. 

9562.. 9705, 9564. 



.8070, 
.8550, 
.8939, 
.9168, 
.9707, 



Seq. ID OJ000350_38.0313.C17 
Strand 

End 18331 
tm Method TBLASTX: Maize 

End 11414 

Score 174 
8144. .8341, 8152. .8343, 8157. .8381, 
8410. .8547, 8489. .8551, 8631. .8747, 
8825. .8929, 8988.. 9167, 9007.. 9168, 
9269. .9454, 9269.-9454, 9561. .9707, 
11237. .11266, 11238. .11267, 



11320. .11382, 11321. .11386, 11382.. 11414 



Seq. No. 43938 
Gene No. 92342 
Start 18084 

Name OJ000350_38 . 0313 . C17 . ol . ts 

Start 8631 
GI none 

Exons 8631.. 8747, 8632.. 8745, 8817. 

9008. .9166, 9010.. 9168, 9269. 
9561.. 9710, 9589.. 9717 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 38.0313.C17 



18331 

TBLASTX : Soybean 
9717 
115 

8930, 8825.. 8929, 9007.. 9168, 
9454, 9269.. 9454, 9322.. 9462, 



Seq. No. 43938 

Gene No. 92342 

Start 18084 

Name OJ000350_38 . 0313 . C17 . o4 . tc 

Start 8677 

GI none 

Exons 8677.. 8745, 8679.. 8747, 8680. 
8825. .8929 



OJ000350_38.0313.C17 
18331 

TBLASTX: Cress 

8930 

72 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8745, 8682. .8747, 8817. .8930, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43938 
92342 
18084 

OJ000350_38.0313.C17.ol.tc 

9020 

none 

9020. .9166, 9022. .9168, 9028. 
9325.. 9459, 9570.. 9704, 9577, 

43938 
92342 
18084 

OJ000350_38.0313.C17.o5.gp 
18084 

uC-osflcyp061c07bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9168, 9269 
.9717 



OJ000350 38.0313.C17 



18331 

TBLASTX: Cress 
9717 
186 

9466, 9269.. 9451, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_38.0313.C17 

18331 
AAT/GAP 
18331 
496 



44867 



Exons 18084.. 18331 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica (GLA4) genomic DNA # chromosome 4, BAC clone : tl7804 1 



Seq. No. 


43939 




Seq. ID 


OJ000350 


_38.0313 


.C18 


Gene No. 


92343 




Strand 


+ 






Start 


249 




End 


1730 






Name 


OJ000350 38. 


0313.C18.ol.gs 


Method 


GEN SCAN 






Start 


249 




End 


1730 






(IT 
wX 


none 






71 

• / X 






Exons 


249.. 329, 1472. .1604, 1627.. 


1730 








Seq. No. 


*» _) j j j 




Seq. ID 


OJ000350_ 


_38.0313 


.C18 


Gene No. 


92144 




Strand 


+ 






Start 


340S 

J1UJ 




End 


3851 






Name 


OJ000350 38 


0313.C18.ol.gp 


Method 


AAT/GAP 






Start 


340S ~~ 


End 


3851 






(IT 


none 




Score 


O -7 U 






Exons 


3405. .3851 












Seq. No. 


4 3939 
*± -j j j j 




Seq. ID 


OJ000350_ 


_38.0313 


.C18 


Gene No. 


9?34 5 




Strand 


+ 






Start 


O \J \J >J 




End 


10731 






Name 


OJ0003S0 38 


0313.C18.o3.gp 


Method 


AAT/GAP 






Start 


8605 _ 




End 


10731 






rir 






Score 


697 






Exons 


8605. .8745, 


10000. .10147, 10617. .10731 








Seq. No. 


4 3939 
*± j ^ j j 




Seq. ID 


OJ000350_ 


_38.0313 


.C18 


Gene No. 


Q?34 




Strand 


+ 






Start 


1 7 




End 


19723 






Name 


n.Tfinn3sn 38 


0313.C18.o6.gs 


Method 


GEN SCAN 






Start 


1 7 _ 




End 


19723 






GI 






Score 


.64 






J7 1 von c 

IjAUIIO 




, 19519. .19577, 


19627. .19723 






Seq. No. 


43939 




Seq. ID 


OJ000350_ 


_38.0313 


.C18 


Gene No. 


92347 




Strand 








Start 


3746 




End 


7109 






Name 


OJ000350 38. 


0313.C18.o2.gs 


Method 


GENSCAN 






Start 


3746 




End 


7109 






GI 


none 




Score 


.71 






Exons 


3746. .4046, 


4445. .4626, 4725 


..4976, 5097. .5153, 


6053. . 6154, 




6440. .6514, 


6873. .7109 










Seq. No. 


43939 




Seq. ID 


OJ000350_ 


_38.0313 


.C18 


Gene No. 


92347 




Strand 








Start 


3746 




End 


7109 






Name 


OJ000350 38. 


0313.C18.ol.np 


Method 


AAT/NAP 






Start 


3749 




End 


6919 






GI 


7445481 




Score 


1138 






Exons 


3749. .4046, 


4445. .4626, 4725 


..4949, 5064. ..5143, 


5759. .5837, 




6053. .6154, 


6440.. 6514, 6884 


.\6919 









GI Descrip. hypothetical protein F17M5.230 - Arabidopsis thaliana 
gi I 4490314 | emb | CAB38805.il (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270295 | emb | CAB80064 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



44868 




Seq. No. 43939 

Gene No. 92347 

Start 3746 

Name OJ000350_38 . 0313.C18 . o2 

Start 4714 

GI LIB3432-035-P2-K1-D11 

Exons 4714.. 4976, 5097.. 5153, 

GI Descrip. 1 44 90314 /emb I CAB38805 . 1 
[Arabidopsis thaliana] 1 

Seq. No. 43939 

Gene No.. 92348 

Start 8501 

Name OJ000350_38 . 0313.C18 . o3 

Start 8501 

GI none 

Exons 8501.. 8932, 10171.. 1017 




Seq. ID OJ000350_38.0313.C18 
Strand 

End 7109 
.gp Method AAT/GAP 

End 6158 

Score 875 
5766. .5837, 6053. .6158 
I 2.0e-59 (AL035678) putative protein 



Seq. ID OJ000350_38.0313.C18 
Strand 

End 10173 

.gs Method GENSCAN 

End 10173 

Score .98 



Seq. No. 43939 

Gene No. 9234 9 

Start 12613 

Name 0 J000350_38 . 0313 . C18 . o2 . tm 

Start 239 

GI none 

Exons 239.. 307, 253.. 312, 261.. 311, 
1506. .1724, 1532. .1735, 1538. 



Seq. ID OJ000350_38.0313.C18 
Strand 
End 

Method 
End 
Score 
399. .464, 
1726 



13214 

TBLASTX: Maize 

1735 

78 

407. .529, 407. .466, 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



43939 
92349 
■ 12613 

OJ000350_38.0313.C18.ol.tm 

4517 

none 



Seq. ID OJ000350_38.0313.C18 
Strand 
End 

Method 
End 
Score 



13214 

TBLASTX: Maize 

4862 

147 



4517. .4630, 4519. .4626, 4722. .4862, 4729.. 4860 



Seq. No. 43939 Seq. ID 

Gene No. 9234 9 - Strand 

Start 12613 End 

Name 0 J000350_38 . 0313 . C18 . ol . ts Method 

Start 4576 End 

GI none Score 
Exons 



OJ000350_38.0313.C18 
13214 

TBLASTX : Soybean 

4877 

54 



4576. .4623, 4580. .4630, 4725. .4877, 4735.. 4830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



43939 Seq. ID 

92349 Strand 

12613 End 

OJ000350_38 . 0313 . C18 . ol . tc Method 

4772 End 

none Score 



OJ000350_38.0313.C18 
13214 

TBLASTX: Cress 

6136 

77 



4772. .4948, 4794. .4976, 4794. .4976, 4795. .4986, 5098. .5160, 
5766.. 5837, 5767.. 5838, 6053.. 6136 



43939 Seq. ID 

92349 Strand 

12613 End 

OJ000350 38.0313.C18.o3.tm Method 



OJ000350_38.0313.C18 
13214 

TBLASTX: Maize 



44869 




Start 


8659 


End 


10164 




GI 


none 


Score 


153 




Exons 


8659.. 8751, 8660.. 8755, 8702 


..8755, 9991.. 10098, 9998.. 


lOlOi 




10000. .10104, 10002. .10109, 


10108. .10164, 10109. .10156 




Seq. No. 


43939 


Sea ID 


OJ000350 38 0313 


.C18 




92349 


Strand 






Start 


12613 


End 


13214 




Name 


OJ000350 38.0313.C18.o4.gs 


Method 


GENSCAN 




Start 


12613 


End 


13155 




GI 


none 


Score 


.73 




Exons 


12613.. 13155 








Seq. No. 


43939 


Seq. ID 


OJ000350 38 0313 


.C18 




92349 


Strand 






Start 


12613 


End 


13214 




Name 


OJ000350 38.0313.C18.o4.gp 




AAT /GAP 




Start 


12849 


End 


13214 




GI 


none 


Score 


696 




Exons 


12849. .13214 








Seq. No. 


43940 


Seq. ID 


OJ000150 33 0317 


.C2 


flcir\& Mo 


923S0 








Start 


236 


End 


610 




Name 


OJ000150 33.0317.C2.ol.gs 




sJJ Hi O ^ii.IN 




Start 


-2^6 


End 


\j j- \j 




GI 


none 


Score 


. 65 




Exons 


236. .336, 379. .610 








Seq. No. 


43941 


Seq. ID 


OJ000150 33 0317 


.C3 


Gene No. 


92351 


Strand 






Start 


1 


End 


403 




Name 


OJ000150 33.0317.C3.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


403 




GI 


4581108 


Score 


380 




Exons 


1..403 








GI Descrip. 


(AC005825) putative chloroplast outer 


membrane protein 






[Arabidopsis thaliana] 








Seq. No. 


43941 


Seq. ID 


OJ000150 33 0317 


-C3 


VjCI ic nu . 


92351 


Strand 


+ 




Start 


1 


End 


403 

*a v -J 




Name 


OJ000150 33.0317.C3.ol.gs 


Method 


\J Hi 1\ O N-ziiLN 




Start 


76 


End 


390 




GI 


none 


Score 


.97 




Exons 


76. .390 








Seq. No. 


43941 


Seq. ID 


OJ000150_33.0317 


.C3 


Cpnp Mo 


92352 


Strand 


+ 




Start 


318 


End 


673 




Name 


OJ000150 33.0317.C3.ol.gp 


Method 


AAT /GAP 




Start 


318 


End 


673 




GI 


none 


Score 


679 




Exons 


318. .673 








Seq. No. 


43941 


Seq. ID 


OJ000150_33.0317 


.C3 


Gene No. 


92353 


Strand 


+ 





44870 



Start,; 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1586 End 

OJ000150_33 . 0317 . C3 . o2 . tm Method 

36 End 

none Score 
36. .65, 52.-246, 61. .249, 69. .248 

43941 Seq. ID 

92353 Strand 

1586 End 

OJ000150_33.0317.C3.o2.ts Method 

4 0 End 

none Score 
40. .369, 42. .365 



6559 

TBLASTX: Maize 

249 

300 



OJ000150__33.0317.C3 
+ 

6559 

TBLASTX : Soybean 

369 

401 



43941 
92353 
1586 

OJ000150_33.0317.C3.o2.np 

1574 

7488259 

1574. .1771, 1805. .1865, 2690. 
3872. .4005, 4079. .4627, 4714. 



33. 0317. C3 



Seq. ID OJ000150_ 
Strand + 
End 6559 
Method AAT/NAP 
End 6365 
Score 1228 
.2811, 2894. .3050, 
.5478, 6183. .6365 
protein kinase homolog F4I18.11 - Arabidopsis thaliana 
gi|3386604 | gb | AAC28534 . 1 | (AC004665) putative protein kinase 
[Arabidopsis thaliana] 



3491. .3751, 



Seq. No. 


- 43941 








Seq. ID 


OJ000150_33.0317.C3 


Gene No. 


"92353 








Strand 


+ 


Start 


1586 








End 


6559 


Name 


OJ000150 33. 


0317 


.C3.o2. 


gs 


Method 


GENSCAN 


Start 


1586 








End 


6383 


GI 


none 








Score 


.73 


Exons 


1586. .1868, 


2690 


. .2811, 


2894. 


.3015, 3099. .3203, 3378. .3546 




3583. .3789, 


3865 


. .4005, 


4079. 


.4523, 4763. .5478, 5645. .5755 




6183. .6383 












Seq. No. 


43941 








Seq. ID 


OJ000150_33.0317.C3 


Gene No. 


92353 








Strand 


+ 


Start 


1586 








End 


6559 


Name 


OJ000150 33. 


0317 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4460 








End 


5184 


GI 


none 








Score 


82 


Exons 


4460. .4591, 


4711 


. .4788, 


4786. 


.5052, 5059. .5184 


Seq. No. 


43941 








Seq. ID 


OJ000150 33. 0317. C3 


Gene No. 


92353 








Strand 


+ 


Start 


1586 








End 


6559 


Name 


OJ000150 33. 


0317 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4711 








End 


5493 


GI 


none 








Score 


742 


Exons 


4711. .5403, 


4713 


. .5375, 


5332. 


.5493 




Seq. No. 


43941 








Seq. ID 


OJ000150_33.0317.C3 


Gene No. 


92353 








Strand 


+ 


Start 


1586 








End 


6559 


Name 


OJ000150 33. 


0317 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4721 








End 


5010 



44871 




GI 


none 


Score 


60 


Exons 


4721. .4864, 4737. .5009, 4738 


..5010, 4738. .5010 


Seq. No. 


43941 


Seq. ID 


OJ000150_33.0317.C3 


bene no . 




Strand 


+ 


Start 


1586 


End 


6559 


Name 


OJ000150 33.0317.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4843 


End 


6353 


GI 


none 


Score 


450 


Exons 


4843. .5406, 4852.. 5013, 5049 


..5405, 6174. .6353, 6182. .6346 


Seq. No. 


* 43941 


Seq. ID 


OJ000150 33. 0317. C3 


Gene No. 


92353 


Strand 


+ 


Start 


1586 


End 


6559 


Name 


ujuuuiju j j • u oi / . l j . oz . gp 


Method 


AAT/GAP 


Start 


5322 


End 


6559 


GI 


uC-osflcypl73g05bl 


Score 


1044 


Exons 


5322. .5478, 6183. .6559 






GI Descrip. 


•3386604 8.0e-23 (AC004665) 


putative protein kinase [Arabidopsis 




thaliana] 1 






Seq. No. 


43942 


Seq. ID 


OJ000150_33.0317.C4 


Gene No. 


92354 


Strand 


+ 


OLarT. 


sec. y 


End 


5062 


Name 


OJ000150 33.0317.C4.o2.gs 


Method 


GENS CAN 


Start 


3229 


End 


5062 


GI 


none 


Score 


.64 


Exons 


3229.. 3355, 3476.. 3614, 3855 


..3989, 4182. .4374, 4468. .4551, 




4895. .5062 






Seq. No. 


43942 


Seq. ID 


OJ000150_33.0317.C4 


uene ino • 




Strand 


+ 


Start 


6789 


End 


7140 


Name 


OJ000150 33.0317.C4.o5.gp 


Method 


AAT/GAP 


Start 


6789 


End 


7140 


GI 


none 


Score 


704 


Exons 


6789. .7140 






Seq. No. 


43942 


Seq. ID 


OJ000150_33.0317.C4 


Gene No. 


92356 


Strand 


+ 


Start 


10835 


End 


13294 






Method 


AAT/NAP 


Start 


10835 


End 


13112 


GI 


6850906 


Score 


176 


Exons 


10835. .10895, 11200 .. 11335, 


11429. .11603, 12644. .12687, 




12900. .13112 






GI Descrip. 


(AL1378 98) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


43942 


Seq. ID 


OJ000150_33.0317.C4 


uene wo. 




Strand 


+ 


Start 


10835 


End 


13294 


Name 


OJ000150 33.0317.C4.o6.gp 


Method 


AAT/GAP 


Start 


11283 


End 


11518 


GI 


702337 


Score 


472 


Exons 


11283. .11518 






Seq. No. 


43942 


Seq. ID 


OJ000150_33.0317.C4 



44872 







92356 




Strand 


+ 






Start 


10835 




End 


13294 






Name 


OJ000150 33. 0317. C4 . 


o4 . gs 


Method 


GEN SCAN 






Start 


11336 




End 


13121 






GI 


none 




Score 


.71 






Exons 


11336. .11797, 11920. 


.12687, 


12900. .13121 






Seq. No. 


43942 




Seq. ID 


OJ000150_ 


33. 0317. C4 




Gene No. 


92356 




Strand 


+ 






Start 


10835 




End 


13294 






Name 


• OJ000150 33.0317. C4. 


o2 . np 


Method 


AAT/NAP 






Start 


11677 




End 


12702 






GI 


5295966 




Score 


892 






Exons 


11677. .11797, 11920. 


.12702 










GI Descrip. 


(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 






sativa] 












Seq. No. 


43942 




Seq. ID 


OJ000150_ 


33. 0317. C4 




npne No 


92356 




Strand 


+ 






Start 


10835 




End 


13294 






Name 


OJ000150 33. 0317. C4. 


o7.gp 


Method 


AAT/GAP 






Start 


12909 




End 


13294 








5056138 




Score 


655 






Exons 


12909. .13294 










Is? 


Seq. No. 


43942 




Seq. ID 


OJ000150_ 


33. 0317. C4 


f n 


Gene No. 


92357 




Strand 


+ 




ry 


Start 


13712 




End 


21361 






Name 


OJ000150 33. 0317. C4. 


o5.gs 


Method 


GENSCAN 






Start 


13712 




End 


21243 






GI 


none 




Score 


.5 




% ^ 


Exons 


13712. .13745, 14029. 


.14447, 


14547. .14669, 15910. 


.16002, 


S sr 




17753. .17818, 18198. 


.18416, 


18806. .19153, 19262. 


.19356, 






19943. .20150, 20479. 


.20586, 


21184. .21243 




ii. 

•~ : 


Seq. No. 


43942 




Seq. ID 


OJ000150_ 


33. 0317. C4 




Gene No. 


92357 




Strand 


+ 






Start 


13712 




End 


21361 




\3 


Name 


OJ000150 33. 0317. C4. 


o4 .np 


Method 


AAT/NAP 






Start 


14041 




End 


20531 






GI ' 


6642680 




Score 


1747 






Exons 


14041. .14109, 14205. 


.14226, 


14273. .14447, 14547. 


.14669, 






15582. .15665,. 15769. 


.15819, 


15910... 16011, 16167. 


.16307, 






16379. .16459, 16537. 


.16784, 


16878. .17049, 17369. 


.17479, 






17579. .17641, 18198. 


.18416, 


18585. .18636, 18780. 


.18874, 






18959. .19153, 19262. 


.19356, 


19452. .19691, 19943. 


.20531 



GI Descrip. (AC015450) hypothetical protein, 3' partial [Arabidopsis 
thaliana] 



Seq. No. 43942 Seq. ID 

Gene No. 92357 Strand 

Start 13712 End 

Name OJ000150_33 . 0317 . C4 . 08 . gp Method 

Start 21058 End 

GI none Score 

Exons 21058. .21361 



OJ000150_33.0317.C4 
+ 

21361 
AAT/GAP 
21361 
550 



44873 



f 




Seq. No. 


43942 




Seq. ID 


OJ000150 


_33.0317 


.C4 








o Tirana 


• 

+ 






Start 


22062 




End 


22895 






Name 


OJ000150 33. 0317. C4. 


o6.gs 


Method 


GENSCAN 






Start 


22062 




End 


22895 






GI 


none 




Score 


1 






Exons 


22062. .22895 












Seq. No. 


43942 




Seq. ID 


OJ000150 


_33.0317 


.C4 


Gene No. 


92359 




Strand 


+ 






Start 


23696 




End 


27166 






Name 


OJ000150 33. 0317. C4. 


o7 . gs 


Method 


GENSCAN 






Start 


23696 




End 


27029 






GI 


none 




Score 


.7 






Exons 


23696. .23833, 24619. 


.24699, 


24900. .25047, 25144 


. .25319, 






25386. .25533, 25618. 


.25771, 


26199. .26277, 26859 


. .27029 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43942 
92359 
23696 

OJ000150_33 . 0317 . C4 . o9 . gp 
23803 

LIB3477-002-P1-K1-E12 
23803. .23907, 24619. .24699, 
' 3451067/emb|CAA20463.1| 2.0e-13 
[Arabidopsis thaliana] ' 



Seq. ID OJ000150_33.0317.C4 
Strand + 
End 27166 
Method AAT/GAP 
End 25269 
Score 817 
24900. .25047, 25144. .25269 

(AL031326) putative protein 



OJ000150_33.0317.C4 
+ 



27166 
AAT/NAP 
27026 
703 



43942 Seq. ID 

92359 Strand 
23696 End 
OJ000150_33 . 0317 . C4 . o5 . np Method 
24942 End 
7486117 Score 
24942. .25047, 2514 4 .. 25375, 25454 .. 25533, 25618 25771, 
26199. .26277, 26394 .. 26478 , 26707 26753, 26859.. 27026 
hypothetical protein F25E4.30 - Arabidopsis thaliana 
gi I 7267840 | emb | CAB81242.il (AL161531) putative protein 
[Arabidopsis thaliana] gi | 7321038 | emb | CAB82146 . 1 | (AL050399) 
putative protein [Arabidopsis thaliana] 



43942 
92359 
23696 

OJ000150_33.0317.C4.ol0.gp 
25630 

85347_1.R1084 

25630. .25771, 26199 .. 26277 , 
26859. .27166 

'629592/pirl IS42651 1.0e-39 
>gi_6065752_emb_CAB58175 . 1_ 
dehydrogenase SAC 2 5 [Brassica napus] 



. Seq. ID OJ000150_33.0317.C4 

Strand + 

End 27166 

Method AAT/GAP 

End 27166 

Score 1136 
26394. .26478, 26707 .. 2 6753, 

hypothetical protein - rape 
(X74225) putative pod-specific 



Seq. No. 43942 Seq. ID 
Gene No. ' 92360 Strand- 
Start 27779 End 
Name OJ000150_33 . 0317 . C4 . 08 . gs Method 
Start 27779 End 



OJ000150_33.0317.C4 
+ 

33197 

GENSCAN 

33197 



44874 



none 

27779. .27808, 28098 .. 28181, 
28672. .28695, 29034 .. 29142, 
29839. .30070, 30501 30580, 
33048. .33197 




Score . 6 
28300. .28485, 284 91 .. 28519, 
29314. .29485, 29715 .. 29741, 
30722. .30875, 31229 .. 31307 , 



Seq. No. 43942 Seq. ID 

Gene No. 92361 Strand 

Start 35595 End 

Name OJ000150_33 . 0317 . C4 . 06 . np Method 

Start 35595 End 

GI 7485550 Score 

Exons 35595. .35713, 36658.. 36683 

GI Descrip. hypothetical protein F16G20.120 - Arabidopsis thaliana 
gi | 3451067 | emb | CAA20463 . 1| (AL031326) putative protein 
[Arabidopsis thaliana] gi | 7269190 | emb | CAB79297 . 1 | (AL161559) 
putative protein [Arabidopsis thaliana] 



OJ000150_33.0317.C4 
+ 

36683 
AAT/NAP 
36683 
93 



Seq. No. 43942 Seq. ID OJ000150_33 . 0317 . C4 . 

Gene No. 92362 Strand 

Start 871 End 2417 

Name OJ000150_33 . 0317 ,C4 . ol . gp Method AAT/GAP 

Start 566 End 1185 

GI 37062_1.R1084 Score 1118 

Exons 566.. 1185 

GI Descrip. ' 729944/sp | Q07154 |MPZ1_MAIZE 5.0e-34 POLLEN ALLERGEN ZEA M 1 

(ZEA M I) >gi_478272_pir JC1524 major allergen ml protein - 

maize >gi_293902 (L14271) Zea ml [Zea mays] 1 



Seq. No. 43942 Seq. ID 

Gene No. 92362 Strand 

Start 871 End 

Name OJ000150_33 . 0317 . C4 . ol . gs Method 

Start 871 End 

GI none Score 

Exons 871.. 1383, 1762.. 1871, 2155. .2341 



OJ000150_33.0317.C4 

2417 
GENSCAN 
2341 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43942 Seq. ID 

92362 Strand 
871 End 
OJ000150_33 . 0317 . C4 . ol . np Method 
88 6 End 
3901094 Score 

886.. 1383, 1762.. 1871, 2155. .2335 



OJ000150_33.0317.C4 

2417 
AAT/NAP 
2335 
802 



V \J \J • i 1 JO J/ J./O^...J.O/X, ^IJJ, 

(Z27090) pollen allergen Phi pi [Phleum pratense] 



43942 
92362 
871 

OJ000150_33.0317.C4.o2.gp 
1176 

27296_1.R1084 
1176. .1383, 1762 



Seq. ID OJ000150_33.0317.C4 
Strand 

End 2417 

Method AAT/GAP 

End 2417 

Score 1022 
2417 

3.0e-4 9 POLLEN ALLERGEN PHL E 



1871, 2155. 
■ 1171008/sp | P43213 | MPP1_PHLPR 

PRECURSOR (PHL P I) >gi_629812__pir S44182 allergen Phi p 

common timothy >gi_473360_emb_CAA55390_ (X78813) Phi p I 
allergen [Phleum pratense] ' 



44875 




Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317. 


.C4 


Cpnp No 

\J \^ 1 X iX \J * 


92363 




Strand 






Start 


6911 




End 


7393 




Name 


OJ000150 33 


.0317.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


864 




End 


2359 




GI 


none 




Score 


64 




Exons 


864. .953, 871. .1386, 875. .1384, 1754.. 


1864, 1757. .1873, 






1759. .1872, 


2153. .2359, 2154. 


.2348 






Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317. 


,C4 


Gene No . 


9236*3 




Strand 






Start 


6911 




End 


7393 




Name 


OJ000150 33 


.0317.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


872 




End 


1317 




GI 


none 




Score 


213 




Exons 


872. .1177, 


872. .1060, 877. .1176, 1003. 


.1200, 1177.. 1317, 






1178. .1312 










Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317. 


C4 


Gene No. 


92363 




Strand 






Start 


6911 




End 


7393 




Name 


OJ000150 33 


.0317.C4.o3.ts 


Method 


TBLASTX: Soybean 




Start 


877 




End 


2272 




GI 


none 




Score 


75 




Exons 


877. .966, 959. .1051, 961. .1053, 1063.. 


1176, 1064. .1177, 






1177. .1299, 


1178.. 1300, 1324. 


.1386, 1325. .1384, 1759. .IE 


148 




1760. .1855, 


2165. .2272 








Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317. 


C4 


Gene No . 


92363 




Strand 






Start 


6911 




End 


7393 




Name 


OJ000150 33 


.0317.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


6836 




End 


7393 




GI 


none 




Score 


36 




Exons 


6836. .6877, 


6843. .6869, 6897. 


.6932, 6899.. 6931, 7040.. 7063, 




7046. .7120, 


7047. .7121, 7154. 


.7306, 7155.. 7307, 7274.. 7393 


Sea No 


43942 




Seq. ID 


OJ000150_33.0317. 


C4 


Gene No. 


92363 




Strand 






Start 


6911 




End 


7393 




Name 


OJ000150 33 


.0317.C4.o3.gs 


Method 


GENSCAN 




Start 


6911 




End 


7393 




GI 


none 




Score 


. 97 




Exons 


6911. .7393 










Sea No 


43942 




Seq. ID 


OJ000150_33.0317. 


C4 


Gene No. 


92363 




Strand 






Start 


6911 




End 


7393 




Name 


OJ000150 33, 


.0317.C4.o4.ts 


Method 


TBLASTX : Soybean 




Start 


7046 




End 


7309 




GI 


none 




Score 


85 




Exons 


7046. .7309, 


7047. .7118, 7158., 


.7262 






Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317. 


C4 


Gene No. 


92364 




Strand 






Start 


11582 




End 


13070 





44876 





Name 


OJ000150 33. 0317. C4 


.o5. ts 


Method 


TBLASTX : Soybean 






Start 


11582 




End 


12036 






GI 


none 




Score 


150 






Exons 


11582. .11800, 11680 


. .11802, 


11899. .12036 






Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317 


.C4 




Gene No. 


92364 




Strand 








Start 






End 


13070 






Name 


OJ000150 33. 0317. C4 


o2.tc 


Method 


TBLASTX: Cress 






Start . 


11684 




End 


12435 






GI 


none 




Score 


99 






Exons 


11684. .11800, 11914 


.11982, 


11989. .12039, 12061. .12225, 








12283. .12435 












Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317 


.C4 




Gene No. 


92364 




Strand 








btiaru 






End 


13070 






Name 


OJ000150 33. 0317. C4 . 


ol . tm 


Method 


TBLASTX: Maize 






Start 


11893 




End 


12692 






1 GI 


none 




Score 


760 






Exons 


11893. .12633, 11893. 


.12042, 


11919. .12479, 12067. .12594, 








12645. .12692, 12646. 


.12684 










Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317 


.C4 




Gene No . 






Strand 






u 


Start 


11582 




End 


13070 




w 


Name 


OJ000150 33. 0317. C4 . 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


11943 




End 


12216 




fu 


GI 


none 




Score 


307 




fl 


Exons 


11943. .12215, 11944. 


.12216 










Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317 


.C4 




Gene No. 


92364 




Strand 






f 1 i 


0 4--, ~.f 

btart 


1 1 COO 




End 


13070 




= 


Name 


OJ000150 33. 0317. C4 . 


ol. ts 


Method 


TBLASTX: Soybean 




H 


Start 


12049 




End 


13070 




'"-J 


GI 


none 




Score 


401 






Exons 


12049. .12624, 12133. 


.12216, 


12276. .12479, 12876 .. 13070, 




= 




12894. .13061 










13 


Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317 


-C4 




Gene No . 






Strand 






^ IT? 


Start . 


16421 




End 


16728 






Name 


OJ000150 33. 0317. C4. 


o3 . tc 


Method 


TBLASTX: Cress 






Start 


16421 




End 


16728 






GI 


none 




Score 


64 






Exons 


16421. .16462, 16430. 


.16459, 


16533. .16727, 16534.. 16728 






Seq. No. 


43942 




Seq. ID 


OJ000150_33.0317 


.C4 




Gene No. 


92366 




Strand 








Start 


19533 




End 


20810 






Name 


OJ000150 33. 0317. C4. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


19533 




End 


20810 






GI 


none 




Score 


155 






Exons 


19533. .19694, 19534. 


.19698, 


19537. .19692, 19929 .. 20186, 








19934. .20239, 19935. 


.20225, 


20217. .20342, 20225 20338 , 








20226. .20348, 20227. 


.20349, 


20310. .20588, 20340 .. 20588, 





44877 





20724. 


.20810, 


20757. 


.20810 










Seq. No. 


43942 








Seq. ID 


OJ000150 


_33.0317 


.C4 




92367 








Strand 








Start 


22097 








End 


22361 






Name 


OJ000150 33. 0317. C4. 


06. tm 


Method 


TBLASTX: 


Maize 




Start 


22097 








End 


22361 






GI 


none 








Score 


182 






Exons 


22097. 


.22273, 


22161. 


.22289, 


22287. .22361 






Seq. No. 


43942 








Seq. ID 


OJ000150 


_33.0317 


.C4 




92368 








Strand 








Start 


22338 








End 


22817 






Name 


OJ000150 33. 0317. C4. 


06. ts 


Method 


TBLASTX: 


Soybean 




Start 


22338 








End 


22817 






GI 


none 








Score 


83 






Exons 


22338. 


.22538, 


22542. 


.22649, 


22734. .22817 






Seq. No. 


43942 








Seq. ID 


OJ000150 


_33.0317 


.C4 


Gene No\ 


92369 








Strand 








Start 


24956 








End 


35707 






Name 


OJ000150 33. 0317. C4. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


24956 








End 


35702 






GI 


none 








Score 


106 






Exons 


24956. 


.25048, 


24957. 


.25049, 


25125. .25376, 25142 


. .25189, 






25247. 


.25369, 


25451. 


9S c i4n 


25455. .25535, 25599 


9 ^7 fiQ 






25682. 


.25774, 


26200. 


.26268, 


26397 .'.26459, 29353 


. .29487, 






29382. 


.29495, 


29837. 


.30064, 


29853. .30071, 30498 


. .30581, 






30502. 


.30582, 


30664. 


.30723, 


30721. .30S 


173, 30736 


. .30807, 






30786. 


.30878, 


31230. 


.31298, 


31403. .31525, 35597 


. .35701, 






35598. 


.35702 














Seq. No. 


43942 








Seq. ID 


OJ000150 


_33.0317 


.C4 


Gene No. 


92369 








Strand 








Start 


24956 








End 


35707 






Name 


OJ000150 33. 0317. C4. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


24957 








End 


35707 






GI 


none 








Score 


112 






Exons 


24957. 


.25049, 


24962. 


.25054, 


25119. .25376, 25451 


. .25534, 






25455. 


.25535, 


25507. 




25593. .25679, 25679 


9 R77 1 






25680. 


.25766, 


26200. 


.26277, 


26849. .27004, 26859 


. .27017, 






29395. 


.29487, 


29397. 


.29486, 


29853. .30071, 30498 


. .30581, 






30502. 


.30582, 


30721. 


.30783, 


30784. .30867, 31245 


. .31307, 






31403. 


.31486, 


31824. 


.31970, 


31825. .31983, 35610 


. .35702, 






35612. 


.35707 














Seq. No. 


43942 








Seq. ID 


OJ000150 


_33.0317 


.C4 


Gene No. 


92369 








Strand 








Start 


24956 








End 


35707 






Name 


OJ000150 33. 0317. C4 . 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


24963 








End 


35702 




GI 


none 








Score 


103 






Exons 


24963. 


.25049, 


25119. 


.25376, 


25142. .25186, 25284 


. .25367, 






25451. 


.25549, 


25455. 


.25535, 


25599. .25763, 25616 


. .25765, 






26215. 


.26277, 


26397. 


.26462, 


29401. .29487, 29853 


. .30071, 






30502. 


.30606, 


30720. 


.30866, 


30721. .308 


67, 31245 


. .31307, 






31402. 


.31473, 


31403. 


.31474, 


35615. .35701, 35616 


. .35702 





44878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



43943 
92370 
1621 

OJ000150_33.0317 

1621 

7486117 

1621. .1696, 2148 



C5.ol.np 



.2411, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_ 
+ 

6275 
AAT/NAP 
6233 
545 



33. 0317. C5 



2990. . 

5747. .5831, 5915. .5961, 6066.. 
hypothetical protein F25E4.30 



3215.. 3368, 5536.. 5620, 



3069, 
6233 

- Arabidopsis thaliana 
gi|7267840iemb|CAB81242.1| (AL161531) putative protein 
[Arabidopsis thaliana] gi | 7321038 | emb | CAB8214 6 . 1 | (AL050399) 
putative protein [Arabidopsis thaliana] 



43943 
92370 
1621 

OJ000150_33.0317.C5.ol.tc 

2178 

none 



Seq. ID OJ000150_33.0317.C5 
Strand 
End 

Method 
End 
Score 

2178. .2411, 2179. .2412, 2987. .3070, 2991. .3071, 3214. .3258 



+ 

6275 

TBLASTX: Cress 

3258 

241 



43943 
92370 
1621 

OJ000150_33.0317.C5.ol.ts 

2178 

none 

2178. .2417, 2179. .2418 

43943 
92370 
1621 

OJ000150_33.0317.C5.ol 
2178 
none 

2178. .2405, 2179 
5537.. 5599, 5744 



2412, 2991- 
5824 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_33.0317.C5 
+ 

6275 

TBLASTX: Soybean 

2418 

261 



OJ000150_33.0317.C5 
+ 

6275 

TBLASTX: Maize 

5824 

231 



.3071, 3213.. 3371, 3214.. 3366, 



43943 
92370 
1621 

OJ000150_33 . 0317 .C5.ol.gs 

2245 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2245. .2411, 2990. .3069, 3196. .3266 

43943 Seq. ID 

92370 Strand 
1621 End 
OJ000150_33 . 0317 . C5 . o2 . gs Method 
4579 End 
none Score 

4S79..4776, 4805. .4992, 5536. .5620, 6066. .6224 



OJ000150_33.0317.C5 
+ 

6275 
GENSCAN 
3266 
.73 



OJ000150_33.0317.C5 
+ 

6275 
GENSCAN 
6224 
.68 



43943 
92370 



Seq. ID OJ000150_33.0317.C5 
Strand + 



44879 



Start 


1621 








End 


6275 




Name 


OJ000150_33 


.0317 


.C5.o2 


tc 


Method 


TBLASTX: Cress 




Start 


6056 








End 


6275 




GI 


none 








Score 


187 




Exons 


6056. . 6205, 


6066 


. . 6275, 


6105 


. 6155 






Seq. No. 


43943 








Seq. ID 


OJ000150 33.0317 


.C5 


Gene No. 


92370 








Strand 


+ 




Start 


1621 








End 


6275 




Name 


OJ000150_33 


. 0317 


.C5 .o2 , 


ts 


Method 


TBLASTX : Soybean 




Start 


6063 








End 


6211 




GI 


none 








Score 


81 




Exons 


6063. . 6206, 


6065 


. . 6202, 


6065. 


.6211, 6066.. 6206 




Seq. No. 


43943 








Seq. ID 


OJ000150_33.0317. 


-C5 


Gene No. 


92370 








Strand 


+ 




Start 


1621 








End 


6275 




Name 


OJ000150_33 


. 0317 


.C5 .o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


6065 








End 


6224 




GI 


none 








Score 


191 




Exons 


6065 . . 6199, 


6066 


. . 6224 










Seq. No. 


43944 








Seq. ID 


OJ000150_33.0317 


.C6 


Gene No. 


92371 








Strand 


+ 




Start 


6657 








End 


10294 




Name 


OJ000150_33, 


0317 


.C6.o2. 


gs 


Method 


GEN SCAN 




Start 


6657 








End 


10294 




GI 


none 








Score 


.53 




Exons 


6657 . . 6784 , 


8213 


. .8607, 


8670. 


.8773, 10133.. 10294 




Seq. No. 


43944 








Seq. ID 


OJ000150_33.0317 


,C6 


Gene No. 


92372 








Strand 






Start 


3785 








End 


5730 




Name 


OJ000150 33. 


0317 


.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


3256 








End 


4465 




GI 


2595 2.R1084 






Score 


1655 




Exons 


3256. .4059, 


4416 


. .4465 










GI Descrip. 


'3258575 3.0e-27 


(U89959) Hypothetical 


protein [Arabidopsis 




thaliana] ' 














Seq. No. 


43944 








Seq. ID 


OJ000150_33.0317. 


C6 


Gene No. 


92372 








Strand 






Start 


3785 








End 


5730 




Name 


OJ000150 33. 


0317. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


3785 






End 


5726 




GI 


none 








Score 


.9 




Exons 


3785. .4059, 


4416. 


.4698, 


4734. 


.5726 






Seq. No. 


43944 








Seq. ID 


OJ000150_33.0317. 


C6 


Gene No. 


92372 








Strand 






Start 


3785 








End 


5730 




Name 


OJ000150 33. 


0317. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3789 








End 


4004 




GI 


none 








Score 


147 




Exons 


3789. .3893, 


3797. 


.3892, 


3896. 


.4003, 3897.. 4004 




Seq. No. 


43944 








Seq. ID 


OJ000150_33.0317. 


C6 



44880 




OC11C Vi\J • 


^ £. J t 






Q 4- *-anH 
O L lailU 






Start 


3785 






End 


5730 




Name 


OJ000150 33 


.0317 


.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3795 






End 


3998 




GI 


none 






Score 


278 




Exons 


3795. .3998, 


3797 


. .3997 








Seq. No. 


43944 






Seq. ID 


OJ000150_33.0317 


.C6 


Gene No. 


92372 






Strand 






Start 


3785 






End 


5730 




Name 


OJ000150 33 


.0317 


. C6.ol.np 


Method 


AAT/NAP 




Start 


3800 




End 


5726 




GI 


3258575 






Score 


1265 




Exons 


3800. .4059, 


4416 


..4605, 4734. 


.5726 






GI Descrip. 


(U89959) Hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 








oeq. xu 


UJUUU1DU jj, UjI / 


.C6 


fipnp Mo 
vj cue \y . 


92372 






Strand 






Start 


3785 






End 


5730 


- 


Name 


o.Tnnni ^ 

UUUUUl JU O -3 


• U O J. / 




Method 


TBLASTX : Soybean 




Start 


^7 

JO J / 






End 


4106 




GI 


none 






Score 


128 




Exons 


OO J / » • 4Uj / / 


jODI 


A 1 fl£ 
• . 4 XU 0 








Seq. No. 


A *5 A 






Seq. ID 


OJ000150_33.0317 


.C6 


UCllC J.NU • 


92372 






Strand 






Start 


3785 






End 


5730 




Name 






. . OX .US 


Method 


TBLASTX: Soybean 




Start 


4 4 0-7 






End 


4871 




GI 


none 






Score 


109 




Exons 


^OJ. .ft OUO / 


A A QQ 


A /I 7 O C 


.4871 






Seq. No. 


A 1QAA 
4 J y ft 






Seq. ID 


OJ000150_33.0317 


.C6 


Gpnp No 


no 07 9 






Strand 






Start 


3785 






End 


5730 




Name 


OJ000150 33 


.0317 


.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


4489 






End 


4871 




GI 


none 






Score 


92 




Exons 


4489. .4608, 


4505 


..4606, 4725. 


.4871, 4732. .4860 




Seq. No. 


43944 






Seq. ID 


OJ000150_33.0317 


.C6 


Cpnp Mr* 


92372 






Strand 






Start 


3785 






End 


5730 




Name 


OJ000150 33 


.0317 


.C6. o2 .gp 


Method 


AAT/GAP 




Start 


4788 






End 


5150 




GI 


none 






Score 


718 




Exons 


4788. .5150 












Seq. No. 


43944 






Seq. ID 


OJ000150_33.0317 


.C6 


Gene No. 


92372 






Strand 






Start 


3785 






End 


5730 




Name 


OJ000150 33 


0317 


.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


4885 






End 


5426 




GI 


none 






Score 


76 




Exons 


4885. .4935, 


4887 


.4961, 5040. 


.5069, 5041. .5073, 5082. .5426, 




5115. .5234, 


5143 


.5424 









44881 



Seq. No. 43944 

Gene No. 92372 

Start 3785 

Name OJ000150_33 . 0317 .C6.o3.gp 

Start 5267 

GI uC-osrocyp008e08bl 

Exons 5267 . . 5564 

GI Descrip. '3258575 2.0e-28 (U89959) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000150_33.0317.C6 
Strand 

End 5730 

Method AAT/GAP 

End 5564 

Score 557 



Seq. No. 43944 

Gene No. 92372 

Start 3785 

Name OJ000150_33 . 0317 .C6.ol . tw 

Start 5437 

GI none 

Exons 5437.. 5730, 5439.. 5708 



Seq. ID OJ000150_33.0317.C6 
Strand 

End 5730 

Method TBLASTX : Wheat 

End 5730 

Score 366 



Seq. No. 43944 

Gene No. 92372 

Start 3785 

Name OJ000150_33 . 0317 .C6.o2.tm 

Start 5440 

GI none 

Exons 5440.. 5721, 5442.. 5708 



Seq. ID OJ000150_33.0317.C6 
Strand 

End 5730 

Method TBLASTX : Mai ze 

End 5721 

Score 406 



Seq. No*. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43944 
92372 
3785 

OJ000150__33.0317.C6.o2.ts 

5448 

none 



Seq. ID OJ000150_33.0317.C6 
Strand 

End 5730 

Method TBLASTX : Soybean 

End 5703 

Score 45 



5448. .5534, 5452. .5529, 5532. .5702, 5536. .5703 



Seq. No. 43944 

Gene No. 92372 

Start 3785 

Name OJ000150_33 . 0317 . C6.ol . tc 

Start 5551 

GI none 

Exons 5551.. 5727, 5553.. 5705 



Seq. ID OJ000150_33.0317.C6 
Strand 

End 5730 

Method TBLASTX : Cress 

End 5727 

Score 168 



Seq. No. 43945 

Gene No. 92373 

Start 1 

Name OJ000150_33 . 0317 . C7 . ol . np 

Start 1 

GI 3258575 

Exons 1 . .577 

GI Descrip. (U89959) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150_33.0317.C7 
Strand 

End 619 

Method AAT/NAP 

End 577 

Score 653 



Seq. No. 43945 

Gene No. 92373 

Start 1 

Name OJ000150_33 . 0317 . C7 . ol . gp 

Start 48 

GI 42110 1.R1084 



Seq. ID OJ000150_33.0317.C7 
Strand 

End 619 

Method AAT/GAP 

End 619 

Score 1023 



44882 




Exons 48.. 619 

GI Descrip. '3258575 2.0e-72 (U89959) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


43945 






Seq. ID 


OJ000150 33.0317 


.C7 


Gene No. 


92373 






Strand 


- 




Start 


1 






End 


619 




Name 


OJ000150 


33. 0317. C7 


. ol . gs 


Method 


GENSCAN 




Start 


77 






End 


577 




o X 


1 1U1 1 C 






Score 


i 
i 




Exons 


77. .577 












Seq. No. 


43945 






Seq. ID 


OJ000150_33.0317 


.C7 


Gene No. 


92374 






Strand 


- 




Start 


1481 






End 


1579 




Name 


OJ000150 


33. 0317. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


47 






End 


424 




CI 

OX 


none 






Score 


z y i 




Exons 


47. .424, 


51. .413 










Seq. No. 


43945 






Seq. ID 


OJ000150 33.0317 


.C7 


Gene No. 


92374 






Strand 






Start 


1481 






End 


1579 




Name 


OJ000150 


33. 0317. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


288 






End 


581 












Score 


ODD ^ 




Exons 


288. .581, 


290. .559 










Seq. No. 


43945 






Seq. ID 


OJ000150 33.0317 


.C7 


Gene No. 


92374 






Strand 


- 




Start 


1481 






End 


1579 




Name 


OJ000150 


33. 0317. C7 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


299 






End 


554 




rir 

wX 


none 






Score 






Exons 


299. .385, 


303. .380, 


383. .553, 


387. .554 






Seq. No. 


43945 






Seq. ID 


OJ000150_33.0317 


.C7 


Gene No. 


92374 






Strand 


- 




Start 


1481 






End 


1579 




Name 


OJ000150 


33. 0317. C7, 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


402 






End 


578 




GI 


none 






Score 


loo 




Exons 


402. .578, 


404. .556 










Seq. No. 


43945 






Seq. ID 


OJ000150_33.0317. 


X7 


Gene No. 


92374 






Strand 


- 




Start 


1481 






End 


1579 




Name 


OJ000150 


33. 0317. C7. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


425 






End 


572 




GI 


none 






Score 


226 




Exons 


425. .559, 


426. .572 










Seq. No. 


43945 






Seq. ID 


OJ000150_33.0317, 


,C7 


Gene No. 


92374 






Strand 






Start 


1481 






End 


1579 




Name 


OJ000150 


33. 0317. C7. 


, o2 .gs 


Method 


GENSCAN 




Start 


1481 




End 


1579 





44883 



GI 

Exons 



none 
1481. 



,1579 



Score 



. 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No." 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000150_33.0317.C14 

Strand + 

End 196 

Method AAT/GAP 

End 196 

Score 353 



43946 
92375 
1 

OJ000150_33.0317.C14 .ol.gp 
1 

uC-osflcypl73g05bl 
1..196 

•3386604 8.0e-23 (AC004665) putative protein kinase [Arabidopsis 
■ thaliana] ' 

43946 Seq. ID OJ000150_33 . 0317 . C14 

92376 Strand 

1 End 706 

OJ000150_33.0317 .C14 .ol.np Method AAT/NAP 

1 End 706 

7486455 Score 175 

1..186, 653. .706 

hypothetical protein F4I18.10 - Arabidopsis thaliana 
gii3386603|gb|AAC28533.1| (AC004665) unknown protein 
[Arabidopsis thaliana] 



-43946 
92376 
1 

OJ000150_33.0317.C14.ol.tc 
11 

none 

11. .172, 13. .171 

43946 
92376 
1 

OJ000150_33.0317.C14.ol.ts 
13 

none 

13. .186, 23. .193 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



43947 
92377 
4 

OJ000150_33. 0317. CIS. ol.np 
4 

629592 



OJ000150_33.0317 .C14 
706 

TBLASTX: Cress 

172 

94 



OJ000150_33.0317.C14 
706 

TBLASTX : Soybean 

193 

120 



OJ000150 33.0317.C15 



Seq. ID 
Strand 

End 8 69 

Method AAT/NAP 
End 8 69 

Score 269 
4. .168, 256. .302, 503. .587, 686. .869 

hypothetical protein - rape gi | 6065752 | emb | CAB58175 . 1 | (X74225) 
putative pod-specific dehydrogenase SAC 2 5 [Brassica napus] 



43947 Seq. ID 

92377 Strand 
4 End 
OJ000150_33.0317.C15.ol.gs Method 
7 End 
none Score 

7. .168, 256. .302, 503. .623 



OJ000150_33.0317.C15 
869 

GENSCAN 

623 

.71 



44884 



Q^CT Mo 


* 4*}Q4ft 




UUUUUl JU j j i 




PI 7 


Gene No. 


92378 


Strand 


+ 






Start 


930 


End 


998 






Name 


OJ000150 33.0317.C17.ol.gs 


Method 


GENSCAN 






Start 


930 


End 


998 






GI 


none 


Score 


.51 






Exons 


930. .998 










^ V-J a \J . 


43949 






\J <J j. / 




Gene No. 


92379 


Strand 








Start 


175 


End 


662 






Name 


OJ000150 33.0317.C20.ol.gs 


Method 


GENSCAN 






Start 


175 


End 


662 






GI 


none 


Score 


.78 






Exons 


175. .283, 579. .662 










Seq. No. 


43950 


Seq. ID 


OJ000150_33. 


0317 


.C23 


Gene No . 


92380 


Strand 


+ 






Start 


1 


End 


865 






Name 


OJ000150 33.0317.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


865 






GI 


7413643 


Score 


237 






Exons 


1..148, 247. .379, 666. .865 










GI Descrip. 


(AL162971) putative protein 


[Arabidopsis thaliana] 








43950 


Seq. ID 


OJ000150_33. 


n^i 7 




Gene No. 


92380 


Strand 


+ 






Start 


1 


End 


865 






Name 


OJ000150 33.0317.C23.ol.gs 


Method 


GENSCAN 






Start 


211 


End 


827 






GI 


none 


Score 


.77 






Exons 


211. .331, 532. .578, 666. .827 








Seq. No. 


43951 


Seq. ID 


OJ000150_33. 


0317 


-C28 


Gene No. 


92381 


Strand 








Start 


1 


End 


242 






Name 


OJ000150 33.0317.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


242 






GI 


7485551 


Score 


92 






Exons 


1. .242 










GI Descrip. 


hypothetical protein F16G20 


.130 - Arabidopsis thaliana 






gi | 3451068 | emb | CAA204 64 . 1 1 


(AL031326) 


putative protein 





[Arabidopsis thaliana] gi | 7269191 1 emb | CAB79298 . 1 1 
putative protein [Arabidopsis thaliana] 



(AL161559) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43952 Seq. ID 

92382 Strand 

110 End 
OJ000150_33 . 0317 . C29 . ol . gs Method 

110 End 

none Score 
110. .272 



OJ000150_33.0317.C29 
+ 

272 

GENSCAN 

272 

.77 



Seq. No. 
Gene No. 
Start 



43952 
92383 
1 



Seq. ID OJ000150_33.0317.C29 
Strand 

End 774 



44885 



Name OJ000150_33 . 0317 .C29. ol .np Method AAT/NAP 

Start 1 End 774 

GI 6642680 Score 363 

Exons 1..185, 341. .442, 533. .583, 687. .774 

GI Descrip. (AC0154 50) hypothetical protein, 3' partial [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43953 
92384 
1 

OJ000150_33.0317.C31.ol.np 
1 



6642680 
1..22, 214, 
(AC015450) 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.726 

hypothetical protein, 3 



OJ000150__33.0317.C31 
+ 

726 

AAT/NAP 

726 

263 



partial [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43953 
92384 
1 

OJ000150_33.0317.C31.ol.tm 

204 

none 

204. .461, 209. .514, 210. .500, 
502. .624, 613. .711, 614. .718, 

43953 
92384 
1 

OJ000150_33.0317.C31.ol.gs 

218 

none 

218. .714 



Seq. ID 

Strand 

End 

Method 
End 
Score 
492. .617, 
615. .725 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150_33.0317.C31 
+ 

726 

TBLASTX: Maize 

725 

318 

500. .613, 501. .623, 



OJ000150_33.0317.C31 
+ 

726 

GENS CAN 

714 

.95 



11 



D_33.0317.C37.ol.np 



Seq. No. 43954 

Gene No. 92385 

Start 1 

Name OJ000150 

Start 1 

GI 6642680 

Exons 1..238, 795.. 871 

GI Descrip. (AC015450) hypothetical protein, 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150_33.0317.C37 
871 

AAT/NAP 

871 

156 



3 f partial [Arabidopsis 



Seq. No. 43954 Seq. ID 

Gene No. 92385 Strand 

Start 1 End 

Name OJ000150_33. 0317 . C37 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20.. 238, 618 .. 683 

Seq. No. 43955 Seq. ID 

Gene No. 92386 Strand 

Start 1023 End 

Name OJ000150_33 . 0317 . C38 . ol . gs Method 

Start 1023 End 



OJ000150_33.0317.C37 
871 

GEN SCAN 

683 

.9 



OJ000150_33.0317.C38 
+ 

2409 

GENSCAN 

2409 



44886 



GI 

Exons 



none Score .53 

1023. .1047, 1342. .1441, 1667. .1784, 1896. .1994, 2054. .2242, 
2317. .2409 



Seq. No. 43955 Seq. ID OJ000150_33 . 0317 . C38 

Gene No. 92387 Strand 

Start 1 End 2068 

Name OJ000150_33 . 0317 . C38 . ol . np Method AAT/NAP 

Start 1 End 2068 

GI 6642680 Score 461 

Exons 1..199, 290. .340, 444. .527, 1440. .1562, 1662. .1820, 1866. .1904, 
2000. .2068 

GI Descrip. (AC015450) hypothetical protein, 3' partial [Arabidopsis 
thaliana] 



Seq. No. 


43956 




Seq. ID 


OJ000150_33.0317 


.C40 


Gene No. 


92388 




Strand 






starr 


1 




End 


910 




Name 


OJ000150 33 . 0317 . C40 . ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


910 




GI 


6642680 




Score 


390 




Exons 


1..286, 380. .627, 705.. 


785, 


858. . 910 






GI Descrip. 


(AC015450) hypothetical 


protein, 3 1 partial [Arabidopsis 




thaliana] 










Seq. No. 


A o n C £T 
43956 




Seq. ID 


OJ000150_33.0317 


C40 


Gene No. 


92388 




Strand 


- 




Start 


1 




End 


910 




Name 


OJ000150_33 . 0317 . C4 0 . ol 


.gs 


Method 


GENSCAN 




Start 


115 


End 


785 




GI 


none 




Score 


.63 




Exons 


115.. 286, 380.. 627, 705 


. .785 








Seq. No. 


43956 




Seq. ID 


OJ000150_33.0317. 


C40 


Gene No. 


92388 




Strand 






Start 


1 




End 


910 




Name 


OJ000150 33.0317.C40.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


436 




End 


743 




GI 


none 




Score 


98 




Exons 


436.. 630, 437.. 631, 702 


. .743 








Seq. No. 


43957- 




Seq. ID 


OJ000150_33.0317. 


C42 


Gene No. 


92389 




Strand 






Start 


334 




End 


738 




Name 


OJ000150 33.0317.C42.ol 


• gp 


Method 


AAT/GAP 




Start 


334 


End 


738 




GI 


none 




Score 


770 




Exons 


334. .738 










Seq. No. 


43958 




Seq. ID 


OJ000150 33.0317. 


C45 


Gene No. 


92390 




Strand 


+ 




Start 


* 548 




End 


648 




Name 


OJ000150 33.0317.C45.ol 


. gs 


Method 


GENSCAN 




Start 


548 


End 


648 




GI 


none 




Score 


.57 




Exons 


548. .648 











44887 



Seq. No. 43959 

Gene No. 92391 

Start 977 

Name OJ000150_33 . 0317 . C47 . ol . gp 

Start 977 

GI 2595_2.R1084 

Exons 977.. 1328 

GI Descrip. '3258575 3.0e-27 (U89959) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID- OJ000150_33.0317.C47 

Strand + 

End 1328 

Method AAT/GAP 

End 1328 

Score 678 



Seq. No. 43960 

Gene No. 92392 

Start 124 

Name OJ000150_33 . 0317 . C51 . ol . gs 

Start 124 

GI none 

Exons 124.. 285 



Seq. ID OJ000150_33.0317.C51 

Strand + 

End 285 

Method GEN SCAN 

End 285 

Score .53 



Seq. No. 43961 
Gene No. 92393 
Start 1 

Name OJ000150_33 . 0317 .C53 . ol . np 

Start 1 
GI 7485551 
Exons 1.-161, 541.. 772, 1126.. 1231 

GI Descrip. hypothetical protein F16G20.130 - Arabidopsis thaliana 
gi I 3451068 | emb | CAA20464.il (AL031326) putative protein 
[Arabidopsis thaliana] gi | 7269191 1 emb | CAB79298 . 1 1 (AL161559) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000150_33.0317.C53 
Strand 

End 1937 

Method AAT/NAP 

End 1231 

Score 347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43961 
92393 
1 

OJ000150_33.0317.C53.ol.tc 
29 

none 



Seq. ID OJ000150_33.0317.C53 
Strand 

End 1937 

Method TBLASTX: Cress 

End 1213 

Score 65 



29. .109, 30. .113, 540. .758, 541. .774, 1116. .1211, 1124. .1213 



Seq. No. 43961 

Gene No. 92393 

Start 1 

Name OJ000150_33 . 0317 .C53 . ol . tm 

Start 29 

GI none 
Exons 



Seq. ID OJ000150_33.0317.C53 
Strand 

End 1937 

Method TBLASTX : Mai ze 

End 1258 

Score 64 



29. .109, 30. .113, 540. .758, 547. .774, 1116. .1229, 1124. .1258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43961 
92393 
1 

OJ000150_33.0317.C53.ol.gs 
31 

none 



Seq. ID OJ000150_33.0317.C53 
Strand 

End 1937 

Method GENSCAN 

End 1937 

Score .5 



31. .110, 541. .772, 870. .896, 1126. .1297, 1469. .1545, 1916. .1937 



Seq. No. 
Gene No. 
Start 



43961 
92393 
1 



Seq. ID OJ000150_33.0317.C53 
Strand 

End 1937 



44888 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_33.0317.C53.ol.ts Method 

534 End 

none Score 
534. .758, 535. .774, 1124. .1231 

43962 Seq. ID 

92394 Strand 

786 End 

OJ000130_35 . 0323 . CI . ol . gs Method 

786 End 

none Score 
786. .1317 



TBLASTX: Soybean 

1231 

167 



OJ000130_35.0323.C1 

1317 
GEN SCAN 
1317 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43963 Seq. ID 

92395 Strand 
911 End 
OJ000130_35 . 0323 . C2 . ol . np Method 
911 End 
6063557 Score 
911. .1043 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ000130_35.0323.C2 
+ 

1043 
AAT/NAP 
1043 
29 



43963 Seq. ID 

92396 Strand 

11 End 

OJ000130_35 . 0323 . C2 . ol . gs Method 

11 End 

none Score 
11. .219, 845. .1002 



OJ000130_35.0323.C2 

1002 
GENSCAN 
1002 
.83 



43964 Seq. ID OJ000130_35 . 0323 . C3 

92397 Strand + 

872 End 2547 

OJ000130_35 . 0323 . C3 . ol . np Method AAT/NAP 

872 End 2547 

7228442 Score 2889 

872. .2547 

(AP001366) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



43964 
92397 . 
872 

OJ000130_35, 

1886 

none 

1886. .2014, 
2413. .2484 



Seq. ID OJ000130_35.0323.C3 

Strand + 

End 2547 

Method TBLASTX: Maize 

End 2484 

Score 85 

2048. .2128, 2133. .2189, 2194. .2349, 2208. .2288, 



0323.C3.ol.tm 



Seq. No. 43964 Seq. ID 

Gene No. 92397 Strand 

Start 872 End 

Name OJ000130_35 . 0323 . C3 . ol . gp Method 

Start • 1929 End 

GI 5701669 Score 

Exons 1929.. 2362 



OJ000130_35.0323.C3 
+ 

2547 
AAT/GAP 
2362 
795 



44889 



GI Descrip. 



5441880/dbj |BAA82378.1t 5.0e-75 (AP000367 ) . EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43964 
92397 
872 

OJ000130_35.0323.C3.ol.tw 

2173 

none 



Seq. ID OJ000130_35.0323.C3 
Strand 
End 

Method 
End 
Score 

2173. .2388, 2173. .2376, 2382. .2507, 2386.. 2547, 2386. .2532 



+ 

2547 

TBLASTX: Wheat 

2547 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43965 
92398 
1 

OJ000130_35.0323.C4.ol.np 
1 

7228438 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..27, 508. .608, 693. .1103, 1195. .1373 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000130_35. 0323. C4 
+ 

1373 
AAT/NAP 
1373 
1125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43965 
92398 
1 

OJ000130_35.0323.C4.ol.gs 
18 

none 



Seq. ID OJ000130_35.0323.C4 



Strand 
End 

Method 

End 

Score 



+ 

1373 
GEN SCAN 
1215 
.7 



35. 0323. C5 



18. .166, 272. .518, 693. .1103, 1195. .1215 

43966 Seq. ID OJ000130_ 

92399 Strand + 

1 End 1665 

OJ000130_35.0323.C5.ol.np Method AAT/NAP 
1 End 1665 

7228438 Score 85 

1..106, 1636.. 1665 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43966 Seq. ID 

92399 Strand 
1 End 
OJ000130_35 . 0323 . C5 . o3 . np Method 
1 End 
7228442 Score 
1..68, 792. .976 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000130_35.0323.C5 
+ 

1665 
AAT/NAP 
976 
254 



Seq. No. 
Gene No. 
Start 
Name 



43966 
92399 
1 

OJ000130_35.0323.C5.o2.np 



Seq. ID OJ000130_35.0323.C5 

Strand + 

End 1665 

Method AAT/NAP 



44890 



Start 
GI 

Exons 

GI Descrip. 



End 
.Score 



673 
570 



5441880 
1..101, 192. .323, 439. .673 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


43966 


Seq. ID 


OJ000130 


Gene No. 


92399 


Strand 


+ 


Start 


1 


End 


1665 


Name 


OJ000130 35.0323.C5.ol.gs 


Method 


GENSCAN 


Start 


192 


End 


952 


GI 


none 


Score 


.63 


Exons 


192. .323, 387. .434, 439. .656, 


792. .952 




Seq. No. 


43966 


Seq. ID 


OJ000130 


Gene No. 


92399 


Strand 


+ 


Start 


1 


End 


1665 


Name 


OJ000130 35.0323.C5.ol.gp 


Method 


AAT/GAP 


Start 


777 


End 


1230 


GI 


LIB3431-045-P1-N1-A10 


Score 


848 


Exons 


777. .1230 







GI Descrip. ■ 5441876/dbj I AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 


43966 


Seq. ID 


OJ000130 


Gene No. 


92400 


Strand 


+ 


Start 


1956 


End 


6675 


Name 


OJ000130 35.0323.C5.o2.gs 


Method 


GENSCAN 


Start 


1956 


End 


6675 


GI 


none 


Score 


.63 


Exons 


1956. .2018, 2369..2427, 5109. .5409, 5649.-5778, 




6425. .6507, 6642.. 6675 






Seq. No. 


43966 


Seq. ID 


OJ000130 


Gene No. 


92401 


Strand 




Start 


437 


End 


1682 


Name 


OJ000130 35.0323.C5.o4.np 


Method 


AAT/NAP 


Start 


437 


End 


1682 


GI 


6721543 


Score 


75 


Exons 


437. .462, 769. .811, 1553.. 


1682 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


43967 


Seq. ID 


OJ000130 


Gene No. 


92402 


Strand 


+ 


Start 


913 


End 


4667 


Name 


OJ000130 35.0323.C6.ol.gs 


Method 


GENSCAN 


Start 


913 


End 


4667 


GI 


none 


Score 


.55 


Exons 


913.. 966, 2209.. 2313, 3624 


. .4667 





Seq. No. 43967 Seq. ID 

Gene No. 92403 Strand 

Start 5278 End 

Name 0 J000130_35 . 0323 . C6 . o2 . gs Method 

Start 5278 End 

GI none Score 



OJ000130_35.0323.C6 

5612 
GENSCAN 
5612 
1 



44891 



Exons 


5278. 


.5612 


Seq. No. 


43968 




Gene No. 


92404 




Start 


140 




Name 


OJ000130 35 


Start 


140 




GI 


4850384 


Exons 


140. . 


283, 8 




1793. 


.1906, 




3034. 


.3069, 


GI Descrip. 


(AC00 


7357) 1 



Seq. ID OJ000130_35.0323.C7 

Strand + 

End 3568 

Method AAT/NAP 

End 3565 

Score 969 



Seq. No. 43968 

Gene No. 92404 

Start 140 

Name OJ000130_35 . 0323 . C7 . ol . gs 

Start 200 

GI none 
Exons 



Seq. ID OJ000130_35.0323.C7 

Strand + 

End 3568 

Method GENSCAN 

End 3568 

Score .8 



200.. 283, 325.. 510, 895.. 999, 1025.. 1207, 1393.. 1508, 
1613. .1714, 1793. .1906, 2300. .2366, 2876. .2950, 3034. .3069, 
3467. .3568 



Seq. No. 


43968 


Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92405 


Strand 




Start 


4196 


End 


5422 


Name 


OJ000130 35.0323.C7.o2.gs 


Method 


GENSCAN 


Start 


4196 


End 


5422 


GI 


none 


Score 


.89 


Exons 


4196. .5422 






Seq. No. 


43968 


Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92405 


Strand 




Start 


4196 


End 


5422 


Name 


OJ000130 35.0323.C7.ol.gp 


Method 


AAT/GAP 


Start 


4787 


End 


5102 


GI 


5003927 


Score 


596 


Exons 


4787. .5102 






Seq. No. 


43968 


Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92406 


Strand 




Start 


8642 


End 


12396 


Name 


OJ000130 35.0323.C7.o3.gs 


Method 


GENSCAN 


Start 


8642 


End 


12396 


GI 


none 


Score 


.56 


Exons 


8642. .8802, 104 60 .. 10766, 11137 .. 11295, 


11465. .11583, 




11750. .11808, 11864. .12113, 


12193. .12233, 12317.. 12396 


Seq. No. 


43968 


Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92407 


Strand 




Start 


13007 


End 


13315 


Name 


OJ000130 35.0323.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


179 


End 


3590 


GI 


none 


Score 


169 


Exons 


179. .313, 181. .285, 348. .458 


, 358. .525, 


364. .510, 892. . 999, 




894. .1001, 1121. .1207, 1123. 


.1206, 1386 


;..1511, 1393. .1509, 



1609. .1716, 1614. .1712, 1791. .1919, 1793. .1882, 1794. .1916, 



44892 




1986.. 2051, 1988.. 2062, 2301.. 2366, 2301.. 2366, 2302.. 2367, 





2428.'. 2487, 2433. .2486, 


2873. 


.2950, 2874.. 2951, 2875.. 2949 




3032.. 3073, 3034.. 3072, 


3048. 


.3083, 3466.. 3588, 3467.. 3583 




3468. .3590 








Seq. No. 


43968 




Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92407 




Strand 




Start 


13007 




End 


13315 


Name 


OJ000130_35.0323.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Q-f- -a v>f 
OtdLL 


1 




End 


3574 


GI 


none 




Score 


84 


Exons 


185. .307, 376.-. 444, 868 


. .999, 


879. .1001, 1121. .1207, 1139. 




1389.. 1511, 1393.. 1509, 


1611. 


.1706, 1613. .1723, 1614. .1712 




1793. .1876, 1794. .1919, 


1986. 


.2051, 1991.. 2062, 2300.. 2371 




2301.. 2366, 2302.. 2367, 


2414. 


.2485, 2428. .2487, 2433. .2486 




2873.. 2950, 2875.-2946, 


3466. 


.3573, 3467.. 3574 


064. 1NO . 


4 J7DO 




Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92407 




Strand 




Start 


13007 




End 


13315 


Name 


OJ000130 35.0323.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1398 




End 


1829 


GI 


none 




Score 


133 


Exons 


1398.. 1511, 1402.. 1509, 


1611. 


.1718, 1614. .1712, 1791. .1829 


Q /-s /r H« 

06C]. 1NO . 


H O j Do 




Seq. ID 


OJ000130_35.0323.C7 


Gene No. 


92407 




Strand 




Start 


13007 




End 


13315 


Name 


OJ000130 35.0323.C7.o4. 


gs 


Method 


GENS CAN 


Start 


13007 




End 


13315 


GI 


none 




Score 


.99 


Exons 


13007. .13315 








Seq. No. 


43969 




Seq. ID 


OJ000130_35.0323.C8 


Gene No. 


92408 




Strand 






1 




End 


633 


Name 


OJ000130 35.0323.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


602 


GI 


7905 1.R1084 




Score 


1149 


Exons 


1. .602 








GI Descrip. 


, 5852170/emb|AL117265. 1 


IOST17804 1.0e-50 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4, 


BAC clone: t 17804 ' 


Seq. No. 


43969 




Seq. ID 


OJ000130_35.0323.C8 


bene ino • 


92408 




Strand 




Start 


1 




End 


633 


Name 


OJ000130 35.0323.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


196 




End 


633 


GI 


none 




Score 


104 


Exons 


196. .351, 244. .345, 252 


. .347, 


402. .467, 


429. .530, 475. .531, 




475. .633 








Seq. No. 


43969 




Seq. ID 


OJ000130_35.0323.C8 


Gene No. 


92408 




Strand 




Start 


1 




End 


633 


Name 


OJ000130 35.0323.C8.ol. 


gs 


Method 


GENSCAN 


Start 


255 




End 


530 



44893 



GI ^ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

255. .530 

43969 
92408 
1 

OJ000130_35.0323.C8.ol.np 
262 

6478144 
262. .530 



Score 



.92 



Seq. ID OJ000130_35.0323.C8 
Strand 

End 633 

Method AAT/NAP 

End 530 

Score 141 



(AJ242802) putative glycine-rich protein [Sporobolus stapfianus] 



43970 Seq. ID 

92409 Strand 

39 End 
OJ000130_35 . 0323 . Cll . ol . gs Method 

39 End 

none Score 
39. .142, 398. .407 



OJ000130_35. 0323. Cll 
+ 

407 

GEN SCAN 

407 

.57 



OJ000130 35.0323.C12 



43971 Seq. ID 

92410 Strand 
1 End 1833 

OJ000130_35 . 0323 . C12 . ol . np Method AAT/NAP 
1 End 1833 

7487476 Score 45 

1..44, 473. .563, 1806. .1833 

hypothetical protein T27E13.10 - Arabidopsis thaliana 

gi (3150404 | gb IAAC16956.il (AC004165) putative mitochondrial 

carrier protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43971 Seq. ID OJ000130_35 . 0323 . C12 

92411 Strand 

2165 End 4320 

OJ000130_35.0323.C12.o3.np Method AAT/NAP 

2165 . End 4320 

7441223 Score 59 

2165.. 2551, 4270.. 4320 

hypothetical glycine-rich protein Rv24 90c - Mycobacterium 
tuberculosis (strain H37RV) gi | 2791530 | emb | CAA16067 . 1 | 
(AL021246) PE_PGRS [Mycobacterium tuberculosis] 



43972 
92412 
1 

OJ000130_35.0323.C13.ol.np 
1 

3283026 

1..334, 430. .842, 954. .1072, 



Seq. ID OJ000130_35.0323.C13 

Strand + 

End 1568 

Method AAT/NAP 

End 1559 

Score 315 
1165.. 1272, 1338.. 1559 



(AF051562) putative transposase [Arabidopsis thaliana] 



43972 Seq. ID 

92412 Strand 

1 End 

OJ000130_35 . 0323 . C13 . ol . tc Method 

68 End 

none Score 



OJ000130_35.0323.C13 
+ 

1568 

TBLASTX: Cress 

1263 

118 



44894 




Exons 68.-226, 952.. 1056, 956.. 1075, 959.. 1069, 1165.. 1263 





Seq. No. 


43972 


Seq. ID 


OJ000130_35 .0323 


.C13 




Gene No. 


92412 


Strand 


+ 






Start 


1 


End 


1568 






Name 


OJ000130 35.0323.C13.ol.tm 


Method 


TBLASTX: Maize 






Start 


115 


End 


474 






GI 


none 


Score 


141 






Exons 


115. .228, 116. .229, 119. .229, 257..343 # 


. 257. .343, 306.. 


347, 






424 . .474 










Seq. No. 


43972 


Seq. ID 


OJ000130_35.0323 


-C13 




Gene No. 


92412 


Strand 


+ 






Start 


1 


End 


1568 






Name 


OJ000130 35.0323.C13.ol.gs 


Method 


GENSCAN 






Start 


209 


End 


1568 






GI 


none 


Score 


.6 






Exons 


209. .334, 430. .475, 511. .597 


, 1300.. 1568 






Seq. No. 


43972 


Seq. ID 


OJ000130_35.0323 


.C13 




Gene No. 


92412 


Strand 


+ 






Start 


1 


End 


1568 






Name 


OJ000130 35.0323.C13.ol.ts 


Method 


TBLASTX: Soybean 






Start 


938 


End 


1266 




if 


GI 


none 


Score 


157 




%2 


Exons 


938.. 1069, 952.. 1077, 1162.. 


1266 ' 






r ! i 


Seq. No. 


43972 


Seq. ID 


OJ000130 35.0323 


.C13 


p ss. 


Gene No. 


92412 


Strand 


+ 




*= c? 


Start 


1 


End 


1568 






Name 


OJ000130 35.0323.C13.o2.tm 


Method 


TBLASTX: Maize 




%J 


Start 


992 


End 


1346 




f\ \ 


GI 


none 


Score 


90 




5 


Exons 


992.. 1066, 998.. 1069, 1165.. 


1266, 1272. 


.1346 






Seq. No. 


43973 


Seq. ID 


OJ000130_35.0323 


. CIS 




Gene No . 


92413 


Strand 








Start 


126 


End 


186 






Name 


OJ000130 35 . 0323 . C15 . ol . gp 


Method 


AAT/GAP 




f 1 


Start 


126 


End 


186 






GI 


2312838 


Score 


69 






Exons 


126. .186 










GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 








4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 






Seq. No. 


43973 


Seq. ID 


OJ000130_35.0323 


.C15 




Gene No. 


92414 


Strand 








Start 


415 


End 


2993 






Name 


OJ000130 35.0323.C15.ol.tm 


Method 


TBLASTX: Maize 






Start 


375 


End 


1292 






GI 


none 


Score 


228 






Exons 


375. .425, 548. .721, 550. .723 


, 569. .721, 


771. .905, 803..! 


952, 






807. .917, 1154. .1267, 1164.. 


1292, 1176. 


.1280 






Seq. No. 


43973 


Seq. ID 


OJ000130_35.0323 


.C15 




Gene No. 


92414 


Strand 








Start 


415 


End 


2993 





44895 



Name OJ000130_35. 0323.C15.o2.gp 

Start 415 

GI LIB3475-008-P1-K1-B8 

Exons 415.. 720, 803.. 922 

GI Descrip. 1 4455302/emb | CAB36837 . 1 | 3. 

[Arabidopsis thaliana] 1 



Method 

End 

Score 



AAT/GAP 

922 

792 



Oe-39 (AL035528) putative protein 



Seq. No. 


43973 


Seq. ID 


OJ000130_35.0323.C15 


Gene No. 


92414 


Strand 




Start 


415 


End 


2993 


Name 


OJ000130 35.0323.C15.ol.np 


Method 


AAT/NAP 


Start 


568 


End 


2993 


GI 


7485689 


Score 


975 


Exons 


568. .720, 803. .919, 1169. .1348, 1497. .1625, 1698. .1796, 




2264. .2413, 2565. .2720, 2919.. 


2993 




GI Descrip. 


hypothetical protein F18A5.120 - Arabidopsis thaliana 




gi I 4455302 |emb ICAB36837.il (AL035528) putative protein 




[Arabidopsis thaliana] gi I 7268077 | emb | CAB784 15 . 1 1 (AL161537 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


43973 


Seq. ID 


OJ000130_35.0323.C15 


Gene No. 


92414 


Strand 




Start 


415 


End 


2993 


Name 


OJ000130 35.0323.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


577 


End 


922 


GI 


none 


Score 


83 


Exons 


577. .720, 578. .721, 605. .727, 


806. .922, 


807. .914 


Seq. No. 


43973 


Seq. ID 


OJ000130_35.0323.C15 


Gene No. 


92414 


Strand 




Start 


415 


End 


2993 


Name 


OJ000130 35.0323.C15.ol.ts 


Method 


TBLASTX : Soybean 


Start 


578 


End 


1301 


GI 


none 


Score 


92 


Exons 


578. .664, 580. .663, 652. .723, 


659. .721, 


670.. 729, 780.. 905, 




801. .917, 802. .921, 803. .925, 


803. .961, 


1154. .1300, 1164. .1 



Seq. No. 


43973 








Seq. ID 


OJ000130_35.0323.C15 


Gene No. 


92414 








Strand 




Start 


415 








End 


2993 


Name 


OJ000130 35 


.0323 


.CIS.ol 


.gs 


Method 


GEN SCAN 


Start 


656 








End 


2413 


GI 


none 








Score 


.79 


Exons 


656. .919, 1169.. 


1348, 1497.. 


1625, 1698 


..1796, 2264. .2413 


Seq. No. 


43973 








Seq. ID 


OJ000130_35.0323.C15 


Gene No. 


92414 








Strand 




Start 


415 








End 


2993 


Name 


OJ000130 35 


0323 


,C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1293 








End 


2679 


GI 


none 








Score 


57 


Exons 


1293. .1343, 


1295 


. .1345, 


1485 


..1628, 1494. .1631, 1672. .1797, 




1696. .1797 


1698 


. .1805, 


2264 


..2413, 2265. .2411, 2550. .2672, 




2561. .2674, 


2562 


. .2678, 


2563 


. .2679 




Seq. No. 


43973 








Seq. ID 


OJ000130_35 . 0323 . C15 


Gene No. 


92414 








Strand 





44896 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



415 End 

OJ000130_35 . 0323 . C15 . o2 . tc Method 

1372 End 

none Score 



2993 

TBLASTX: Cress 

2341 . 

35 



1372. .1404, 1476. .1634, 1476. .1628, 1535. .1636, 1696. .1791, 
1696. .1794, 1698. .1808, 2264. .2341 



43973 
92414 
415 

OJ000130_35.0323.C15.o2.ts 

1506 

none 

1506.. 1619, 1506.. 1625, 1508. 
1698. .1805, 1698. .1805, 2264. 
2566. .2691 



Seq. ID OJ000130_35.0323.C15 
Strand 

End 2993 

Method TBLASTX : Soybean 

End- 2691 

Score 99 

.1627, 1684. .1791, 1690. .1794, 
.2422, 2268.. 2351, 2562.. 2672, 



l y 
r ™ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43973 
92414 
415 

OJ000130_35.0323.C15.o3.gp 
1601 

27454 1.R1084 



OJ000130 35.0323.C15 



Seq. ID _ 
Strand 

End 2993 
Method AAT/GAP 
End 2669 
Score 647 
1601. .1625, 1698. .1796, 2264. .2413, 2565.-2669 
■4455302/emb | CAB36837.il 1.0e-46 (AL035528) putative protein 
[Arabidopsis thaliana] ' 



43974 • 

92415 

3242 

OJ000130_35.0323.C16.ol.gp 
3120 

uC-osrocyp013dl2bl 

3120. .3346, 3489. .3618 

, 1420932/gb|U61383|ORU61383 



Seq. ID OJ000130_35.0323.C16 

Strand + 

End 3764 

Method AAT/GAP 

End 3618 

Score 641 

7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence' 



43974 Seq. ID 

92415 Strand 

3242 End 
OJ000130_35 . 0323 . C16 . ol . gs Method 

3242 End 

none Score 

3242.'. 3346, 3489. .3652, 3695. .3764 



OJ000130_35.0323.C16 
+ 

3764 
GENSCAN 
3764 
.94 



OJ000130 35.0323.C17 



43975 Seq. ID 

92416 Strand 
1 End 3548 

OJ000130_35 . 0323 . C17 . ol . np Method AAT/NAP 
1 End 3548 

6069646 Score 251 

1. .657, 3429. .3548 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



44897 



Seq, No. 


43975 


Seq. ID 


OJ000130_ 


Gene No. 


92416 


Strand 




Start 


1 


End 


3548 


Name 


OJ000130 35.0323.C17.ol.tm 


Method 


TBLASTX:M 


Start 


367 


End 


789 


GI 


none 


Score 


92 


Exons 


367. .405, 445. .642, 685. .789 






Seq.. No. 


43976 


Seq. ID 


OJ000130_ 


Gene No. 


92417 


Strand 


+ >f >. . 


Start 


1 


End 


5271 


Name 


OJ000130 35.0323.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1138 


GI 


7228450 


Score 


212 


Exons 


1..78, 624. .706, 813. .946, 1025. .1138 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 


Seq. No. 


"43976 


Seq. ID 


OJ000130_ 


Gene No. 


92417 


Strand 


+ 


Start 


1 


End 


5271 


Name 


OJ000130 35.0323.C18.o3.np 


Method 


AAT/NAP 


Start 


927 


End 


3934 


GI 


6498436 


Score 


357 


Exons 


927.. 1101, 3225.. 3546, 3813.. 


3934 




GI Descrip. 


(AP000815) -hypothetical protein [Oryza 


sativa] 


Seq. No. 


43976 


Seq. ID 


ojoooi30_; 


Gene No. 


92417 


Strand 


+ 


Start 


1 


End 


5271 


Name 


OJ000130 35.0323.C18.ol.gs 


Method 


GENSCAN 


Start 


1065 


End 


5271 


GI 


none 


Score 


.81 



Exons 



1065. .1296, 1378. .1530, 1594. .1749, 2761. .2989, 3066. .3122, 
3245.. 3346, 3372.. 3530, 3813.. 3857, 4652.. 4830, 4928.. 5068, 
5155. .5271 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43976 , Seq. ID 

92417 Strand 

1 End 
OJ000130_35 . 0323 . C18 . o2 . np Method 

1680 End 

7489751 Score 
1680.. 1729, 2776.. 2963 

histone deacetylase (EC 3.5.1.-) HD2-p39, nucleolar 



OJ000130_35 . 0323 . C18 
+ 

5271 
AAT/NAP 
2963 
89 



gi I 2257756 | gb | AAB63262.il 



maize 

(U82815) nucleolar histone deacetylase 
HD2-p39 [Zea mays] gi I 3650466 | gb IAAC61674 . 1 1 (AF026917) histone 
deacetylase HD2-p39 [Zea mays] 



43976 Seq. ID 

92417 Strand 

1 End 

OJ000130_35 . 0323 . C18 . ol . gp Method 

2348 End 

12408 1.R1084 Score 



2348.. 2409, 2506. 
4928. .4984 



.2576, 2761.. 2989, 



OJ000130_35.0323.C18 
+ 

5271 
AAT/GAP 
4984 
1115 

3066.. 3095, 4652.. 4830, 



44898 



GI Descrip. " '2257756 2.0e-18 (U82815) nucleolar histone deacetylase HD2-p39 





[Zea mays] 


>gi 3650466 


(AF026917) histone deacetylase HD2-p39 




[Zea mays] 1 












Seq. No. 


43976 








Seq. ID 


OJ000130_35 . 0323 . CI 8 


Gene No . 


92418 








Strand 




Start 


3216 








End 


4554 


Name 


OJ000130 35 


.0323. 


,C18.o4 


.np 


Method 


AAT/NAP 


Start 


3216 








End 


4554 


GI 


6498436 








Score 


232 


Exons 


3216. .3310, 


4170. 


, .4554 








GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 


Gene No. 


92419 








Strand 




Start 


5514 








End 


8380 


Name 


OJ000130 35 


. 0323. 


C18.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3810 








End 


7226 


GI 


none 








Score 


63 


Exons 


3810. .3887, 


6851. 


.7057, 


6857. 


.7057, 7068. .7136, 7140. .7226 


Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 


Gene No. 


92419 








Strand 




Start 


5514 








End 


8380 


Name 


OJ000130 35 


.0323. 


C18 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5161 








End 


5505 


GI 


none 








Score 


90 


Exons 


5161. .5262, 


5161. 


.5256, 


5187. 


.5264, 5187.. 5258, 5257.. 5505, 




5258. .5455, 


5284. 


.5460 








Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 


Gene No. 


92419 








Strand 




Start 


5514 








End 


8380 


Name 


OJ000130 35 


.0323. 


C18.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


5459 








End 


5823 


GI 


none 








Score 


55 


Exons 


5459. .5602, 


5460. 


.5600, 


5605. 


.5823, 5610.. 5807 


Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 


Gene No. 


92419 








Strand 




Start 


5514 








End 


8380 


Name 


OJ000130 35 


.0323. 


CI8.06 


.np 


Method 


AAT/NAP 


Start 


5459 








End 


8380 


GI 


4586028 








Score 


849 


Exons 


5459. .7491, 


8349. 


.8380 








GI Descrip. 


(AC007109) ] 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 


Gene No. 


92419 








Strand 




Start 


5514 








End 


8380 


Name 


OJ000130 35 


.0323. 


C18.o2. 


.gs 


Method 


GENSCAN 


Start 


5514 








End 


8042 


GI 


none 








Score 


.64 


Exons 


5514. .5525, 


5618. 


.5716, 


6039. 


.6157, 6322..6376, 6626.. 6793, 




6887. .7072, 


7350. 


.8042 









44899 






Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 




Gene No. 


92419 








Strand 






Start 


5514 








End 


8380 




Name 


OJ000130 35 


.0323 


.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5745 








End 


6288 




GI 


none 








Score 


36 




Exons 


5745. .5840, 


5845 


. .5955, 


5997. 


.6095, 6088.. 6129, 6090.. 6287, 






6193. .6288 














Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 




Gene No . 


92419 








Strand 






Start 


5514 








End 


8380 




Name 


OJ000130 35 


.0323 


.C18.03 


.tm 


Method 


TBLASTX: Maize 




Start 


5860 








End 


6288 




GI 


none 








Score 


69 




Exons 


5860. .5994, 


5997 


. .6095, 


6090. 


.6287, 6193.. 6288 




Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 




Gene No. 


92419 








Strand 






Start 


5514 








End 


8380 




Name 


OJ000130 35 


.0323 


.CI8.0I 


ts 


Method 


TBLASTX : Soybean 




Start 


5997 








End 


6451 




GI 


5509260 








Score 


39 




Exons 


5997. .6095, 


6090 


. .6305, 


6101. 


.6136, 6193. .6288, 6299. .6451 




GI Descrip. 


— 














Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 


Til 


Gene No 


92419 








Strand 






Start 


5514 








End 


8380 




Name 


OJ000130 35 


.0323 


.CI8.0I. 


tc 


Method 


TBLASTX: Cress 




Start 


6088 








End 


6302 




GI 


none 








Score 


105 




Exons 


6088. .6297, 


6090 


. .6302 










Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 




Gene No. 


92419 








Strand 




: - 


Start 


5514 








End 


8380 


s: c= 


Name 


OJ000130 35 


.0323 


.C18.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6851 








End 


7217 


y 


GI 


none 








Score 


85 


C3 


Exons 


6851. .7057, 


7068 


. .7217 










Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 




Gene No. 


92419 








Strand 






Start 


5514 








End 


8380 




Name 


OJ000130 35 


.0323 


.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7077 








End 


7471 




GI 


none 








Score 


76 




Exons 


7077. .7157, 


7077 


. .7157, 


7078. 


.7173, 7161. .7406, 7161. .7421, 






7268. .7414, 


7386 


. .7445, 


7405. 


.7470, 7406.. 7471 




Seq. No. 


43976 








Seq. ID 


OJ000130_35.0323.C18 




Gene No. 


92419 








Strand 






Start 


5514 








End 


8380 




Name 


OJ000130 35. 


0323 


C18.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7104 








End 


7307 




GI 


none 








Score 


72 



44900 



Exons 7104.. 7298, 7104.. 7307 

Seq. No. 43977 

Gene No. 92420 

Start 205 

Name OJ000130_35 . 0323 . C19 . ol . gp 

Start 205 

GI none 

Exons 205.. 320, 417.. 549, 632.-933 

Seq. No. 43977 

Gene No. 92421 

Start 3060 

Name OJ000130_35 . 0323 ,C19.ol . tm 

Start 2959 

GI none 

Exons 2959.. 3000, 3047.. 3127, 3057. 
3174. .3278 



Seq. ID OJ000130_35.0323.C19 

Strand + 

End 933 

Method AAT/GAP 

End 933 

Score 821 



Seq. ID OJ000130_35.0323.C19 

Strand + 

End 3325 

Method TBLASTX: Maize 

End 3302 

Score 42 

.3128, 3158. .3265, 3159. .3302, 



Seq. No. 43977 Seq. ID 

Gene No. 92421 Strand 

Start 3060 End 

Name OJ000130_35 . 0323 . C19 . ol . gs Method 

Start 3060 End 

GI none Score 

Exons 3060.. 3307 



OJ000130_35.0323.C19 
+ 

3325 
GEN SCAN 
3307 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43977 Seq. ID 

92421 Strand 

3060 End 

OJ000130_35 . 0323 . C19 . ol . np Method 

3069 End 

5932548 Score 
3069. .3325 

(AC0094 65) unknown protein [Arabidopsis thaliana] 



OJ000130_35.0323.C19 
+ 

3325 
AAT/NAP 
3325 
82 



43978 Seq. ID 

92422 Strand 
1 End 
OJ000130_35 . 0323 . C20 . ol . np Method 
1 End 
7459232 Score 
1. .583 

hypothetical protein T20K18.40 - Arabidopsis thaliana 
gi|4586245|emb|CAB40986.1| (AL049640) putative protein 
[Arabidopsis thaliana] gi | 7267970 | emb | CAB78311 . 1 | (AL161534) 
putative protein [Arabidopsis thaliana] 



OJ000130_35.0323.C20 
+ 

586 

AAT/NAP 

583 

497 



Seq. No. 43978 Seq. ID 

Gene No. 92422 Strand 

Start 1 End 

Name OJ000130_35 . 0323 . C20 . ol . gs Method 

Start 62 End 

GI none Score 

Exons 62.. 58 6 



OJ000130_35.0323.C20 
+ 

586 

GENS CAN 

586 

.97 



Seq. No. 



43978 



Seq. ID OJ000130_35.0323.C20 



44901 




Gene No. 


92423 




. Strand 


+ 




Start 


505 




End 


709 




Name 


OJ000130 35.0323.C20.ol 


gp 


Method 


AAT/GAP 




Start 


505 




End 


709 




GI 


5900746 




Score 


314 




Exons 


505. .709 










Seq. No. 


43978 




Seq. ID 


OJ000130 


_35.0323.C20 


Gene No. 


92424 




Strand 


+ 




Start 


7541 




End 


8326 




Name 


OJ000130 35.0323.C20.o2. 


gp 


Method 


AAT / GAP 




Start 


7541 




End 


8326 




GI 


uC-osrocyp013d03bl 




Score 


590 




Exons 


7541. .7658, 8030. .8135, 


8232. 


.8326 






GI Descrip. 


•6063530/dbj IAP000615.1 


AP000615 2.0e- 


14 Oryza 


sativa genomic 




DNA, chromosome 3, clone : P004 3E01 ' 






Seq. No. 


43978 




Seq. ID 


OJ000130 


_35.0323.C20 


Gene No. 


92425 




Strand 


+ 




otart 


8232 




End 


9422 




Name 


OJ000130 35.0323.C20.o3. 


np 


Method 


AAT /NAP 




Start 


8232 




End 


9422 




GI 


6715634 




Score 


230 




Exons 


8232. .8425, 8480. .8601, 


9138. 


.9319, 9396.. 9422 




GI Descrip. 


(AC007323) T25K16.4 [Arabidopsis thaliana] 




Seq. No. 


43978 




Seq. ID 


OJ000130 


_35.0323.C20 


Gene No. 


92426 




Strand 






Start 


1737 




End 


5355 




Name 


OJ000130 35.0323.C20.o2. 


gs 


Method 


GENSCAN 




Start 


1737 




End 


5355 




GI 


none 




Score 


.81 




Exons 


1737. .1843, 2207. .2287, 


2687. 


.2758, 2993.. 2999, 


3085. .3171, 




3283.-3363, 3993.. 4171, 


4265. 


.4724, 4761.. 4920, 


4976. .5355 


Seq. No. 


43978 




Seq. ID 


OJ000130 


_35.0323.C20 


Gene No. 


92427 




Strand 






Start 


5388 




End 


7700 




Name 


OJ000130 35.0323.C20.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


2 




End 


427 




GI 


none 




Score 


402 




Exons 


2. .304, 2. .88, 130. .330, 


298. 


.426, 299 


. .427 




Seq. No. 


43978 




Seq. ID 


OJ000130 


_35.0323.C20 


bene No . 


92427 




Strand 






Start 


5388 




End 


7700 




Name 


OJ000130 35.0323.C20.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


68 




End 


286 


GI 


none 




Score 


192 




Exons 


68. .286 










Seq. No. 


43978 




Seq. ID 


OJ000130 


_35.0323.C20 


Gene No. 


92427 




Strand 






Start 


5388 




End 


7700 




Name 


OJ000130 35.0323.C20.o2. 


np 


Method 


AAT /NAP 




Start 


5388 




End 


7234 




GI 


5852093 




Score 


61 





44902 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



5388. .5485, 7118. .7234 
(AL117264) zwhl6.1 [Oryza sativa] 



43978 
92427 
5388 

OJ000130_35.0323.C20.o3.gs 

6346 

none 

6346. .6413, 7541. .7700 



Seq. ID OJ000130_35.0323.C20 
Strand 

End 7700 

Method GEN SCAN 

End 7700 

Score .71 



OJ000130_35.0323.C21 
+ 

2273 
AAT/NAP 
2273 
136 



43979 Seq. ID 

92428 Strand 
1 End 
OJ000130_35 . 0323 . C21 . ol . np Method 
1 End 
1351642 Score 
1..39, 1853. .2052, 2134. .2273 

HYPOTHETICAL HELICASE C584.10C IN CHROMOSOME III 
gi|2130449|pir| IS62524 hypothetical protein SPAC8A4.08c - 
fission yeast (Schizosaccharomyces pombe) gi | 7491257 | pir | | T39130 
hypothetical protein SPAC8A4.08c - fission yeast 
(Schizosaccharomyces pombe) gi | 7493293 | pir | | T41432 ribonuclease 
- fission yeast (Schizosaccharomyces pombe) 
gi 1 1052539 | emb | CAA91518.il (Z66569) un 



43979 
92428 
1 

OJ000130_35.0323.C21.ol.gs 

117 

none 

117. .181, 507. .638, 745. .897, 
I860.. 2052, 2134. .2227 



OJ000130_35.0323.C21 
+ 

2273 
GENSCAN 
2227 
.88 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1180. .1354, 1668. .1773, 



43980 
92429 
164 

OJ000130_35 . 0323 . C22 . ol . gs 

164 

none 

164. .420, 1166. .1386, 1517 



Seq. ID OJ000130_35.0323.C22 
Strand + 
End 10189 
Method GENSCAN 
End 10189 
Score .75 
2007, 2086. .2183, 2439. .2662, 
2747. .2956, 3065. .3538, 3625. .3906, 4183. .4509, 4604. .4787, 
4919. .5030, 5122. .5315, 6275. .6334, 7656.-7694, 7809. .7933, 
8046. .8207, 8311. .8356, 8486. .8597, 9979. .10189 



43980 
92429 
164 

OJ000130_35 . 0323 . C22 . ol . np 
1822 
6102610 

1822.. 2007, 2086 
3625.. 3906, 4183 



Seq. ID 
Strand 

End 10189 
Method AAT/NAP 
End 4311 
Score 639 
2187, 2467. .2653, 2747.. 2956, 
4311 



OJ000130_35.0323.C22 
+ 



3065. .3538, 



(AF187317) CAF protein [Arabidopsis thaliana] 

43980 Seq. ID OJ000130_35 . 0323 . C22 



44903 




Gene No. 


92429 








Strand 


+ 




Start 


164 








End 


10189 




Name 


OJ000130 35 


.0323 


.C22.o2 


,np 


Method 


AAT/NAP 




Start 


1822 








End 


6005 




GI 


6102610 








Score 


645 




Exons 


1822. .2007, 


2086 


. .2187, 


2467. 


.2653, 2747. .2956, 


3065. .3538, 




3625. .3906, 


4183 


. .4511, 


5942. 


.6005 






GI Descrip. 


(AF187317) 


CAF protein 


[Arabidopsis thaliana] 




Seq. No. 


43980 








Seq. ID 


OJ000130 


i_35.0323.C22 


Ranp No . 


92430 








Strand 






Start 


10366 








End 


18059 




Name 


OJ000130 35 


.0323 


.C22.o4 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


161 








End 


1227 


GI 


none 








Score 


187 




Exons 


161. .403, 177. .377, 1165. .1227 






Seq. No. 










Seq. ID 


OJ000130 


_35.0323.C22 


Gene No. 


92430 








Strand 






Start 


10366 








End 


18059 




Name 


OJ000130 35 


.0323 


.C22.o3 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1510 








End 


1891 




GI 


none 








Score 


102 




Exons 


i m n i 671 


1 Jl J 


1 fiR R 

• ■ J. DO D , 


1 R1 ^ 


.1670, 1516. .1692, 


1583. .1696, 




1 fi77 1 fiftQ 


1 fift 3 


1 RRQ 


1 fiQ4 


.1891, 1697. .1891 




Seq. No. 


4 3QR0 

*± J J O \J 








Seq. ID 


OJ000130 


_35.0323.C22 


Gene No. 










Strand 






Start 


10366 








End 


18059 




Name 


OJ000130 35 


.0323 


.C22.ol 


. tm 


Method 


TBLASTX: 




Start 










End 


3804 




GI 


none 








Score 


86 




Exons 




9 Sft Q 


96R7 


9 ^QH 


.2658, 2746..295S, 


2747. .2956, 




97 47 9Qfi9 


3047 


341ft 


^H4 7 


.3412, 3325.. 3429, 


3402. .3455, 




3411 34 R 1 ^ 


34 1 fi 


34 S7 




.3804 






Seq. No. 


43980 








Seq. ID 


OJ000130 


_35.0323.C22 


Gpne No 


92430 








Strand 






Start 


10366 








End 


18059 




Name 


OJ000130 35 


.0323, 


.C22.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2795 








End 


4290 


GI 


none 








Score 


93 




Exons 


2795. .2950, 


3446. 


. .3520, 


3622. 


.3840, 4180. .4290 




Seq. No. 


43980 








Seq. ID 


OJ000130 


_35.0323.C22 


Gene No 


92430 








Strand 






Start 


10366 








End 


18059 




Name 


OJ000130 35 


.0323. 


.C22.o3, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3068 








End 


3340 


GI 


none 








Score 


106 




Exons 


3068. .3160, 


3073. 


, .3144, 


3161. 


.3340, 3203.. 3340 




Seq. No. 


43980 








Seq. ID 


OJ000130 


_35.0323.C22 


Gene No. 


92430 








Strand 






Start 


10366 








End 


18059 




Name 


OJ000130 35, 


.0323. 


,C22.o2, 


.tm 


Method 


TBLASTX: 1 


Maize 


Start 


4130 








End 


4692 





44904 



GI none Score 230 

Exons 4130. .4423, 4182 4403, 4183 .. 4425, 4427. .4510, 4429. .4530, 

4432. .4509, 4594. .4686, 4598. .4690, 4603. .4692 



Seq. No. 


43980 




Seq. ID 


OJ000130_35.0323 


.C22 


Gene No. 


92430 




Strand 






Start 


10366 




End 


18059 




Name 


OJ000130_35 . 


0323.C22.o4 . tm 


Method 


TBLASTX: Maize 




Start 


5131 




End 


5341 




GI 


none 




Score 


180 




Exons 


ol Jl . . oolo , 


ci oi -coon cicn 

blol-. . 5289, 5159 


. .5341 






Seq. No. 


43980 




Seq. ID 


OJ000130_35.0323 


.C22 


Gene No. 


92430 




Strand 






Start 


10366 




End 


18059 




Name 


OJ000130 35. 


0323.C22.o5.tm 


Method 


TBLASTX: Maize 




Start 


6972 




End 


12067 




GI 


none 




Score 


69 




Exons 


6972. .7070, 


7229.. 7402, 7230 


..7415, 7231. .7416, 11695.. 


11880, 




11716. .11898 


, 11723. .11917, 


11980. .12066, 12032.. 12067 





Seq. No. 43980 Seq. ID OJ000130_35 . 0323 .C22 

Gene No. 92430 Strand 

Start 10366 End 18059 

Name OJ000130_35 . 0323 . C22 . o3 .np Method AAT/NAP 

Start 10366 - End 12072 

GI 7340659 Score 225 

Exons 10366.. 10453, 10510.. 10678, 10822 .. 10960, 11074 .. 11273, 

11706. .11897, 11973.. 12072 
GI Descrip. (AL162506) histone deacetylase-like protein [Arabidopsis 

thaliana] 



fjj Seq. No. 43980 

[~ Gene No. 92430 

Start 10366 

H Name OJ000130_35 . 0323 . C22 . o2 . gs 

N Start 10506 

^« GI none 

,3 Exons 10506. 

11788. 

:Z 14185. 

^ 17515. 



Seq. ID OJ000130_35.0323.C22 
Strand 

End 18059 
Method GENSCAN 
End 18059 
Score .42 

,10733, 10868. .10939, 1108 6 .. 11273, 11322 .. 1134 9, 
,11907, 11989. .12059, 13006 .. 13109, 1374 6 .. 14074 , 
,14372, 14401. .14639, 14 683 .. 14 995, 16619 .. 1668 6, 
,18059 



Seq. No. . 43980 

Gene No. 92430 

Start 10366 

Name OJ000130_35 . 0323 . C22 . o5 . np 

Start 12893 

GI 3928084 

Exons 12893. .12918, 14525 .. 14 980, 
GI Descrip. 



OJ000130 35.0323.C22 



Seq. ID 
Strand 

End 18059 
Method AAT/NAP 
End 16962 
Score 145 
16930. .16962 

(AC005770) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 43980 

Gene No. 92430 

Start 10366 

Name OJ000130_35 . 0323 . C22 . o4 . np 



Seq. ID OJ000130_35.0323.C22 
Strand 

End 18059 

Method AAT/NAP 



44905 



Start 


13581 


End 


15893 


GI 


7242910 


Score 


66 


Exons 


13581. .13666, 13734 .. 13938, 


15842. .15893 


GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sat iv3 1 


Seq. No. 


43980 


k_) v-J • 1U 


OJ000130_35.0323 


Gene No. 


92430 


Strand 


- 


Start 


10366 


End 


18059 


Name 


OJ000130 35.0323.C22.o6.tm 


Mpt hod 


TBLASTX: Maize 


Start 


14619 


End 


14799 


GI 


none 


Score 


158 


Exons 


14 619. . 14798, 14 644 14799 






Seq. No. 


43980 


Seq. ID 


OJ000130_35.0323 


Gene No. 


92430 


Strand 




Start 


10366 


End 


18059 


Name 


OJ000130 35.0323 C22 ol ts 


Method 


TBLASTX : Soybean 


Start 


15769 — 


End 


15919 


GI 


none 


Score 


191 


Exons 


15769. .15918, 15770 .. 15919, 


15776. .15919 


Seq. No. 


43980 


Seq. ID 


OJ000130_35.0323 


Gene No. 


92430 


Strand 




Start 


10366 


End 


18059 


Name 


OJ000130 35.0323.C22.o6.np 


Method 


AAT/NAP 


Start 


15773 


End 


16042 


GI 


99544 


Score 


206 


Exons 


15773. .16042 






GI Descrip. 


NADH dehydrogenase (ubiquinone) (EC l.i 


6.5.3) chain 2 - : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



chloroplast (fragment) gi 1 1334 609 | emb | CAA31553 . 1 1 
dehydrogenase (subunit B) [Spinacia oleracea] 



spinach 
(X13156) NADH 



43981 Seq. ID 

92431 Strand 

2758 End 
OJ000130_35 . 0323 . C23 . ol . gp Method 

2758 . End 

569735 Score 
2758. .3056 



OJ000130_35.0323.C23 
+ 

3056 
AAT/GAP 
3056 
543 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



43981 
92432 
12142 

OJ000130_35.0323.C23.o3.gs 
12142 
none 

12142. .12197, 12708 
14416. .14556, 14642 
15575. .15680, 16022 
17095. .17215, 17664 



Seq. ID OJ000130_35.0323.C23 
Strand + 
End 17940 
Method GENSCAN 
End 17940 
Score .66 
,13362, 13399. .13467, 14238 .. 14322, 
,14755, 14837. .14934, 15323 .. 15402, 
,16204, 16306. .16362, 16662 .. 16785, 
,17940 



43981 Seq. ID 

92432 Strand 

12142 End 

OJ000130_35 . 0323 . C23 . ol . np Method 

12194 End 

6016736 Score 



OJ000130_35.0323.C23 
+ 

17940 
AAT/NAP 
16568 
1090 



44906 



Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12194. .12293, 12765 .. 12915, 13178 .. 13362, 14238 .. 14322, 
14416. . 14556, 14 642 14755, 14837 .. 14934 , 15323 .. 15402, 
15575. .15680, 15779 15906, 16006 .. 16153, 16306 .. 16362, 
16491. .16568 

(AC009325) unknown protein [Arabidopsis thaliana] 



43981 
92432 
12142 

OJ000130_35.0323.C23.o2.gp 
13250 

LIB3434-007-P1-K1-G3 



OJ000130_35.0323.C23 
+ 

17940 
AAT/GAP 
14567 
565 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13250. .13362, 14238 .. 14322, 14416.. 14567 

, 6016736/gb|AAF01562.1|AC009325_32 3.0e-34 (AC009325) unknown 
protein [Arabidopsis thaliana] 1 

Seq. ID OJ000130_35.0323.C23 

Strand + 

End 17940 

Method AAT/GAP 

End 15669 

Score 641 

5323.. 15402, 15575.. 15669 



Seq. ID OJ000130_35.0323.C23 

Strand + 

End 17940 

Method AAT/GAP 

End 17083 

Score 1585 





Seq. No. 


43981 




Gene No. 


92432 




Start 


12142 




Name 


OJ000130 35.0323.C23 




Start 


14669 




GI 


60907 1 R1084 




Exons 


146697.14755, 14837. 




GI Descrip. 


•6016736/gb|AAF01562 


w 




protein [Arabidopsis 


£ n 


Seq. No. 


43981 


rl = 


Gene No. 


92432 




Start 


12142 


r.i 


Name 


OJ000130 35.0323.C23 




Start 


15997 




GI 


18509 1.R1084 




Exons 


15997. .16204, 16306. 




GI Descrip. 


•6016736/gb|AAF01562 






protein [Arabidopsis 




Seq. No. 


43981 


? " 


Gene No. 


92433 




Start 


20594 




Name 


OJ000130 35.0323.C23 


- c=. 


Start 


20594 


I J 


GI 


none 




Exons 


20594. .20733, 22678. 




Seq. No. 


43981 




Gene No. 


92434 




Start 


27714 




Name 


OJ000130 35.0323.C23 




Start 


26960 




GI 


6587806 




Exons 


26960. .27108, 27794. 






29903. .30108, 30187. 




GI Descrip. 


(AC010924) Contains i 



16362, 16491.. 17083 



Seq. ID OJ000130_35.0323.C23 

Strand + 

End 22975 

Method GENS CAN 

End 22975 

Score .95 



22975 



28085, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28780 

30666 



OJ000130_ 
+ 

33802 
AAT/NAP 
32083 
591 

28919, 29289. 
30842, 31991. 



35.0323.C23 



.29417, 
.32083 



Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



44907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43981 Seq. ID 

92434 Strand 

27714 End 
OJ000130_35 . 0323 . C23 . o7 . gs Method 

27714 End 

none Score 

27714. .28085, 28671 .. 28 919, 29289 

30172. .30307, 30666 .. 30917 , 32062 



OJ000130_35 . 0323 . C23 
+ 



33802 
GENSCAN 
33481 
.89 

29417, 29903. .30045, 
32236, 33435.. 33481 



43981 
92434 
27714 

OJ000130_35.0323.C23.o6.gp 
27843 

21496_1.R1084 

27843. .28085, 28 671 28919, 
30172. .30253 

■4406759/gb|AAD20070| 1.0e-15 
[Arabidopsis thaliana] ' 

43981 
92434 
27714 

OJ000130_35.0323.C23.o7.gp 

30656 

none 

30656. .31101 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000130 
+ 

33802 
AAT/GAP 
30253 
1551 



35.0323.C23 



29289. .29417, 29903 .. 3004 5, 

(AC006836) hypothetical protein 



Seq. ID OJ000130_35.0323.C23 

Strand + 

End 33802 

Method AAT/GAP 

End 31101 

Score 798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43981 



Seq. ID 
Strand 
End 

Method 
End 
Score 



92434 
27714 

OJ000130_35.0323.C23.o8.gp 
32065 

387_2.R1084 
32065. .32236, 33435.. 33802 

, 303838/dbj | D12633 | RIC40SSRPD 9.0e-34 Rice mRNA for 40S subunit 
ribosomal protein, complete cds 1 



OJ000130_35.0323.C23 
+ 

33802 
AAT/GAP 
33802 
819 



Seq. No. 


43981 








Seq. ID 


OJ000130_ 


35 


.0323. 


C23 


Gene No. 


92435 








Strand 


+ 








Start 


34234 








End 


34316 








Name 


OJ000130 35.0323 


.C23 


.o9. 


gp 


Method 


AAT/GAP 








Start 


34234 








End 


34316 








GI 


none 








Score 


143 








Exons 


34234. .34316 


















Seq. No. 


43981 








Seq. ID 


OJ000130_ 


_35 


0323. 


C23 


Gene No. 


92436 








Strand 










Start 


4192 








End 


5712 








Name 


OJ000130 35.0323 


C23 


.o2. 


gs 


Method 


GENSCAN 








Start 


4192 






End 


5712 








GI 


none 








Score 


.81 








Exons 


4192. .5712 


















Seq. No. 


43981 








Seq. ID 


OJ000130_ 


_35. 


0323. 


C23 


Gene No. 


92437 








Strand 










Start 


18264 








End 


20133 









44908 




Name 


OJ000130 35.0323.C23.o4.gs 


Method 


GENSCAN 




Start 


18264 


End 


19747 




GI 


none 


Score 


.9 




Exons 


18264. .18655, 19064 .. 19256, 


19378. .19472, 19600 


. .19747 


Seq. No. 


43981 


Seq. ID 


OJ000130 


_35.0323.C23 


Gene No. 


92437 


Strand 






Start 


18264 


End 


20133 




Name 


OJ000130 35.0323.C23.o5.gp 


Method 


AAT/GAP 




Start 


19621 


End 


20133 




GI 


64990 1.R1084 


, Score 


629 




Exons 


19621. .19824, 19997.. 20133 








GI Descrip. 


, 1769901/emb|CAA65052| 2.0e 


-14 (X95737) 


proline 


transporter 



[Arabidopsis thaliana] >gi_2088642 (AF002109) proline 
transporter 1 [Arabidopsis thaliana] 1 



Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 


Gene No. 


92438 




Strand 






Start 


23437 




End 


25682 




Name 


OJ000130 35.0323.C23 


. 06 . gs 


Method 


GENSCAN 




Start 


23437 




End 


25682 




GI 


none 




Score 


.83 




Exons 


23437. .23716, 25525. 


.25682 








Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 


Gene No. 


92439 




Strand 






Start 


33876 




End 


34183 




Name 


OJ000130 35.0323.C23 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


4255 




End 


4929 




GI 


none 




Score 


52 




Fynn c 

1_J *\ \J HO 


4255. .4596, 4256. .4408, 4389. .4505, 4771. .4929 




Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 


Gene No. 


92439 




Strand 






Start 


33876 




End " ' 


34183 




Name 


OJ000130 35.0323.C23 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


13288 




End 


15907 




GI 


none 




Score 


85 




Exons 


13288. .13368, 14235. 


.14324, 


14237. .14323, 14408 14 569, 






14409. .14561, 14413. 


.14562, 


14630. .14737, 14632 14757, 






14640. .14756, 14826. 


.14936, 


14835. .14924, 14836 14937, 






15293. .15400, 15298. 


.15402, 


15572. .15679, 15573 .. 15680, 






15776. .15883, 15778. 


.15885, 


15778. .15906, 1577 9. .15907 




Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 


Gene No. 


92439 




Strand 






Start 


33876 




End 


34183 




Name 


OJ000130 35.0323.C23 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


13291 




End 


14756 




GI 


none 




Score 


80 




Exons 


13291. .13368, 14231. 


.14323, 


14235. .14324, 14408 .. 14554 , 






14409. .14561, 14640. 


.14756, 


14641. .14754 




Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 


Gene No. 


92439 




Strand 






Start 


33876 




End 


34183 




Name 


OJ000130 35.0323.C23 


.ol.tm 


Method 


TBLASTX: Maize 





44909 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14232 
none 
14232. 
14234. , 
14640. . 
14829. . 
15541. , 
15753. , 
16001. . 
16302. . 
16488. , 



14324, 
14323, 
14756, 
14936, 
15675, 
15905, 
16207, 
16361, 
16646, 



14232. 
14408. 
14641. 
14836. 
15572. 
15775. 
16003. 
16304. 
16490. 



.14318, 
.14554, 
.14757, 
.14937, 
.15652, 
.15906, 
.16209, 
.16393, 
.16612 



End 

Score 
14233. . 
14409. . 
14641. . 
15293. . 
15572. . 
15778. . 
16005. . 
16305. . 



16646 
149 

14322, 14234. 
14561, 14470. 
14757, 14826. 
15400, 15298. 
15676, 15573. 
15906, 15779. 
16205, 16141. 
16361, 16306. 



.14332, 
.14556, 
.14936, 
.15405, 
.15680, 
.15907, 
.16206, 
.16362, 



43981 
92439 
33876 

OJ000130_35.0323.C23.o3.tc 

15576 

none 



Seq. ID OJ000130_35.0323.C23 
Strand 

End 34183 

Method TBLASTX : Cress 

End 16571 

Score 169 



15576. .15680, 15581 .. 15676, 15775 .. 15906, 15778 .. 15885 , 
15779. .15907, 16001 .. 16051, 16309 .. 16362, 16488. .16571 





Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


.o4 . tc 


Method 


TBLASTX: Cress 






Start 


17434 




End 


19846 




in 


GI 


none 




Score 


76 






Exons 


17434. .17574, 17683. 


.17835, 


17702. .17848, 18297. .18656, 








18316. . 18588, 19062. 


. 19217, 


19363. .19482, 19541. .19837, 




H ; 3 




19598. .19846 












Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


.o4 . ts 


Method 


TBLASTX: Soybean 






Start 


17434 




End 


18605 




' m 


GI 


none 




Score 


247 




5 


Exons 


17434. .17553, 17683. 


.17835, 


18303. .18605 




% ~? 
L -J 


Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


18369 




End 


19217 






GI 


none 




Score 


103 






Exons 


18369. .18656, 18376. 


.18636, 


19062. .19217 






Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


18393 




End 


19233 






GI 


none 




Score 


279 






Exons 


18393. .18620, 18394. 


.18621, 


18621. .18 656, 18622. .18657, 








19062. .19232, 19063. 


.19233 










Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 



44910 






Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


,o3. ts 


Method 


TBLASTX : Soybean 






Start 


19062 




End 


19846 






GI 


none 




Score 


47 






Exons 


19062. .19217, 19355. 


.19483, 


19363. .19482, 19598 .. 1984 6, 








19599. .19826 












Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


ft O A O ft 

92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


.oS.tm 


Method 


TBLASTX: Maize 






Start 


19378 




End 


19846 






GI 


none 




Score 


76 






Exons 


19378. .19473, 19598. 


.19846, 


19599. .19811 






Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


27791 




End 


28936 






GI 


none 




Score 1 


445 






Exons 


27791. .28084, 27792. 


.28085, 


27924. .28097, 28656 .. 28928 , 








28668. .28928, 28670. 


.28930, 


28682. .28936 




%J 


Seq. No. 


'43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 






f Li 


Start 


33876 




End 


34183 




f i 


Name 


OJ000130 35.0323.C23 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


27795 




End 


28067 






GI 


none 




Score 


330 




ru 


Exons 


27795. .28067, 27800. 


.28066 










Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


■ C23 


•f 1 


Gene No. 


92439 




Strand 






^ , 5 


Start 


33876 




End 


34183 






Name 


OJ000130 35.0323.C23 


.o2 . ts 


Method 


TBLASTX : Soybean 




jp lib 


Start 


27795 




End 


30331 






GI 


none 




Score 


332 






Exons 


27795. .28067, 27800. 


.28066, 


27933. .28067, 28800 .. 28919, 




a. ~E 




28835. .28930, 29286. 


.29420, 


29286. .29417, 29294 .. 29422 , 








29333. .29419, 29900. 


.29971, 


30218. .30328, 30236.. 30331 






Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 






Name 


OJ000130_35.0323.C23 


. o4 .tm 


Method 


TBLASTX: Maize 






Start 


29286 




End 


30927 






GI 


none 




Score 


208 






Exons 


29286. .29420, 29296. 


.29421, 


29296. .29418, 29333 .. 294 19, 








29900. .30049, 29901. 


.30047, 


30168. .30290, 30168 .. 30302, 








30170. .30310, 30170. 


.30307, 


30663. .30926, 30666 .. 30926, 








30802. .30927, 30811. 


.30927 










Seq. No. 


43981 




Seq. ID 


OJ000130_35.0323 


.C23 




Gene No. 


92439 




Strand 








Start 


33876 




End 


34183 





44911 



Name 


OJ000130 35.0323.C23.o5.ts 


Method 


TBLASTX : Soybean 


Start 


30659 


End 


30977 


GI 


none 


Score 


81 


Exons 


30659. .30781, 30664 .. 30759, 


30666. .30839, 30666 .. 30818, 




30698. .30838, 30852.. 30977 






Seq. No. 


43981 


Seq. ID 


OJ000130_35.0323 




92439 


Strand 




Start 


33876 


End 


34183 


Name 


OJ000130 35.0323.C23.o6.tm 


Method 


TBLASTX: Maize 


Start 


32128 


End 


33542 


GI 


none 


Score 


192 


Exons 


32128. .32235, 32129 32236, 


32144. .32239, 33432. .33542 


Seq. No. 


43981 


Seq. ID 


OJ000130_35.0323 


Cpnp Mo 


92439 


Strand 




Start 


33876 


End 


34183 


Name 


OJ000130 35.0323.C23.o8.gs 


Method 


GENSCAN 


Start 


33876 


End 


34183 


GI 


none 


Score 


.5 


Exons 


33876. .34014, 34020.. 34183 






Seq. No. 


43982 


Seq. ID 


OJ000130_35.0323 


Gene No. 


92440 


Strand 




Start 


1 


End 


1136 


Name 


OJ000130 35.0323.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1136 


GI 


7487530 


Score 


298 


Exons 


1..110, 922. .1136 






GI Descrip. 


hypothetical protein T29H11 


.120 - Arabidopsis thaliana 




gi | 4 678352 lemb ICAB41162.il 


(AL049659) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


43982 


Seq. ID 


OJ000130_35.0323 




92440 


Strand 




Start 


1 


End 


1136 


Name 


OJ000130 35.0323.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


12 


End 


1135 


GI 


none 


Score 


74 


Exons 


12. .68, 12. .83, 13. .132, 922. .1134, 995. .1135 


Seq. No. 


43982 


Seq. ID 


OJ000130_35.0323 


Cpnn Mo 


92440 


Strand 




Start 


1 


End 


1136 


Name 


OJ000130 35.0323.C24.ol.ts 


Method 


TBLASTX : Soybean 


Start 


46 


End 


1120 


GI 


none 


Score 


61 


Exons 


46. .135, 943. .1119, 992. .1120 




Seq. No. 


43982 


Seq. ID 


OJ000130_35.0323, 


Gene No. 


92440 


Strand 




Start 


1 


End 


1136 


Name 


OJ000130 35.0323.C24.ol.gs 


Method 


GENSCAN 


Start 


891 


End 


1089 


GI 


none 


Score 


.78 


Exons 


891. .1089 







44912 




Seq. No. 


43983 




Seq. ID 


OJ00*0150_30 


.0323. C2 


Gene No . 


92441 




Strand 


+ 




Start 


615 




End 


788 




Name 


OJ000150 30. 


0323.C2.ol.gs 


Method 


GENS CAN 




Start 


615 


End 


788 




GI 


none 




Score 


.89 




Exons 


615. .788 










Seq. No. 


43984 




Seq. ID 


OJ000150_30 


0323. C7 


Gene No . 


92442 




Strand 


+ 




Start 


321 




End 


773 




Name 


OJ000150 30. 


0323.C7.ol.gs 


Method 


GENSCAN 




Start 


321 




End 


773 




GI 


none 




Score 


.82 




Exons 


321. .773 










Seq. No. 


43984 




Seq. ID 


OJ000150_30 


0323. C7 


Gene No. 


92443 




Strand 






Start 


1 




End 


863 




Name 


OJ000150 30. 


0323. C7 .ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


744 




GI 


2801072 




Score 


328 




Exons 


1..29, 420.. 


494, 653. .744 








GI Descrip. 


3281853/embl 


CAA19748I 5.0e-34 


(AL031004) putative protein 




[Arabidopsis 


thaliana] 








Seq. No. 


43984 




Seq. ID 


OJ000150_30. 


0323. C7 


Gene No. 


92443 




Strand 






Start 


1 




End 


863 




Name 


OJ000150 30. 


0323.C7.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


863 




GI 


7486331 




Score 


202 




Exons 


1..29, 420.. 


754, 838. .863 









GI Descrip. hypothetical protein F28M20.60 - Arabidopsis thaliana 



gi I 3281853 |emb ICAA19748.il (AL031004) putative protein 
[Arabidopsis thaliana] gi | 7270078 | emb | CAB79893 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


43984 






Seq. ID 


OJ000150_30.0323.C7 


Gene No. 


92443 






Strand 




Start 


1 






End 


863 


Name 


OJ000150 


30. 


0323.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3 






End 


727 


GI 


none 






Score 


38 


Exons 


3**32, 3 < 


.44 


, 418. .495, 420. 


.497, 436. 


.507, 653.. 727, 654.. 725 


Seq. No. 


43985 






Seq. ID 


OJ000150_30.0323.C11 


Gene No. 


92444 






Strand 


+ 


Start 


12 






End 


95 


Name 


OJ000150 


30. 


0323.Cll.ol.gs 


Method 


GENSCAN 


Start 


12 






End 


95 


GI 


none 






Score 


.91 


Exons 


12. .95 










Seq. No. 


43986 






Seq. ID 


OJ000150 30.0323.C13 


Gene No. 


92445 






Strand 


+ 


Start 


125 






End 


1396 



44913 



Name 


OJ000150 30.0323.C13.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


1213 


GI 


none 


Score 


.58 


Exons 


125. .1213 






Seq. No. 


43986 


Seq. ID 


OJ000150 30.0323.C13 


Gene No. 


92445 


Strand 


+ 


Start 


125 


End 


1396 


Name 


OJ000150 30.0323.C13.ol.np 


Method 


AAT/NAP 


Start 


125 


End 


1396 


GI 


4680179 


Score 


1805 


Exons 


125. .1180, 1373. .1396 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


43986 


oeq ■ J.U 


UOUUUl jU jU • U jZ J • LI J 




924 45 


o Lxranu 


_L 
T 


Start 


125 


£jnu. 


1 


Name 


OJ000150 30.0323.C13.ol.tw 




1 dLHO J. A ■ Wncat. 


Start 


392 


End 


7 S 1 


GI 


none 


Score 




Exons 


392. .751, 418. .492, 517. .750 






Seq. No. 


43986 


Seq. ID 


OJ000150_30.0323.C13 


Hon o M/~\ 


7^ *! *I J 


Strand 


+ 


Start 


125 


End 




Name 


OJ000150 30.0323.C13.ol.tm 


Method 


1 0 Li/io 1 a 1 Ma 1 z e 


Start 


632 


End 


OOP 

0 


GI 


none 


Score 




Exons 


632. .928, 632. .886 






Seq. No. 


43987 


Seq. ID 


OJ000150_30.0323.C16 


Gene No. 


92446 


Strand 


+ 


Start 


924 


End 


1 9*37 


Name 


OJ000150 30.0323.C16.ol.np 


Method 


AA1 / N/ilr 


Start 


924 


End 


1 007 
IZJ / 


GI 


6069646 


Score 


z Jz 


1— J 1 1 


924. .1237 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (ACUUoolo) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


43987 


Seq. ID 


OJ000150_30.. 0323. C16 




92447 


Strand 




Start 


351 


End 


1114 


Name 


OJ000150 30.0323.C16.ol.gs 


Method 


GENSCAN 


Start 


351 


End 


1114 


GI 


none 


Score 


.64 


Exons 


351. .425, 1046. .1114 






Seq. No. 


43988 


Seq. ID 


OJ000150_30.0323.C17 


Gene No. 


92448 


Strand 




Start 


1 


End 


825 


Name 


OJ000150 30.0323.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


825 


GI 


4680179 


Score 


1416 



44914 




Exons- 


1..825 










GI Descrip. - 


'(AF111709) polyprotein 


[Oryza sativa subsp. indica] 




Seq. No. 


43988 




Seq. ID 


OJ000150_30.0323 


C17 


Gene No . 


92448 




Strand 






Start 


1 




End 


825 




Name 


OJ000150 30.0323.C17.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


311- 




GI 


none 




Score 


70 




Exons 


2. .310, 8. .160, 102. .218, 203 


..283, 258. .311 




Seq. No. 


43988 




Seq. ID 


OJ000150_30.0323. 


C17 


Gene No. 


92448 




Strand 






Start 


1 




End 


825 




Name 


OJ000150 30.0323.C17.ol 


. tm 


Method 


* TBLASTX: Maize 




Start 


158 




End 


757 




GI 


none 




Score 


244 




Exons 


158. .598, 171. .596, 596 


. .757, 


603. .749 






Seq. No. 


43988 




Seq. ID 


OJ000150_30. 0323. 


C17 


Gene No. 


92448 




Strand 






Start 


1 




End 


825 




Name 


OJ000150 30.0323.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


311 




End 


821 




GI 


none- 




Score 


293 




Exons 


311. .820, 312. .821 










Seq. No. 


43989 




Seq. ID 


OJ000150_30. 0323. 


C18 


Gene No. 


92449 




Strand 






Start 


211 




End 


789 




Name 


OJ000150 30.0323.C18.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


205 




End 


435 




GI 


none 




Score 


197 




Exons 


205. .237, 238. .435 










Seq. No. 


43989 




Seq. ID 


OJ000150_30.0323. 


C18 


Gene No. 


92449 




Strand 






Start 


211 




End 


789 




Name 


OJ000150 30.0323.C18.ol 


. as 


Method 


GENS CAN 




Start 


211 




End 


651 




GI 


none 




Score 


.87 




Exons 


211. .651 










Seq. No. 


43989 




Seq. ID 


OJ000150_30.0323. 


C18 


Gene No. 


92449 




Strand 






Start 


211 




End 


789 




Name 


OJ000150 30.0323.C18.ol 


.np 


Method 


AAT/NAP 




Start 


214 




End 


789 




GI 


4680179 




Score 


960 




Exons 


214. .789 










GI Descrip. 


(AF111709) polyprotein 


;0ryza 


sativa subsp. indica] 




Seq. No. 


43989 




Seq. ID 


OJ000150_30.0323. 


C18 


Gene No. 


92449 




Strand 






Start 


211 




End 


789 




Name 


OJ000150 30.0323.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


224 




End 


681 





44915 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 35 

224. .277, 259. .681, 280. .441, 383. .499, 484. .564, 539. .661 



43989 
92449 
211 

OJ000150_30.0323.C18.ol.tm 

439 

none 

439. .783, 452. .784 



Seq. ID OJ000150_30.0323.C18 
Strand 

End 789 

Method TBLASTX : Maize 

End 784 

Score 188 



Seq. No. 


43990 


Seq. ID 


OJ000150_30.0323 


Gene No. 


92450 


Strand 


+ 


Start 


8130 


.. End 


8899 


Name 


OJ000150 30.0323.C19.o3.np 


Method 


AAT/NAP 


Start 


8130 


End 


8899 


GI 


4680183 


Score 


181 


Exons 


8130. .8200, 8810. .8899 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


43990 


Seq. ID 


OJ000150_30.0323 


Gene No. 


92451 


Strand 




Start 


1707 


End 


6269 


Name 


OJ000150 30.0323.C19.ol.np 


Method 


AAT/NAP 


Start 


1707 


End 


6269 


GI 


4680179 


Score 


7907 


Exons 


1707. .6269 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 . C19 . 06 . tw 

Start 1717 

GI " none 

Exons 1717.. 1770, 1752.. 2084, 1773. 
2032.. 2085 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_30.0323.C19 
7344 

TBLASTX: Wheat 

2085 

35 



,1934, 1876. .1992, 1977. .2057, 



Seq. No. 43990 Seq. ID 

Gene No. 92452 Strand 

Start 6526 End 

Name OJ000150_30 . 0323 . C19 . o7 . tm Method 

Start 1731 End 

GI none Score 

Exons 1731.. 1928 



OJ000150_30.0323.C19 
7344 

TBLASTX: Maize 

1928 

197 



Seq. No. 


43990 






Seq. ID 


OJ000150_30.0323 


.C19 


Gene No. 


92452 






Strand 






Start 


6526 






End 


7344 




Name 


OJ000150 30 


.0323.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1932 






End 


2531 




GI 


none 






Score 


250 




Exons 


1932. .2372, 


1945. .2370, 


2370. 


.2531, 2377.. 2523 




Seq. No. 


43990 






Seq. ID 


OJ000150_30.0323 


.C19 


Gene No. 


92452 






Strand 






Start 


6526 






End 


7344 





44916 



Name 


OJ000150 30 


. 0323 


.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2085 








End 


2711 




GI 


none 








Score 


343 




Exons 


A A A C" A ~i 

2085 . .2711, 


2086 


. . 2709 










Seq. No. 


43990 








Seq. ID 


OJ000150_30 . 0323 


.C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


r\ Trt a a i c a in 


A 1 O O 

. 0323 


. C19 . o4 


. tm 


Method 


TBLASTX : Maize 




Start 


o c o a 
2580 








End 


2871 




GI 


none 








Score 


253 




Exons 


2bo0 . . 2o JO, 


A C O VI 

2584 


A O T T 

. . 2871 










Seq. No. 


43990 








Seq. ID 


OJ000150_30 . 0323 


,C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


a mAr\i ca oa 
OJUUUloO 3U 


A O A O 

. 0323 


. C19 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2670 








End 


2930 




GI 


none 








Score 


109 




Exons 


2670 . . 2861, 


2670 


. . 2930, 


2671 . 


.2925 






Seq. No. 


43990 








Seq. ID 


OJ000150_30 .0323 


.C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


^> T A A A T C A 1 A 

OJ000150_30 


0323 


. C19. ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2694 








End 


3011 




GI 


none 








Score 


90 




Exons 


2694 . . 2837, 


2695 


> .2835, 


2838 . 


. 3011 






Seq. No. 


43990 








Seq. ID 


OJ000150_30 .0323 


.C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


/^TAAAI CA OA 

OJ000150 30, 


0323 , 


C19 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2718 








End 


3197 




GI 


none 








Score 


239 




Exons 


2718 . .3197, 


2719 , 


.2973, 


2751 . 


.3164 






Seq. No. 


43990 








Seq. ID 


OJ000150_30 . 0323 


.C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


ATflAAl CA OA 

OJ000150 30. 


A O A O 

0323 . 


C19. o2 


tw 


Method 


TBLASTX: Wheat 




Start 


3201 








End 


3710 




GI 


none 








Score 


252 




Exons 


O A A "1 O T "1 A 

3201 . . 3710/ 


3285 . 


.3632, 


3367 . 


.3678 






Seq. No. 


43990 








Seq. ID 


OJ000150_30.0323 


.C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


7A /\ /\ 1 C A OA 

OJ000150_30 . 


0323 . 


C19. o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


3273 








End 


3638 




GI 


none 








Score 


155 






^97^ ^oft4 






jj / U . 


. OOO O 






Seq. No. 


43990 








Seq. ID 


OJ000150_30.0323 


.C19 


Gene No. 


92452 








Strand 






Start 


6526 








End 


7344 




Name 


OJ000150 30. 


0323. 


C19.o3. 


ts 


Method 


TBLASTX: Soybean 





44917 



Start 
GI 

Exons 



3459 
none 

3459. .3704 



End 
Score 



3704 
202 



Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 . C19 . o3 . tm 

Start 3675 
GI . none 

Exons 3675.. 4010, 3720.. 3998, 3996. 

Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 .C19 . o5 . tw 

Start 3711 

GI none 

Exons 3711.. 4013, 3712.. 3981, 3720. 

Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 . C19. ol . ts 

Start 3726 

GI none 

Exons 3726.. 3830, 3726.. 4085, 3727. 
4089. .4121 



Seq. ID OJ000150_30.0323.C19 
Strand 

7344 

TBLASTX: Maize 
4175 
92 



End 

Method 
End 
Score 
.4175 



Seq. ID OJ000150_30.0323.C19 
Strand 

7344 

TBLASTX: Wheat 
4013 
235 



End 

Method 
End 
Score 
.4013 



Seq. ID OJ000150_30.0323.C19 
Strand 

End 7344 

Method TBLASTX : Soybean 

End 4121 

Score 68 

.3981, 3855. .4085, 4077. .4121, 



Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 . C19 . o4 . tw 

Start 4062 

GI none 

Exons 4062.. 4544, 4071.. 4415, 4105. 

Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 . C19 . o4 . ts 

Start 4194 

GI none 

Exons 4194.. 4508, 4195.. 4392 

Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150_30 . 0323 . C19 . o5 . tm 

Start 4243 

GI none 

Exons 4243.. 4434, 4245.. 4532 

Seq. No. 43990 

Gene No. 92452 

Start 6526 

Name OJ000150 30 . 0323 . C19 . 08 . tw 



Seq. ID OJ000150_30.0323.C19 
Strand 

7344 

TBLASTX: Wheat 
4544 
176 



End 

Method 
End 
Score 
.4440 



Seq/ ID OJ000150_30.0323.C19 
Strand 

End 7344 

Method TBLASTX : Soybean 

End 4508 

Score 60 



Seq. ID OJ000150_30.0323.C19 
Strand 

End 7344 

Method TBLASTX : Mai ze 

End 4532 

Score 165 



Seq. ID OJ000150_30.0323.C19 
Strand 

End 7344 

Method TBLASTX : Wheat 



44918 



Start 


4701 


End 


'5123 




GI 


none 


Score 


107 




Exons 


4701. .4889, 4708. .4863, 4929... 


.5123, 4975.. 5088 




Seq. No. 


43990 


beq. ID 


ATrtftAI C A .OA A"3T3 


C19 


Gene No. 




btrana 






Start 


6526 




1 *3 A A 




Name 


OJ000150 30.0323.C19.o6.tm 


wernoa 


i Djj/ib i a : Mai ze 




Start 


5466 




D 1 DZ 




GI 


none 


Score 


91 




Exons 


5466. .5762, 5575. .5745 








Seq. No. 


43990 


o ins-* Tn 

beq. lu 




C19 


Gene No. 


QO/I CO 


otrana 






Start 


6526 


CjUCX 


"7 "3 A A 




Name 


OJ000150 30.0323.C19.o7.tw 


Method 


l oJjAb 1a : wneat 




Start 


5643 


hna 


bUU^ 




GI 


none 


Score 


y o 




Exons 


5643. .6002, 5644. .5877, 5902.. 


.5976 






Seq. No. 


43990 


Seq. ID 


OJ000150_30.0323. 


C19 


Gene No. 


92452 


Strand 






Start 


6526 


End 


7344 




Name 


OJ000150 30.0323.C19.o2.np 


Method 


AAT/NAP 




Start 


6526 


End 


7344 




GI 


5042448 


Score 


1143 




Exons 


6526. .7344 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


43991 


Seq. ID 


OJ000150_30.0323. 


C20 


Gene No. 


92453 


Strand 






Start 


1 


End 


1627 




Name 


OJ000150 30.0323-.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


102 




GI 


5042448 


Score 


161 




Exons 


1. .102 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


43991 


Seq. ID 


OJ000150_30.0323. 


C20 


Gene No. 


92453 


Strand 








1 


End 


1627 




Name 


OJ000150 30.0323.C20.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1627 




GI 


7340881 


Score 


62 




Exons 


1..66, 818. .919, 1581. .1627 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43991 


Seq. ID 


OJ000150_30.0323. 


C20 


Gene No. 


92453 


Strand 






Start 


1 


End 


1627 




Name 


OJ000150 30.0323.C20.ol.gs 


Method 


GENSCAN 




Start' 


13 


End 


1535 




GI 


none 


Score 


.79 




Exons 


13.. 168, 1431.. 1535 









44919 



Seq. No. 


43991 


Seq. ID 


OJ000150_30.0323. 


C20 


Gene No. 


92453 


Strand 






Start 


1 


End 


1627 




Name 


OJ000150 30.0323.C20.o3.np 


Method 


AAT/NAP 




Start 


1449 


End 


1535 




GI 


6721561 


Score 


87 




F! von «; 


1449. .1535 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6815086 |dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


43992 


Seq. ID 


OJ000150_30.0323. 


C25 


uene lno . 


92454 


Strand 


+ 




Start 


411 


End 


593 




Name 


OJ000150 30.0323.C25.ol.gs 


Method 


GENSCAN 




Start 


411 


End 


593 




GI 


none 


Score 


.85 




Exons 


411. .593 








Seq. No. 


43993 


Seq. ID 


OJ000150_30.0323. 




Gene No. 


92455 


Strand 


+ 






1 


End 


520 




Name 


OJ000150 30.0323.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


520 




GI 


7340881 


Score 


54 




Exons 


1..57, 278. .382, 489. .520 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


43993 


Seq. ID 


OJ000150_30.0323. 


C26 


Gene No. 


92456 


Strand 






Start 


1 


End 


826 




Name 


OJ000150 30.0323.C26.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


826 




GI 


4680183 


Score 


407 




Exons 


1..65, 507. .826 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


43993 


Seq. ID 


OJ000150_30.0323. 


C26 




92456 


Strand 






Start 


1 


End 


826 




Name 


OJ000150 30.0323.C26.ol.gs 


Method 


GENSCAN 




Start 


224 


End 


752 




GI 


none 


Score 


.66 




Exons 


224. .309, 549. .752 








Seq. No. 


43994 


Seq. ID 


OJ000150__30.0323. 


C29 


ocllc INO • 


92457 


Strand 


+ 




Start 


250 


End 


3433 




Name 


OJ000150 30.0323.C29.ol.gs 


Method 


GENSCAN 




Start 


250 


End 


3385 




GI 


none 


Score 


.99 




Exons 


250. .282, 1397. .3385 








Seq. No. 


43994 


Seq. ID 


OJ000150_30.0323. 


C29 


Gene No. 


92457 


Strand 


+ 





44920 



h. 2 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



250 End 

OJ000150_30 . 0323 . C29 . ol . np Method 

1397 . End 

6721517 Score 



3433 
AAT/NAP 
3433 
2166 



1397. .1478, 1516. .1638, 1697. .2473, 2S22..3433 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



43994 
92457 
250 

OJ000150_30.0323.C29.o2.tw 

1610 

none 

1610. .1990, 1630. .1989 

43994 
92457 
250 

OJ000150_30.0323.C29.o2.tm 

1871 

none 

1871.. 2203, 1894.. 2058 

43994 
92457 
250 

OJ000150_30.0323.C29.o3.tw 

2531 

none 



Seq. ID OJ000150_30.0323.C29 

Strand + 

End 3433 

Method TBLASTX : Wheat 

End 1990 

Score 304 



Seq. ID OJ000150_30.0323.C29 

Strand + 

End 34 33 

Method TBLASTX : Mai ze 

End 2203 

Score 214 



Seq. ID OJ000150_30.0323.C29 

Strand + 

End 3433 

Method TBLASTX : Wheat 

End 2932 

Score 150 



2531. .2755, 2545. .2697, 2759. .2932, 2792. .2851, 2833. .2901 



43994 
92457 
250 

OJ000150_30 . 0323 . C2 9 . o3 . tm 

2569 

none 

2569.. 2670, 2570.. 2845 

43994 
92457 
250 

OJ000150_30.0323.C29.ol.tw 

3107 

none 

3107. .3433, 3211. .3423, 3218. 

43994 
92457 
250 

OJ000150_30.0323.C29.ol.tm 

3119 

none 

3119.. 3406, 3217. .3408 

43995 
92458 



Seq. ID OJ000150_30.0323.C29 

Strand + 

End 3433 

Method TBLASTX : Mai ze 

End 2845 

Score 195 



Seq. ID OJ000150_30.0323.C29 
Strand + 

3433 

TBLASTX: Wheat 
3433 
387 



End 

Method 
End 
Score 
.3433 



Seq. ID OJ000150_30.0323.C29 

Strand + 

End 3433 

Method TBLASTX : Mai ze 

End 3408 

Score 322 



Seq. ID OJ000150_30.0323.C30 
Strand + 



44921 






btart 


1 




End 


6269 - 






Name 


OJ000150 30.0323.C30.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


6266 






GI 


4680179 




Score 


4950 






Exons 


1..1558, 4808.. 6266 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


43995 




Seq. ID 


OJ000150 30.0323 


.C30 




Gene No . 


no ^ CO 




Strand 


+ 






Start 


1 




End 


6269 






Name 


OJ000150 30.0323.C30.ol 


.gs 


Method 


GENSCAN 






Start 


150 




End 


1655 






GI 


none 




Score 


. 96 






Exons 


150. .1655 












Seq. No. 


43995 




Seq. ID 


OJ000150 30.0323 


.C30 




Gene No . 


92458 




Strand 


+ 






Start 


1 




End 


6269 






Name 


OJ000150 30.0323.C30.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


180 




End 


r t~ o 

662 






GI 


none 




Score 


54 6 






Exons 


180. .662, 284. .619 










1 J 


Seq. No. 


43995 




Seq. ID 


OJ000150_30 .0323 


.C30 




Gene No. 


r\ o ACQ 

92458 




Strand 


+ 




ii __J 


Start 


1 




End 


6269 




i. ; : 


Name 


^OJ000150 30.0323.C30.o4 


. ts 


Method 


TBLASTX: Soybean 




ru 


Start 


216 




End 


530 




£3 


GI 


none 




Score 


183 




*i 


Exons 


216. .530 










ef 


Seq. No. 


43995 




Seq. ID 


OJ000150 30.0323 


.C30 


r 1 s 

s ~ 


Gene No. 


AO yl CO 

92458 




Strand 


+ 






Start 


1 




End 


6269 






Name 


OJ000150 30.0323.C30.o3 


.tin 


Method 


TBLASTX: Maize 






Start 


249 




End 


716 






GI 


none 




Score 


389 






Exons 


249. .716, 320. .619 










f ^ 


Seq. No. 


43995 




Seq. ID 


0 JO 0015 0_3 0.0323 


.C30 




Gene No . 


fiO A C Q 

9z4oo 




Strand 


+ 






Start 


1 




End 


6269 






Name 


OJ000150 30.0323.C30.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


603 




End 


998 






GI 


none 




Score 


57 






Exons 


603.. 635, 605.. 631, 639 


. .998, 


646. .717 


, 651. .968, 743.. 


997 




Seq. No. 


43995 




Seq. ID 


OJ000150_30.0323 


.C30 




Gene No . 


92458 




Strand 


+ 






Start 


1 




End 


6269 






Name 


OJ000150 30.0323.C30.o5 


.tw 


Method 


TBLASTX: Wheat 






Start 


711 




End 


1013 






GI 


none 




Score 


401 






Exons 


711. .1013, 714. .1004, 743. .1012 








Seq. No. 


43995 




Seq. ID 


OJ000150_30.0323 


.C30 




Gene No. 


92458 




Strand 


+ 





44922 






Start 


1 








End 


6269 






Name 


OJ000150 30 


.0323 


.C30.o5 


. tm 


Method 


TBLASTX: Maize 






Start 


732 








End 


1085 






GI 


none 








Score 


328 






Exons 


732. .1085, 


800. . 


1078 












Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323. 


.C30 






92458 








O L.-L. CtlUJ. 








Start 


1 








End 


6269 






Name 


OJ000150 30 


.0323 


.C30.o2, 


. tw 


Method 


TBLASTX: Wheat 






Start 


1014 








End 


1523 






GI 


none 








Score 


623 . 






Exons 


1014. .1523, 


1022 


. .1432, 


1053. 


.1436 








Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323, 


,C30 




VJC11C liv t 


92458 








O Li Ct 1 








Start 


1 








End 


6269 






Name 


OJ000150 30 


.0323 


.C30.o3, 


.ts 


Method 


TBLASTX : Soybean 






Start 


1020 








End 


1265 






GI 


none 








Score 


209 






Exons 


1020. .1265 
















Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323. 


C30 






Jtl JO 








oil dllU 


i 






Start 


1 








End 


6269 






Name 


OJ000150 30 


.0323 


.C30.o2. 


.tm 


Method 


TBLASTX: Maize 






Start 


1086 








End 


1449 




\ J 


GI 


none 








Score 


479 






Exons 


1086. .1439, 


1088 


. .1432, 


1126. 


.1449 








Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323. 


C30 




vJCHC IiU . 


Z* £. *i J O 








Strand 


+ 




i y 


Start 


1 








End 


6269 




£ 


Name 


OJ000150 30 


.0323 


.C30.o2. 


gs 


Method 


GEN SCAN 




is! 


Start 


2183 






End 


6269 






GI 


none 








Score 


.56 






Exons 


2183; .2556, 


2689 


. .2859, 


3710. 


.3842, 4770.. 6269 






Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323. 


C30 


7 ^ 


UC11C IH\J ■ 


92458 

JO 








Strand 


+ 




r ^ 


Start 


1 








End 


6269 






Name 


OJ000150 30 


.0323 


,C30.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


4803 


,„ 






End 


5255 






GI 


none 








Score 


558 






Exons 


4803. .5255, 


4809, 


. .5219, 


5000. 


.5254 








Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323. 


C30 




UC11C IN U • 


7^4 JO 








Strand 


+ 






Start 


1 








End 


6269 






Name 


OJ000150 30, 


.0323, 


.C30.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


4962 








End 


5279 






GI 


none 








Score 


93 






Exons 


4962. .5135, 


5136, 


. .5279, 


5138. 


.5278 








Seq. No. 


43995 








Seq. ID 


OJ000150_30.0323. 


C30 




Gene No. 


92458 








Strand 


+ 






Start 


1 








End 


6269 





44923 



Name OJ000150_30 . 0323 . C30 . o2 . ts 

Start 5043 

GI none 

Exons 5043.. 5303, 5048.. 5302 

Seq. No. 43995 

Gene No. 92458 

Start 1 

Name OJ000150_30 . 0323 . C30 . o4 . tm 

Start 5102 

GI none 

Exons 5102.. 5389, 5103.. 5393 



Method TBLASTX : Soybean 
End 5303 
Score 303 



Seq. ID OJ000150_30.0323.C30 

Strand + 

End 6269 

Method TBLASTX : Mai ze 

End 5393 

Score 38 6 



Seq. No. 43995 

Gene No. 92458 

Start 1 

Name OJ000150_30 . 0323 . C30 . ol . tw 

Start 5262 

GI none 

Exons 5262.. 5888, 5264.. 5887 



Seq. ID OJ000150_30.0323.C30 

Strand + 

End 6269 

Method TBLASTX : Wheat 

End 5888 

Score 724 



Seq. No. 43995 

Gene No. 92458 

Start 1 

Name OJ000150_30 . 0323 . C30 . ol . tm 

Start 5442 

GI none 
Exons 



Seq. ID OJ000150_30.0323.C30 

Strand + 

End 6269 

Method TBLASTX : Mai ze 

End 6029 

Score 218 



5442. .5603, 5448. .5594, 5450. .5596, 5600. .6028, 5601. .6029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43995 
92458 
1 

OJ000150_30.0323.C30.o6.tw 

5888 

none 



43995 
92458 
1 

OJ000150_30.0323.C30.o6.tm 

6030 

none 

6030.. 6242 



Seq. ID OJ000150_30.0323.C30 

Strand + 

End 6269 

Method TBLASTX : Wheat 

End 6256 

Score 372 



5888. .6088, 5889. .6221, 6203. .6256 



Seq. ID OJ000150_30.0323.C30 

Strand + 

End 6269 

Method TBLASTX : Mai ze 

End 6242 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



43996 
92459 
394 

OJ000150_30.0323.C31.ol.gp 
394 

uC-osflcyp033a04bl 
394. .777 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000150_30.0323.C31 

Strand + 

End 777 

Method AAT/GAP 

End 777 

Score 657 



43996 
92460 



Seq. ID OJ000150_30.0323.C31 
Strand + 



44924 



Start 
Name 
Start 
GI 

Exons 



1486 

OJ000150_30.0323.C31.ol.np 

1486 

4680179 

1486. .2294 



End 2294 ' 

Method AAT/NAP 

End 2294 

Score 1184 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


43996 


Seq. ID 


OJ000150 30.0323 


.C31 


Gene No. 


92460 


Strand 


+ 




Start 


1486 


End 


2294 




Name 


OJ000150 30.0323.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1580 


End 


2002 




GI 


none 


Score 


157 




Exons 


1580. .1774, 1615. .1728, 1814. 


.2002, 1840.. 1995 




Seq. No. 


43997 


Seq. ID 


OJ000150_30.0323 


.C32 


Gene No. 


92461 


Strand 






Start 


340 


End 


1971 




Name 


OJ000150 30.0323.C32.ol.np 


Method 


AAT/NAP 




Start 


340 


End 


1971 




GI 


7363272 


Score 


340 




Exons 


340. .469, 529. .1105, 1904. .1971 






GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 





Seq. No. 43998 Seq. ID 

Gene No. 92462 Strand 

Start 241 End 

Name OJ000150_30 . 0323 . C33 . ol . gs Method 

Start 241 End 

GI none Score 

Exons 241.. 523, 714.. 3542, 3639.. 5821 



OJ000150_30.0323.C33 

5956 
GENSCAN 
5821 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43998 Seq. ID 

924 62 Strand 

241 End 
OJ000150_30 . 0323 . C33 . ol . np Method 

285 End 

7363271 Score 
285. .441 

(AP001552) hypothetical protein [Oryza sativa] 



OJ000150_30.0323.C33 

5956 
AAT/NAP 
441 
128 



43998 Seq. ID OJ000150_30 . 0323 . C33 

92462 Strand 

241 End 5956 

OJ000150_30 . 0323 . C33 . o2 . np Method AAT/NAP 

500 End 5956 

5922631 Score 6135 

500. .3024, 3631. .4554, 4681. .4832, 4875. .5446, 5492. .5661, 

5815.. 5956 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 
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Seq. No. 43998 

Gene No. 92462 

Start 241 

Name OJ000150_30. 0323.C33 .06. tm 

Start 596 

GI none 

Exons 596.-856 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Mai ze 

End 856 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43998 
92462 
241 

OJ000150_30.0323.C33.o6.tw 

596 

none 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Wheat 

End 1087 

Score 80 



596. .754, 809. .1087, 825. .926, 978. .1067 



43998 
92462 
241 

OJ000150_30 . 0323 . C33 . o5 . tm 

857 

none 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Mai ze 

End 1130 

Score 56 



857. .943, 953. .1036, 966. .1040, 1023. .1130, 1031. .1129 



43998 
92462 
241 

OJ000150_30.0323.C33.o3. tw 

1202 

none 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Wheat 

End 1589 

Score 101 



1202. .1387, 1202. .1588, 1278. .1589 



43998 
92462 
241 

OJ000150_30 . 0323 . C33 . ol . tm 

1232 

none 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Mai ze 

End 1594 

Score 67 



1232. .1279, 1233. .1280, 1251. .1574, 1271. .1594, 1284. .1574 



43998 
92462 
241 

OJ000150_30.0323.C33.o5.tw 

1783 

none 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Wheat 

End 4291 

Score 52 



1783. .1842, 3834. .4070, 3836. .4066, 4115. .4291 



43998 
92462 
241 

OJ000150_30 . 0323 . C33 . o4 . tw 

1907 

none 

1907. .2329, 1917.. 2321 



Seq. ID OJ000150_30.0323.C33 
Strand 

End 5956 

Method TBLASTX : Wheat 

End 2329 

Score 273 



Seq. No. 



43998 



Seq. ID OJ000150_30.0323.C33 



44926 






Gene No. 


92462 








Strand 








Start 


241 








End 


5956 






Name 


ATrtrtAi c A o a 

UJUUUloU oU 


n o o o 
. Uozo , 


POO _ O 

. Coo . Oz 


. ts 


Method 


TBLASTX : Soybean 






btart 


iyou 








End 


2338 






P T 

bl 


none 








Score 


14 9 






Exons 


iyou . . zoou, 


iyoz . 


. . zooo 












beq. no. 


4 jy y a 








Seq. ID 


r\ 7 r\ r\ r\ ~\ cr\ oa aooo 

OJOUUIdO 30.0323 


y^t o o 

. C33 




Gene No. 


92462 








Strand 








Start 


241 








End 


5956 






Name 


UJUUUIjU jU , 


n OO O 

. Uozo . 


, bOO . 04 


. tm . 


Method 


TBLASTX: Maize 






otart 










End 


2276 






PT 
bl 


none 








Score 


66 






Exons 


zUUo . . ZxUi , 


ZUU4 , 


o n c o 

, . zuoy , 


Ol rtC 

ZlUo . 


.2266, 2106.. 2276 






O <^ XT 

beq. no. 


A 1 Q QQ 

4 yy 








Seq. ID 


OJ000150_30.0323 


.C33 




Gene No. 


92462 








Strand 








Start 


241 








End 


5956 






Name 


r» Tnnm Rn on 


n oo o 
. Uozo . 


boo . oy 


. tw 


Method 


TBLASTX: Wheat 






O 4- —.4- 

btart 


ZOO J 








End 


2615 






pt 
b± 


none 








Score 


70 






Exons 


O O O O oci yi 

zo Jo . . z oI4 , 


O O A C 

zo4o . 


. z4 /y, 


o c o o 
ZOOO . 


.2615 








beq. no. 


4oy yy 








Seq. ID 


OJ000150_30.0323 


.C33 




bene no. 


yz4 oz 








Strand 






\ 3 


Start 


241 








End 


5956 




-Z sr. 

E J z 


Name 


OJ000150_30. 


0323. 


C33.o2, 


.tm 


Method 


TBLASTX: Maize 




— ■ - 

f Li 


otart 


1 A R O 
Z400 








End 


2897 






pt 
bl 


none 








Score 


89 






Exons 


z4oo . . z4 / y , 


Z4 / / . 


. zooU, 


O A A A 

z490 . 


.2621, 2636. .2872, 2642. .2896, 






zd4 o . . zo y / 














W 

r : I 


oeq. no. 


4oy yy 








Seq. ID 


OJ000150_30.0323 


.C33 




Gene No. 


92462 








Strand 








Start 


241 








End 


5956 




f ^ 


Name 


UJUUUlOU ou . 


n O O O 

Uozo . 


poo -.1 

boo . Ol , 


. ts 


Method 


TBLASTX: Soybean 






b tar t 


oca a 
Z3b4 








End 


2965 






b± 


none 








Score 


39 






Exons 


zoo4 . . z y od f 


zoo/. 


. Z / DO, 


O O A C 


.2948 








beq. no. 


4 oy yy 








Seq. ID 


OJ000150_30.0323 


.C33 




Gene No. 


92462 








Strand 








Start 


241 








End 


5956 






Name 


ATnnni Rn on 
UJ UUU10U OU . 


n o o o 
Uozo . 


POO y-iO 

Coo . OZ . 


, tw 


Method 


TBLASTX: Wheat 






btart 


zoiy 








End 


3043 






pt 
bl 


none 








Score 


284 






Exons 


zoiy . . zyy y, 


O C O O 

ZDOO . 


O A A o 

. 3043 












beq. No. 


>l o o o o 

4oyyy 








Seq. ID 


OJ000150_30.0323, 


.C33 




Gene No. 


92462 








Strand 








Start 


241 








End 


5956 






Name 


OJ000150 30. 


0323. 


C33.o3 


tm 


Method 


TBLASTX: Maize 






Start 


3128 








End 


3484 






GI 


none 








Score 


86 






Exons 


3128. .3421, 


3128. 


.3484, 


3138. 


.3443 








Seq. No. 


43998 








Seq. ID 


OJ000150_30.0323< 


.C33 



44927 




Gene No . 


92462 






Strand 






Start 


241 






End 


5956 




Name 


OJ000150 30. 


0323.C33.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3158 






End 


3614 




GI 


none 






Score 


271 




Exons 


3158. .3613, 


3159. .3614 










Seq. No. 


43998 






Seq. ID 


OJ000150_30.0323 


.C33 


Gene No . 


92462 






Strand 






Start 


241. 






End 


5956 




Name 


OJ000150_30. 


0323.C33.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


3209 






End 


3574 




GI 


none 






Score 


138 




Exons 


3209. . 3343, 


3350. . 3574 










Seq. No. 


43998 






Seq. ID 


OJ000150_30.0323 


.C33 


Gene No. 


92462 






Strand 






Start 


241 






End 


5956 




Name 


OJ000150 30. 


0323.C33.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


3836 






End 


3983 




GI 


none 






Score 


114 




Exons 


3836. .3982, 


3837. .3983 










Seq. No. 


43998 






Seq. ID 


OJ000150_30.0323 


.C33 


Gene No. 


92462 






Strand 






Start 


241 






End 


5956 




Name 


OJ000150 30. 


0323.C33.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


4868 






End 


5270 




GI 


none 






Score 


117 




Exons 


4868. .5269, 


5001. .5270 










Seq. No. 


43999 






Seq. ID 


OJ000150_30.0323 


.C34 


Gene No. 


92463 






Strand 


+ 




Start 


225 






End 


571 




Name 


OJ000150 30. 


0323.C34.ol 


.gs 


Method 


GENSCAN 




Start 


225 




End 


571 




GI 


none 






Score 


.47 




Exons 


225. .571 












Seq. No. 


43999 






Seq. ID 


OJ000150_30.0323 


.C34 


Gene No. 


92464 






Strand 






Start 


1 






End 


530 




Name 


.OJ000150 30. 


0323.C34.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


530 




GI 


5902444 






Score 


763 




Exons 


1. .530 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44000 






Seq. ID 


OJ000150_30.0323 


.C45 


Gene No. 


92465 






Strand 


+ 




Start 


1 






End 


368 




Name 


OJ000150 30. 


0323.C45.ol 


• gp 


Method 


AAT/GAP 




Start 


1 






End 


368 




GI 


uC-osflcyp033a04bl 




Score 


597 





Exons 1..368 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44000 Seq. ID 

924 66 Strand 

1 End 
OJ000150_30 . 0323 . C45 . ol . np Method 

1 End 

4680186 Score 
1..131, 1439. .1478 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000150_30.0323.C45 

1478 
AAT/NAP 
1478 
149 



44001 Seq. ID OJ000150_30 . 0323 . C4 6 

924 67 Strand + 

818 End 6135 

OJ000150_30 . 0323 . C4 6 . ol . gp Method AAT/GAP 

818 End 1203 

uC-osflcyp033a04bl Score 629 

818. .1203 

•6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 44001 Seq. ID 

Gene No. 924 67 Strand 

Start 818 End 

Name OJ000150_30 . 0323 . C4 6. ol . gs Method 

Start 923 End 

GI none Score 

Exons 923. .988, 2456. .3805' 



OJ000150_30.0323.C46 
+ 

6135 
GENS CAN 
3805 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44001 
92467 
818 

OJ000150 
2487 
6983860 
2487. .3258, 
(AP001168) 
(AF061282) 



_30.0323.C4 6.o2.np 



3457.. 3692, 6090 
Similar to 22 kDa 
[Oryza sativa] 



Seq. ID OJ000150_30.0323.C46 

Strand + 

End 6135 

Method AAT/NAP 

End 6135 

Score 660 
.6135 

kafirin cluster; Ty3-Gypsy type 



44001 Seq. ID 

924 67 Strand 
818 End 
OJ000150_30.0323.C4 6.o3.np Method 
3637 End 
130582 Score 
3637. .3751 

RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



OJ000150_30.0323.C46 
+ 

6135 
AAT/NAP 
3751 
46 



44001 Seq. ID 

924 68 Strand 

747 End 
OJ000150_30.0323.C4 6.ol.np Method 

747 End 

4680186 Score 

747.. 969, 2673.. 2700 



OJ000150_30 . 0323 . C4 6 

2700 
AAT/NAP 
2700 
204 



44929 




GI Descrip.. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 


44001 


Seq. ID 


OJ000150_30.0323.C46 


Gene No. 


92469 


Strand 




Start 


2678 


End 


3217 


Name 


OJ000150 30.0323.C46.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2678 


End 


3037 


GI 


none 


Score 


274 


Exons 


2678. .3037, 2680.. 3033 






Seq. No. 


44001 


Seq. ID 


OJ000150_30.0323.C46 


Gene No. 


92469 


Strand 




Start 


2678 


End 


3217 


Name 


OJ000150 30.0323.C46.ol.tm 


Method 


TBLASTX: Maize 


Start 


2918 


End 


3217 


GI 


none 


Score 


227 


Exons 


2918. .3217, 2932. .3021 






Seq. No. 


44002 


Seq. ID 


OJ000150 30.0323.C47 


Gene No. 


92470 


Strand 


+ 


Start 


207 


End 


724 


Name 


OJ000150 30.0323.C47.ol.gs 


Method 


GENSCAN 


Start 


207 


End 


724 


GI 


none 


Score 


.71 


Exons 


207.. 347, 605.. 724 






Seq. No. 


44003 


Seq. ID 


OJ000150_30.0323.C53 


Gene No. 


92471 


Strand 


+ 


Start 


108 


End 


273 


Name 


OJ000150 30.0323.C53.ol.gs 


Method 


GENSCAN 


Start 


108 


End 


273 


GI 


none 


Score 


.77 


Exons 


108. .183, 251. .273 






Seq. No. 


44003 


Seq. ID 


OJ000150_30.0323.C53 


Gene No. 


92472 


Strand 


+ 


Start 


662 


End 


1348 


Name 


OJ000150 30.0323.C53.ol.gp 


Method 


AAT/GAP 


Start 


662 


End 


1348 


GI 


1124 2.R1084 


Score 


1218 


Exons 


662. .1348 






GI Descrip. 


, 2494320/sp|P55876|IF5 MAIZE 


9.0e-25 EUKARYOTIC TRANSLATION 




INITIATION FACTOR 5 (EIF-5) 


>gi_1806575_emb_CAA67868_ (X995: 




Eukaryotic initiation factor 


-5 [Zea mays] 1 




44003 


Seq. ID 


OJ000150_30.0323.C53 


Gene No. 


92473 


Strand 




Start 


967 


End 


1538 


Name 


OJ000150 30.0323.C53.ol.tc 


Method 


TBLASTX: Cress 


Start 


809 


, End 


1194 


GI 


none 


Score 


63 


Exons 


809. .862, 955. .1041, 967. .1047, 968. .1048, 1057. .1194, 




1058. .1174 






Seq. No. 


44003 


Seq. ID 


OJ000150_30.0323.C53 


Gene No. 


92473 


Strand 




Start 


967 


End 


1538 



44930 



Name 


OJ000150 30.0323.C53.ol.np 


Method 


AAT/NAP 


Start 


964 


End 


1538 


GI 


4160402 


Score 


586 


Exons 


964. .1538 






GI Descrip. 


(AJ132240) eukaryotic translation initiation factor 5 [Zea mays] 


Seq. No. 


44003 


Seq. ID 


OJ000150 30.0323.C53 


Gene No. 


92473 


Strand 




Start 


967 


End 


1538 


Name 


OJ000150 30 . 0323 .C53.o2 .gs 


Method 


GENSCAN 


Start 


967 


End 


1533 


GI 


none 


Score 


.89 


Exons 


967 . . 1533 






Seq. No. 


44003 


Seq. ID 


OJ000150 30.0323.C53 


Gene No. 


92473 


Strand 




Start 


967 


End 


1538 


Name 


OJ000150 30 . 0323.C53 .ol . tm 


Method 


TBLASTX: Maize 


Start 


971 


End 


1538 


GI 


none 


Score 


400 


Exons 


971..1528, 976..1218, 995.. 


1357, 1276. 


. 1428, 1487 . . 1537, 




1506. . 1538 






Seq. No. 


44003 


Seq. ID 


OJ000150_30. 0323.C53 


Gene No. 


92473 


Strand 




Start 


967 


End 


1538 


Name 


OJ000l50_30. 0323.C53.ol. tw 


Method 


TBLASTX: Wheat 


Start 


971 


End 


1250 


GI 


none 


Score 


263 


Exons 


Q"7 1 1 Ol Q Q"7C 1 oi Q QQ/! 


1250, 992.. 


1249 


Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323.C55 


Gene No. 


92474 


Strand 


+ 


Start 


265 


End 


4310 


Name 


OJ000150 30.0323.C55.ol.np 


Method 


AAT/NAP 


Start 


265 


End 


4310 


GI 


7485479 


Score 


652 


Exons 


265.. 304, 1819.. 2040, 2071. 


.2236, 2264 


..2627, 2672. .3119, 




4269. .4310 






GI Descrip. 


hypothetical protein F14M19 


.110 - Arabidopsis thaliana 




gi I 4539301 1 emb | CAB39604 . 1 1 


(AL049480) 


putative mitochondrial 



protein [Arabidopsis thaliana] gi | 7269434 | emb | CAB79438 . 1 | 
(AL161564) putative mitochondrial protein [Arabidopsis thaliana] 



Seq. No. 


44004 










Seq. ID 


OJ000150 


_30 


0323. 


C55 


Gene No. 


92474 










Strand 


+ 








Start 


265 










End 


4310 








Name 


OJ000150 30. 


0323 


C55 


.ol 


.gs 


Method 


GENSCAN 








Start 


1639 










End 


3165 








GI 


none 










Score 


1 








Exons 


1639. .3165 




















Seq. No. 


44004 










Seq. ID 


OJ000150_ 


_30. 


0323. 


C55 


Gene No. 


92474 










Strand 


+ 








Start 


265 










End 


4310 








Name 


OJ000150 30. 


0323 


C55 


.ol 


.gp 


Method 


AAT/GAP 








Start 


1939 










End 


2390 









44931 



GI 

Exons 



3760307 
1939. .2390 



Score 



842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44004 
92475 
10244 

OJ000150_30 . 0323 . C55 . o3 . gs 

10244 

none 

10244. .10317, 
12387. .12441, 



10612. .10766, 
12483. .12600, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

11899. 

12612. 



11955, 
12739, 



OJ000150_ 
+ 

14076 
GENSCAN 
14076 
.52 

12166. 
14029. 



30.0323.C55 



.12376, 
.14076 

30.0323.C55 



44004 Seq. ID OJ000150_ 

92476 Strand + 

15044 End 16319 

OJ000150_30 . 0323 . C55 . o4 . gs Method GENSCAN 

15044 End 16319 

none Score .71 

15044. .15139, 15194. .15298, 15395 .. 15609, 15709 .. 158 66, 
16282. .16319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44004 
92477 
4840 

OJ000150_30.0323. 

4840 

7485479 

4840.. 4868, 6190. 



Seq. ID OJ000150_30.0323.C55 
Strand 

End 8828 

C55.o2.np Method AAT/NAP 

End 8828 

Score 614 
.7025, 7070. .7271, 8789. .8828 



hypothetical protein F14M19.110 - Arabidopsis thaliana 
gi I 4539301 1 emb | CAB39604.il (AL04 9480) putative mitochondrial 
protein [Arabidopsis thaliana] gi | 7269434 | emb | CAB79438 . 1 1 
(AL161564) putative mitochondrial protein [Arabidopsis thaliana] 



44004 
92478 
10805 

OJ000150_30.0323.C55.ol.ts 

1651 

none 

1651.. 1734, 2281.. 2628, 2304 
3001.. 3141, 6203.. 6403, 6209 
6868. .6987 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 30.0323.C55 



20702 

TBLASTX : Soybean 
6987 
65 

.2618, 2745. .2948, 2749.-2967, 
.6385, 6475.. 6843, 6638. .6718, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1824. 
7249. 



.2006, 1825. 
.7323 



OJ000150_30 .^323 . C55 
20702 

TBLASTX: Maize 
7323 
53 

1899, 1966. .2007, 7102. .7245, 7106. .7246, 



44004 Seq. ID 

92478 Strand 

10805 End 

OJ000150_30 . 0323 . C55 . o2 . tm Method 

1824 End 

none Score 



Seq. No. 
Gene No. 
Start 
Name 
Start 



44004 

92478 

10805 

OJ000150 

2272 



30.0323.C55.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000150_30.0323.C55 
20702 

TBLASTX: Maize 
6864 



44932 




GI none Score 34 9 

Exons 2272.. 2628, 2286.. 2495, 2736.. 2888, 2773.. 2889, 6287.. 6403, 

6290. .6385, 6318. .6401, 6469. .6864, 6638. .6721 



Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323. 


C55 


Gene No. 


92478 


Strand 






Start 


10805 


End 


20702 




Name 


OJ000150 30.0323.C55.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2755 


End 


6403 




PT 


none 


Score 


235 




Exons 


2755. .2970, 2775.-2927, 6203. .6403, 6203.. 6403 




Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323. 


C55 


Gene No. 


92478 


Strand 






Start 


10805 


End 


20702 




Name 


OJ000150 30.0323.C55.ol.tc 


Method 


TBLASTX: Cress 




Start 


2773 


End 


6403 




GI 


none 


Score 


246 




Exons 


2773.. 2970, 2775.. 2903, 3010.. 3153, 6203.. 6403 






44004 


Seq. ID 


OJ000150_30.0323. 


C55 


Gene No. 


92478 


Strand 






Start 


10805 


End 


20702 




Name 


OJ000150 30.0323.C55.o3.np 


Method 


AAT/NAP 




Start 


10805 


End 


20416 




GI 


1170408 


Score 


286 




Exons 


10805. .10906, 19677. .19732, 


19763. .19889, 19988 .. 20067 , 






20286. .20416 








bi uescrip. 


HOMEOBOX-LEUCINE ZIPPER PROTEIN HAT 14 


(HD-ZIP PROTEIN 14) 




gi 1549885 (U09334) homeobox protein [Arabidopsis thaliana] 


Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323. 


C55 


Gene No. 


92478 


Strand 






Start 


10805 


End 


20702 




Name 


OJ000150 30.0323.C55.o5.gs 


Method 


GENS CAN 




Start 


19616 


End 


20702 




GI 


none 


Score 


.91 




Exons 


19616. .19889, 19988 .. 20067 , 


20286. .20702 




Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323. 


C55 


Gene No. 


92478 


Strand 






Start 


10805 


End 


20702 




Name 


OJ000150 30.0323.C55.o2.ts 


Method 


TBLASTX: Soybean 




Start 


19676 


End 


20367 




GI 


none 


Score 


83 




Exons 


19676. .19714, 19778 .. 19897, 


19839. .19892, 19987 .. 20064 , 






19988. .20029, 20289 .. 20366, 


20293. .20367 




Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323. 


C55 


Gene No. 


92478 


Strand 






Start 


10805 


End 


20702 




Name 


OJ000150 30.0323.C55.o2.tc 


Method 


TBLASTX: Cress 




Start 


19778 


End 


20363 




gi^; 


none 


Score 


86 




Exons 


19778. .19897, 19839 .. 19892, 


19987. .20064, 19988 .. 20029, 





20289. .20363 
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Seq. No. 


44004 


Seq. ID 


OJ000150_30.0323.C55 


Gene No . 


92478 


Strand 




Start 


10805 


End 


20702 


Name 


OJ000150 30.0323.C55.o3.tm 


Method 


TBLASTX: Maize 


Start 


19778 


End 


20085 


GI 


none 


Score 


76 


Exons 


19778. .19897, 19839 .. 19892, 19987 20085, 19988. .20029 


Seq. No. 


H H U U D 


oeq . in 




Gene No . 


92479 


Strand 


+ _ 


Start 


69 


End 


1082 


Name 








Start 






1 net o 


GI 


none 


Score 


Qp 


Exons 


oy . . z ou , ou/ . . iuoz 






Seq. No. 


/ yl r* A C 


oeq. id 


UJUUUlOU jU.UJZj.LOD 


Gene No . 


09 A Q n 
:?Z ft o U 


Strand 




Start 


2261 


End 


2916 


Name 


OJ000150 30.0323.C56.o2.gs 


Method 


GENSCAN 


Start 


2261 


End 


2916 


GI 


none 


Score 


.41 


Exons 


2261. .2462, 2488. .2714, 2753. 


.2916 




Seq. No. 


44005 


Seq. ID 


OJ000150_30.0323.C56 


Gene No. 


92481 


Strand 




Start 


3060 


End 


4011 


Name 


OJ000150 30.0323.C56.ol.np 


Method 


AAT/NAP 


Start 


3060 


End 


4011 


GI 


6069646 


Score 


223 


Exons 


3060.. 3090, 3272.. 3364, 3397. 


.3649, 3974. .4011 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC00531 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence 




putative non-LTR retroelement 


reverse 


transcriptase . ( AC00624 




[Oryza sativa] 






Seq. No. 


44006 


Seq. ID 


OJ000150_30.0323.C57 


Gene No. 


92482 


Strand 




Start 


721 


End 


1420 


Name 


OJ000150 30.0323.C57.ol.gp 


Method 


AAT/GAP 


Start 


721 


End 


1081 


GI 


2801072 


Score 


669 


Exons 


721. .1081 






GI Descrip. 


3281853/emb|CAA1974 8 | 5.0e-34 


(AL031004) putative protein 




[Arabidopsis thaliana] 







Seq. No. 44006 Seq. ID OJ000150_30 . 0323 . C57 

Gene No. 92482 Strand 

Start 721 End 1420 

Name OJ000150_30.0323.C57.ol.np Method AAT/NAP 

Start 866 End 1420 

GI 7486331 Score 81 

Exons 866.. 1093, 1325.. 1420 

GI Descrip. hypothetical protein F28M20.60 - Arabidopsis thaliana 
gi|3281853|emb|CAA19748.1| (AL031004) putative protein 
[Arabidopsis thaliana] gi | 7270078 | emb | CAB79893 . 1 | (AL161579) 



44934 




putative protein [Arabidopsis thaliana] 



Seq. No. 


44007 




Seq. ID 


OJ000150_30.0323.C58 


Gene No. 


92483 




Strand 


+ 


Start 


2738 




End 


6629 


Name 


OJ000150 30 


.0323.C58.o2.gs 


Method 


GEN SCAN 


Start 


2738 




End 


6629 


GI 


none 




Score 


.52 ■ 


Exons 


2738. .2940, 


3097.. 3394, 3447. 


.3752, 5903.. 6104, 6526.. 6629 


Seq. No. 


44007 




Seq. ID 


OJ000150_30. 0323.C58 


Gene No. 


92483 




Strand 


+ 


Start 


2738 




End 


6629 


Name 


OJ000150 30 


.0323.C58.o2.np 


Method 


AAT/NAP 


Start 


2741 




End 


5140 


GI 


7239507 




Score 


161 


Exons 


2741. .3106, 


5081. .5140 






GI Descrip. 


(AC012654) 


Contains similarity to the polyadenylation factor 



JcDa subunit from Xenopus laevis gb|U17394; It contains RNA 
recognition motif PF | 00076. ESTs gb|AI993960 and T42211 come 
from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44007 Seq. ID OJ000150 

92483 Strand + 

2738 End 6629 

OJ000150_30 . 0323 . C58 . o3 .np Method AAT/NAP 

3291 End 4782 

5852093 Score 78 

3291.. 3310, 4676.-4782 



30.0323.C58 



GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44007 Seq. ID 

92484 Strand 

7600 End 
OJ000150_30 . 0323 . C58 . o3 . gs Method 

7600 End 

none Score 

7600.. 7656, 8067.. 8174 



OJ000150_30.0323.C58 
+ 

8174 
GENS CAN 
8174 
.64 



OJ000150 30.0323.C58 



44007 Seq. ID 

92485 Strand 
1 End 
OJ000150_30 . 0323 . C58 . ol . np Method 
1 End 
7486331 Score 

1..311, 431. .517, 739. .897, 1004. .1102, 1218. .1420, 1609. .1702 
hypothetical protein F28M20.60 - Arabidopsis thaliana 
gi I 3281853 | emb | CAA19748.il (AL031004) putative protein 
[Arabidopsis thaliana] gi | 7270078 | emb | CAB79893 . 1 1 (AL161579) 
putative protein [Arabidopsis thaliana] 



2089 
AAT/NAP 
1702 
713 
1218. .1420, 



Seq. No. 44007 Seq. ID 

Gene No. 92485 Strand 

Start 1 End 

Name OJ000150_30 . 0323 . C58 . ol . gp Method 

Start 220 End 

GI 2801072 Score 



OJ000150_30.0323.C58 

2089 
AAT/GAP 
504 
235 



44935 



Exons 220.. 311, 430.. 504 

GI Descrip. 3281853/emb | CAA19748 | 5.0e-34 (AL031004) putative protein 
[Arabidopsis thaliana] 



Seq. No. 44007 

Gene No. 92485 

Start 1 

Name OJ000150_30. 0323.C58.ol.gs 

Start 220 

GI none 

Exons 220. .311, 431. .517, 739. .897, 1004. .1102, 1218. .1345, 
1756. .1847, 2027. .2089 



Seq. ID OJ000150_30.0323.C58 
Strand 

End 2089 

Method GENSCAN 

End 2089 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44007 
92485 
1 

OJ000150_30 . 0323 . C58 . o2 . gp 
834 

29663 1.R1084 



Seq. ID OJ000150_30.0323.C58 
Strand 

End 2089 

Method AAT/GAP 

End 1902 

Score 793 



834. .897, 1004. .1102, 1218. .1345, 1756. .1902 

1 328 1853/emb | CAA19748 | 3.0e-21 (AL031004) putative protein 

[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



44007 
92486 
8504 

OJ000150_30.0323.C58.ol.tc 

218 

none 



Seq. ID OJ000150_30.0323.C58 
Strand 

End 8661 

Method TBLASTX : Cress 

End 856 

Score 91 



218. .310, 220. .312, 220. .318, 224. .319, 427. .465, 429. .521, 
743. .856, 744. .836 



Seq. No. 44007 

Gene No. 92486 

Start 8504 

Name OJ000150_30.0323.C58.ol.ts 

Start 218 

GI none 
Exons 



Seq. ID OJ000150_30.0323.C58 
Strand 

End 8661 

Method TBLASTX : Soybean 

End 1348 

Score 88 



218. .310, 219. .293, 220. .318, 224. .313, 421. .465, 429. .518, 
740. .898, 744. .866, 775. .876, 1005. .1103, 1006. .1122, 
1213. .1347, 1217. .1348, 1218. .1340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44007 
92486 
8504 

OJ000150_30 . 0323 . C58 . ol . tm 

218 

none 



Seq. ID OJ000150_30.0323.C58 
Strand 

End 8661 

Method TBLASTX : Maize 

End 1350 

Score 150 



218. .313, 220. .318, 427. .465, 429. .518, 743. .898, 744. .866, 
1005. .1103, 1006.. 1107, 1213. .1326, 1213.. 1350, 1218. .1346 



Seq. No. 44007 

Gene No. 92486 

Start 8504 

Name OJ000150_30 . 0323 . C58 . ol . tw 

Start 755 

GI none 



Seq. ID OJ000150_30.0323.C58 
Strand 

End 8661 

Method TBLASTX : Wheat 

End 1347 

Score 83 



44936 



• 



Exons 


755. .898, 756. -.857, 761. 


.898, 


1005. .1103, 1006. .1140, 1213. 


Seq. No. 


44007 




Seq. ID 


OJ000150_30.0323.C58 


tjene vio . 


yz ** 0 0 




OLi dilQ 




Start 


8504 




CjIIQ. 


0 DO 1 


Name 


OJ000150 30.0323.C58.o2. 


tc 


rJcUUOU 


1 dJjAo 1 a . ore s s 


Start 


1213 




FnH 


X O H 0 


GI 


none 




Score 




Exons 


1213. .1341, 1213. .1347, 


1217. 


• X O 4 0 




Seq. No. 


44007 




Seq. ID 


OJ000150_30.0323.C58 


VJCllC INU • 


Q04QC 

.7Z *± O D 




Cf- v--> nr | 




Start 


8504 




FnH 


r £ £ i 

ODDl 


Name 


OJ000150 30.0323.C58.o3. 


gp 


LUG LilUU 


a a t /rap 


Start 


8504 




FnH 


0OO1 


GI 


427595 




Score 


9 R 9 
Z O Z 


Exons 


8504. .8661 








Seq. No. 


44008 




Seq. ID 


OJ000150_30.0323.C59 












Start 


630 








Name 


OJ000150 30.0323.C59.ol. 


gp 






Start 


224 






D OZ 


GI 


427595 




Score 


D / U 


Exons 


224. .562 








Seq. No. 


44008 




Seq. ID 


OJ000150_30.0323.C59 




:7Z ft O / 




Q +- y- 2 n/H 

otiana 




Start 


630 






1 "^"^n 
xoou 


Name 


OJ000150 30.0323.C59.ol. 


gs 


TUT ^ W y™v /H 


(a Ei IN OW\IN 


Start 


630 


FnH 


i 99£ 

X z z 0 


GI 


none 




Score 


• O _7 


Exons 


630. .1226 








Seq. No. 


44008 




Seq. ID 


OJ000150_30.0323.C59 


Gene No. 


92487 




Strand 




jLdlL 


fi**n 




End 


1330 


Name 


OJ000150 30.0323.C59.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


641 




End 


1230 


GI 


none 




Score 


78 


Exons 


641. .733, 651. .764, 652. 


.762, 


765. .1106, 777. .842, 799. .110 




1101.. 1229, 1102.. 1230 








Seq. No. 


44008 




Seq. ID 


OJ000150_30.0323.C59 


Gene No. 


92487 




Strand 




Start 


630 




End 


1330 


Name 


OJ000150 30.0323.C59.ol. 


np 


Method 


AAT/NAP 


Start 


792 




End 


1330 


GI 


7258384 




Score 


255 


Exons 


792. .1330 








GI Descrip. 


(AL138650) putative protein [Arabidopsis thaliana] 


Seq. No. 


44008 




Seq. ID 


OJ000150_30.0323.C59 


Gene No. 


92487 




Strand 




Start 


630 




End 


1330 


Name 


OJ000150 30.0323.C59.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


813 




End 


1205 



44937 




GI 


none 


Score 


61 




Exons 


813. .1040, 1012. .1140, 1041.. 


1205 






Seq. No. 


44008 


Seq. ID 


OJ000150_30.0323 


.C59 


bene inu . 


92487 


Strand 






Start 


630 


End 


1330 




Name 


OJ000150 30.0323.C59.ol.ts 


Method 


TBLASTX : Soybean 




Start 


840 


End 


1205 




GI 


none 


Score 


86 




Exons 


840. .1205, 841. .963, 1015. .1146 






Seq. No. 


44008 


Seq. ID 


OJ000150_30.0323 


.C59 




92487 


Strand 






Start 


630 


End 


1330 




Name 


o.toooi so 30 0393 csq ni -t-w 


Method 


TBLASTX: Wheat 




Start 


ft 61 ~ 
O \J X 


End 


1241 




GI 




Score 


269 




Exons 


861 1241 883 1149 

U U X . . X M X , UU J • . X X M ^ 








Seq. No. 


44008 


Seq. ID 


OJ000150_30.0323 


.C59 


Gene No. 


92487 


Strand 






Start 




End 


1330 






D.TOOOI SO 30 0393 r^q n9 nr\ 


Method 


AAT/GAP 




Start 


1043 ~~ 


End 


1330 




GI 


iiP— o<5"F1 n \tt\ 1 S4rr03h1 


Score 


354 




Exons 


1043 199Q 19Q9 1330 








GI Descrip. 


1 S9 697 6S /^mh 1 TAR4 SQ1 3 119 0^ 


-36 (AL080283) putative proteir 




r7\-r*riV>T iHr~\T~^<3"i q fha 1 -1 ana 1 * 
ini auiuupo x o Liictx xctiicL J 








Seq. No. 


44009 


Seq. ID 


OJ000150_30.0323 


.C60 


Pftna NT /"\ 

oene ino . 


92488 


Strand 


+ 




Start 


248 


End 


364 




Name 


O.TOOOI SO 30 0393 P60 ol rrc; 


Method 


GENSCAN 




Start 


948 ~ 

£. *4 O 


End 


364 




GI 




Score 


.4 




Exons 


948 364 








Seq. No. 


44009 


Seq. ID 


OJ000150 30.0323 


.C60 


Gene No. 


92489 


Strand 


+ 




Start 


1343 


End 


4152 




Name 


O.T0001 SO *30 039? r"£0 r*1 nn 


Method 


AAT/NAP 




Start 


1343 


End 


4152 




GI 


7340860 


Score 


69 




Exons 


1343. .1433, 2623. .2742, 4079. 


.4152 






GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


44009 


Seq. ID 


OJ000150_30.0323 


.C60 


bene ino • 


92490 


Strand 


+ 




Start 


4570 


End 


5738 




Name 


OJ000150 30.0323.C60.o3.gs 


Method 


GENSCAN 




Start 


4570 


End 


5738 




GI 


none 


Score 


. 9 




Exons 


4570. .4773, 5610. .5738 








Seq. No. 


44009 


Seq. ID 


OJ000150_30.0323, 


.C60 


Gene No. 


92491 


Strand 







44938 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000150_30 . 0323 . C60 . ol . gp 
1 

uC-osflcypl54g03bl 
1. .119 

, 5262765/emb|CAB45913.1| 2. 
[Arabidopsis thaliana] 1 

44009 
92492 
2079 

OJ000150_30.0323.C60.o2.gs 

2079 

none 

2079.. 2579, 2928.. 2942 

44009 
92493 
6448 

OJ000150_30.0323.C60.ol.tm 
41 

none 



End 

Method 

End 

Score 



119 

AAT/GAP 

119 

217 



0e-36 (AL080283) putative protein 



OJ000150_30.0323.C60 

2942 
GENS CAN 
2942 
.74 



OJ000150_30.0323.C60 
8915 

TBLASTX: Maize 
450 
40 

41. .82, 44. .124, 63. .131, 173. .280, 174. .278, 394. .450 

44009 Seq. ID OJ000150_30 . 0323 . C60 

924 93 Strand 

6448 End 8915 

OJ000150_30 . 0323 . C60 . o4 . gs Method GENSCAN 

6448 End 8915 

none Score .75 

6448.-6744, 8862. .8915 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44010 
92494 
168 

OJ000150_30.0323.C62.ol.np 
168 

7486380 
168. .2183 

hypothetical protein F3L17 
gi I 5262765 | emb | CAB45913.il 

[Arabidopsis thaliana] gi | 7270057 | emb | CAB79872 . 1 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_ 
+ 

2189 
AAT/NAP 
2183 
1847 



30.0323.C62 



110 - Arabidopsis thaliana 
(AL080283) putative protein 

(AL161579) 



44010 Seq. ID 

92494 Strand 

168 End 

OJ000150_30 . 0323 . C62 . ol . gs Method 

198 End 

none Score 
198. .2189 

44010 Seq. ID 

92494 Strand 

168 End 

OJ000150_30 . 0323 . C62 . ol . gp Method 

1523 End 



30.0323.C62 



OJ000150 
+ 

2189 
GENSCAN 
2189 
.99 



OJ000150_30.0323.C62 
+ 

2189 

AAT/GAP 

1992 



44939 



GI 1944273 Score 872 

Exons 1523.. 1992 

GI Descrip. 5262765/emb | CAB45913. 1 | 2.0e-36 (AL080283) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92495 








Strand 


+ 


Start 


2163 








End 


2621 


Name 


OJ000150 30 


0323 


.C62.o2 


.gp 


Method 


AAT/GAP 


Start 


2163 








End 


2621 


GI 


3768732 








Score 


790 


Exons 


2163. .2621 












Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92496 








Strand 




Start 


2813 








End 


3135 


Name 


OJ000150 30 


0323 


,C62.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1022 








End 


1364 


GI 


none 








Score 


77 


Exons 


1022. .1081, 


1023 


. .1085, 


1107. 


.1364, 1107.. 1364 


Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92496 








Strand 




Start 


2813 








End 


3135 


Name 


OJ000150 30. 


0323 


.C62.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1097 








End 


1466 


GI 


none 








Score 


46 


Exons 


1097. .1135, 


1141 


. .1314, 


1149. 


.1466, 1151. .1285, 1170. .1463 


Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92496 








Strand 




Start 


2813 








End 


3135 


Name 


OJ000150 30. 


0323 


.C62.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1107 








End 


1649 


GI 


none 








Score 


652 


Exons 


1107. .1649, 


1107 


. .1373, 


1382. 


.1504 




Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92496 








Strand 




Start 


2813 








End 


3135 


Name 


OJ000150 30. 


0323 


.C62.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1 ^64 

X «J \J *S 








End 


1727 


GI 


none 








Score 


224 


Exons 


1364. .1453, 


1365 


. .1652, 


1575. 


.1652, 1632.. 1727 


Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92496 








Strand 




Start 


2813 








End 


3135 


Name 


OJ000150 30. 


0323 


.C62.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1466 








End 


2017 


GI 


none 








Score 


772 


Exons 


1466. .1681, 


1485 


. .2015, 


1490. 


.2017, 1491. .2015, 1684. .2016 


Seq. No. 


44010 








Seq. ID 


OJ000150_30.0323.C62 


Gene No. 


92496 








Strand 




Start 


2813 








End 


3135 


Name 


OJ000150 30. 


0323 


.C62.ol 


. tw 


Method 


TBLASTX: Wheat 



44940 





Start 


1551 




End 


1931 




GI 


none 




Score 


141 




Exons 


1551.. 1799, 157.5.. 1709, 


1803. 


.1931 






Seq. No. 


44010 




Seq. ID 


OJ000150_30.0323. 


C62 


uCUC LVKJ . 


92496 




Strand 






Start 


2813 




End 


3135 




Name 


OJ000150 30.0323.C62.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1769 




End 


2024 




GI 


none 




Score 


142 




Exons 


1769. .1891, 1782. .1886, 


1890. 


.2024, 1892. .2008 




Seq. No. 


44010 




Seq. ID 


OJ000150_30.0323. 


C62 


flonp No 


92496 




Strand 






Start 


2813 




End 


3135 




Name 


OJ000150 30.0323.C62.o2 


.gs 


Method 


GEN SCAN 




Start 


2813 




End 


3135 




GI 


none 




Score 


. 6 




Exons 


2813. .2889, 2934. .3135 










Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323. 


C63 


Gene No. 


92497 




Strand 


+ 




Start 


193 




End 


1617 




Name 


OJ000150 30 0323 C63 ol 


.gp 


Method 


AAT/GAP 




Start 


193 




End 


1617 




GI 


1124 1.R1084 




Score 


2460 




Exons 


193. .387, 411. .1617 










GI Descrip. 


■4160402/emb|CAA10616| 


1.0e-104 (AJ132240) eukaryotic 






translation initiation 


factor 


5 [Zea mays] 1 




Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323. 


C63 


Gene No. 


92498 




Strand 


+ 




Start 


6962 




End 


7210 




Name 


OJ000150 30.0323.C63.o3 


.gp 


Method 


AAT/GAP 




Start 


6962 




End 


7210 




GI 


3761181 




Score 


414 




Exons 


6962. .7210 










GI Descrip. 


4521193/dbj |AB013450.1| 


AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 








Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323. 


C63 


UCUC Vt\J . 


92499 




Strand 


+ 




Start 


7903 




End 


8445 




Name 


OJ000150 30.0323.C63.o2 


.gs 


Method 


GENS CAN 




Start 


7903 




End 


8396 




GI 


none 




Score 


. 69 




Exons 


7903. .8396 










Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323. 


C63 


Gene No. 


92499 




Strand 


+ 




Start 


7903 




End 


8445 




Name 


OJ000150 30.0323.C63.o2 


.np 


Method 


AAT/NAP 




Start 


7903 




End 


8445 




GI 


5902444 




Score 


917 




Exons 


7903. .8445 











GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



44941 



Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323.C63 


Gene No. 


92500 




Strand 




Start 


490 . 




End 


3819 


Name 


OJ000150 30.0323.C63.ol 


.np 


Method 


AAT/NAP 


Start 


490 




End 


1845 


GI 


4160402 




Score 


1762 


Exons 


490. .1845 








GI Descrip. 


(AJ132240) eukaryotic translation initiation factor 5 [Zea mays] 


Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323.C63 


Gene No. 


92500 




Strand 




Start 


4 90 




End 


381 : 9 


Name 


OJ0001 SO 30 0323 C63 o2 


.gp 


Method 


AAT/GAP 


Start 


1711 ~~ 




End 


3819 


GI 


?Q07Q 9 R1 084 




Score 


1068 


Exons 


1711.72160, 3722.. 3819 








GI Descrip. 


'2130023/pir| IS61413 9. 


Oe-35 


DNA-binding protein ABF1 - wild oat 




1 f ■rarrmpni- \ >ni 1 1 S9R77 


emb CAA8832 6 (Z48429) DNA-binding 




OT'rt'l'fii n f A TTnn ~> f a j-ii a 1 ' 
piULciii [AvCild J. d u u. d J 








Seq. No. 


4 4 011 




Seq. ID 


OJ000150_30.0323.C63 


Gene No. 


S01 




Strand 




Start 


74 fift 




End 


7775 


Name 


d.toooi so 30 03? 3 rfi3 ni 


.ts 


Method 


TBLASTX : Soybean 


Start 


257 




End 


2112 


GI 


none 




Score 


66 


Exons 


257. .286, 345. .395, 449 


. .556, 


493. .621, 


556. .741, 568. .690, 




596. .853, 746. .835, 970 


. .1116 


, 971. .1108, 1050.. 1163, 




1280. .1381, 1333.. 1407, 


1363. 


.1407, 1363. .1851, 1421. .1846, 




1767. .1868, 2014. .2112 








Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323.C63 


Gene No. 


92501 




Strand 




Start 


7468 




End 


7775 


Name 


OJ000150 30.0323.C63.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


374 




End 


2172 


GI 


none 




Score 


36 




374. .415, 497. .922, 502 


. .744, 


511. .957, 


521. .883, 802. .954, 




967. .996, 1013. .1108, 1019. .1144, 1020. 


.1133, 1032. .1151, 




1042. .1188, 1134. .1193, 


1141. 


.1263, 1145. .1228, 1283. .1381, 




1320.. 1340, 1333.. 1428, 


1363i 


.1404, 1363. .1851, 1387. .1851, 




1418. .1852, 1418. .1852, 


1911. 


.2003, 2014. .2037, 2015. .2038, 




2026.. 2172, 2033.. 2062, 


2038. 


.2157, 2057. .2161 


Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323.C63 


Gene No. 


92501 




Strand 




Start 


7468 




End 


7775 


Name 


OJ000150 30.0323.C63.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


488 




End 


1182 


GI 


none 




Score 


94 


Exons 


488. .628, 496. .627, 556 


. .696, 


611. .700, 


746. .772, 748.-846, 




782. .922, 802. .936, 1022. .1108, 1036. .1182, 1045. .1116, 




1050. .1178 








Seq. No. 


44011 




Seq. ID 


OJ000150_30.0323.C63 


Gene No. 


92501 




Strand 




Start 


7468 




End 


7775 



44942 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_30 . 0323 . C63 . ol . tw Method TBLASTX : Wheat 

497 End 776 

none Score 2 63 

497. .745, 502. .744, 510. .776, 518. .775 



44011 
92501 
7468 

OJ000150_30.0323.C63.ol.tc 

1295 

none 



Seq. ID OJ000150_30.0323.C63 
Strand 

End 7775 

Method TBLASTX : Cress 

End 1663 

Score 197 



1295. .1378, 1333. .1428, 1363. .1659, 1393. .1659, 1418. .1663, 
1421.. 1660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44011 
92501 
7468 

OJ000150_30.0323.C63.o3.tc 

1717 

none 



Seq. ID OJ000150_30.0323.C63 
Strand 

End 7775 

Method TBLASTX : Cress 

End 1853 

Score 115 



1717. .1848, 1726. .1845, 1733. .1849, 1761. .1853 



44011 
92501 
7468 

OJ000150_30.0323.C63.o4.gp 
7468 
5816559 
7468. .7775 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. ID OJ000150_30.0323.C63 
Strand 

End 7775 

Method AAT/GAP 

End 7775 

Score 470 



44012 
92502 
222 

OJ000150_30.0323.C68.o2.tm 

216 

none 

216. .248, 249. .446 

44012 
92502 
222 

OJ000150_30 . 0323 . C68 . ol . gs 

222 

none 

222. .617 



Seq. ID OJ000150_30.0323.C68 
Strand 

End 758 

Method TBLASTX : Mai ze 

End 446 

Score 197 



Seq. ID OJ000150_30.0323.C68 

Strand 

End 758 

Method GEN SCAN 

End 617 

Score .78 



Seq. No. 44012 

Gene No. 92502 

Start 222 

Name OJ000150_30 . 0323 . C68 . ol . np 

Start 225 

GI 4680179 

Exons 225.. 758 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000150_30.0323.C68 
Strand 

End 758 

Method AAT/NAP 

End 758 

Score 905 



44943 



Seq. No. 


44012 


Seq. ID 


OJ000150_30.0323.C68' 


Gene No. 


92502 


Strand 




Start 


222 


End 


758 


Name 


OJ000150 30.0323.C68.ol.tw 


Method 


TBLASTX: Wheat 


Start 


235 


End 


692 


GI 


none 


Score 


35 


Exons 


235.-288, 270. .692, 291. .452, 394. .510, 495. .575, 550. .672 


Seq. No. 


44012 


Seq. ID 


OJ000150_30.0323.C68 


Gene No. 


92502 


Strand 




Start 


222 


End 


758 


Name 


OJ000150 30.0323.C68.ol.tm 


Method 


TBLASTX: Maize 


Start 


450 


End 


749 


GI 


none 


Score 


167 


Exons 


450. .749, 463. .744 






Seq. No. 


44013 


Seq. ID 


OJ000350_24.0314.C7 


Gene No. 


92503 


Strand 




Start 


96 


End 


590 


Name 


OJ000350 24.0314.C7.ol.gp 


Method 


AAT/GAP 


Start 


96 


End 


590 


GI 


12973 1.R1084 


Score 


803 


Exons 


96. .590 






GI Descrip. 


'2347195 1.0e-15 (AC002338) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


44013 


Seq. ID 


OJ000350_24.0314.C7 


Gene No. 


92504 


Strand 




Start 


526 


End 


675 


Name 


OJ000350 24.0314.C7.ol.gs 


Method 


GENSCAN 


Start 


526 


End 


675 


GI 


none 


Score 


.94 


Exons 


526. .675 






Seq. No. 


44014 


Seq. ID 


OJ000350_24.0314.C9 


Gene No. 


92505 


Strand 


+ 


Start 


561 


End 


6121 


Name 


OJ000350 24.0314.C9.ol.gs 


Method 


GENSCAN 


Start 


561 


End 


6121 


GI 


none 


Score 


.91 


Exons 


561. .690, 772. .1326, 1365.. 


1393, 1619. 


.6121 


Seq. No. 


44014 


Seq. ID 


OJ000350_24.0314.C9 


Gene No. 


92505 


Strand 


+ 


Start 


561 


End 


6121 


Name 


OJ000350 24.0314.C9.ol.gp 


Method 


AAT/GAP 


Start 


836 


End 


1290 


GI 


95437 1.R1084 


Score 


762 


Exons 


836. .1290 






GI Descrip. 


f 4512226/dbj | AB014738 . 1 | AB014738 l.Oe- 


134 Oryza sativa 




gypsY'type retrotransposon 


RIRE3 DNA, 


internal region, complete 




sequence 1 






Seq. No. 


44014 


Seq. ID 


OJ000350 24. 0314. C9 


Gene No. 


92505 


Strand 


+ 


Start 


561 


End 


6121 



44944 




Name 


OJ000350 24 


.0314 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1619 








End 


6118 




GI 


4680179 








Score 


5460 




Exons 


1619. .2683, 


2717 


. .6118 










GI Descrip. 


(AF111709J 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


.C9 












O LrailU 


4. 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o9. 


tw 


Method 


TBLASTX.: Wheat 




Start 


1844 








End 


2043 




GI 


none 








Score 


211 




Exons 


1844. .2041, 


i o>if: 

lOfiO 












Seq. No. 


44014 








Seq. ID 


OJ000350_24 .0314 


.C9 














_i_ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


2070 








End 


2428 




GI 


none 








Score 


61 




Exons 


2070. .2246, 


ZU / / 


0 0*7 1 

. . ZZ / 1 , 


2078. 


.2428 






Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


.C9 


bcUc LMU . 










C +- y-a nH 
O L X dllU 






Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2078 








End 


2383 




GI 


none 








Score 


232 




Exons 


2078. .2383, 


zu yz 


OOHQ 
. . ZZUO 










Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


.C9 


ccuc LNO . 












T 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o7. 


tm 


Method 


TBLASTX :Maize 




Start 


2708 








End 


3063 




GI 


none 








Score 


189 




Exons 


2708. .3061, 


oaon 

ZoUU 


OQT7 
. . Zo / / , 


2971. 


.3063 






Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


,C9 












Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2744 








End 


3166 




GI 


none 








Score 


166 




Exons 


2744. .2953, 


ZoUU 


. . zyoz , 


2998. 


.3111, 2999.. 3166 




Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


,C9 


Ann VT r\ 

bene lno . 


QOcnc 
J U 0 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


,C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3277 








End 


3763 




GI 


none 








Score 


52 




Exons 


3277. .3720, 


3281 


. .3331, 


3386. 


.3763 






Seq. No. 


44014 








Seq. ID 


OJ000350_24 .0314 


.C9 


Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 





44945 






Name 


OJ000350 24 


. 0314 < 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3292 ~ 








End 


3582 




GI 


none 








Score 


276 




Exons 


3292. .3582, 


3293. 


.3580 










Seq. No. 


44014 








Seq. ID 


OJ000350 24. 0314. C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3410 








End 


3727 




GI 


none 








Score 


180 




Exons 


3410. .3727 














Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314.C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3650 








End 


4150 




GI 


none 








Score 


167 




Exons 


3650. .3829, 


3658. 


.3804, 


3836. 


.4150, 3976. .4029, 4057. .4107 




Seq. No. 


44014 








Seq. ID 


OJ000350_24 .0314 .C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3704 








End 


4099 


f n 


GI 


none 








Score 


57 


hi 


Exons 


3704 . .3736, 


3706. 


.3735, 


3740. 


.4099, 3742. .3780, 3808. .4098 


r ^ 


Seq. No. 


44014 








Seq. ID 


OJ000350 24. 0314. C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 


r i ; 


Name 


OJ000350 24 


. 0314 . 


C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3812 ~ 








End 


4114 


- ~ 


GI 


none 








Score 


382 




Exons 


3812. .4114, 


3814 . 


.4098 










Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314.C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 


*2 


Name 


OJ000350 24 


. 0314 . 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4115 ~~ 








End 


4537 




GI 


none 








Score 


598 




Exons 


4115. .4537, 


4147 . 


.4536 










Seq. No. 


44014 








Seq. ID 


OJ000350 24. 0314. C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


. 0314 . 


C9.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


4121 ~ 








End 


4366 




GI 


none 








Score 


207 




Exons 


4121. .4366, 


4138. 


.4365 










Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314.C9 




Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 



44946 




Start 


4186 








End 


4549 




GI 


none 








Score 


482 




Exons 


4186. .4536, 


4187 


. .4540, 


4187. 


.4549 






Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


-C9 


vj cue nu < 


92505 








Of- ranH 
Oil d i in 


4. 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


4540 








End 


5107 




GI 


none 








Score 


646 




Exons 


4540.. 5103, 


4571 


. .5107, 


4652. 


.5107 






Seq. No. 


44014 








Seq. ID 


OJ000350_24 .0314 


.C9 




92505 








OH a. 11 (J. 


_i_ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4814 








End 


5131 




GI 


none 








Score 


94 




Exons 


4814. .4987, 


4988 


. .5131, 


4990. 


.5130 






Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


.C9 












O L XTdriQ 


x 

T 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4895 








End 


5155 




GI 


none 




* 




Score - 


297 




Exons 


4895. .5155, 


4900 


. .5154 










Seq. No. 


44014 








Seq. ID 


OJ000350_24 .0314 


.C9 


fZon o Mo 










OCX dllCJ. 






Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4954 








End 


5245 




GI 


none 








Score 


375 




Exons 


4954. .5241, 


4955 


. .5245 










Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


.C9 


fl&r-\& Mo 










Oil dllU 


4. 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


,C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5114 








End 


5740 




GI 


none 








Score 


703 




Exons 


5114. .5740, 


5170 


. .5628, 


5615. 


.5737 






Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


.C9 


Cpnp Mo 










Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5294 








End 


5893 




GI 


none 








Score 


231 




Exons 


5294. .5455, 


5302 


. .5448, 


5452. 


.5877, 5453. .5893 




Seq. No. 


44014 








Seq. ID 


OJ000350_24.0314 


-C9 


Gene No. 


92505 








Strand 


+ 




Start 


561 








End 


6121 




Name 


OJ000350 24 


.0314 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


5740 








End 


6073 





44947 



GI 


none 




Score 


326 


Exons 


5740.. 6009, 5741.. 6073, 


5744 . 


.6052 




Seq. No. 


44015 




Seq. ID 


OJ000350 


Gene No. 


92506 




Strand 


+ 


O La J- L 


i 
j. 




End 


/JO 


Name 


OJ000350 24.0314.C12.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


738 


GI 


6815109 




Score 


84 


Exons 


1..28, 398. .738 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44015 




Seq. ID 


OJ000350 


bene no . 






Strand 


+ 


Start 


1 




End 


738 


Name 


OJ000350 24.0314.C12.ol. 


gs 


Method 


GENSCAN 


Start 


30 




End 


83 


GI 


none 




Score 


.56 


Exons 


30. .83 








Seq. No. 


44016 




Seq. ID 


OJ000350 


Gene No. 


92507 




Strand 


+ 


Start 


1095 




End 


1260 


Name 


OJ000350 24.0314.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


1095 


End . 


1260 


GI 


7406 1.R1084 




Score 


227 


Exons 


1095. .1260 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



44016 
92508 
1699 

OJ000350_24.0314.C13.ol.np 
1699 
7228442 
1699. .4355, 4419. .4513 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ000350_24.0314.C13 

Strand + 

End 4513 

Method AAT/NAP 

End 4513 

Score 4557 



44016 
92508 
1699 

OJ000350_24.0314 .C13.ol.tm 

2713 

none 



Seq. ID OJ000350_24.0314.C13 

Strand + 

End 4513 

Method TBLASTX: Maize 

End 3309 

Score 93 



2713. .2841, 2721. .2819, 2875. .3174, 2892. .3113, 3238. .3309 



44016 
92508 
1699 

OJ000350_24 . 0314 . C13 . o2 . gp 
2756 
5701669 
2756. .3187 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 



Seq. ID OJ000350_24.0314.C13 

Strand + 

End 4513 

Method AAT/GAP 

End 3187 

Score 841 



44948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



44016 
92508 
1699 

OJ000350_24.0314.C13.ol.tw 

3007 

none 



Seq. ID OJ000350_24.0314.C13 
Strand 
End 

Method 
End 
Score 

3007. .3201, 3016. .3213, 3207. .3326, 3211.. 3387, 3211. .3357 



4513 

TBLASTX: Wheat 

3387 

199 



44017 Seq. ID 

92509 Strand 

1 End 

OJ000350_24 . 0314 . C14 . ol .np Method 

1 End 

5441880 Score 
1..118, 663. .813, 919. .1252, 
2775.. 2906, 3022.. 3256 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000350_24.0314 .C14 
+ 

4591 
AAT/NAP 
3256 
2446 



1561. .1859, 1928. .2186, 2431. .2528, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44017 
92509 
1 

OJ000350_24.0314.C14.ol.gs 

100 

none 



Seq. ID OJ000350_24.0314.C14 

Strand + 

End 4591 

Method GENSCAN 

End 4591 

Score .59 



100. .238, 663. .813, 872. .994, 1064. .1469, 1561. .1812, 

1980. .2186, 2279. .2461, 2619. .2674, 2775. .2906, 2970. .3017, 

3022.. 3139, 3501.. 3701, 4469.. 4591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44017 Seq. ID 

92509 Strand 
1 End 
OJ000350_24 . 0314 . C14 . o2 . np Method 
1162 End 
7228438 Score 
1162.. 1469, 1561.. 1859, 1928, 
3409. .3761 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene .; .Similar to maize transposon MuDR mudrA protein 
isolog (AC00398lf [Oryza sativa] 



OJ000350_24.0314.C14 
+ 

4591 
AAT/NAP 
3761 
2225 



.2186, 2279.. 2461, 2619. .2907, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



0314 .C14 



44017 
92509 
1 

OJ000350_24.0314.C14.ol.gp 
1687 

LIB3475-007-P1-K1-G8 
1687. .1859, 1928. .2178 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_24, 
+ 

4591 
AAT/GAP 
2178 
802 



Seq. No. 



44017 



Seq. ID OJ000350_24.0314.C14 



44949 




Gene No . 




Strand 


+ 






Start 


7696 


End 


8163 






Name 


OJ000350 24.0314.C14.o2.gs 


Method 


GENSCAN 






Start 


7696 


End 


8163 






GI 


none 


Score 


.77 






Exons 


7696. .8163 










Seq. No. 


44017 


Seq. ID 


OJ000350_ 


24. 


0314. C14 


Ljene wo . 


no ci i 

yzo± 1 


Strand 


+ 






Start 


14747 


End 


15224 






Name 


OJ000350 24.0314.C14.o3.gp 


Method 


AAT/GAP 






Start 


14747 


End 


15224 






GI 


hone 


Score 


872 






Exons 


14747. .15224 










Seq. No. 


44017 


Seq. ID 


OJ000350_ 


24. 


0314 .C14 


Gene No. 


92512 


Strand 


+ 






Start 


18648 


End 


20027 






Name 


OJ000350 24.0314.C14.o3.np 


Method 


AAT/NAP 






Start 


18648 


End 


20027 






GI 


7446373 


Score 


1860 






Exons 


18648. .20027 










GI Descrip. 


probable serine/threonine protein kinase (EC 2.7 


.1. 


-) SNFL3 



sorghum gi | 3256035 | emb | CAA74 64 6 . 1 | (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



Seq. No. 


44017 


Seq. ID 


OJ000350_24.0314 


.C14 


Gene No. 


92513 


Strand 


+ 




Start 


21830 


End 


22295 




Name 


OJ000350 24.0314.C14.o4.gp 


Method 


AAT/GAP 




Start 


21830 


End 


22295 




GI 


none 


Score 


840 




Exons 


21830. .22295 








Seq. No. 


44017 


Seq. ID 


OJ000350 24.0314 


.C14 


Gene No. 


92514 


Strand 


+ 




Start 


46653 


End 


47496 




Name 


OJ000350 24.0314.C14.o6.np 


Method 


AAT/NAP 




Start 


46653 


End 


47496 




GI 


2651309 


Score 


488 




Exons 


46653. .46755, 46798 46967, 


47059. .47323, 47375.. 47496 




GI Descrip. 


(AC002336) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


44017 


Seq. ID 


OJ000350_24.0314 


.C14 


Gene No. 


92515 


Strand 


+ 




Start 


50842 


End 


51016 




Name 


OJ000350 24.0314.C14.o6.gp 


Method 


AAT/GAP 




Start 


50842 


End 


51016 




GI 


15870 2.R1084 


Score 


271 




Exons 


50842. .51016 








GI Descrip. 


'287403/dbj | D10838 | RICSBE1 


8.0e-69 Rice gene for starch 






branching enzyme 1 








Seq. No. 


44017 


Seq. ID 


OJ000350_24.0314 


.C14 


Gene No. 


92516 


Strand 






Start 


4140 


End 


4256 




Name 


OJ000350 24.0314.C14.o2.gp 


Method 


AAT/GAP 





44950 



Start 


4140 


End 


4256 




GI 


LIB3431-045-P1-N1-A10 


Score 


197 




Exons 


4140. .4256 








GI Descrip. 


1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomi 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 




Seq. No. 


44017 


Seq. ID 


OJ000350 


_24.0314.C14 




92517 


Strand 






Start 


14280 


End 


148 S2 




Name 


OJ000350 24.0314.C14.o4.gs 


Method 


GENSCAN 




Start 


14280 


End 


14852 




GI 


none 


Score 


.99 




Exons 


14280 14852 








Seq. No. 


44017 


Seq. ID 


OJ000350 


_24.0314.C14 


f^priP Mn 
uci ic t«vj < 


92518 


Strand 






Start 


24561 


End 


26851 




Name 


OJ000350 24 0314 C14 06 as 


Method 


GENSCAN 




Start 


24561 


End 


26851 




GI 


none 


Score 


.85 




Exons 


24561. .25390, 25887 .. 26031, 


26109. .26233, 26728 


. .26851 


Seq. No. 


44017 


Seq. ID 


OJ000350 


_24.0314.C14 


Gene No. 


92519 


Strand 






Start 


38612 


End 


39315 




Name 


OJ000350 24.0314.C14.o5.np 


Method 


AAT/NAP 




Start 


38612 


End 


39315 




GI 


6063557 


Score 


396 




Exons 


38612. .38881, 39130.. 39315 








GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z988 


35) [Oryza 


sativa] 


Seq. No. 


44017 


Seq. ID 


OJ000350 


_24.0314.C14 


Gene No. 


92519 


Strand 






Start 


38612 


End 


39315 




Name 


OJ000350 24.0314.C14.o5.gp 


Method 


AAT/GAP 




Start 


38695 


End 


38859 




GI 


uC-osflcypl69h02bl 


Score 


211 




Exons 


38695. .38859 








GI Descrip. 


'6063530/dbj | AP000615 . 1 1 AP000615 3.0e- 


-33 Oryza 


sativa genomi 




DNA, chromosome 3, clone: P0043E01 1 






Seq. No. 


44017 


Seq. ID 


OJ000350_ 


_24.0314.C14 




92520 


Strand 






Start 


47736 


End 


50716 




Name 


OJ000350 24.0314.C14.o6.tm 


Method 


TBLASTX : Maize 


Start 


14550 


End 


14727 




GI 


none 


Score 


218 




Exons 


14550. .14705, 14552 .. 14704 , 


14653. .14727, 14654 


. .14707 


Seq. No. 


44017 


Seq. ID 


OJ000350_ 


_24.0314.C14 


Gene No. 


92520 


Strand 






Start 


47736 


End 


50716 




Name 


OJ000350 24.0314.C14.o8.tm 


Method 


TBLASTX: Maize 


Start 


18314 


End 


18661 




GI 


none 


Score 


162 




Exons 


18314. .18568, 18321 .. 18527, 


18341. .18568, 18604 


. .18660, 



18611. .18661 



44951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44017 
92520 
47736 

OJ000350_24 . 0314 .C14 .ol . tc 

18662 

none 



Seq. ID OJ000350_24.0314.C14 
Strand 

End 50716 

Method TBLASTX : Cress 

End 19954 

Score 366 



18662. .18946, 18663 18953, 18669 .. 18 950, 18929 19039, 

18960. .19049, 19051 .. 19164 , 19055 19351, 1 9057 .. 19164 , 

19094. .19444, 19098 .. 19541, 19584 19703, 19586 1964 5, 

19811. .19954, 19815.. 19952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44017 
92520 
47736 

OJ000350_24.0314.C14 .ol.ts 

18663 

none 



Seq. ID OJ000350_24.0314.C14 
Strand 

End 50716 

Method TBLASTX : Soybean 

End 47347 

Score 352 



18663. .18956, 18683 18955, 18929 .. 19039, 18960 .. 1904 9, 
19094. .19474, 19098 194 69, 19587 .. 19670, 19770 .. 1994 6, 
19793. .19942, 47243.. 47347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44017 
92520 
47736 

OJ000350_24.0314 .C14 .ol.tm 

18663 

none 



Seq. ID OJ000350_24 .0314 .C14 
Strand 

End 50716 

Method TBLASTX : Mai ze 

End 1997 9 

Score 369 



18663. .18956, 18683 .. 18949, 18929 19039, 18951 .. 194 18, 

18954. .19049, 18961 .. 19359, 19097 194 98 , 19098 .. 19454, 

19533. .19979, 19589 .. 19648 , 19756 .. 19851, 19778 .. 19960, 
19830. .19964 



Seq. No. 44017 Seq. ID 

Gene No. 92520 Strand 

Start 47736 End 

Name OJ000350_24 . 0314 . C14 . o2 . tw Method 

Start 18668 End 

GI none Score 

Exons 18668. .18862, 18672.. 18869 



OJ000350_24.0314 .C14 
50716 

TBLASTX: Wheat 

18869 

203 



Seq. No. 44017 

Gene No. 92520 

Start 47736 

Name OJ000350_24 . 0314 . C14 . ol . tw 

Start 18873 

GI none 

Exons 18873. .19049, 18908 .. 19027 , 
19160. .19261 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_24.0314 .C14 
50716 

TBLASTX: Wheat 

19265 

155 



18913. .19113, 19158. .19265, 



Seq. No. 44017 

Gene No. 92520 

Start 47736 

Name OJ000350_24 . 0314 .C14 . o4 . tm 

Start 21725 

GI none 

Exons 21725. .21859, 21726 21974 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_24.0314.C14 
50716 

TBLASTX: Maize 

21992 

289 



21739. .21903, 21756.. 21992 



44952 



Seq. No. 44017 Seq. ID 

Gene No. . 92520 Strand 

Start 47736 End 

Name OJ000350_24 . 0314 . C14 . o5 . tm Method 

Start 22629 End 

GI none Score 

Exons 22629. .22802, 22636 .. 22806, 22642. 

22813. .22935, 22813 .. 22938, 34742, 



OJ000350_24.0314.C14 
50716 

TBLASTX: Maize 
34867 
100 

,22716, 22703. .22807, 
,34867 



Seq. No. 


44017 




Seq. ID 


OJ000350_24.0314 


.C14 


Gene No . 


92520 




Strand 






Start 


47736 




End 


50716 




Name 


OJ000350 24.0314.C14 


.o2. tm 


Method 


TBLASTX : Maize 




Start 


27613 




End 


28004 




GI 


none 




Score 


209 




Exons 


27613. .27936, 27617. 


.27961, 


27618. .27962, 27966. .28004 




Seq. No. 


44017 




Seq. ID 


OJ000350_24.0314 


.C14 


Gene No . 


92520 




Strand 






Start 


47736 




End 


50716 




Name 


OJ000350 24.0314.C14 


.o7.tm 


Method 


TBLASTX: Maize 




Start 


28242 




End 


28707 




GI 


none 




Score 


107 




Exons 


28242. .28355, 28242. 


.28355, 


28243. .28356, 2824 4 .. 28378, 






28447. .28527, 28448. 


.28528, 


28503. .28565, 28588 .. 28 635, 






28589. .28636, 28681. 


.28707, 


28682. .28705 




Seq. No. 


44017 




Seq. ID 


OJ000350_24.0314 


.C14 


Gene No. 


92520 




Strand 






Start 


47736 




End 


50716 




Name 


OJ000350 24.0314.C14 


. o9. tm 


Method 


TBLASTX :Maize 




Start 


44562 




End 


44795 




GI 


none 




Score 


41 




Exons 


44562. .44594, 44583. 


.44795, 


44619. .44792 




Seq. No. 


44017 




Seq. ID 


OJ000350_24.0314 


.C14 


Gene No. 


92520 




Strand 






Start 


47736 




End 


50716 




Name 


OJ000350 24.0314.C14 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


46665 




End 


47280 




GI 


none 




Score 


66 




Exons 


46665. .46712, 46796. 


.46963, 


46797. .46967, 47058 .. 47279, 





47059. .47280 



Seq. No. 


44017 




Seq. ID 


OJ000350_24 .0314 


.C14 


Gene No. 


92520 




Strand 






Start 


47736 




End 


50716 




Name 


OJ000350 24.0314.C14 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


46665 




End 


46964 




GI 


none 




Score 


69 




Exons 


46665. .46712, 46788. 


.46964, 


46796. .46963 




Seq. No. 


44017 




Seq. ID 


OJ000350_24 .0314 


.C14 


Gene No. 


92520 




Strand 






Start 


47736 




End 


50716 




Name 


OJ000350 24.0314.C14 


.o3.tm 


Method 


TBLASTX: Maize 





44953 




Start 


46826 


End 


47151 




GI 


none 


Score 


211 




Exons 


46826. .46963, 46827 .. 4 6964 , 


47053. .47151, 47056.. 47151 


Seq. No. 


44017 


Seq. ID 


OJ000350_24 


0314 C14 


\J ~ 1 1 C IN W « 


92520 


Strand 






Start 


47736 


End 


50716 




Name 


OJ000350 24.0314.C14.o9.gs 


Method 


GEN SCAN 




Start 


47736 


End 


50716 




GI 


none 


Score • 


.42 




Exons 


47736.-47793, 48159 .. 48241, 


50495. .50716 




Seq. No. 


44018 


Seq. ID 


OJ000350_24 


. 0314 .C15 




92521 


Strand 


+ 




Start 


9003 


End 


18978 




Name 


OJ000350 24.0314.C15.o3.gs 


Method 


GENSCAN 




Start 


9003 


End 


15891 




GI 


none 


Score 


.83 




Exons 


9003.. 9126, 9454.. 9581, 9637.. 12021, 12085 .. 14676, 


15148. . 15891 


Seq. No. 


44018 


Seq. ID 


OJ000350_24 


.0314. C15 


Gene No. 


92521 


Strand 


+ 




Start 


9003 


End 


18978 




Name 


OJ000350 24.0314.C15.ol.np 


Method 


AAT/NAP 




Start 


9655 


End 


18975 




(IT 

O J. 


7228457 


Score 


9136 




Exons 


9655.. 10021, 10086. .12021, 


12085. .12919, 13042. .14193, 




14260. .14692, 17858. .18975 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) 


[Oryza 




sativa] 








Seq. No. 


44018 


Seq. ID 


OJ000350_24 


.0314. C15 


Gene No. 


92521 


Strand 


+ 




Start 


9003 


End 


18978 




Name 


OJ000350 24.0314.C15.ol.gp 


Method 


AAT/GAP 




Start 


16771 


End . 


17155 




GI 


uC-osflcyp033a04bl 


Score 


612 




Exons 


16771. .17155 








GI Descrip. 


•6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


44018 


Seq. ID 


OJ000350 24 


.0314. C15 




92521 


Strand 


+ 




Start 


9003 


End 


18978 




Name 


OJ000350 24.0314.C15.o5.gs 


Method 


GENSCAN 




Start 


16876 


End 


18978 




GI 


none 


Score 


.81 




Exons 


16876. .16941, 17902.. 18978 








Seq. No. 


44018 


Seq. ID 


OJ000350_24 


.0314. C15 


Gene No. 


92522 


Strand 


+ 




Start 


23147 


End 


28973 




Name 


OJ000350 24.0314.C15.o5.np 


Method 


AAT/NAP 




Start 


23147 


End 


25532 




GI 


7339719 


Score 


100 




Exons 


23147. .23275, 25235.. 25532 









44954 



GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



Seq. No. 44018 

Gene No. 92522 

Start 23147 - 

Name OJ000350_24 . 0314 . C15 . o7 .gs 

Start 23959 

GI none 

Exons 23959. .24109, 24432 24 523, 
28027. .28149, 28474 .. 28615, 



Seq. ID OJ000350_24.0314.C15 

Strand + 

End 28973 

Method GENSCAN 

End 28973 

Score .48 
26272. .26376, 27 124 .. 27329, 
28818. .28973 



Seq. No. 44018 Seq. ID OJ000350_24 . 0314 .C15 

Gene No. 92522 Strand 

Start 23147 End 

Name OJ000350_24 . 0314 . C15 . 06 . np Method 

Start 24660 End 

GI 5922619 Score 
Exons 24660. .24683, 26284.. 26382 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi| 6016852 |dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000350_24. 
+ 

28973 
AAT/NAP 
26382 
123 



Seq. No. 44018 Seq. ID 

Gene No. 92522 Strand 

Start 23147 End 

Name OJ000350_24 . 0314 .C15 . o2 . gp Method 

Start 26179 End 

GI LIB3479-006-Q6-K1-B11 Score 

Exons 26179. .26605 

GI Descrip. 1 573461 6/dbj | AP000391 . 1 1 AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ000350_24 .0314 .C15 
+ 

28973 
AAT/GAP 
26605 
669 



Seq. No. 44018 Seq. ID 

Gene No. 92523 Strand 

Start 29299 End 

Name OJ000350_24 . 0314 .C15 .08 . gs Method 

Start 29299 End 

GI none Score 

Exons 29299. .29561, 29645.. 29810 



OJ000350_24.0314.C15 
+ 

29810 
GENSCAN 
29810 
.73 



Seq. No. 44018 Seq. ID 

Gene No. 92524 Strand 

Start 42592 End 

Name OJ000350_24 . 0314 .C15.o6.gp Method 

Start 42592 End 

GI none Score 

Exons 42592. .42885 



OJ000350_24 . 0314 . C15 
+ 

42885 
AAT/GAP 
42885 
572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350_24.0314.C15 



44018 
92525 
56405 

OJ000350_24 .0314.C15.ol2.np 
56405 
6016696 
56405. .56530, 57725.. 58227 

(AC009991) unknown protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

59324 
AAT/NAP 
58227 
401 



44955 




Seq. No. 


44018 




Seq. ID 


OJ000350 


_24 


.0314 


.CIS 








C+- r2nr l 


i 








Start 


56405 




End 


59324 








Name 


OJ000350 24.0314.C15 


.o9.gp 


Method 


AAT/GAP 








Start 


56952 




End 


57555 








GI 


2310531 




Score 


855 








Exons 


56952..S7262, 57406. 


.57555 












Seq. No. 


44018 




Seq. ID 


OJ000350 


_24 


.0314 


.CIS 


















Start 


56405 




End 


59324 








Name 


OJ000350 24.0314.C15 


. ol5 . gs 


Method 


GENSCAN 








Start 


57456 




End 


59033 








GI 


none 




Score 


.77 








Exons 


57456. .59033 














Seq. No. 


44018 




Seq. ID 


OJ000350_ 


_24 


.0314 


. CIS 


Gene No. 


92525 




Strand 


+ 








Start 


56405 




End 


59324 








Name 


OJ000350 24.0314.C15 


. olO.gp 


Method 


AAT/GAP 








Start 


58752 




End 


59324 








GI 


5455333 




Score . 


1040 








Exons 


58752. .59324 














GI Descrip. 


601'6345/dbj IAP000570 


. HAP000570 3.0e-15 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 










Seq. No. 


44018 




Seq. ID 


OJ000350_ 


_24 


.0314 


.CIS 




92526 




Strand 










Start 


16202 




End 


16333 








Name 


OJ000350 24.0314.C15 


.o4 .gs 


Method 


GENSCAN 








Start 


16202 




End 


16333 








GI 


none 




Score 


.47 








Exons 


16202. .16333 














Seq. No. 


44018 




Seq. ID 


OJ000350_ 


24 


.0314 


.CIS 


bene ino ■ 


92527 




Strand 










Start 


19610 




End 


24556 








Name 


OJ000350 24.0314.C15 


.06. gs 


Method 


GENSCAN 








Start 


19610 




End 


22844 








GI 


none 




Score 


.77 








Exons 


19610. .20803, 20833. 


.21490, 


21583. .22844 








Seq. No. 


44018 




Seq. ID 


OJ000350_ 


24 


.0314 


.CIS 


Gene No. 


92527 




Strand 










Start 


19610 




End 


24556 








Name 


OJ000350 24.0314.C15 


. o2 . np 


Method 


AAT/NAP 








Start 


19613 




End 


22844 








GI 


6907089 




Score 


4119 








Exons 


19613. .21490, 21583., 


.22844 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44018 




Seq. ID 


OJ000350_ 


24, 


.0314 


.C15 


Gene No. 


92527 




Strand 










Start 


19610 




End 


24556 








Name 


OJ000350 24.0314.C15, 


. o4 . np 


Method 


AAT/NAP 








Start 


22058 




End 


24556 








GI 


5922623 




Score 


266 









44956 



Exons 


22058. .22094, 23678 .. 23762, 


23930. .24049, 24449.. 24556 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi I 6016856 | dbj | BAA85199 . 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


44018 


Seq. ID 


OJ000350_24.0314.C15 


Gene No. 


92527 


Strand 




Start 


19610 


End 


24556 


Name 


OJ000350 24.0314.C15.o3.np 


Method 


AAT/NAP 


Start 


23506 


End 


23636 


GI 


7523512 


Score 


100 


Exons 


23506. .23636 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44018 


Seq. ID 


OJ000350_24.0314.C15 


Gene No. 


92528 


Strand 


- 


Start 


26522 


End 


26599 


Name 


OJ000350 24.0314.C15.o7.np 


Method 


AAT/NAP 


Start 


26522 


End 


26599 


GI 


6630699 


Score 


84 


Exons 


26522. .26599 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi | 6721536 | dbj | BAA8 9566 . 1 1 


(AP001073) 


lypothetical protein 




[Oryza sativa] 






Seq. No. 


44018 


Seq. ID 


OJ000350_24 .0314..C15 


ocllc iNO • 


92529 


Strand 




Start 


31315 


End 


33788 


Name 


OJ000350 24.0314.C15.o9.gs 


Method 


GENS CAN 


Start 


31315 


End 


33786 


GI 


none 


Score 


.89 


Exons 


31315. .31437, 31872 .. 32021, 


32099. .32294, 32633.. 33786 


Seq. No. 


44018 


Seq. ID 


OJ000350_24.0314.C15 


Gene No. 


92529 


Strand 




Start 


31315 


End 


33788 


Name 


OJ000350 24.0314.C15.o3.gp 


Method 


AAT/GAP 


Start 


31442 


End 


31936 


GI 


12973 1.R1084 


Score 


799 


Exons 


31442. .31936 






GI Descrip. 


•2347195 1.0e-15 (AC002338) 


hypothetical protein [Arabidops 




thaliana] 1 






Seq. No. 


44018 


Seq. ID 


OJ000350_24.0314.C15 


Gene No. 


92529 


Strand 




Start 


31315 


End 


33788 


Name 


OJ000350 24.0314.C15.o8.np 


Method 


AAT/NAP 


Start 


31872 


End 


33783 


GI 


2347195 


Score 


900 


Exons 


31872. .32294, 32633.-33463, 


33512. .33783 


GI Descrip. 


(AC002338) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44018 


Seq. ID 


OJ000350_24.0314.C15 


Gene No. 


92529 


Strand 




Start 


31315 


End 


33788 


Name 


OJ000350 24.0314.C15.o4.gp 


Method 


AAT/GAP 


Start 


32130 


End 


32878 



44957 



GI 2427409 Score 707 

Exons 32130. .32294, 32633.. 32878 

GI Descrip. 2347195 1.0e-15 (AC002338) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44018 Seq. ID OJ000350_24 . 0314 . C15 

92529 Strand 

31315 End 33788 

OJ000350_24 . 0314 . C15 . o5 . gp Method AAT/GAP 

33059 End 33788 

48805_1.R1084 Score 1378 

33059. .33788 

•2347195 2.0e-27 (AC002338) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



44018 Seq. ID 

92530 Strand 

37684 End 
OJ000350_24. 0314 .C15. oil. gs Method 

37684 End 

none Score 

37684. .38805, 40417.. 40845 



OJ000350_24 .0314 .C15 

46842 
GENSCAN 
40845 
.81 



OJ000350 24.0314.C15 



44018 Seq. ID 

92530 Strand 
37684 End 46842 

OJ000350_24 . 0314 . C15 . o9 . np Method AAT/NAP 
38083 End 43658 

6580153 Score 339 

38083. .38805, 40417 .. 40604 , 43436. .43658 

(AL132968) putative protein [Arabidopsis thaliana] 



44018 Seq. ID 

92530 Strand 

37684 End 

OJ000350_24 . 0314 . C15 . olO . np Method 

40846 End 

7487155 Score 



OJ000350_24.0314.C15 

46842 
AAT/NAP 
46812 
535 



40846. .40909, 43214 .. 43316, 43371 43563, 43679. . 43909, 
44071. .44156, 44270 .. 44599, 44813 44 926, 45782 .. 4 5880, 
46064. .46142, 46694.. 46812 

hypothetical protein T19C21.10 - Arabidopsis thaliana 
gi I 3395431 1 gb IAAC28763.il (AC004683) unknown protein 
[Arabidopsis thaliana] 



44018 
92530 
37684 

OJ000350_24 .0314.C15.ol2.gs 

42798 

none 



Seq. ID OJ000350_24.0314.C15 
Strand 

End 46842 

Method GENSCAN 

End 46842 

Score .82 



42798. .43042, 43310 .. 43605, 43682 .. 4 3909, 44071 .. 44156, 
44813. .44926, 45782 .. 45880, 4 6064 .. 4 6142 , 46694. .46842 



44018 
92531 
48330 



Seq. ID 

Strand 

End 



OJ000350 24.0314.C15 



58310 



44958 






Name 


OJ000350 24. 0314. CIS 


.o7.tw 


Method 


TBLASTX: Wheat 






Start 


10312 




End 


10704 






GI 


none 




Score 


58 






Exons 


10312. .10359, 10366. 


.10464, 


10383. .10463, 10431 .. 10670, 








10447. .10704 












Seq. No. 


44018 




Seq. ID 


OJ000350 24.0314 


.CIS 




Gene No . 






Strand 


- 






Start 


48330 




End 


58310 






Name 


OJ000350 24.0314.C15 


.ol3.tm 


Method 


TBLASTX: Maize 






Start 


10317 




End 


10602 






GI 


none 




Score 


193 






Exons 


10317. .10601, 10354. 


.10602 










Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.CIS 




Gene No . 






Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24.0314.C15 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


11442 




End 


11928 






GI 


none 




Score 


414 






Exons 


11442. .11615, 11443. 


.11928, 


11637. .11924 






Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.CIS 




Gene No . 


yzDoi 




Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24.0314.C15 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


12092 




End 


12555 




.— : a 
z : £ 


GI 


none 




Score 


87 




f 1 


Exons 


12092. .12268, 12093. 


.12554, 


12094. .12555 






Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.CIS 




Gene No. 






Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24. 0314. CIS 


. o5. ts 


Method 


TBLASTX: Soybean 






Start 


12133 




End 


12498 




it ; 


GI 


none 




Score 


117 






Exons 


12133. .12357, 12364. 


.12498 










Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.CIS 


- ~ 


Gene No . 






Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24. 0314. CIS, 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


12223 




End 


12579 






GI 


none 




Score 


392 






Exons 


12223. .12579, 12258.. 


.12569, 


12310. .12579 






Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 




Gene No . 






Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24. 0314. CIS, 


> 08 . tm 


Method 


TBLASTX: Maize 






Start 


12606 




End 


12990 






GI 


none 




Score 


362 






Exons 


12606. .12971, 12607.. 


,12990 










Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


. CIS 




Gene No. 


92531 




Strand 








Start 


48330 




End 


58310 





44959 



Name 


OJ000350 24. 0314. CIS 


.02. tw 


Start 


12664 




GI 


none 




Exons 


12664. .13083, 12669. 


.13088 


Seq. No. 


44018 




tjene no. 






Start 


48330 




Name 


OJ000350 24. 0314. CIS 


.o2. ts 


Start. 


12742 




GI 


none 




Exons 


12742. .13113, 12759. 


.12902 


Seq. No. 


44018 




Gene No. 


92531 




o rarr 






Name 


OJ000350 24. 0314. CIS 


. 06 . tw 


Start 


13714 




GI 


none 




Exons 


13714. .13962, 13738. 


.13962, 




14032. .14169, 14034. 


.14171, 


Seq. No. 


44018 




Gene No. 


92531 




o car l. 


48330 . 




Name 


OJ000350 24. 0314. CIS, 


. o4 . ts 


Start 


13861 




GI 


5666795 




Exons 


13861. .13959, 14035., 


.14172, 


GI Descrip. 


4206306 2.0e-10 (AF049110) 


Seq. No. 


44018 




Gene No . 


92531 




Start 


48330 




Name 


OJ000350 24 . 0314 .CIS , 


.o9.tw 


Start 


14175- 




GI 


none 




Exons 


14175. .14486, 14227., 


.14487 


Seq. No. 


44018 




Gene No . 


92531 




Start 


48330 




Name 


OJ000350 24. 0314. CIS. 


. o7 . tm 


Start 


17833 




GI 


none 




Exons 


17833. .18168, 17862.. 


,18155 


Seq. No. 


44018 




Gene No. 


92531 




Start 


48330 




Name 


OJ000350 .24. 0314. CIS. 


, oS . tw 


Start 


17982 





Method 

End 

Score 



TBLASTX: Wheat 

13088 

487 



GI 

Exons 

Seq. No. 
Gene No. 



none 



Seq. ID OJ000350_24.0314.C15 
Strand 

End 58310 

Method TBLASTX : Soybean 

End 13113 

Score 270 



Seq. ID OJ000350_24. 0314. CIS 
Strand 

End 58310 

Method TBLASTX : Wheat 

End 58128 

Score 234 



Seq. ID OJ000350_24.0314.C15 
Strand 

End 58310 

Method TBLASTX : Soybean 

End 14427 

Score 68 



Seq. ID OJ000350_24. 0314 .CIS 
Strand 

End 58310 

Method TBLASTX : Wheat 

End 14487 

Score 190 



Seq. ID OJ000350_24. 0314. CIS 
Strand 

End 58310 

Method TBLASTX: Maize 

End 18168 

Score 363 



Seq. ID OJ000350_24.0314.C15 
Strand 

End 58310 

Method TBLASTX : Wheat 

End 18363 

Score 375 



17982. .18038, 17983 .. 18363, 18084. .18332 



44018 
92531 



Seq. ID OJ000350_24. 0314. CIS 
Strand 



44960 




Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


18364 




End 


18966 




GI 


none 




Score 


265 




Exons 


18364. .18648, 18369. 


.18647, 


18840. .18 


962, 18841. .18966 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No . 






Of v--, n /J 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


,ol2.tm 


Method 


TBLASTX: Maize 




Start 


18835 




End 


19005 




GI 


none 




Score 


197 




Exons 


18835. .19005, 18840. 


.19004 








Seq. No. 


44018 




Seq. ID 


OJ000350_24 .0314 


.C15 


Gene No . 


yz j ji 




Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


32096 




End 


32302 




GI 


none 




Score 


211 




Exons 


32096. .32302, 32097. 


.32297 








Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


bene no. 






Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


32632 




End 


32863 




GI 


none 




Score 


250 




Exons 


32632. .32838, 32632. 


.32859, 


32633. .32863 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No . 






Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


. o3. tc 


Method 


TBLASTX: Cress 




Start 


33322 




End 


33787 




GI 


none 




Score 


86 




Exons 


33322. .33486, 33574. 


.33762, 


33575.. 33787 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.CIS 


Gene No . 






Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


33322 




End 


33762 




GI 


none 




Score 


163 




Exons 


33322..33492, 33568. 


.33762 








Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.CIS 


bene no. 






Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


33466 




End 


33794 




GI 


none 




Score 


225 




Exons 


33466. .33636, 33466. 


.33765, 


33572. .33787, 33663.. 33794 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


. CIS 


Gene No. 


92531 




Strand 






Start 


48330 




End 


58310 





44961 



Name 




. o 6 . tm 


Method 


TBLASTX: 


L v ia i z e 




Start 


42728 




End 


43295 






GI 


none 




Score 


191 






Exons 


42728. .42751, 42791. 


.42997, 


42797. .42982, 42798 


. .43019, 






42799. .43011, 43013. 


.43075, 


43102. .43188, 43171 


. .43290, 






43206. .43295 












Seq. No. 


44018 




Seq. ID 


OJ000350 


_24.0314 


-C15 


Gene No. 


92531 




Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24.0314.C15 


.o9. tm 


Method 


TBLASTX: 


Maize 




Start 


43350 




End 


44929 






GI 


none 




Score 


76 






Exons 


d^^n d^dfifi 4^^QQ 


A A Q 

• H J H H J , 


43455. .43505, 43458 


A 1 

. , H O D X X f 






43510. .43611, 43533. 


.43607, 


43747. .43773, 43801 


. .43908, 






43829. .43906, 44061. 


.44153, 


44070. .4415 


6, 44071 


. .44157, 






44071. .44157, 44251. 


.44340, 


44257. .44340, 44258 


. .44353, 






44265.-44342, 44445. 


.44516, 


44453. .44530, 44531 


. .44605, 






44532. .44600, 44813. 


.44929, 


44814. .44915, 44819 


. .44926 




Seq. No. 


44018 




Seq. ID 


OJ000350 


_24.0314 


-C15 


Gene No. 


92531 




Strand 








OLaiL 


H o jjU 




End 


58310 






Name 


OJ000350 24.0314.C15 


,ol3.gs 


Method 


GENSCAN 






Start 


48330 




End 


51240 






GI 


none 




Score 


.59 






Exons 


48330. .48491, 48553. 


.48691, 


49279. .49425, 49572 


. .49983, 






50062. .50265, 50408. 


.50526, 


50563. .50759, 50800 


. .51240 




Seq. No. 


44018 




Seq. ID 


OJ000350 


_24.0314 


.C15 


Gene No. 


92531 




Strand 








Start 


48330 




End 


58310 






LN dill" 


OJ000350 24.0314.C15 


. o 1 1 . np 


Method 


AAT/NAP 






Start 


49299 




End 


55191 






GI 


6598346 




Score 


765 






Exons 


49299. .49417, 49510. 


.50011, 


50051. .50266, 50622 


. .50716, 






54822. .54972, 55033. 


.55191 










GI Descrip. 


(AC002336) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


44018 




Seq. ID 


OJ000350 


_24.0314 


.C15 


Gene No . 


92531 




Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24. 0314. CIS 


. ol . tm 


Method 


TBLASTX : 


Maize 




otdrt 


49320 




End 


55123 






GI 


none 




Score 


76 






Exons 


49320. .49427, 49448. 


.49993, 


49815. .49970, 50063 


. .50266, 






50070. .50267, 50628. 


.50717, 


50794. .50946, 50975 


. .51106, 






51043. .51105, 54620. 


.54727, 


54817. .54933, 54961 


. .55101, 






54974. .55123 












Seq. No. 


44018 




Seq. ID 


OJ000350 


_24.0314 


• C15 


Gene No. 


92531 




Strand 








Start 


48330 




End 


58310 






Name 


OJ000350 24.0314.C15 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


49326 




End 


55117 






GI 


none 




Score 


106 






Exons 


49326. .49427, 49517. 


.49993, 


49518. .4974 


8, 49815 


. .49991, 





44962 






50063. .50266, 50625. 


. 50672, 


50954. .51106, 51043 .. 51105, 






54850. .54933, 54955. 


. 55101, 


54971. .55117 




Seq. No. 


44018 




Seq. ID 


OJ000350_24 .0314 


.C15 


Gene No. 


92531 




Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15 


ol. tc 


Method 


TBLASTX: Cress 




Start 


49338 




End 


55123 




GI 


none 




Score 


108 




Exons 


49338 49427, 49517. 


49723, 


49766. .49993, 50063 .. 50266, 






50070. .50267, 50628. 


50717, 


50827. .50943, 5104 3 .. 51105, 






54620 .. 54727, 54799., 


54933, 


54955. .55101, 54965. .55123 




Seq. No. 


44018 




Seq. ID 


OJ000350_24 .0314 


.C15 


Gene No. 


92531 




Strand 






Start 


48330 




End 


58310 




Name 


OJ000350 24.0314.C15. 


o7.gp 


Method 


AAT/GAP 




Start 


50138 




End 


50716 




GI 


2280832 




Score 


511 




Exons 


50138 50265, 50567.. 


50716 








Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No. 


92531 




Strand 






Start 


48330 




End 


58310 




Name 


OJ000350_24 . 0314 . CIS . 


ol4 . gs 


Method 


GENSCAN 




Start . 


54107 




End 


55218 




GI 


none 




Score 


.97 




Exons 


54107 . . 54129, 54556.. 


54708, 


54822. .55218 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No. 


92531 




Strand 






Start 


48330 




End 


58310 




Name 


OJ000350_24.03l4.Cl5. 


o5.tm 


Method 


TBLASTX: Maize 




Start 


57870 




End 


58310 




GI 


none 




Score 


248 




Exons 


57870. .58073, 57901. . 


58047, 


57903. .58073, 58009 .. 58167, 






58058 .. 58126, 58059.. 


58310, 


58065. .581! 


31 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No. 


92532 




Strand 






Start 


58233 




End 


58784 




Name 


OJ000350_24 . 0314 .CI 5 . 


o2.tc 


Method 


TBLASTX: Cress 




Start 


58233 




End 


58532 




GI 


none 




Score 


59 




Exons 


58233. .58307, 58346. . 


58531, 


58347. .58532 




Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No. 


92532 




Strand 






Start 


58233 




End 


58784 




Name 


OJ000350_24 . 0314 . C15 . 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


58338 




End 


58679 




GI 


none 




Score 


376 




Exons 


58338. .58679, 58343.. 


58666 








Seq. No. 


44018 




Seq. ID 


OJ000350_24.0314 


.C15 


Gene No. 


92532 




Strand 






Start 


58233 




End 


58784 





44963 





Name 


OJ000350 24 


.0314 


.C15.o4 


.tm 


Method 


TBLASTX: Maize 






Start 


58523 








End 


58784 






G.I 


none 








Score 


380 






Exons 


58523. .58768, 58524.. 58784 










Seq. No. 


4 4019 








Seq. ID 


OJ000350_24.0314 


.C16 




Gene No . 


92533 








Strand 


+ 






Start 


1 1 O A 

1194 








End 


1777 






Name 


OJ000350 24 


. 0314 


. CI 0 . Ol 


.gp 


Method 


AAT/GAP 






Start 


1194 








End 


1777 






GI 


1631815 








Score 


531 






Exons 


1194 . . 120U , 


1 A "3 1 

1431 


. . lDUb, 


loU / 


. .1777 








Seq. No. 


44019 








Seq. ID 


OJ000350_24 .0314 


.C16 




Gene No. 


92533 








btrana 


+ 






Start 


1194 








End 


1777 






Name 


OJOOUoou 24 


. U314 


. Clo . ol 


. gs 


Method 


GENSCAN 






Start 


1 O A C 

1245 








End 


1734 






GI 


none 








Score 


.96 






Exons 


1245. .1250, 


1431 


. .1506, 


1607 


. .1734 








Seq. No. 


44019 








Seq. ID 


OJ000350_24.0314 


.C16 




Gene No. 


92533 








Strand 


+ 






Start 


1194 








End 


1777 






Name 


OJ000350_24 


.0314 


.C16.ol 


. np 


Method 


AAT/NAP 




% J 


Start 


1419 








End 


1709 




r ~ 


GI 


6525011 








Score 


84 




f u 


Exons 


1419. .1506, 


1607 


. .1709 










f = 


GI Descrip. 


(AF198627 ) 


copper chaperone 


homolog CCH [Glycine max] 




=5. 


Seq. No. 


44019 








Seq. ID 


OJ000350_24.0314 


.C16 


i ; 

est' 


Gene No . 


92534 








Strand 








Start 


2997 








End 


3179 






Name 


OJ000350_24 


.0314 


.C16.o2 


. gs 


Method 


GENSCAN 






Start 


2997 








End 


3179 




% : 


GI 


none 








Score 


.86 




Lis 


Exons 


2997. .3179 
















Seq. No. 


44019 








Seq. ID 


OJ000350_24.0314 


.C16 




Gene No. 


92535 








Strand 






C3 


Start 


4205 








End 


4612 






Name 


OJ00035U 24 


.0314 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1430 








End 


1737 






GI 


none 








Score 


86 






Exons 


1430. .1510, 


1436 


. .1498, 


1600 


..1734, 1605. .1736, 1610. .1690, 






"I f /~ inn 

1636 . . 1737 
















Seq. No. 


44019 








Seq. ID 


OJ000350_24.0314 


.C16 




Gene No . 


92535 








Strand 








Start 


4205 








End 


4612 






Name 


OJ000350 24 


.0314 


•C16.o3 


.gs 


Method 


GENSCAN 






Start 


4205 








End 


4612 






GI 


none 








Score 


.71 






Exons 


4205. .4612 
















Seq. No. 


44020 








Seq. ID 


OJ000350_24.0314 


.C17 




Gene No. 


92536 








Strand 


+ 





44964 



Start 
Name 
Start 
GI 

Exons 



143 End 13789 

OJ000350_24 . 0314 . C17 . ol . gs Method GENSCAN 

143 End 13789 

none Score .55 

143. .272, 1001. .1200, 1210. .1394, 3597. .3732, 3934. .4169, 

4959. .5059, 5324. .5533, 5557. .5669, 6500. .6641, 1072 6 .. 108 16, 





11233. .11344, 11476. .11735, 


11746. .11875, 12029 




12391. .12977, 13065 .. 13226, 


13336. .137? 


39 


Seq. No. 


44020 


Seq. ID 


OJ000350 


Gene No. 


92536 


Strand 


+ 


Start 


143 


End 


13789 


Name 


OJ000350 24.0314.C17.o3.np 


Method 


AAT/NAP 


Start 


12418 


End 


13786 


GI 


2130023 


Score 


1435 




12418. .12977, 13065 .. 13226, 


13336. .13786 


GI Descrip. 


DNA-binding protein ABF1 - wild oat (fragment) 




gi | 1159877 | emb | CAA88326 | (Z48429) DNA-binding p 




fatua] 






Seq. No. 


44020 


Seq. ID 


OJ000350 


Gene No. 


92537 


Strand 


+ 


Start 


14546 


End 


15182 


Name 


OJ000350 24.0314.C17.o2.gs 


Method 


GENSCAN 


Start 


14546 


End 


15182 


GI 


none 


Score 


.79 


Exons 


14546. .14606, 14725.. 15182 






Seq. No. 


44020 


Seq. ID 


OJ000350 


Gene No. 


92538 


Strand 


+ 


Start 


15629 


End 


16030 


Name 


OJ000350 24.0314.C17.o2.gp 


Method 


AAT /ftAP 
nn i / ur\ c 


Start 


15629 


End 


16030 


GI 


7406 1.R1084 


Score 


642 


Exons 


15629.. 16030 






GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


10 (X94191) 


heat sh( 




[Pennisetum glaucum] 1 






Seq. No. 


44020 


Seq. ID 


OJ000350_ 


Gene No. 


92539 


Strand 




Start 


1 


End 


1659 


Name 


OJ000350 24.0314.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1659 


'GI 


6983857 


Score 


1169 


Exons 


1..747, 917. .1468, 1532. .1659 




GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44020 


Seq. ID 


OJ000350_ 


Gene No. 


92540 


Strand 




Start 


2349 


End 


5801 


Name 


OJ000350 24.0314.C17.o2.np 


Method 


AAT/NAP 


Start 


2349 


End 


5801 


GI 


4680186 


Score 


199 


Exons 


2349.. 2767, 3294.. 3353, 5566 


. .5801 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


44020 


Seq. ID 


OJ000350_ 



44965 



Gene No. 92541 Strand 

Start 13133 End 13504 

Name OJ000350_24 . 0314 .C17 . ol . gp Method AAT/GAP 

Start 13133 End 13504 

GI 5038691 Score 728 
Exons 13133. . 13504 

GI Descrip. 2130023/pir || S61413 9.0e-35 DNA-binding protein ABF1 - wild oat 
(fragment) >gi_1159877_emb_CAA88326_ (Z48429) DNA-binding 
protein [Avena fatua] 



Seq. No. 44020 
Gene No. 92542 
Start 15638 

Name OJ000350_24 . 0314 . C17 . ol . ts 

Start 11990 
GI none 

Exons 11990. .12043, 12579 .. 12779, 

12592. .12825, 12592 12702 , 
12855. .12899, 13056 .. 13211 , 
13179. .13211, 13333. .13449, 
13334. .13393, 13424.. 13453 



Seq. ID OJ000350_24.0314.C17 

Strand - • : 

End 15760 

Method TBLASTX : Soybean 

End 13468 

Score 69 
12582. .12695, 12591. .1277 9, 
12730. .12759, 12841. .12921, 
13072. .13227, 13165 13227 , 
13333. .13386, 13334 13468, 



Seq. No. 44020 
Gene No. 92542 
Start 15638 

Name OJ000350_24 . 0314 . C17 . ol . tm 

Start 12567 
GI none 
Exons 12567 

13108 

13333 

13672. .13770 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_24.0314.C17 
15760 

TBLASTX: Maize 

13783 

152 



12698, 12592. .12702, 12723 12758 , 12730 .. 12759, 
13158, 13113. .13148, 13162 13227 , 13182 .. 13211, 
13449, 13334. .13468, 13508 .. 13558 , 13664 .. 13783, 



Seq. No. 44020 

Gene No. 92542 

Start 15638 

Name OJ000350_24 . 0314 . C17 . ol . tc 

Start 12582 

GI none 

Exons 12582. .12695, 12592 .. 12702, 
13134. .13211, 13135. .13227, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 24.0314.C17 



15760 

TBLASTX: Cress 
13468 
144 

12705. .12797, 12706 .. 12801, 
13333. .13446, 13334. .13468 



Seq. No. 44020 

Gene No. 92542 

Start 15638 

Name OJ000350_24 . 0314 .C17 .ol . tw 

Start 12582 

GI none 
Exons 



Seq. ID OJ000350_24.0314.C17 
Strand 

End 15760 

Method TBLASTX : Wheat 

End 13704 

Score 152 



12582. .12698, 12592 .. 12702, 12723 .. 12773, 12730 .. 12759, 
13060. .13227., 13060 13146, 13065 13211, 13334 134 68, 
13336. .13449, 13337 13450, 13565 13609, 13678.. 13704 



Seq. No. 44020 Seq. ID 

Gene No. 92542 Strand 

Start 15638 End 

Name 0 JO 00350_24.0314.C17.o3.gs Method 

Start 15638 End 



OJ000350_24.0314.C17 

15760 

GENSCAN 

15760 



44966 



GI none Score 

Exons 15638. .15760 



Seq. No. 44021 Seq. ID OJ000350_24 . 0314 . C22 

Gene No. 92543 Strand 

Start 1 End 719 

Name OJ000350_24 . 0314 .C22 .ol .np Method AAT/NAP 

Start 1 End 719 

GI 7228442 Score 450 

Exons 1..31, 415.. 719 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 44021 Seq. ID 

Gene No. 92543 Strand 

Start 1 End 

Name OJ000350_24 . 0314 . C22 . ol . tw Method 

Start 415 End 

GI none Score 
Exons 



OJ000350_24 . 0314 . C22 
719 

TBLASTX: Wheat 

719 

73 



415. .519, 417. .515, 513. .713, 525. .719 





Seq. No. 


44022 


Seq. ID 


OJ000350_23.0315.C1 




Gene No. 


92544 


Strand 


+ 




Start 


2635 


End 


3229 




Name 


- OJ000350 23.0315.Cl.ol.gp 


Method 


AAT/GAP ' 


r n 


Start 


2635 


End 


3229 




GI 


76739 1.R1084 


Score 


1155 




Exons 


2635. .3229 








GI Descrip. 


'1041815 2.0e-14 (U16721) 


lipid transfer protein [Oryza sativa] 


s. a 


Seq. No. 


44022 


Seq. ID 


OJ000350_23.0315.C1 


fy 


Gene No. 


92544 


Strand 


+ 


= 


Start 


2635 


End 


3229 




Name 


OJ000350 23.0315.Cl.ol.np 


Method 


AAT/NAP 




Start 


2671 


End 


2982 




GI 


128377 


Score 


247 




Exons 


2671. .2982 








GI Descrip. 


PROBABLE NONSPECIFIC LIPID 


-TRANSFER PROTEIN PRECURSOR (LTP) 



(ALEURON-SPECIFIC 10 KD PROTEIN) (B-FABP) gi | 8234 3 | pir | | S04 12 6 
probable phospholipid transfer protein precursor, 
aleurone-specific - barley gi | 18893 | emb | CAA33329 . 1 | (X15257) 
aleurone specific protein [Hordeum vulgare] 
gi 1 190411 emb | CAA49448.il (X69793) lipid transfer protein 
[Hordeum vulgare] gi | 19043 | emb | CA 



Seq. No. 


44022 


Seq. ID 


OJ000350 


Gene No. 


92545 


Strand 




Start 


717 


End 


2351 


Name 


OJ000350 23.0315.Cl.ol.gs 


Method 


GENSCAN 


Start 


717 


End 


2351 


GI 


none 


Score 


.58 


Exons 


717. .878, 1689. .1735, 2135. 


.2351 




Seq. No. 


44022 


Seq. ID 


OJ000350 


Gene No. 


92546 


Strand 




Start 


6339 


End 


6465 



44967 



Name 


OJ000350 23.0315.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


2775 


End 


2994 




GI 


none 


Score 


101 




Exons 


2775.. 2867, 2776.. 2883, 2872 


..2994, 2874. .2984 




Seq. No. 


44022 


Seq. ID 


OJ000350_23.0315 


.CI 


Gene No. 


92546 


Strand 






Start 


6339 


End 


6465 




Name 


OJ000350 23.0315.Cl.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2778 


End 


2988 




GI 


none 


Score 


93 




Exons 


2778.. 2870, 2779.. 2871, 2872 


..2988, 2877. .2909 




Seq. No. 


44022 


Seq. ID 


OJ000350_23.0315 


.CI 


Gene No. 


92546 


Strand 






Start 


6339 


End 


6465 




Name 


OJ000350 23.0315.Cl.o2.np 


Method 


AAT/NAP 




Start 


6339 


End 


6465 




GI 


7106514 


Score 


52 




Exons 


6339. .6465 








GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315 


.C2 


Gene No. 


92547 


Strand 


+ 




Start 


1 


End 


3603 




Name 


OJ000350 23.0315.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3600 




GI 


7228457 


Score 


4790 




Exons 


1..46, 423. .711, 834. .1983, 


2050. .3600 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315 


,C2 


Gene No. 


92547 


Strand 


+ 




Start 


1 


End 


3603 




Name 


OJ000350 23.0315.C2.ol.gs 


Method 


GENSCAN 




Start 


171 


End 


3603 




GI 


none 


Score 


.47 




Exons 


171. .257, 436. .571, 1089. .1459, 1522.. 


3603 




Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315 


.C2 


Gene No. 


92548 


Strand 


+ 




Start 


3763 


End 


4225 




Name 


OJ000350 23.0315.C2.ol.gp 


Method 


AAT/GAP 




Start 


3763 


End 


4225 




GI 


2428323 


Score 


843 




Exons 


3763. .4225 









GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 44023 

Gene No. 9254 9 

Start 4233 

Name OJ000350_23 . 0315 . C2 . o2 . tm 

Start 439 

GI none 



Seq. ID OJ000350_23.0315.C2 
Strand 

End 9202 

Method TBLASTX : Mai ze 

End 782 

Score 261 



44968 






Exons 


439. .678, 441. .677, 672. .782 










Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315 


.C2 




Gene No . 


QO C A ft 

y<so4 y 


Strand 








Start 


4233 


End 


9202 






Name 


OJ000350 23.0315.C2.ol.tw 


Method 


TBLASTX: Wheat 






Start 


456 


End 


875 






GI 


none 


Score 


274 






Exons 


456. .677, 457. .687, 559.-678, 


669. .875 


, 695. .868 






Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315 


.C2 




Gene No. 


y^o4 y 


Strand 








Start 


4233 


End 


9202 






Name 


OJ000350 23.0315.C2.ol.ts 


Method 


TBLASTX: Soybean 






Start 


535 


End 


905 






GI 


none 


Score 


154 






Exons 


535. .678, 552. .677, 675. .905 










Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315, 


.C2 




Gene No. 


92549 


Strand 








btart 




End 


9202 






Name 


OJ000350 23.0315.C2.o3.tw 


Method 


TBLASTX: Wheat 






Start 


1528 


End 


1962 






GI 


none 


Score 


233 




=r 


Exons 


1528. .1779, 1528. .1758, 1593. 


.1769, 1813. .1962, 1822. .1959, 


%J 

Lit 




1824. .1961 








FU 


Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315, 


.C2 




Gene No. 


92549 


Strand 






5 : i 


o tar r, 


4233 


End 


9202 






Name 


OJ000350 23.0315.C2.o2.ts 


Method 


TBLASTX : Soybean 




% a? 


Start 


1651 


End 


2199 






GI 


5666795 


Score 


68 




s 


Exons 


1651. .1749, 1825. .1962, 2017. 


.2199 






'•= BT 


GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea mays] 






Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315. 


,C2 




Gene No. 


92549 


Strand 






- ^ 


Start 


4233 


End 


9202 




f 1 


Name 


OJ000350 23.0315.C2.o5.tw 


Method 


TBLASTX: Wheat 




f ~3 


Start 


1965 


End 


2277 






GI 


none 


Score 


197 






Exons 


1965. .2141, 2017. .2277 










Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315. 


.C2 




bene No . 


92549 


Strand 








Start 


4233 


End 


9202 






Name 


OJ000350 23.0315.C2.ol.tm 


Method 


TBLASTX: Maize 






Start 


2470 


End 


2793 






GI 


none 


Score 


364 






Exons 


2470. .2793, 2499. .27.80 










Seq. No. 


44023 


Seq. ID 


OJ000350_23.0315. 


.C2 




Gene No. 


92549 


Strand 








Start 


4233 


End 


9202 






Name 


OJ000350 23.0315.C2.o2.tw 


Method 


TBLASTX: Wheat 






Start 


2607 


End 


2988 





44969 





GI 


none *■ . ? 








Score 


375 








Exons 


2607. .2663, 


2608. 


.2988, 


2704, 


..2949, 2709. .2957 








Seq. No. 


44023 








Seq. ID 


OJ000350 


_23.0315 


.C2 




Gene No. 


92549 








Strand 










Start 


4233 








End 


9202 








Name 


OJ000350 23 


.0315. 


C2.o4. 


tw 


Method 


TBLASTX: 


Wheat 






Start 


2989 








End 


3591 








GI 


none 








Score 


257 








Exons 


2989..328S, 


2993. 


.3064, 


2994. 


..3092, 3129.. 3272, 


3465. .3587 






3466. .3591 


















Seq. No. 


44023 








Seq. ID 


OJ000350 


_23.0315 


.C2 




Gene No. 


92549 








Strand 


- 








Start 


4233 








End 


9202 








Name 


OJ000350 23 


.0315. 


C2.o3. 


tm 


Method 


TBLASTX: 


Maize 






Start 


3460 








End 


3600 








GI 


none 








Score 


183 








Exons 


3460. .3600, 


3465. 


.3599 














Seq. No. 


44023 








Seq. ID 


/~\ T A A A O C A 




. cz 




Gene No. 


92549 








Strand 










Start 


4233 








End 


9202 






f I 


Name 


OJ000350 23 


.0315. 


C2.o2. 


gs 


Method 


GENSCAN 






-J 


Start 


4233 








End 


7528 






~~ 


GI 


none 








Score 


.91 






= i : 

§ y 


Exons 


4233. .5227, 


5415. 


.6175, 


6267. 


.7528 








r **i 


Seq. No. 


44023 








Seq. ID 


OJ000350 


_23.0315 


.C2 


^ y* 


Gene No. 


92549 








Strand 










Start 


4^33 








End 


9202 






f Li 


Name 


OJ000350 23 


.0315. 


C2.o2. 


np 


Method 


AAT/NAP 








Start 


4236 








End 


7528 








GI 


5803259 








Score 


5045 






C3 


Exons 


4236. .5904, 


5947. 


.6175, 


6267. 


.7528 










GI Descrip. 


(AP000399) 1 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44023 








Seq. ID 


OJ000350 


_23.0315 


,C2 




Gene No. 


92549 








Strand 










Start 


4233 








End 


9202 








Name 


OJ000350 23 


.0315. 


C2.o3. 


np 


Method 


AAT/NAP 








Start 


6722 








End 


9202 








GI 


5922623 








Score 


210 








Exons 


6722. .6758, 


8343. 


.8418, 


8586. 


.8738, 9118.. 9202 








GI Descrip. 


(AP000492) ] 


hypothetical 


protein [Oryza 


sativa] 







gi| 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



44023 
92549 
4233 

OJ000350_23.0315.C2.o3.gs 

7909 

none 



Seq. ID OJ000350_23.0315.C2 
Strand 

End 9202 

Method GENSCAN 

End 8491 

Score .41 



7909. .8024, 8061. .8107, 8343. .8418, 8437. .8491 

44024 Seq. ID OJ000350 23. 0315. C3 



44970 




Gene No. 


92550 


Strand 


+ 


Start 


36 


End 


612 


Name 


OJ000350 23.0315.C3.ol.gs . 


Method 


GEN SCAN 


Start 


36 


End 


612 


GI 


none 


Score 


.49 


Exons 


36. .188, 289. .612 






Seq. No. 


44024 


Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92551 


Strand 


+ 


Start 


1318 


End 


1620 


Name 


OJ000350 23.0315.C3.o2.gs 


Method 


GEN SCAN 


Start 


1318 


End '* 


1620 


GI 


none 


Score 


.99 


Exons 


1318. .1620 






Seq. No. 


44024 


Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92551 


Strand 


+ 


Start 


1318 


End 


1620 


Name 


OJ000350 23.0315.C3.ol.np 


Method 


AAT/NAP 


Start 


1330 


End 


1620 


GI 


7489543 


Score 


221 


Exons 


1330. .1620 






GI Descrip. 


probable lipid transfer protein - rice 


gi| 1041815 |gb|AAC50030 




(U16721) lipid transfer protein [Oryza 


sativa] 


Seq. No. 


44024 


Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92552 


Strand, 


+ 


Start 


1977 


End 


A A a o 


Name 


OJ000350 23.0315.C3.o2.np 


Method 


AAT/NAP 


Start 


1977 


End 


3788 


GI 


7523517 


Score 


229 


Exons 


1977. .2308, 2426. .2612, 3542. 


.3788 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44024 


Seq. ID 


OJ000350_23.0315.C3 


Gene No . 


92552 


Strand 


+ 


Start 


1977 


End 


4068 


Name 


OJ000350 23.0315.C3.o3.gs 


Method 


GENSCAN 


Start 


3017 


End 


4068 


GI 


none 


Score 


.44 


Exons 


3017. .3027, 3876. .4068 






Seq. No. 


44024 


Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92553 


Strand 




Start 


5173 


End 


5383 


Name 


OJ000350 23.0315.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1411 


End 


5380 


GI 


none 


Score 


106 


Exons 


1411. .1518, 1411. .1491, 1513. 


.1620, 5179.. 5379, 5186.. 5380 


Seq. No. 


44024 


Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92553 


Strand 




Start 


. 5173 


End 


5383 


Name 


OJ000350 23.0315.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1413 


End 


5377 


GI 


none 


Score 


50 


Exons 


1413. .1502, 1413. .1502, 1414. 


.1518, 1414.. 1506, 1503.. 1550, 



44971 



- 


1507. .1620, 


1512, 


. .1544, 


5179. 


.5376, 5180. .5377 


Seq. No. 


44024 








Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


ft 1 c c o 

92553 








Strand 




Start 


5173 








End 


5383 


Name 


OJ000350 23. 


0315, 


,C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1414 








End 


5377 


GI 


none 








Score 


87 


Exons 


1414. .1518, 


1495, 


. .1620, 


5179. 


.5376, 5249.. 5377 


Seq. No. 


44024 








Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92553 








Strand 




Start 


5173 








End 


5383 


Name 


OJ000350 23. 


0315, 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1414 








End 


5376 


GI 


none 








Score 


78 


Exons 


1414. .1518, 


1495, 


. .1623, 


5002. 


.5070, 5114.. 5143, 5179. .5376, 




5273. .5371 












Seq. No. 


44024 








Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


ft O C C *3 

92553 








Strand 




Start 


5173 








End 


5383 


Name 


OJ000350 23. 


0315. 


,C3.o4. 


gs 


Method 


GENSCAN 


Start 


5173 








End 


5299 


GI 


none 








Score 


.99 


Exons 


5173. .5299 












Seq. No. 


44024 








Seq. ID 


OJ000350_23.0315.C3 


Gene No. 


92553 








Strand 




Start 


5173 








End 


5383 


Name 


OJ000350 23. 


0315. 


,C3.o3. 


np 


Method 


AAT/NAP 


Start 


5176 








End 


5383 


GI 


7489543 








Score 


229 



Exons 5176.. 5383 

GI Descrip. probable lipid transfer protein - rice gi 1 1041815 | gb | AAC50030 . 1 1 
(U16721) lipid transfer protein [Oryza sativa] 



Seq. No. 44025 

Gene No. 92554 

Start 3588 

Name OJ000350_23 . 0315 . C4 . o2 . np 

Start 3585 

GI ... 7489543 

Exons 3585.. 3866 

GI Descrip. probable lipid transfer protein - rice gi 1 104 1815 | gb I AAC50030 . 1 1 
(U16721) lipid transfer protein [Oryza sativa] 



Seq. ID OJ000350_23.0315.C4 

Strand + 

End 3869 

Method AAT/NAP 

End 3866 

Score 253 



Seq. No. 44025 Seq. ID 

Gene No. 92554 Strand 

Start 3588 End 

Name OJ000350_23 . 0315 . C4 . o2 . gs Method 

Start 3588 End 

GI none Score 

Exons 3588.. 3869 



OJ000350_23.0315.C4 
+ 

3869 
GENSCAN 
3869 
. 69 



Seq. No. 
Gene No. 



44025 
92555 



Seq. ID 
Strand 



OJ000350 23. 0315. C4 



44972 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



687 



End 

Method 
End 
Score 



2219 
AAT/NAP 
2219 
83 



OJ000350__23 . 0315 . C4 . ol . np 
687 

7340860 
687. .711, 2095. .2219 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



44025 
92556 
4231 

OJ000350_23.0315.C4 .o3.gs 

4231 

none 

4231. .4509, 4760. .4880, 4918, 
10229. .10293 



Seq. ID 

Strand 

End 

Method * 

End 

Score 



OJ000350_23.0315.C4 

10293 
GENSCAN 
10293 
.46 



,4979, 5255. .5331, 5927. .6357, 



oeq • wo . 


A A no £i 








oeq. ijj 


UJUUU jjU Z j . U jl J 




Gene No . 


92557 








Strand 






Start 


11355 








End 


11712 




Name 


OJ000350 23. 


0315. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3662 








End 


3863 




GI 


none 








Score 


226 




Exons 


3662. .3856, 


3663. 


.3863 










Seq. No. 


44025 








Seq. ID 


OJ000350_23.0315 


.C4 


Gene No. 


92557 








Strand 






Start 


11355 








End 


11712 




Name 


OJ000350 23. 


0315. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3665 








End 


3863 




GI 


none 








Score 


215 




Exons 


3665. .3793, 


3666. 


.3863 










Seq. No. 


44025 








Seq. ID 


OJ000350_23.0315 


-C4 


Gene No. 


92557 








Strand 






Start 


11355 








End 


11712 




Name 


OJ000350 23. 


0315. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3665 








End 


3863 




GI 


none 








Score 


238 




Exons 


3665. .3862, 


3666. 


.3863 










Seq. No. 


44025 








Seq. ID 


OJ000350_23.0315 


.C4 


Gene No. 


92557 








Strand 






Start 


11355 








End 


11712 




Name 


OJ000350 23. 


0315. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3666 








End 


3863 




GI 


none 








Score 


195 




Exons 


3666. .3863 















Seq. No. 44025 Seq. ID 

Gene No. 92557 Strand 

Start 11355 End 

Name OJ000350_23 . 0315 . C4 . o4 . gs Method 

Start 11355 End 

GI none Score 

Exons 11355. .11712 



OJ000350_23.0315.C4 

11712 
GENSCAN 
11712 
.76 



44973 



Seq. No. 44026' Seq. ID 

Gene No. 92558 Strand 

Start 3400 End 

Name OJ000350_23 . 0315 . C5 . o2 . np Method 

Start 3400 End 

GI 7489543 Score 

Exons 3400.. 3681 

GI Descrip. probable lipid transfer protein - rice 
(U16721) lipid transfer protein [Oryza 



23. 0315. C5 



OJ000350_ 
+ 

3681 
AAT/NAP 
3681 
252 



gil 1041815 |gb|AAC50030. 
sativa] 



II 



Seq. No. 44026 Seq. ID 

Gene No. 92559 Strand 

Start 2198 End 

Name OJ000350_23 . 0315 . C5 . ol . np Method 

Start 2198 End 

GI 6997190 Score 

Exons 2198.. 2343 

GI Descrip. (AC022355) hypothetical protein [Arabidopsis thaliana] 



OJ000350__23.0315.C5 

2343 
AAT/NAP 
2343 
106 



in 



Seq. No. 44026 Seq. ID 

Gene No. 92560 Strand 

Start 4248 End 

Name OJ000350_23 . 0315 . C5 . o3 . gs Method 

Start 4248 End 

GI none Score 
Exons 



OJ000350_23.0315.C5 

15231 
GENSCAN 
15231 
.79 



4248. .4372, 4982. .5110, 5276. .5384, 6663.-6798, 7201. .7422, 
10610. .10792, 10894. .11015, 11582 .. 13615 , 14 091 14235, 
14463. .14556, 14610.. 15231 



Seq. No. 44026 Seq. ID 

Gene No. 92560 Strand 

Start 4248 End 

Name OJ000350_23 . 0315 . C5 . o2 . gp Method 

Start 10260 End 

GI none Score 

Exons 10260. .10792, 10894.. 10932 



OJ000350_23.0315.C5 

15231 
AAT/GAP 
10932 
1104 



Seq. No. 


44026 


Seq. ID 


OJ000350_23.0315 


.C5 


Gene No. 


92560 


Strand 






Start 


4248 


End 


15231 




Name 


OJ000350 23.0315.C5.o3.np 


Method 


AAT/NAP 




Start 


10606 


End 


15231 




GI 


6997190 


Score 


1221 




Exons 


10606. .10773, 11266. .11552, 


11582. .12771, 12832. .13572, 






14078. .14199, 14583. .14729, 


14835. .15020, 15127.. 15231 




GI Descrip. 


(AC022355) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44026 


Seq. ID 


OJ000350_23.0315 


.C5 


Gene No. 


92560 


Strand 






Start 


4248 


End 


15231 




Name 


OJ000350 23.0315.C5.o3.gp 


Method 


AAT/GAP 




Start 


12676 


End 


13094 




GI 


uC-osflcyp019el2bl 


Score 


822 




Exons 


12676.. 13094 








GI Descrip. 


•5441876/dbj | AP000367 . 1 | AP000367 3.0e- 


■4 4 Oryza sativa genomic 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 



44974 




Seq. No. 


44026 




Seq. ID 


OJ000350_ 


23.0315 


.C5 








on a. i in 








Start 


15313 




End 


15594 






Name 


OJ000350 23. 0315. C5. 


o4 . gp 


Method 


AAT/GAP 






Start 


15313 




End 


15594 






GI 


2312960 




Score 


560 






Exons 


15313. .15594 












Seq. No. 


44026 




Seq. ID 


OJ000350_ 


23.0315 


.C5 


Gene No. 


92562 




Strand 








Start 


23590 




End 


28404 






Name 


OJ000350 23. 0315. G5. 


oS.gs 


Method 


GENS CAN 






Start 


23590 




End 


28404 






GI 


none 




Score 


.42 






Exons 


23590. .23694, 23737. 


.23764, 


25180. .25388, 26268. 


.26397, 






27654. .27732, 27883. 


.27930, 


28323. .28404 







Seq. No. 44026 Seq. ID OJ000350_23 . 0315 . C5 

Gene No. 92562 Strand 

Start 23590 End 28404 

Name OJ000350_23 . 0315 .C5 . o5 . gp Method AAT/GAP 

Start 26695 End 27590 

GI 3462554 Score 1356 

Exons 26695. .27590 

GI Descrip. 5441876/dbj I AP000367 . 1 1 AP000367 3.0e-44 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 



Seq. No. 44026 Seq. ID 

Gene No. 92563 Strand 

Start 30894 End 

Name OJ000350_23 . 0315 . C5 . ol . tm Method 

Start 2211 End 

GI none Score 
Exons 



OJ000350_23.0315.C5 
31398 

TBLASTX: Maize 

12269 

125 



2211. .2348, 2213. .2347, 10614 .. 10730, 10615 .. 10794 , 
10616. .10708, 10680. .10766, 10893 .. 10922, 10929 .. 11018 , 
10931. .11017, 10935. .11018, 11584 .. 1194.0, 11585 12169, 
11966. .12169, 12046. .12210, 12105 .. 12239, 12195.. 12269 



Seq. No. 44026 Seq. ID 

Gene No. 92563 Strand 

Start 30894 End 

Name 0 J000350_23 . 0315 . C5 . o2 . tw Method 

Start 3480 End 

GI none Score 

Exons 3480.. 3671, 3481.. 3678 



OJ000350_23.0315.C5 
31398 

TBLASTX : Wheat 

3678 

222 



Seq. No. 44026 Seq. ID 

Gene No. 92563 Strand 

Start 30894 End 

Name OJ000350_23 . 0315 . C5 . o3 . tc Method 

Start 3480 End 

GI none Score 

Exons 3480.. 3608, 3481.. 3678 



OJ000350_23.0315.C5 
31398 

TBLASTX: Cress 

3678 

215 



Seq. No. 
Gene No. 
Start 



44026 
92563 
30894 



Seq. ID 

Strand 

End 



OJ000350 23. 0315. C5 



31398 



44975 




Name 


OJ000350 23.0315. C5. 


oS.tm 


Method 


TBLASTX: Maize 




Start 


3480 




End 


3678 




GI 


none 




Score 


134 




Exons 


3480. .3677, 3480. .3677, 3481. .3678 






Seq. No. 


44 09fi 






OJ000350_23.0315 


.C5 


belle 1NU ■ 












Start 


30894 




End 


31398 




Name 


n.Tnnn^RO 91 on s rs 


n9 t 


Mo f hnH 


TBLASTX: Soybean 




Start 


?4ft1 _ 

JIO J, 




End 


3678 




GI 


none 




Score 


197 




Exons 


3481. .3678 










Seq. No. 


44026 




Seq. ID 


OJ000350_23.0315 


.C5 


Gene No. 


92563 




Strand 






Of- r f- 
O Lai L. 






End 


31398 




Name 


ojoornso 91 rni s 




Method 


TBLASTX: Cress 




Start 


1 1 fil 2 _ 




End 


13268 




GI 


none 




Score 


69 




Exons 


11612. .11794, 12881. 


.13051, 


12883. .13014, 13109. .13261, 






13164. .13268 










Seq. No. 


4 4 H9 £ 




Seq. ID 


OJ000350_23.0315 


,C5 


Gene No. 


Q9 


- 


Strand 






Of a r f 


qnft Q4 




End 


31398 




Name 


o.Tnnn^sn 9*3 rm s 




Method 


TBLASTX: Cress 




Start 


1 1 Qflfl ~ 




End 


12541 




GI 


none 




Score 


248 




Exons 


11900. .12052, 12132. 


.12521, 


12142. .12513, 12239. .12541, 
















Seq. No. 


44 H96 




Seq. ID 


OJ000350_23.0315 


.C5 




5t JUJ 




Strand 






Start 


«J V O ^ T 




End 


31398 




Name 




o j . tm 


Method 


TBLASTX: Maize 




Start 


12270 




End 


12473 




GI 


none 




Score 


252 




Exons 


1997D 1 947^ 19910 


1 947fi 


12272. .12472 




Seq. No. 


4 409fi 




Seq. ID 


OJ000350_23.0315 


.C5 


UCliC IN (J. 


.7j£. JO J 




Strand 






Start 


^Dft Q4 




End 


31398 




Name 


n.Tfinrn^n 9^ n^i ^ 

UUUUUJJU 4 J • U Jl J • L<J • 


- 

ox . tw 


Method 


TBLASTX: Wheat 




Start 






End 


12965 




GI 


none 




Score 


370 




Exons 


12568. .12963, 12569. 


.12964, 


12582. .12965 




Seq. No. 


44026 




Seq. ID 


OJ000350_23.0315 


.C5 


Gene No. 


92563 




Strand 






Of art" 

o Lai t. 


30894 




End 


31398 




Name 


OJ000350 23. 0315. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


12746 




End 


13047 




GI 


none 




Score 


88 




Exons 


12746. .12859, 12751. 


.12858, 


12845. .13045, 12856 .. 13047, 






12873. .13046 










Seq. No. 


44026 




Seq. ID 


OJ000350_23.0315 


,C5 



44976 




Gpnp No 


92563 




Strand 




Start 


30894 




End 


31398 


Name 


OJ000350 23. 0315. C5. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


12971 




End 


13294 


GI 


none 




Score 


95 


Exons 


12971. . 13294, 13164. 


.13268 






Seq. No. 


44026 




Seq. ID 


OJ000350_23.0315 


Gene No. 


92563 




Strand 




Start 


30894 




End 


31398 


Name 


OJ000350 23. 0315. C5. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


13286 




End 


13627 


GI 


none 




Score 


111 


Exons 


13286. .13408, 13322. 


.13552, 


13330. .13410, 13335. .13406, 




13392. .13541, 13559. 


.13627, 


13563. .13619 


Seq. No. 


44026 




Seq. ID 


OJ000350 23.0315 


Ge»ne No 


92563 




Strand 




Start 


30894 




End 


31398 


Name 


OJ000350 23. 0315. C5. 


06. gs 


Method 


GENSCAN 


Start 


30894 




End 


31398 


GI 


none 




Score 


.45 


Exons 


30894. .31164, 31219. 


.31398 






Seq. No. 


44027 




Seq. ID 


OJ000350_23.0315 


fZpnp No 


92564 




Strand 


+ 


Start 


205 




End 


3705 


Name 


OJ000350 23. 0315. C6. 


ol.gs 


Method 


GENSCAN 


Start 


205 




End 


2906 


GI 


none 




Score 


.5 


Exons 


205. .334, 529.-846, 


1439. .1544, 1672.. 


1871, 2553.. 2906 


Seq. No. 


44027 




Seq. ID 


OJ000350_23.0315 


Gene No. 


92564 




Strand 


+ 


Start 


205 




End 


3705 


Name 


OJ000350 23. 0315. C6. 


ol.np 


Method 


AAT/NAP 


Start 


585 




End 


3705 


GI 


7486819 




Score 


524 


Exons 


585.-846, 1496. .1544 


, 1672. 


.1871, 2598 


..2842, 3627. .370, 



GI Descrip. hypothetical protein M7J2.60 - Arabidopsis thaliana 

gi I 2980793 | emb ICAA18169.il (AL022197) putative protein 
[Arabidopsis thaliana] 

Seq. No. 44027 

Gene No. 92564 

Start 205 

Name OJ000350_23.0315.C6.ol.gp 

Start 2792 

GI none 

Exons 2792.. 3189 

Seq. No. 44027 

Gene No. 92565 

Start 17010 

Name OJ000350_23. 0315.C6.o5.gs 

Start 17010 

GI none 



Seq. ID OJ000350_23.0315.C6 

Strand + 

End 3705 

Method AAT/GAP 

End 3189 

Score 650 



Seq. ID OJ000350_23.0315.C6 

Strand + 

End 21950 

Method GENSCAN 

End 21732 

Score .9 



44977 



Exons 



17010. .17365, 17865. .17925, 18083 18317, 19004 19242 , 
19343. .19594, 19681 .. 19861 , 20519 20607, 21503 .. 21576, 
21654. .21732 



Seq. No. 44027 

Gene No. 92565 

Start 17010 

Name OJ000350_23 . 0315 . C6 . o2 . np 

Start 17013 

GI 3775993 
Exons 



Seq. ID OJ000350_23.0315.C6 

Strand + 

End 21950 

Method AAT/NAP 

End 21729 

Score 1773 



17013. .17094, 17146. .17365, 17865 17 925, 18083. 
19004. .19242, 19343 .. 19594 , 19681 .. 19861, 20519. 
21503. .21576, 21654.. 21729 
GI Descrip. (AJ010460) RNA helicase [Arabidopsis thaliana] 



.18317, 
,20607, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44027 Seq. ID 

92565 Strand 

17010 End 

OJ000350_23.0315.C6.o4 .gp Method 

17240 End 

4969210 Score 



OJ000350_23.0315.C6 
+ 

21950 
AAT/GAP 
18299 
683 



17240. .17365, 17865 .. 17925, 18083.. 18299 
3775993/emb|CAA09199| 2.0e-26 (AJ010460) RNA helicase 
[Arabidopsis thaliana] 



Seq. No. 44027 

Gene No. 92565- 

Start 17010 

Name OJ000350_23 . 0315 . C6 . o5 . gp 

Start 19697 

GI 20752_1.R1084 

Exons 19697. .19861, 20519 .. 20607 , 
21900. .21950 



Seq. ID OJ000350_23.0315.C6 

Strand + 

End 21950 

Method AAT/GAP 

End 21950 

Score 876 
21503. .21576, 21654 218 12 , 



GI Descrip. '3047117 5.0e-60 (AF058919) similar to ATP-dependent RNA 
helicases [Arabidopsis thaliana] 1 



Seq. No. 44027 Seq. ID 

Gene No. 92566 Strand 

Start 23428 End 

Name OJ000350_23 . 0315 . C6 . 06 . gs Method 

Start 23428 End 

GI none . Score 
Exons 



OJ000350_23.0315.C6 
+ 

30592 
GENSCAN 
30592 
.56 



23428. .23569, 24 44 4 .. 24 639, 24700 .. 24 912 , 25589 .. 25710, 

26363. .26475, 26689 26775, 27642 .. 27709, 27806 .. 27931, 

28246. .28351, 28463 28581, 28831 .. 29059, 29295 .. 30239, 
30248. .30592 



Seq. No. 44027 
Gene No. 92566 
Start 23428 

Name OJ000350_23 . 0315 . C6 . 06 . gp 

Start 25725 
GI 82016JL.R1084 
Exons 25725. .25808, 26363.-26475, 

27029. .27076, 27281 .. 27329, 
GI Descrip. 1 3551954 /gb | AAC34855 . 1 | 1.0e-34 (AF082030) 

protein 5 [Hemerocallis hybrid cultivar] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_23.0315.C6 
+ 

30592 
AAT/GAP 
27706 
949 



26565. .26619, 26720 .. 26775, 
27432. .27515, 27642.. 27706 



senescence -associated 



44978 




Seq. No. 


44027 


Seq. ID 


OJ000350_23.0315.C6 


Gene No. 


92566 


Strand 


+ 


Start 


23428 


End 


30592 


Name 


OJ000350 23.0315.C6.o3.np 


Method 


AAT/NAP 


Start 


26697 


End 


28224 


GI 


6997194 


Score 


505 


Exons 


26697. .26775, 27029 .. 27076 f 


27281. .27329, 27 432 27515, 




27642. .27709, 27806 .. 27931, 


28026. .28224 


GI Descrip. 


(AC022355) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44027 


Seq. ID 


OJ000350_23.0315.C6 


Gene No. 


92566 


Strand 


+ 


Start 


23428 


End 


30592 


Name 




Method 


AAT/GAP 


Start 


97R47 ~ 


End 


28520 


GI 


7QD8 R 1 R1 0ft4 


Score 


756 


Exons 


97R47 _ 97Q*31 9R(j9f*; 9ft1 01 


28246. .28520 


GI Descrip. 




unknown protein [Arabidopsis 




f ha 1 -i ana 1 1 
LIla.XXa.ilci J 






Seq. No. 


44027 


Seq. ID 


OJ000350_23.0315.C6 


Gene No. 


27^. JO / 


Strand 




Start 




End 


4025 


Name 




Method 


GENSCAN 


Start 




End 


4025 


GI 


none 


Score 


.46 


Exons 


*3*34Q *}*3fi7 ^SR^ 409^ 






Seq. No. 


44D97 


Seq. ID 


OJ000350_23.0315.C6 


Gpnp Mn 


92568 


Strand 




Start 


5847 


End 


8974 


Name 


o.Tnom^o 9*3 n^i r rfi a*? 


Method 


GENSCAN 


Start 


SR47 ~~ 

J O 1 / 


End 


8974 


GI 


nnno 


Score 


.7 


Exons 


Sft47 fi199 fil fifl R 6^9 


..6539, 6630. .6812, 6889. .7139 




79*31 7?Sfi flQ^R fiQ74 






Seq. No. 


44027 


Seq. ID 


OJ000350_23.0315.C6 


Gene No. 


92569 


Strand 




Start 


13313 


End 


13859 


Name 


OJ000350 23.0315.C6.o3.gp 


Method 


AAT/GAP 


Start 


13313 


End 


13859 


GI 


4529 1.R1084 


Score 


1049 


Exons 


13313. .13859 






GI Descrip. 


, 3775993/emb|CAA09199| 2.0e- 


26 (AJ010460) RNA helicase 




[Arabidopsis thaliana] 1 






Seq. No. 


44027 


Seq. ID 


OJ000350_23.0315.C6 


Gene No. 


92570 


Strand 




Start 


29733 


End 


36826 


Name 


OJ000350 23.0315.C6.o6.tm 


Method 


TBLASTX: Maize 


Start 


769 


End 


2927 


GI 


none 


Score 


64 



Exons 769. .819, 822. .848, 1487. .1543, 1690.. 1869, 1704. . 1877, 

1706. .1864, 2592. .2927, 2597. .2857, 2667. .2885 



44979 




Seq. No. 


44027 






Seq. ID 


OJ000350 


_23.0315 


.C6 


Gene No. 


92570 






Strand 








Start 


29733 






End 


36826 






Name 


OJ000350 23. 0315. C6 


.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


1487 






End 


2855 






GI 


none 






Score 


75 






Exons 


1487. . 


1543, 1667. .1864, 1670. .1864, 1671. .1871, 


1671. . 1871 




2595. . 


2855, 2597.. 2839 










Seq. No. 


.44027 






Seq. ID 


OJ000350 


_23.0315 


.C6 


bene no. 


92570 






Strand 








Start 


29733 






End 


36826 






Name 


OJ000350 23. 0315. C6 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


1667 






End 


2855 






GI 


none 






Score 


205 






Exons 


1667. . 


1864, 1668. .1877, 1668. .1871, 2592. .2855, 


2597. .2839 


Seq. No. 


44027 






Seq. ID 


OJ000350 


_23.0315 


.C6 


Gene No. 


92570 






Strand 








Start 


29733 






End 


36826 






Name 


OJ000350 23. 0315. C6 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


17865 






End 


21732 






GI 


none 






Score 


96 






Exons 


17865. 


.17924, 17869 


. . 17925, 


18076. .18228, 18080 


. .18316, 






18080. 


.18319, 19005 


.19241, 


19006. .19242, 19340 


. .19621, 






. 19342. 


.19599, 19672 


.19860, 


19678. .19854, 19686 


. .19859, 






20508. 


.20609, 20509 


. 20610, 


21476. .21577, 21502 


. .21576, 






21655. 


.21732, 21657 


.21710 










Seq. No. 


44027 






Seq. ID 


OJ000350 


_23.0315 


.C6 


Gene No. 


92570 






Strand 








Start 


29733 






End 


36826 






Name 


OJ000350 23. 0315. C6 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


17869 






End 


19888 




GI 


none 






Score 


78 






Exons 


17869. 


.17925, 18080 


.18136, 


18081. .18146, 18082 


. .18147, 






18122. 


.18316, 18137 


.18316, 


18144. .18320, 19002 


. .19241, 






19003. 


.19242, 19003 


.19242, 


19340. .19621, 19342 


. .19599, 






19668. 


.19868, 19672, 


.19860, 


19672. .19887, 19676 


. .19888 




Seq. No. 


44027 






Seq. ID 


OJ000350 


_23.0315 


,C6 


bene No. 


92570 






Strand 








Start 


29733 






End 


36826 






Name 


OJ000350 23. 0315. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18108 






End 


18316 






GI 


none 






Score 


340 






Exons 


18108. 


.18308, 18110. 


.18316, 


18110. .18316 






Seq. No. 


44027 






Seq. ID 


OJ000350 


_23.0315 


.C6 


Gene No. 


92570 






Strand 








Start 


29733 






End 


36826 






Name 


OJ000350 23. 0315. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19024 






End 


22020 






GI 


none 






Score 


369 






Exons 


19024. 


.19242, 19026. 


.19280, 


19026. .19241, 19340 


. .19621, 






19342. 


.19596, 19672. 


.19860, 


19679. .19864, 19680 


. .19859, 






20508. 


.20609, 20508. 


.20609, 


20509. .20610, 20515 


. .20616, 





44980 




20516. .20617, 
21646. .21744, 
21660. .21800, 
21907. .22020 



21463. .21579, 
21654. .21746, 
21893. .22015, 



21476. .21577, 
21655. .21744, 
21897. .22019, 



21490. .21579, 
21656. .21745, 
21900. .22019, 



Seq. No. 44027 
Gene No. 92570 
Start 29733 

Name OJ000350_23.0315.C6.ol. tw 

Start 19165 
GI none 

Exons 19165. .19242, 19167 19241, 

19342. .19629, 19342 .. 19596, 
19679. .19867, 19680 .. 19868 , 
20509. .20619, 20515 .. 20619, 
21508. .21579, 21646 .. 21681, 



Seq. ID OJ000350_23.0315.C6 
Strand 

End 36826 

Method TBLASTX : Wheat 

End 21681 

Score 113 
19340. .19621, 19341. .19*30, 
19672. .19860, 19679 .. 19873, 
20508. .20609, 20508 .. 20609, 
21503. .21577, 21505 .. 21579, 
21655. .21681 



Seq. No. 44027 
Gene No. 92570 
Start 29733 

Name OJ000350_23 . 0315 . C6 . o5 . ts 

Start 20508 
GI none 

Exons 20508. .20609, 20509 .. 20610, 

21502. .21579, 21502 .. 21579, 
21654. .21725, 21655.. 21759 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20518 

21646 



OJ000350 23. 0315. C6 



36826 

TBLASTX: Soybean 
21759 
157 

20616, 21476. .21577, 
21723, 21650. .21733, 



Seq. No. 44027 

Gene No. 92570 

Start 29733 

Name OJ000350_23 . 0315 . C6 . o4 .np 

Start 29733 

GI 2072393 

Exons 29733. .29827, 30916 31024 , 
GI Descrip. 



OJ000350 23. 0315. C6 



Seq. ID _ 
Strand 

End 36826 
Method AAT/NAP 
End 31155 
Score 67 
31109. .31155 

(U29168) similar to human Xeroderma pigmentosum group B DNA 
repair protein, Swiss-Prot Accession Number P194 47 [Arabidopsis 
thaliana] 



Seq. No. 


44027 






Seq. ID 


OJ000350_23.0315 


.C6 


Gene No. 


92570 






Strand 






Start 


29733 






End 


36826 




Name 


OJ000350 23. 0315. C6. 


o7.gs 


Method 


GENSCAN 




Start 


30902 






End 


32212 




GI 


none 






Score 


.6 




Exons 


30902. 


.31024, 31109. 


.31216, 


31322. .31480, 31571.. 32212 




Seq. No. 


44027 






Seq. ID 


OJ000350_23.0315 


.C6 


Gene No. 


92570 






Strand 






Start 


29733 






End 


36826 




Name 


OJ000350 23. 0315. C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


30956 






End 


31158 




GI 


none 






Score 


205 




Exons 


30956. 


.31102, 30957. 


.31103, 


30958. .31158, 31097.. 31150 




Seq. No. 


44027 






Seq. ID 


OJ000350_23.0315 


.C6 


Gene No. 


92570 






Strand 






Start 


29733 






End 


36826 





44981 



Name OJ000350_23 . 0315 . C6 . o5 . np Method AAT/NAP 

Start 31343 End 36826 

GI 6815107 Score 674 

Exons 31343. .31907, 32209 .. 32258, 32289 32459, 32577 32745 , 

32791. .33787, 36778.. 36826 
GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 

clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 44027 Seq. ID 

Gene No. 92570 Strand 

Start 29733 End 

Name OJ000350_23 . 0315 . C6 . o9 . tm Method 

Start 31778 End 

GI none Score 

Exons 31778. .32107 



OJ000350_23.0315.C6 
36826 

TBLASTX: Maize 

32107 

186 



Seq. No. 44027 

Gene No. 92570 

Start 29733 

Name OJ000350__23 . 0315 . C6 . o2 . ts 

Start 32532 

GI none 

Exons 32532. .32645, 32779 .. 33135, 32873.. 33136 



Seq. ID OJ000350_23.0315.C6 



Strand 
End 

Method 

End 

Score 



36826 

TBLASTX: Soybean 
33136 
99 



Seq. No. 44027 

Gene No. 92570 

Start 29733 

Name OJ000350_23 . 0315 . C6 . 08 . 

Start 32641 

GI none 

Exons 32641. .33787, 34022.. 34 
35463. .35525, 35917.. 35 



Seq. ID OJ000350_23.0315.C6 
Strand 

End 36826 
gs Method GENSCAN 

End 36459 

Score . 9 
049, 34226. .34310, 35241 .. 35355, 
962, 36220. .36306, 36387.. 36459 



Seq. No. 


44027 




Seq. ID 


OJ000350_23.0315 


.C6 


Gene No. 


92570 




Strand 






Start 


29733 




End 


36826 




Name 


OJ000350 23. 0315. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


32779 




End 


33195 




GI 


none 




Score 


133 




Exons 


32779. .33195, 32849. 


.33193 








Seq. No. 


44027 




Seq. ID 


OJ000350_23.0315 


.C6 


Gene No. 


92570 




Strand 






Start 


29733 




End 


36826 




Name 


OJ000350 23. 0315. C6. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


32881 




End 


33195 




GI 


none 




Score 


209 




Exons 


32881. .33195 











Seq. No. 44027 

Gene No. 92570 

Start 29733 

Name OJ000350_23 . 0315 . C6 . o5 . tm 

Start 33409 

GI none 

Exons 33409. .33588, 33455.-33553, 
33586. .33786, 33617.. 33793 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_23.0315.C6 
36826 

TBLASTX: Maize 

33793 

39 



33585. .33776, 3358 6.-33756, 



44982 



Seq. No. 44027 
Gene No. 92570 
Start 29733 

Name OJ000350__23 . 0315 .C6.o8.gp 

Start 34771 

GI 3698_2.R1084 

Exons 34771. .35151, 3524 1 .. 35355, 

36078. .36132, 36220 .. 36306, 
GI Descrip. '3047125 2.0e-86 (AF058919) 

[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35463. .35525, 
36387. .36461 
No definition 



OJ000350 23. 0315. C6 



36826 
AAT/GAP 
36461 
1524 

35917. .35988, 

line found 



Seq. No. 44027 
Gene No. 92570 
Start 29733 

Name OJ000350_23 . 0315 . C6 . o2 . tc 

Start 35074 
GI none 

Exons 35074. .35157, 35241 .. 35357, 

35919. .35987, 36077 .. 36130, 
36228. .36308, 36394 364 62, 36395.. 36460 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35459 

36077 



OJ000350 23. 0315. C6 



36826 

TBLASTX: Cress 
36462 
78 

35524, 35917. .35988, 
36130, 36221. .36313, 



Seq. No. 

Gene No. 
C3 Start 
i 3 Name 

Start 

l _z_ Exons 

id GI Descrip. 



44027 
92570 
29733 

OJ000350_23.0315.C6.o6.np 
35080 
4558661 

35080. .35151, 35241 .. 35355, 
36078. .36132, 36220 .. 36306, 
(AC007063) malate oxidoreductase (malic enzyme) 
thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35463. .35525, 
36387. .36463, 



OJ000350 23. 0315. C6 



36826 
AAT/NAP 
36826 
341 

35917, 
36747, 



.35988, 
.36826 

[Arabidopsis 



Seq. No. 44027 

Gene No. 92570 

Start 29733 

Name OJ000350_23 . 0315 .C6 . 08 . tm 

Start 35080 

GI none 

Exons 35080. .35157, 
35247. .35357, 



35081. .35149, 
35258. .35404 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_23.0315.C6 
36826 

TBLASTX: Maize 

35404 

89 



35086. .35154, 3524 1 .. 35357 , 



Seq. No. 44027 
Gene No. 92570 
Start 29733 

Name OJ000350_23 . 0315 .C6 . o3 . ts 

Start 35241 
GI none 

Exons 35241. .35354, 35459 .. 35524 , 

36077. .36133, 36078 .. 36101, 
36394. .36462 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35919. .35987, 
36218. .36307, 



OJ000350 23. 0315. C6 



36826 

TBLASTX: Soybean 
36462 
65 

35920. .35988, 
36219. .36308, 



Seq. No. 44027 Seq. ID 

Gene No. 92570 Strand 

Start 29733 End 

Name OJ000350_23 . 0315 . C6 . o2 . tm Method 

Start 354 68 End 



OJ000350_23.0315.C6 
36826 

TBLASTX: Maize 
36462 



44983 



GI 

Exons 



none 

35468. 

35905. 

36077, 

36220. 

36388. 



Score 



84 



.35524, 35472. .35525, 35477 .. 35533, 35478.-35525, 

,35982, 35917. .35988, 35919 .. 35987, 36076 .. 36135, 

,36133, 36078. .36134, 36218 .. 36307, 36219 36314 , 

,36315, 36317. .36460, 36375 36461, 36385 .. 364 62, 
,36462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44028 
92571 
1 

OJ000350_23 . 0315 . C7 . ol . gp 
1 

3698_2.R1084 

1..129, 210. .282, 852. .917, 
•3047125 2.0e-86 (AF058919) 
[Arabidopsis thaliana] 1 



44028 
92571 
1 

OJ000350_23.0315.C7.ol.np 
1 

585452 

1.-129, 210. .282, 852. .917, 



Seq. ID OJ000350_23.0315.C7 
Strand 

End 1085 

Method AAT/GAP 

End 1085 

Score 438 
1048. .1085 

No definition line found 



OJ000350 23. 0315. C7 



Seq. ID _ 
Strand 

End 1085 
Method AAT/NAP 
End 1085 
Score 202 
1048. .1085 

NAD-DEPENDENT MALIC ENZYME 59 KD ISOFORM, MITOCHONDRIAL 
PRECURSOR (NAD -ME) gi | 1076666 | pir | | A53318 malate dehydrogenase 
(decarboxylating) (EC 1.1.1.39) 59K chain precursor, 
mitochondrial - potato gi | 438131 | emb | CAA80547 . 1 | (Z23002) 
precursor of the 59kDa subunit of the mitochondrial 
NAD+ -dependent malic enzyme [Solanum tuberosum] 



Seq. No. 


44028 




Seq. ID 


OJ000350_23.0315 


.C7 


Gene No. 


92571 




Strand 






Start 


r 




End 


1085 




Name 


OJ000350 


_23.0315.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


41 




End 


928 




GI 


none 




Score 


133 




Exons 


41. .130, 


42. .137, 43. .138, 140. .283, 198. .284, 207. .284 






208. .285, 


211. .285, 838. .918, 


849. .917 


, 850. .921, 851.. 


928 


Seq. No. 


44028 




Seq. ID 


OJ000350_23.0315 


.C7 


Gene No. 


92571 




Strand 






Start 


1 




End 


1085 




Name 


OJ000350 


23.0315.C7.ol.gs 


Method 


GENSCAN 




Start 


43 




End 


978 




GI 


none 




Score 


.97 




Exons 


43. .129, 


210. .282, 852,-978 








Seq. No. 


44029 




Seq. ID 


OJ000350_23.0315 


.C8 


Gene No. 


92572 




Strand 


+ 




Start 


47 




End 


161 




Name 


OJ000350 


23.0315.C8.ol.gs 


Method 


GENSCAN 




Start 


47 




End 


161 




GI 


none 




Score 


.59 




Exons 


47. .161 










Seq. No. 


44030 




Seq. ID 


OJ000350_23.0315 


.C10 



44984 




Gene No. 


92573 






Strand 










Start 


29 






End 


292 








Name 


OJ000350_23 


.0315. C10. ol 


gs 


Method 


GENSCAN 








Start 


29 






End 


292 








GI 


none 






Score 


. 52 








Exons 


29. .292 
















Seq. No. 


44031 






Seq. ID 


OJ000350_ 


_23. 


0315 


-C12 


Gene No. 


92574 






Strand 










Start 


1 






End 


718 








Name 


OJ000350_23 


.0315.C12.ol 


np 


Method 


AAT/NAP 








Start 


1 






End 


718 








GI 


6721512 






Score 


65 








Exons 


1. .61, 89. . 


206, 691.. 718 












GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44031 






Seq. ID 


OJ000350_ 


_23. 


0315 


.C12 


Gene No. 


92574 






Strand 










Start 


1 






End 


718 








Name 


OJ000350_23 


.0315.C12.ol. 


as 


Method 


GENSCAN 








Start 


162 






End 


205 








GI 


none 






Score 


.77 








Exons 


162. .205 
















Seq. No. 


44032 






Seq. ID 


OJ000350 


23. 


0315 


.C20 


Gene No. 


92575 






Strand 


+ 








Start 


399 






End 


584 








Name 


OJ000350_23 


.0315.C20.ol. 


as 


Method 


GENSCAN 








Start 


399 






End 


584 








GI 


none 






Score 


. 75 








Exons 


399. .584 
















Seq. No. 


44033 






Seq. ID 


OJ000350_ 


23. 


0315 


.C29 


Gene No. 


92576 






Strand 


+ 








Start 


384 






End 


510 








Name 


OJ000350_23 


.0315.C29.ol. 


gs 


Method 


GENSCAN 








Start 


384 




End 


510 








GI 


none 






Score 


. 98 








Exons 


384 . . 510 
















Seq. No. 


44033 






Seq. ID 


OJ000350_ 


23. 


0315 


.C29 


Gene No. 


92577 






Strand 










Start 


921 






End 


963 








Name 


OJ000350_23 


.0315.C29.o2. 


gs 


Method 


GENSCAN 








Start 


921 






End 


963 








GI 


none 






Score 


. 67 








Exons 


921. . 963 
















Seq. No. 


44034 






Seq. ID 


OJ000210_ 


24 . 


0316 


.C2 


Gene No. 


92578 






Strand 


+ 








Start 


4652 






End 


8290 








Name 


OJ000210 24 


.0316.C2.o3.np 


Method 


AAT/NAP 








Start 


4652 






End 


8113 








GI 


5733874 






Score 


1460 









Exons 4652. .4694, 5790. .6138, 6227. .6482, 6581. .6715, 6799. .8113 

GI Descrip. (AC007932) F11A17.8 [Arabidopsis thaliana] 



44985 



Seq. No. 


44034 




Seq. ID 


OJ000210_24 


.0316.C2 








Of- r a nr j 
OLIdliu 


I 




Start 


4652 




End 


8290 




Name 


OJ000210 24.0316.C2.o2. 


gs 


Method 


GENSCAN 




Start 


5006 




End 


5561 




GI 


none 




Score 


.55 




Exons 


5006. .5076, 5212. .5329, 


5550. 


.5561 






Seq. No. 


44034 




Seq. ID 


OJ000210_24 


.0316.C2 


f^oriA Mo 


92578 




Strand 


+ 




Start 


4652 




End 


8290 




Name 


OJ000210 24.0316.C2.o3. 


gs 


Method 


GENSCAN 




Start 


5805 




End 


8125 




GI 


none 




Score 


.98 




Exons 


5805. .6138, 6227. .6482, 


6581. 


.6715, 6799. .8125 




Seq. No. 


44034 




Seq. ID 


OJ000210_24 


.0316. C2 


Gene No. 


92578 




Strand 


+ 




Start 


4652 




End 


8290 




Name 


OJ000210 24 0316 C2 ol 


gp 


Method 


AAT/GAP 




Start 


6307 




End 


8290 




GI 


29119 1.R1084 




Score 


3354 




Exons 


6307. .6482, 6581. .6715, 


6799. 


.8290 






GI Descrip. 


'5733874/gb IAAD4 97 62.il 


AC007932 10 4.0e-92 (AC007932) F11A17 




[Arabidopsis thaliana] 1 










Seq. No. 


44034 




Seq. ID 


OJ000210_24 


.0316. C2 


Gene No. 


92579 




Strand 






Start 


295 




End 


3055 




Name 


OJ000210 24.0316.C2.ol. 


np 


Method 


AAT/NAP 




Start 


295 




End 


3055 




GI 


2623622 




Score 


40 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



295. .381, 663. .755, 3020. .3055 

(AF028840) Kruppel-associated box protein [Homo sapiens] 



OJ000210 24. 0316. C2 



44034 
92579 
295 

OJ000210_24.0316.C2.o2.np 
1254 
4544450 
1254. .2698 

(AC006592) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 
Strand 

End 3055 

Method AAT/NAP 

End 2698 

Score 871 



44034 
92580 
9740 

OJ0002 10_24 . 0316 . C2 . o2 . tm 
1291 



none 



2058 
2244 



Seq. ID OJ000210_24 .0316.C2 
Strand 

11729 

TBLASTX: Maize 
2690 
50 



End 

Method 
End 
Score 

1291. .1518, 1296. .2135, 1638. .1853, 1696. .1887, 1755. .1931, 
1803.. 2132, 1813.. 2010, 1836.. 2234, 1934.. 1999, 1948.. 2010, 
2315, 2062. .2109, 2118. .2228, 2118. .2294, 2244. .2471, 
2468, 2292. .2465, 2320. .2466, 2601. .2690 



44034 
92580 



Seq. ID 
Strand 



OJ000210 24. 0316. C2 



44986 




Start 


9740 








End 


11729 


Name 


OJ000210_24 


. 0316 


.C2.o5. 


, tc 


Method 


TBLASTX: Cress 


Start 


1312 








End 


1613 


GI 


none 








Score 


92 


Exons 


1312 . .1494, 


1314 


. . 1613 








Seq. No. 


44034 








Seq. ID 


OJ000210_24 .0316.C2 


Gene No. 


92580 








Strand 




Start 


9740 








End 


11729 


Name 


OJ000210 24 


. 0316 


. C2 . o3 . 


ts 


Method 


. TBLASTX: Soybean 


Start 


1326 








End 


1844 


GI 


none 








Score 


101 


Exons 


1326 . . 1844 , 


1330 


. . 1611, 


1608 . 


. 1712 




Seq. No. 


44034 








Seq. ID 


OJ000210_24 . 0316.C2 


Gene No. 


92580 








Strand 




Start 


9740 








End 


11729 


Name 


OJ000210 24 


.0316 


-C2.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


1620 








End 


2654 


GI 


none 








Score 


68 


Exons 


1620 . . 1721, 


1725 


. . 1841, 


1749. 


.2024, 1846. .2007, 1848. .2471, 




1905 . . 2255, 


1905 


. .2108, 


2065. 


.2133, 2068. .2274, 2244. .2528, 




2296. .2472, 


2301 


. .2654 








Seq. No. 


44034 








Seq. ID 


OJ000210_24.0316.C2 


Gene No. 


92580 








Strand 




Start 


9740 








End 


11729 


Name 


OJ000210_24 


.0316 


.C2 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1 "7 f\ 1 

1701 








End 


2573 


GI 


none 








Score 


60 


Exons 


1701. . 1817, 


1701 


. .2177, 


1702. 


.1989, 1740. .1880, 1848. .2156, 




2064 . . 2294 , 


A A 

2244 


. .2573, 


2296. 


.2529 




Seq. No. 


44034 








Seq. ID 


OJ000210_24.0316.C2 


Gene No. 


92580 








Strand 




Start 


9740 








End 


11729 


Name 


OJ000210_24 


. 0316 , 


.C2 ,o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1863 








End 


2429 


GI 


none 








Score • 


104 


Exons 


1863 . . 2015, 


1864 . 


. .2025, 


2055. 


.2237, 2068.. 2229, 2295.. 2429 


Seq. No. 


44034 








Seq. ID 


OJ000210_24.0316.C2 


Gene No . 


92580 








Strand 




Start 


9740 








End 


11729 


Name 


OJ000210_24. 


.0316, 


X2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5837 








End 


6683 


GI 


none 








Score 


207 


Exons 


5837 . . 6046, 


5838 . 


. . 6116, 


6068 . 


.6139, 6214. .6270, 6276. .6485, 




6292 . .6489, 


6292 . 


, . 6489, 


6573. 


. 6683 




Seq. No. 


44034 








Seq. ID 


OJ000210_24 .0316.C2 


Gene No . 


92ooU 








Strand 




Start 


9740 








End 


11729 


Name 


OJ000210 24. 


,0316. 


C2.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


5856 








End 


6119 


GI 


none 








Score 


203 


Exons 


5856. .6119, 


5882. 


.6025, 


6068. 


.6118 





44987 



Seq. No, 44034 

Gene No. 92580 

Start 9740 

Name OJ000210_24 . 0316 . C2 . o3 . tc 

Start 5972 

GI none 

Exons 5972.. 6016, 
6297. .6485 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_24.0316.C2 
11729 

TBLASTX: Cress 

6485 

124 



5976. .6116, 6068. .6139, 6214. .6483, 6226. .6258, 



Seq. No. 44034. 

Gene No. 92580 

Start 9740 

Name OJ000210_24 . 0316 . C2 . o2 . ts 

Start 6394 

GI none 

Exons 6394.-6483, 6405.. 6485, 6573. 

11380. .11727, 11417. .11728 



Seq. ID OJ000210_24 .0316.C2 
Strand 

End 11729 

Method TBLASTX : Soybean 

End 11728 

Score 98 

.6719, 6799. .6909, 6815. .7057, 



Seq. No. 44034 

Gene No. 92580 

Start 9740 

Name OJ000210_24 . 0316 . C2 . o4 . tm 

Start 6796 

GI none 

Exons 6796..6996, 6796.. 6939, 6806. 
11447. .11728 



Seq. ID OJ000210_24 .0316.C2 
Strand 

End 11729 

Method TBLASTX: Maize 

End 11728 

Score 64 

.6985, 6827. .7006, 114 4 6 .. 11727 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44034 
92580 
9740 

OJ000210_24.0316.C2.o4.tc 

6865 

none 



Seq. ID OJ000210_24.0316.C2 
Strand 
End 

Method 
End 
Score 



11729 

TBLASTX: Cress 

11592 

172 



6865. .6939, 6866. .7078, 11380 .. 11592, 11417. .11578 



44034 
92580 
9740 

OJ000210_24 .0316.C2.ol.tm 

7007 

none 



Seq. ID OJ000210_24.0316.C2 
Strand 

End 11729 

Method TBLASTX: Maize 

End 11445 

Score 634 



7007. .7078, 7129. .7416, 7139. .7708, 7367. .7612, 7468. .7707, 
7687. .8046, 7712. .8044, 9819. .10034, 9836. .10153, 10163 10291, 
10849. .11349, 10877. .11299, 11371. .11445 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44034 
92580 
9740 

OJ000210_24.0316.C2.ol.ts 

7109 

none 



OJ000210 24. 0316. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7109. .7633, 7162. .7419, 7373. .7576, 7489. .7626, 7664. .7705, 
7826. .8101, 7831. .8097, 9764. .10036, 9777. .10034, 10043 .. 10207 , 
10137. .10205, 10232. .10294, 10233 .. 1028 9, 10876 .. 11337 , 
10877. .10984, 11030 .. 11137 , 11171. .11293 



11729 

TBLASTX: Soybean 

11337 

454 



44988 




Seq. No. 


44034 


Seq. ID 


OJ000210_24.0316.C2 


Gene No. 


92580 


Strand 




Start 


9740 


End 


11729 


Name 


OJ000210 24.0316.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


7271 


End 


11148 


GI 


none 


Score 


128 


Exons 


7271. .7426, 7469. .7642, 7471 


..7641, 7817. .8062, 7831. .8088, 




9774.. 10034, 9809.. 10045, 10124.. 10207 


, 10208. .10294, 




10834. .11040, 10877. .10984, 


11026. .1114 8, 11048. .11137 


Seq. No. 


44034 


Seq. ID 


OJ000210_24.0316.C2 


Gene No. 


92580 


Strand 




Start 


9740 


End 


11729 


Name 


OJ000210 24.0316.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7817 


End 


10186 


GI 


none 


Score 


228 


Exons 


7817.. 8110, 7831.. 8109, 9755 


..10045, 9756.. 10037, 10124. .10186 


Seq. No. 


44034 


Seq. ID 


OJ000210_24.0316.C2 


Gene No. 


92580 


Strand 




Start 


9740 


End 


11729 


Name 


OJ000210 24.0316.C2.o4.gs 


Method 


GEN SCAN 


Start 


9740 * 


End 


11673 


GI 


none 


Score 


.86 


Exons 


9740. .10234, 10773 10796, 10888. .11673 


Seq. No. 


44034 


Seq. ID 


OJ000210_24.0316.C2 


Gene No. 


92580 


Strand 




otar z 


9740 


End 


11729 


Name 


OJ000210 24.0316.C2.o4.np 


Method 


AAT/NAP 


Start 


9755 


End 


11729 


GI 


6686396 


Score 


1374 


Exons 


9755. .10294, 10888. .11729 






GI Descrip. 


(AC007234) F1E22.10 [Arabidopsis thaliana] 


Seq. No. 


44035 


Seq. ID 


OJ000210_24.0316.C3 


Gene No. 


92581 


Strand 


+ 


Start 


2446 


End 


5556 


Name 


OJ000210 24.0316.C3.o2.gs 


Method 


GEN SCAN 


Start 


2446 


End 


5489 


GI 


none 


Score 


.75 


Exons 


2446.. 2538, 2632.. 2738, 2800 


..2925, 3876. .3998, 4094. .4214, 




4510. .4627, 4753.-4889, 5118 


..5219, 5397.. 5489 


Seq. No. 


44035 


Seq. ID 


OJ000210__24.0316.C3 


Gene No. 


92581 


Strand 


+ 


Start 


2446 


End 


5556 


Name 


OJ000210 24.0316.C3.o2.gp 


Method 


AAT/GAP 


btart 


2635 


End 


5556 


GI 


890 1.R1084 


Score 


1233 


Exons 


2635. .2738, 4094. .4214, 4510 


..4627, 4753. .4889, 5118. .5219, 




5397. .5556 






GI Descrip. 


'3885880 1.0e-173 (AF093628) 


protochlorophyllide reductase 




homolog [Oryza sativa] 1 






Seq. No. 


44035 


Seq. ID 


OJ000210_24.0316.C3 


Gene No. 


92581 


Strand 


+ 



44989 



Start 


2446 




End 


Name 


OJ000210 24 


.0316.C3.ol.np 


Method 


Start 


2641 




End 


GI 


3885880 




Score 


Exons 


2641. .2738, 


4094. .4214, 4510. .4627, 4 




5397. .5556 






GI Descrip. 


(AF093628) 


protochlorophyllide reduct< 


Seq. No. 


44035 








92582 




Strand 


Start 


60 




End 


Name 


OJ000210 24 


0316 C3 ol tc 


1 JC L. 1 i ^ s_i 


Start 


6 






GI 


none 




Score 


Exons 


6. .113, 7.. 


i or idd ^sn 

iUJ; 144 , . JJU; 


140, i j4u 


Seq. No. 


44035 




C^rr t n 

OC^< A-Lt 


uCHC VtKJ . 


92582 




Strand 


Start 


60 




End 


Name 


OJ000210 24 


0^16 C$ ol tm 




Start 


6 




TTnH 

dIIU 


GI 


none 




Score 


Exons 


6. .125, 10. 


i -50 i 4ft Q 


1 flft 4 ft ft 
1UO . .400 


Seq. No. 


44035 




oeq • j. u 








Strand 


Start 


60 




End 


Name 


OJ000210 24 


.0316.C3.ol.ts 


Method 


Start 


6 




End 


GI 


none 




Score 


Exons 


6. .107, 19. 


.156, 141. .458, 


178. .462 


Seq. No. 


44035 




Seq. ID 




92582 




Strand 


Start 


60 




End 


Name 


OJ000210 24 


.0316.C3.ol.gs 


Method 


Start 


60 




End 


GI 


none 




Score 


Exons 


60. .242, 277. .647, 1338. .1383 


Seq. No. 


44035 




Seq. ID 




92582 




Strand 


Start 


60 




End 


Name 


OJ000210 24 


.0316.C3.ol.gp 


Method 


Start 


417 




End 


GI 


none 




Score 


Exons 


417. .815 






Seq. No. 


44035 




Seq. ID 




92583 




Strand 


Start 


2554 




End 


Name 


OJ000210 24 


.0316.C3.o3.tm 


Method 


Start 


2554 




End 


GI 


none 




Score 


Exons 


2554. .2733, 


2619. .2735 




Seq. No. 


44035 




Seq. ID 



5556 
AAT/NAP 
5556 
957 



OJ000210_24.0316.C3 
1383 

TBLASTX: Cress 

350 

91 



OJ000210_24.0316.C3 
1383 

TBLASTX : Maize 

489 

77 



OJ000210_24.0316.C3 
1383 

TBLASTX: Soybean 

4 62 

62 



OJ000210_24.0316.C3 

1383 
GENSCAN 
1383 
.85 



OJ000210_24.0316.C3 

1383 
AAT/GAP 
815 
696 



OJ000210_24.0316.C3 
2735 

TBLASTX: Maize 

2735 

214 



OJ000210 24. 0316. C3 



44990 




fy 



Gene No. 


92584 


Strand 




Start 


4507 


End 


5494 * 


Name 


OJ000210_24.0316.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


4507 


End 


4892 


GI 


none 


Score 


177 


Exons 


4507.. 4626, 4507.. 4626, 4508 


..4627, 4509. .4640, 4750. .4887, 




4751. .4888, 4752. .4892 






Seq. No. 


44035 


Seq. ID 


OJ000210_24.0316.C3 


Gene No. 


92584 


Strand 




Start 


4507 


End 


5494 


Name 


OJ000210_24 . 031 6 . C3 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


4531 


End 


5494 


GI 


none 


Score 


146 


Exons 


4531.. 4626, 4551.. 4625, 4751 


..4861, 4752. .4805, 4773. .4892, 




5117.. 5215, 5118.. 5222, 5394 


..5489, 5396. .5494 


Seq. No. 


44036 


Seq. ID 


OJ000210_24.0316.C4 


Gene No. 


92585 


Strand 


'+ 


Start 


1 


End 


265 


Name 


OJ000210 24.0316.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


265 


GI 


6016874 


Score 


117 


Exons 


1. .265 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


44036 


Seq. ID 


OJ000210_24.0316.C4 


Gene No. 


92586 


Strand 


+ 


Start 


343 


End 


1070 


Name 


OJ000210 24.0316.C4.ol.gp 


Method 


AAT/GAP 


Start 


343 


End 


1070 


GI 


890 1.R1084 


Score 


1166 


Exons 


343.. 428, 522.. 1070 






GI Descrip. 


'3885880 1.0e-173 (AF093628) 


protochlorophyllide reductase 




homolog [Oryza sativa] 1 






Seq. No. 


44036 


Seq. ID 


OJ000210 24. 0316. C4 


Gene No. 


92586 


Strand 


+ 


Start 


343 


End 


1070 


Name 


OJ000210 24.0316.C4.ol.gs 


Method 


GENSCAN 


Start 


347 


End 


787 


GI 


none 


Score 


.92 


Exons 


347. .428, 522. .787 






Seq. No. 


44036 


Seq. ID 


OJ000210_24.0316.C4 


Gene No. 


92586 


Strand 


+ 


Start 


343 


End 


1070 


Name 


OJ000210 24.0316.C4.o2.np 


Method 


AAT/NAP 


Start 


356 


End 


784 


GI 


3885880 


Score 


538 


Exons 


356. .428, 522. .784 






GI Descrip. 


(AF093628) protochlorophyllide reductase homolog [Oryza sativa] 


Seq. No. 


44036 


Seq. ID 


OJ000210_24.0316.C4 


Gene No. 


92587 


Strand 


+ 



44991 



Start 
Name 
Start 
GI 

Exons 



1262 End 

OJ000210_24. 0316X4. ol.tm Method 

355 End 

none Score 



1552 

TBLASTX : Maize 

781 

128 



355. .429, 356. .430, 357. 
521. .775, 530. .781 



.431, 393..434, 513. .650, 517. .774, 



Seq. No. 


44036 






Seq. ID 


OJ000210_24.0316 


.C4 


Gene No. 


92587 






Strand 


+ 




Start 


1262 






End 


1552 




Name 


OJ000210 


24. 0316. C4 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


566 






End 


778 




GI 


none 






Score 


280 




Exons 


566. .652, 


569.-778, 


571. .771, 


594. .773 


, 701. .778 




Seq. No. 


44036 






Seq. ID 


OJ000210_24.0316 


-C4 


Gene No. 


92587 






Strand 


+ 




Start 


1262 






End 


1552 




Name 


OJ000210 


24. 0316. C4 


. ol. tc 


Method 


TBLASTX: Cress 




Start 


581 






End 


775 




GI 


none 






Score 


189 




Exons 


581. .775, 


592. .774 











Seq. No. 44036 

Gene No. 92587 

Start 1262 

Name OJ000210_24 . 0316 . C4 . o2 . gp 

Start 1262 

GI 1808_1.R1084 

Exons 1262.. 1552 

GI Descrip. ' 2244797/emb | CAB10220 . 1 1 1, 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_ 
+ 

1552 
AAT/GAP 
1552 
516 



24. 0316. C4 



Oe-22 (Z97336) hypothetical protein 



Seq. No. 44037 Seq. ID OJ000210_24 . 0316 . C5 

Gene No. 92588 Strand 

Start 85" End 1276 

Name OJ000210_24 . 0316 . C5 . ol . gp Method AAT/GAP 

Start 85 End 1276 

GI 1808_1.R1084 Score 465 

Exons 85.. 167, 373.. 435, 1111.. 1276 

GI Descrip. ' 2244797/emb | CAB10220 . 1 | 1. Oe-22 (Z97336) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


44037 








Seq. ID 


OJ000210 


Gene No. 


92588 








Strand 




Start 


85 








End 


1276 


Name 


OJ000210 


_24.0316.C5 


.ol 


. gs 


Method 


GENSCAN 


Start 


87 








End 


1220 


GI 


none 








Score 


.59 


Exons 


87. .167, 


1111. .1220 










Seq. No. 


44038 








Seq. ID 


OJ000210 


Gene No. 


92589 








Strand 


+ 


Start 


4752 








End 


7934 


Name 


OJ000210 


_24.0316.C6 


.ol 


.gp 


Method 


AAT/GAP 


Start 


4525 








End 


5018 


GI 


none 








Score 


917 



44992 




Exons 4525.. 5018 



Seq. No. 


44038 


Seq. ID 


OJ000210_24 .0316. C6 


Gene No . 


92589 


Strand 


+ 


Start 


4752 


End 


7934 


Name 


OJ000210 24.0316.C6.ol.np 


Method 


AAT/NAP 


Start 


4749 


End 


7913 


GI 


6598459 


Score 


2230 


Exons 


4749. .4916, 4944. .5267, 5340. .7007, 7035. .7913 


GI Descrip. 


(AC005312) putative receptor-like protein kinase [Arabidop 




thaliana] 






Seq. No. 


44038 


Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92589 


Strand 


+ 


Start 


4752 


End 


7934 


Name 


OJ000210 24.0316.C6.ol.gs 


Method 


GENSCAN 


Start 


4752 


End 


7934 


GI 


none 


Score 


1 


Exons 


4752. .7934 






Seq. No. 


44038 


Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92590 


Strand 


+ 


Start 


9766 


End 


14476 


Name 


OJ000210 24.0316.C6.o2.gs 


Method 


GENSCAN 


Start 


9766 


End 


14306 


GI 


none 


Score 


.74 


Exons 


9766. .9814, 9898. .10075, 10624 .. 10714 , 


10850. .11015, 




11494. .12054, 12722. .13071, 


13172. .13212, 13237. .13318, 




14103. .14306 






Seq. No. 


44038 


Seq. ID 


OJ000210_24.0316.C6 


Gene No . 


92590 


Strand 


+ 


Start 


9766 


End 


14476 


Name 


OJ000210 24.0316.C6.o2.np 


Method 


AAT/NAP 


Start 


10676 


End 


14303 


GI 


4038035 


Score 


820 


Exons 


10676. .10717, 10850. .10984, 


11500. . 12060, 12650. .13130, 




13237. .13318, 14103.. 14303 






GI Descrip. 


(AC005936) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44038 


Seq. ID 


OJ000210_24.0316.C6 


uene lno • 


92590 


Strand 


+ 


Start 


9766 


End 


14476 


Name 


OJ000210 24.0316.C6.o2.gp 


Method 


AAT/GAP 


Start 


12725 


End 


13024 


GI 


LIB3434-062-P1-K1-C5 


Score 


564 


Exons 


12725. .13024 






GI Descrip. 


M038035 5.0e-24 (AC005936) 


putative DNA-binding protein 




[Arabidopsis thaliana] 1 






Seq. No. 


44038 


Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92590 


Strand 


+ 


Start 


. 9766 


End 


14476 


Name 


OJ000210 24.0316.C6.o3.gp 


Method 


AAT/GAP 


Start 


14113 


End 


14476 


GI 


2443017 


Score 


620 


Exons 


14113. .14476 







44993 




Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316 


.C6 


Gene No. 


92591 




Strand 


+ 




Start 


15329 




End 


19466 




Name 


OJ000210 24. 0316. C6. 


o4 .np 


Method 


AAT/NAP 




Start 


15329 




End 


19466 




GI 


5903095 




Score 


4 97 




Exons 


15329. .15451, 16593. 


.16714, 


16863. .16893, 17381 .. 174 4 3, 






17564. .17675, 18232. 


.18317, 


19130. .19188, 19275. .194 66 




GI Descrip. 


(AC008017) Unknown protein 


[Arabidopsi 


s thaliana] 




Seq. No. 


44038 




Seq. ID 


OJ000210_24 .0316 


.C6 


Gene No. 


92591 




Strand 


+ 




Start 


15329 




End 


19466 




Name 


OJ000210 24. 0316. C6. 


o5 .gp 


Method 


AAT/GAP 




Start 


16311 




End 


19466 




GI 


5652 1.R1084 




Score 


1707 




Exons 


16311. .16714, 16863. 


.16893, 


17188. .17280, 17381. .17443, 






17564. .17675, 18232. 


.18317, 


19130. .19188, 19275. .19377, 





19437. .19466 

GI Descrip. 1 5903095/gb | AAD55653 . 1 1 AC008017_26 9.0e-74 (AC008017) Unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


44038 








Seq. ID 


OJ0002.10 


24 . 0316. C6 


Gene No. 


92591 








Strand 


+ 




Start 


15329 








End 


19466 




Name 


OJ000210 24. 


0316. 


C6.o4. 


gs 


Method 


GENS CAN 




Start 


16413 








End 


17701 




GI 


none 








Score 


.95 




Exons 


16413. .16714 


, 16863. .16893, 


17188. .17280, 17564 


. .17701 


Seq. No. 


44038 








Seq. ID 


OJ000210 


_24 .0316.C6 


Gene No. 


92592 








Strand 






Start 


15304 








End 


15899 




Name 


OJ000210 24. 


0316. 


C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5316 








End 


6674 


GI 


none 








Score 


109 




Exons 


5316. .5588, 


5793. 


.5945, 


5979 


..6317, 5984. .6214, 


6257. .6286, 




6360. . 64 67, 


6389. 


.6460, 


6432 


. .6674 






Seq. No. 


44038 








Seq. ID 


OJ000210 


_24.0316.C6 


Gene No. 


92592 








Strand 






Start 


15304 








End 


15899 




Name 


OJ000210 24. 


0316. 


C6.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5346 








End 


6686 




GI 


none 








Score 


396 




Exons 


5346. .5963, 


5381. 


.5506, 


5594 


..5923, 5760. .5978, 


6066. .6287, 




6096. .6314, 


6432. 


.6686, 


6432 


..6683, 6438. .6686, 


6447. . 6686 


Seq. No. 


44038 








Seq. ID 


OJ000210 


_24.0316.C6 


Gene No. 


92592 








Strand 






Start 


15304 








End 


15899 




Name 


OJ000210 24. 


0316. 


C6.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5367 








End 


6692 




GI 


none 








Score 


89 




Exons 


5367. .5621, 


5400. 


.5693, 


5400 


..5555, 5544. .5699, 


5672. .5908, 




5697. .5900, 


5763. 


.5915, 


5832 


..5978, 5841. .5978, 


6138. .6287, 



44994 






6432. .6635, 


6465 


.6*659, 


6537. 


.6692 




Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92592 








Strand 




O Lai L 


X -J J \J H 








End 


15899 


Name 


OJ000210 24 


.0316 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5403 








End 


6686 


GI 


none 








• Score 


97 


Exons 


5403. .5549, 


5547 


.5699, 


5790. 


.5975, 5835. .6014, 6150. .6299 




6432. .6539, 


6549, 


.6686, 


6603. 


.6686 




Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92592 








Strand 




Of- -a y+- 
O Lai U 


1JJV4 








End 


15899 


Name 


OJ000210 24 


.0316. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7035 








End 


7895 


GI 


none 








Score 


274 


Exons 


7035. .7343, 


7097. 


.7339, 


7353. 


.7703, 7455. .7538, 7535. .7573 




7815. .7895 












Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 




J c. -J -/ £. 








Strand 




Start 


15304 








End 


15899 


Name 


OJ000210 24 


.0316. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7035 








End 


7700 


GI 


none 








Score 


244 ■ 


Exons 


7035. .7337, 


7064. 


.7336, 


7335. 


.7700, 7355. .7480 


Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 












Strand 




Start 


15304 








End 


15899 


Name 


OJ000210 24 


.0316. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7035 








End 


7265 


GI 


none 








Score 


177 


Exons 


7035. .7265, 


7064. 


.7261 








Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 












Strand 




Start 


15304 








End 


15899 


Name 


OJ000210 24 


.0316. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7064 








End 


7895 


GI 


none 








Score 


199 


Exons 


7064. .7201, 


7065. 


.7340, 


7347. 


.7688, 7725. .7895 


Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 












Strand 




Start 


15304 








End 


15899 


Name 


OJ000210 24 


.0316. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7314 








End 


7700 


GI 


none 








Score 


51 


Exons 


7314. .7349, 


7368. 


.7538, 


7454. 


.7480, 7548. .7700, 7559.-7627 


Seq. No. 


44038 








Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92592 








Strand 




Start 


15304 








End 


15899 


Name 


OJ000210 24 


.0316. 


C6.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


12645 








End 


12852 



44995 




GI 


none 




Score 


263 




Exons 


12645. . 12680, 12682 


. 12852, 


12683. .12844, 12684. .12851 




Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316 


.C6 


Gene No. 


92592 




Strand 






Start 


15304 




End 


15899 




Name 


OJ000210_24.0316.C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12855 




End 


13279 




GI 


none 




Score 


332 




Exons 


12855. . 13133, 12856. 


. 13134, 


12856. .13143, 13232 13279, 






13234. .13266, 13235. 


. 13279 








Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316 


.C6 


Gene No. 


92592 




Strand 






Start 


15304 




End 


15899 




Name 


OJ000210_24.0316.C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12910 




End 


13318 




GI 


none 




Score 


53 




Exons 


12910. . 12951, 12949. 


. 13029, 


12967. .13023, 13077 .. 13133 , 






13083. .13133, 13232. 


. 13318, 


13235. .13318 




Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316 


,C6 


Gene No. 


92592 




Strand 






Start 


15304 




End 


15899 




Name 


OJ000210_24 . 0316. C6. 


06. tm 


Method 


TBLASTX: Maize 




Start 


14097 




End 


14306 




GI 


none 




Score 


241 




Exons 


14097. . 14306, 14097. 


. 14300, 


14102. .14305 




Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316 


C6 


Gene No. 


92592 




Strand 






Start 


15304 




End 


15899 




Name 


OJ000210 24. 0316. C6. 


o4 . gp 


Method 


AAT/GAP 




Start 


15063 




End 


15899 




GI 


21043 1.R1084 




Score 


1383 




Exons 


15063. .15683, 15761. 


.15899 








GI Descrip. 


'2760362 2.0e-40 (AF016511) 


15.9 kDa subunit of RNA polymerase 




II [Arabidopsis thaliana] ' 








Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316. 


C6 


Gene No. 


92592 




Strand 






Start 


15304 




End 


15899 




Name 


OJ000210 24. 0316. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15302 




End 


15688 




GI 


none 




Score 


419 




Exons 


15302. .15604, 15304. 


.15603, 


15592. .15684, 15608. .15688 




Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316. 


C6 


Gene No. 


92592 




Strand 






Start 


15304 




End 


15899 




Name 


OJ000210 24. 0316. C6. 


o2.tc 


Method 


TBLASTX: Cress 




o Lai U 


15302 




End 


15688 




GI 


none 




Score 


57 




Exons 


15302. .15358, 15304. 


.15357, 


15344. .15580, 1534 9 .. 15594 , 






15598. .15684, 15599. 


.15688 








Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316. 


C6 



44996 



Gene No. 


92592 




Strand 






15304 




End 


15899 


Name 


OJ000210 24. 0316. C6. 


,o2.ts 


Method 


TBLASTX : Soybean 


Start 


15304 




End 


15688 


GI 


none 




Score 


57 


Exons 


15304. .15357, 15305. 


.15358, 


15347. .15580, 1534 9 .. 15594 , 




15598. .15684, 15599. 


, .15688 






Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316.C6 


(ipnp No 


92592 




Strand 


- 


Start 


15304 




End 


15899 


Name 


OJ000210 24. 0316. C6. 


o3.gs 


Method 


GENSCAN 


Start 


15304 


End 


15809 


GI 


none 




Score 


.97 


Exons 


15304. .15683, 15761. 


.15809 






Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92592 




Strand 




Start 


15304 




End 


15899 


Name 


OJ000210 24 0316 C6 


o3 . np 


Method 


AAT/NAP 


Start 


15307 




End 


15809 


GI 


2760362 




Score 


497 


Exons 


15307. .15683, 15761. 


.15809 






GI Descrip. 


(AF016511) 15.9 kDa 


subunit 


of RNA polymerase II [Arabidopsis 




thaliana] 








Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92593 




Strand 




Start 


16581 




End 


19377 


Name 


OJ000210 24. 0316. C6. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


16581 




End 


17259 


GI 


none 




Score 


215 


Exons 


16581. .16715, 16581. 


.16628, 


16610. .16714, 17175. .17240, 




17182. .17259, 17184. 


.17258, 


17185. .17259 


Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92593 




Strand 




Start 


16581 




End 


19377 


Name 


OJ000210 24. 0316. C6. 


o4 . tc 


Method 


TBLASTX: Cress 


Start 


16599 




End 


19353 


GI 


none 




Score 


128 


Exons 


16599. .16715, 16616. 


.16714, 


17182. .17283, 17184 .. 17282 , 




17368. .17445, 17381. 


.17458, 


17564. .17677, 17564 .. 17 677 , 




18237. .18317, 19129. 


.19191, 


19130. .19183, 19287. .19343, 




19297. .19353 








Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92593 




Strand 




Start 


16581 




End 


19377 


Name 


OJ000210 24. 0316. C6. 


o5. ts 


Method 


TBLASTX: Soybean 


Start 


16599 




End 


17449 


GI 


none 




Score 


143 


Exons 


16599. .16715, 16619. 


.16714, 


17182. .17283, 17184 .. 17282, 




17368. .17442, 17381. 


.17449 






Seq. No. 


44038 




Seq. ID 


OJ000210_24.0316.C6 


Gene No. 


92593 




Strand 





44997 



Start 
Name 
Start 
GI 

Exons 



16581 

OJ000210_24.0316.C6.o8.tm 
17380 



none 
17380. 
17564, 
18234. 



17439, 17381. 
17677, 17564. 
18320, 19129. 



End 

Method 

End 

Score 



19377 

TBLASTX: Maize 

19377 

88 



19277. . 19369, 19284, 



,17458, 17381. .17443, 17563 .. 17637, 

.17677, 18226. .18318, 18234 .. 18317, 

.19188, 19130. . 19189, 1924 8 .. 1937 6, 

,19370, 19297.. 19377 



Seq. No. 


44039 


Seq. ID 


OJ000210_24 


.0316. C7 


Gene No . 


92594 


Strand 


+ 




Start 


1 


End 


983 




Name 


OJ000210 24.0316.C7.ol.np 


. Method 


AAT/NAP 




Start 


1 


End 


919 




GI 


5903095 


Score 


108 




Exons 


1..273, 576. .616, 776. .919 








GI Descrip. 


(AC008017) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


44039 ■ 


Seq. ID 


OJ000210_24 


,0316. C7 


Gene No. 


92594 


Strand 


+ 




Start 


1 


End 


983 




Name 


OJ000210 24.0316.C7.ol.gp 


Method 


AAT/GAP 




Start 


42 


End 


983 




GI 


none 


Score 


1016 




Exons 


42. .112, 193. .273, 576. .983 








Seq. No. 


44039 


Seq. ID 


OJ000210_24 


0316. C7 


Gene No. 


92595 


Strand 


+ 




Start 


1592 


End 


6363 




Name 


OJ000210 24.0316.C7.ol.gs 


Method 


GENSCAN 




Start 


1592 


End 


6127 




GI 


none 


Score 


.9 




Exons 


1592.. 1686, 2177. .2319, 3930.. 4039, 5887.. 5978, 6097. .6127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



D_24.0316.C7.o2.gp 



44039 
92595 
1592 

OJ000210 
3908 

uC-osroM202016f07bl 
3908. .4058 

'1354849/gb|AAB02006| 
[Nicotiana tabacum] ' 



Seq. ID OJ000210_24 .0316.C7 

Strand + 

End 6363 

Method AAT/GAP 

End 4058 

Score 263 



3.0e-23 (U57350) epoxide hydrolase 



44039 Seq. ID 

92595 Strand 

1592 End 

OJ000210_24 .0316.C7.o3.gp Method 

5678 End 

none ' Score 

5678.. 5721, 5887.. 5978, 6097.. 6363 



OJ000210_24 .0316.C7 
+ 

6363 
AAT/GAP 
6363 
699 



44039 
92596 
7253 

OJ000210 
13 



24 .0316.C7.ol.ts 



Seq. ID OJ000210_24 .0316.C7 

Strand + 

End 8650 

Method TBLASTX : Soybean 

End 635 



44998 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none. Score 7 6 

13. .117, 28. .90, 29. .112, 35. .127, 190. .273, 192. .266, 579. 



44039 
92596 
7253 

OJ000210_24 . 0316 . C7 . o2 . tm 
13 

none 



Seq. ID OJ000210_24.0316.C7 

Strand + 

End 8 650 

Method TBLASTX : Mai ze 

End 616 

Score 132 



13. .111, 32. .112, 32. .118, 34. .123, 184. .273, 190. .273, 
192. .293, 565. .612, 573. .611, 575. .616 



635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44039 
92596 
7253 

OJ000210_24.0316.C7.o2.tc 
28 

none 



Seq. ID OJ000210_24.0316.C7 

Strand + 

End 8 650 

Method TBLASTX : Cress 

End 635 

Score 128 



28. .108, 29. .112, 190. .273, 198. .293, 573. .635 



44039 
92596 
7253 

OJ000210_24.0316.C7.o4.gp 
7253 

65614 1.R1084 



Seq. ID OJ000210_24.0316.C7 

Strand + 

End 8650 

Method AAT/GAP 

End 8 650 

Score 1132 



7253. .7411, 7718. .7849, 7973. .8088, 8218. .8369, 8475. .8560, 
8613. .8650 

'3548818 1.0e-38 (AC005313) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 44039 

Gene No. 92596 

Start 7253 

Name OJ000210_24 .0316.C7.ol. tc 

Start 7806 

GI none 
Exons 



Seq. ID OJ000210_24.0316.C7 

Strand + 

End 8650 

Method TBLASTX : Cress 

End 8571 

Score 51 



7806. .7850, 7810. .7860, 7968. .8084, 7968. .8096, 7969. .8088, 
8171. .8368, 8204. .8326, 8217. .8366, 8217. .8369, 8218. .8367, 
8473. .8571, 8475. .8555, 8479. .8571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44039 
92596 
7253 

OJ000210_24 .0316.C7.o2.ts 

7806 

none 



Seq. ID OJ000210_24.0316.C7 

Strand + 

End 8650 

Method TBLASTX : Soybean 

End 8571 

Score 53 



7806. .7859, 7810. .7860, 7968. .8096, 7969. .8088, 8218. .8256, 
8218. .8250, 8253. .8360, 8253. .8369, 8311. .8367, 8473. .8571, 
8475. .8555 



Seq. No. 44039 

Gene No. 92596 

Start 7253 

Name OJ000210_24 . 0316 . C7 . ol . tm 

Start 7806 

GI none 



Seq. ID OJ000210_24.0316.C7 

Strand + 

End 8 650 

Method TBLASTX : Mai ze 

End 8571 

Score 60 



44999 



Exons 



7806. .7859, 7810. .7860, 7968. .8096, 7969. .8088, 7973. .8116, 
7977. .8120, 8155. .8271, 8217. .8369, 8220. .8399, 8473. .8571, 
8475. .8570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44039 Seq. ID OJ000210_24 . 0316 . C7 

92596 Strand 
7253 End 
OJ000210_24 .0316.C7.o2.np Method 
7810 End 
7487148 . Score 
7810. .7849, 7973. .8088, 8218. .8369, 8475. .8650 
hypothetical protein T18E12.21 - Arabidopsis thaliana 
gi|3548818|gb|AAC34490.1| (AC005313) unknown protein 
[Arabidopsis thaliana] 



OJ000210_24, 
+ 

8650 
AAT/NAP 
8650 
441 



44040 
92597 
159 

OJ000210_24 .0316.C8 .ol.ts 
86 

none 



Seq. ID OJ000210_24 .0316.C8 

Strand + 

End 2008 

Method TBLASTX : Soybean 

End 1579 

Score 86 



86. .211, 141. .245, 158. .208, 448. .567, 462. .557, 473. .571, 
481. .570, 668. .742, 669. .743, 671. .742, 672. .743, 757. .807, 
1432. .1572, 1433. .1573, 1457. .1579 



Seq. No. 44040 

Gene No. 92597 

Start 159 

Name 0 JO 0 0 2 1 0_2 4 . 0 3 1 6 . C 8 . o 1 . tm 

Start 141 

GI none 
Exons 



Seq. ID OJ000210_24.0316.C8 

Strand + 

End 2008 

Method TBLASTX : Maize 

End 1528 

Score 93 



141. .209, 154. .210, 158. .247, 473. .571, 480. .557, 482. .568, 
484. .570, 668. .742, 669. .743, 672. .743, 1431. .1511, 1432. .1509, 
1433. .1528, 1436. .1528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44040 Seq. ID 

92597 Strand 

159 End 

OJ000210_24 .0316.C8.ol.np Method 

159 End 

7487148 Score 



OJ000210_24.0316.C8 
+ 

2008 
AAT/NAP 
2008 
403 



159. .209, 482. .568, 672. .741, 1437. .1582, 1967. .2008 
hypothetical protein T18E12.21 - Arabidopsis thaliana 
gi I 3548818 | gb IAAC34490.il (AC005313) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 44040 Seq. ID OJ000210_24 . 0316 . C8 

Gene No. 92597 Strand + 

Start 159 End 2008 

Name OJ000210_24 . 0316 .C8 .ol . gp Method AAT/GAP 

Start 167 End 1573 

GI 20268_1.R1084 Score 595 

Exons 167.. 209, 482.. 568, 672.. 741, 1437.. 1573 

GI Descrip. '3548818 2.0e-69 (AC005313) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 



44040 



Seq. ID OJ000210_24.0316.C8 



45000 



